
Exons 


97. .498, 


98. .499, 99. .500 






* '!« 


Seq. No, 


29145 




Seq. ID 


OJ000250_30.0223. 


C46 


UCliC VHJ • 












Start 


97 




End 


500 




Name 


OJ000250 


30.0223.C46.ol.ts 


Method 


TBLASTX : Soybean 




Start 


98 




End 


500 




GI 


none 




Score 


572 




Exons 


98. .499, 


99. .500 








Seq. No. 


29145 




Seq. ID 


OJ000250_30.0223. 


C46 


Gene No. 


60162 




Strand 






Start 


97 




End 


500 




Name 


OJ000250 


30.0223.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


129 




End 


267 




GI 


none 




Score 


215 




Exons 


129. .266, 


129. .266, 130. .267 









Seq. No. 29146 Seq. ID 

Gene No. 60163 Strand 

Start 36 End 

Name OJ000250_30 . 0223 . C47 . ol . tm Method 

Start 36 End 

GI none Score 

Exons 36.-254, 39.-248, 41. .253, 41. .256 



OJ000250_30.0223.C47 
256 

TBLASTX: Maize 

256 

337 



Seq. No. 29146 Seq. ID 

Gene No. 60164 Strand 

Start 249 End 

Name OJ000250_30 . 0223 . C47 . ol . tc Method 

Start 249 End 

GI none Score 

Exons 249.. 572, 251.. 571 



OJ000250_30.0223.C47 
572 

TBLASTX: Cress 

572 

437 



Seq. No. 29146 Seq. ID 

Gene No. 60164 Strand 

Start 24 9 End 

Name OJ000250_30 . 0223 . C47 . ol . ts Method 

Start 291 End 

GI none Score 

Exons 291.. 572, 293.. 571 



OJ000250_30.0223.C47 
572 

TBLASTX : Soybean 

572 

390 



Seq. No. 29147 

Gene No. 60165 

Start 317 

Name OJ000250_30 . 0223 . C4 8 . ol . tc 

Start 1 

GI none 

Exons 1..54, 2. .49, 56. .172, 57.. 
174.. 236, 180.. 230 



C48 



Seq. ID OJ000250_30.0223, 

Strand + 

End 550 

Method TBLASTX : Cress 

End 236 

Score 53 
140, 58. .174, 142. .228, 151. .231, 



Seq. No. 

Gene No. 

Start 
\i — ~ 

Start 
GI 



29147 
60165 
317 

r\ ta a a o c r\ -> r\ r\ ^ ^ -» /-i a _ -i 

\j yj yj t. w/ \j ju. uz.^.J.U4 0 .Uit^^i 

317 

14384 1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_30 . 0223 . C48 
+ 

550 

AAT/GAF 

550 

345 



29001 




Exons 317. .550 

GI Descrip. 1 5881726/dbj | BAA84417 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. No. 


29147 








Seq. ID 


OJ000250 30.0223.C48 


Gene No. 


60165 








Strand 


+ 


Start 


317 








End 


550 


Name 


OJ000250 30 


.0223. 


C48.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


343 








End 


550 


GI 


none 








Score 


.67 


Exons 


343. .441, 359. :457, 360 


. .458, 


441. .548 


, 442. .549, 446. .550 


Seq. No. 


29148 








Seq. ID 


OJ000250_30.0223.C4 9 


Gene No. 


60166 








Strand 




Start 


2228 








End 


2604 


Name 


OJ000250 30 


.0223. 


C49.o4 


,ts 


Method 


TBLASTX: Soybean 


Start 


33 








End 


294 


GI 


none 








Score 


81 


Exons 


33. .194, 34 


. .216, 


35. .202, 199. .294, 200. .292 


Seq. No. 


29148 








Seq. ID 


OJ000250_30. 0223.C4 9 


Gene No. 


60166 








Strand 




Start 


2228 








End 


2604 


Name 


OJ000250 30 


.0223. 


C49.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


753 








End 


967 


GI 


none 








Score 


128 


Exons 


753. .878, 753. .878, 755 


. .886, 


764. .886, 878. .967, 879. .962 


Seq. No. 


29148 








Seq. ID 


OJ000250_30 . 0223. C4 9 


Gene No. 


60166 








Strand 




Start 


2228 








End 


2604 


Name 


OJ000250 30 


.0223. 


C49.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


968 








End 


1206 


GI 


none 








Score 


250 


Exons 


968. .1192, 


969.. 1193, 969. .1199, 982.. 


1206, 983.. 1195 


Seq. No. 


29148 








Seq. ID 


OJ000250_30.0223.C4 9 


Gene No. 


60166 








Strand 




Start 


2228 








End 


2604 


Name 


OJ000250 30 


.0223. 


C4 9.ol 


tc 


Method 


TBLASTX: Cress 


Start 


1104 








End 


1837 


GI 


none 








Score 


137 


Exons 


1104. .1232, 


1104. 


.1223, 


1106. 


.1279, 1297. .1497, 1300. .1491, 




1335. .1532, 


1484. 


.1702, 


1489. 


.1827, 1491. .1829, 1491. .1835, 




1757. .1837 












Seq. No. 


29148 








Seq. ID 


OJ000250_30.0223.C4 9 


Gene No. 


60166 








Strand 




Start 


2228 








End 


2604 


Name 


OJ000250 30 


0223. 


C49.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1292 








End 


2604 


GI 


none 








Score 


306 


Exons 


1292. .1714, 


1294. 


.1836, 


1294. 


.1914, 1317. .1928, 1335. .1934, 




1870. .1929, 


2009. 


.2044, 


2045. 


.2080, 2096.. 2134, 2292.-2375, 




oonn o -> -i 


o *■» r\ rr 
^ JU J • 




2454. 


.2516, 2467.. 2535, 2469. .2501, 



2567.. 2599, 2569.. 2604 



29002 



Seq. No. 29148 Seq. ID OJ000250_30 . 0223 .C49 

Gene No. 60166 Strand 

Start 2228 End 2604 

Name OJ000250_30.0223.C4 9.ol.gp Method AAT/GAP 

Start 2228 End 2430 

GI 6012822 Score 337 

Exons 2228.. 2430 

GI Descrip. 11957/emb | X15901 | CHOSXX 1.0e-52 Rice complete chloroplast genome 



Seq. No. 29149 

Gene No. 60167 

Start 1 

Name OJ000250_30 . 0223 . C50 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ000250_30.0223.C50 
Strand 

End 1456 

Method TBLASTX : Cress 

End 612 

Score 4 61 



1..387, 6. .335, 389. .490, 391. .612, 391. .612 



Seq. No. 29149 Seq. ID OJ000250_30 . 0223 . C50 

Gene No. 60167 Strand 

Start 1 End 1456 

Name OJ000250_30 . 0223 . C50.ol.ts Method TBLASTX : Soybean 

Start 4 End 1456 

GI none Score 405 

Exons 4. .387, 5. .34, 6. .335, 77. .382, 383. .490, 393. .488, 394. .1455, 
422.. 1456 



Seq. No. 29149 Seq. ID 

Gene No. 60167 Strand 

Start 1 End 

Name OJ000250_30 . 0223 . C50 . o2 . tc Method 

Start 724 End 

GI none Score 
Exons 



OJ000250_30 . 0223. C50 
1456 

TBLASTX: Cress 

1179 

138 



724. .879, 727. .1104, 731. .1105, 1115. .1177, 1117. .1179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29150 
60168 
205 

OJ000250_30 . 0223 . C51 . ol . tm 
36 

none 



Seq. ID OJ000250_30.0223.C51 

Strand + 

End 1052 

Method TBLASTX : Maize 

End 568 

Score 208 



36. .176, 38. .181, 38. .175, 76. .180, 184. .210, 188. .211, 
212. .250, 213. .254, 214. .252, 243. .533, 243. .533, 244. .534, 
244. .537, 248. .535, 311. .538, 537. .563, 537. .563, 539. .568, 
539. .565 



Seq. No. 29150 Seq. ID 

Gene No. 60168 Strand 

Start 205 End 

Name OJ000250_30 . 0223 .C51.ol.gp Method 

Start 205 End 

GI LIB3431-017-P1-K1-H4 Score 

Exons 205.. 375 
GI Descrip. 



OJ000250_30.0223.C51 
+ 

1052 
AAT/GAP 
375 
260 



, 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 
PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 



ULUX t- 



-U 1 1 -L 

1JLWJ. U^IQD l_ 



_342613 (M17841) rxijusOnicii prucein iSiZ [Zea 



mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



29003 



Seq. No. 29150 

Gene No. 60168 

Start 205 

Name OJ000250_30 . 0223 . C51 . ol . ts 

Start 215 

GI none 

Exons 215.. 241, 242.. 418, 244 



Seq. ID OJ000250_30.0223.C51 
Strand + 

1052 

TBLASTX : Soybean 
956 
137 



End 

Method 
End 
Score 

420, 261. .395, 262. .423, 471. .536, 
476. .529, 477. .536, 619. .690, 631. .723, 632. .724, 665. .730, 
720. .773, 727. .795, 730. .774, 785. .829, 791. .868, 831. .872, 
841. .867, 898..948, 906. .956 



Seq. No. 29150 

Gene No. 60168 

Start 205 

Name OJ000250_30 . 0223 . C51 . o2 . tc 

Start 475 

GI : . none 
Exons 



Seq. ID OJ000250_30.0223.C51 

Strand + 

End 1052 

Method TBLASTX : Cress 

End 1052 

Score 59 



475. .519, 548. .592, 548. .589, 628. .690, 629. .772, 675.-773, 
736. .774, 736. .774, 779. .865, 789. .863, 790. .864, 901. .948, 
902. .961, 951. .986, 954. .983, 1023. .1052 



Seq. No. 29150 

Gene No. 60169 

Start 1651 

Name OJ000250_30.0223.C51.ol.tc 

Start 1651 

GI none 

Exons 1651.. 1749, 1794 
2052.. 2099, 2366 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1955, 1807. .1971, 1807 
2422, 2367..2423 



OJ000250 30.0223.C51 



2423 

TBLASTX: Cress 

2423 

252 

1971, 1983.. 2075, 



Seq. No. 29150 Seq. ID 

Gene No. 60169 Strand 

Start 1651 End 

Name OJ000250_30 . 0223 . C51 . o2 . ts Method 

Start 17 94 End 

GI none Score 

Exons 1794.. 1955, 1798.. 1971, 1802.. 1972, 1807 

2033.. 2104, 2040.. 2102, 2052.. 2096, 2354 



OJ000250_30.0223.C51 
2423 

TBLASTX: Soybean 
2423 
257 

1971, 1983.. 2045, 
2422, 2367.. 2423 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



29151 Seq. ID OJ000250_30 . 0223 . C52 

60170 Strand 

103 End 728 

OJ000250_30 . 0223 . C52 . ol . gp Method AAT/GAP 

103 End 625 

uC-osflm202104g03bl Score 1026 

103. .625 

, 131211/sp|P19443| PSAJ_MAIZE 6-0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] ' 



Name 
Start 



29151 
60170 

1 n-> 
1UJ 

OJ000250_30.0223.C52.ol.tm 
328 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_30.0223.C52 
728 

TBLASTX: Maize 
643 



29004 




GI 


none 




Score 


455 




Exons 


328. .642, 328. .642, 335 


. .643 








Seq. No. 


29151 




Seq. ID 


OJ000250_30.0223 


.C52 


CJpnp Mn 


60170 




Strand 






Start 


103 




End 


728 




Name 


OJ000250 30.0223.C52.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


340 




End 


728 




GI 


none 




Score 


359 




Exons 


340. .615, 355. .621, 377 


. .625, 


648. .686, 650. .727, 669.. 


728 


Seq. No. 


29151 




Seq. ID 




.C52 


w die IN Vm/ ■ 


60170 










Start 


103 




FnH 


79ft 




Name 


OJ000250 30.0223.C52.ol 


.tc 




1 ld Ljr\0 l/\ . I. fc: o o 




Start 


406 




FnH 


JDD 




GI 


none 




Score 


91 Q 
£ X ^ 




Exons 


406. .564, 415. .564, 462 


. .566 








Seq. No. 


29151 




C prf Tn 

OC^i X i-J 




.C52 




60170 




c +- r3n H 
oLranci 






Start 


103 




FnH 


7 9ft 




Name 


OJ000250 30.0223.C52.ol 


.ts 


l v itr LilvJU 


i DLiM.o i a . ooyxjean 




Start 


415 




FnH 






GI 


none 




Score 


917 
Z J. / 




Exons 


415. .567, 415. .567, 462 


. .569 








Seq. No. 


29151 




Seq. ID 


OJ000250_30.0223 


.C52 


f^pnp Wo 


fini7i 




Strand 






Start 


1190 




End 


1349 




Name 


OJ000250 30.0223.C52.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1190 




End 


1349 




GI 


none 




Score 


259 




Exons 


1190. .1348, 1196. .1348, 


1197. 


.1349 






Seq. No. 


29152 




Seq. ID 


OJ000250_30.0223 


.053 


Gene No. 


60172 




Strand 


+ 




Start 


5300 




End 


5837 




Name 


OJ000250 30.0223.C53.o2. 


gp 


Method 


AAT/GAP 




Start 


5300 




End 


5837' 




GI 


2653 1.R1084 




Score 


1052 




Exons 


5300. .5837 










GI Descrip. 


*11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza sativa] 




>gi_226619_prf 1603356AR ORF 


85A [Oryza sativa] 1 




Seq. No. 


29152 




Seq. ID 


OJ000250_30.0223 


.C53 


Gene No. 


60173 




Strand 






Start 


3989 




End 


4430 




Name 


OJ000250 30.0223.C53.ol. 


gp 


Method 


AAT/GAP 




Start 


3989 




End 


4430 




GI 


uC-osflM202092b08bl 




Score 


831 




Exons 


3989. .4430 











GI Descrip. ' 118048/sp | P07888 | CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol—plastocyanin reductase (EC 

1.10.93.1) cytochrome f precursor - rice chioropiast 
>gi_12000_emb_CAA33961__ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ■ 



29005 



Seq. No. 


29152 






Seq. ID 


OJ000250_30.0223.C53 


Gene No. 


60174 






Strand 




Start 


5841 








74 91 


Name 


OJ000250 


30.0223.C53.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


733 


GI 


none 






Score 


336 


Exons 


2. .202, 3 


..203, 6. .206, 


163. . 


270, 201.. 


269, 2S7..286, 267.. 




268. .294, 


289.. 321, 336 


. .506, 


338. .508, 


502. .588, 504. .587, 




557. .706, 


561.. 701, 575 


. .733, 


583. .708 




Qprr Mo 


29152 










Gene No. 


60174 






Strand 




Start 


5841 






End 


7421 


Name 


OJ000250 


30.0223.C53.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


49 






End 


264 


GI 


none 






Score 


219 


Exons 


49. .204, 


50. .205, 199.. 


264 






Sea No 


29152 






Seq. ID 


OJ000250_30.0223.C53 


Gene No. 


60174 






Strand 




Start 


5841 






End 


7421 


Name 


OJ000250 


30.0223.C53.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


64 






End 


406 


GI 


none 






Score 


172 


Exons 


64. .189, 


68. .178, 199.. 


264, 199. .261, 320. .406, 339. .404 


Seq. No. 


29152 






Seq. ID 


OJ000250_30.0223.C53 


Gene No. 


60174 






Strand 




Start 


5841 






End 


7421 


Name 


OJ000250 


30.0223.C53.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


299 






End 


895 


GI 


none 






Score 


168 


Exons 


299. .475, 


300. .470, 463 


. .576, 


463. .588, 


464. .589, 465.-584, 




572. .622, 


574. .651, 574 


. .621, 


576. .623, 


625. .708, 626. .703, 




662. .727, 


701. .742, 766 


. .891, 


766. .888, 


767. .895, 795. .890 



Seq. No. 29152 
Gene No. 60174 
Start 5841 

Name OJ000250_30 . 0223 . C53 . o7 . tm 

Start 1075 
GI none 

Exons 1075.. 1152, 1088.. 1150, 1182, 

1266.. 1328, 1268.. 1333, 1305. 
1344. .1400, 1405. .1461, 1407, 



Seq. ID OJ000250_30.0223.C53 
Strand 

End 7421 

Method TBLASTX : Mai ze 

End 1483 

Score 80 

.1259, 1187.. 1258, 1263.. 1325, 
.1346, 1340. .1432, 1340. .1399, 
.1460, 1412.. 1465, 1412.. 1483 



Seq. No. 29152 

Gene No. 60174 

Start 5841 

Name OJ000250_30 . 0223 . C53 . o5 . tw 

Start 1257 

GI none 

Exons 1257.. 1382, 1260.. 1403, 1282. 



Seq. ID OJ000250_30.0223.C53 
Strand 

End 7421 

Method TBLASTX : Wheat 

End 1658 

Score 148 

.1428, 1422.. 1637, 1422.. 1625, 
, 1658 



Seq. No. 



29152 



Seq. ID OJ000250_30.0223.C53 



29006 



Gene No. 


60174 








Strand 






Start 


5841 








End 


7421 




Name 




0991 


C53 o3 




Method 


TBLASTX : 




Start 


1513 








End 


2091 




GI 


none 








Score 


59 




Exons 


1513. .1584, 


1518. 


.1580, 


1587. 


.1616, 1588. .1620, 


1615. .1896, 




1620. .1901, 


1624. 


.1896, 


1632. 


.1898, 1902.. 2030, 


1903. .2031, 




1904. .2032, 


2033. 


.2089, 


2034. 


.2090, 2034.. 2090, 


2038. .2091 


Seq. No. 


29152 








Seq. ID 


OJ000250 


_30.0223.C53 


Gene No. 


60174 








Strand 






Start 


JOil 








End 


7421 




Name 


OJ000250 30. 


0223. 


C53.o8 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1519 








End 


1671 




GI 


none 








Score 


79- 




Exons 


1519. .1560, 


1519. 


.1563, 


1563. 


.1616, 1563.. 1616, 


1564. .1617, 




1564. .1623, 


1602. 


.1670, 


1610. 


.1669, 1618. .1671, 


1624. .1671 


Seq. No. 


29152 








Seq. ID 


OJ000250 


_30.0223.C53 


f2cinf=> Mo 


fifll 74 








Strand 






Start 


5841 








End 


7421 




Name 


OJ000250 30. 


0223. 


C53.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


1736 








End 


2178 




GI. 


none 








Score 


640 




Exons 


1736. .2176, 


1738. 


.2178, 


1752. 


.2177 






Seq. No. 


29152 








Seq. ID 


OJ000250 


_30.0223.C53 


mono Mo 


fifll 7 4 








Strand 






Start 


5841 








End 


7421 




Name 


OJ000250 30. 


0223. 


C53.o4 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2130 








End 


2467 




GI 


none 








Score 


68 




Exons 


2130. .2183, 


2132. 


.2182, 


2222. 


.2464, 2222. .2467 




Seq. No. 


29152 








Seq. ID 


OJ000250 


_30.0223.C53 


Gene No. 


60174 








Strand 






JlaiL 


SR4 1 








End 


7421 




Name 


OJ000250 30. 


0223. 


C53.o5 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2130 








End 


2413 




GI 


none 








Score 


110 




Exons 


2130. .2198, 


2131. 


.2196, 


2132. 


.2197, 2143. .2199, 


2159. .2413, 




2198. .2413 














Seq. No. 


29152 








Seq. ID 


OJ000250 


_30.0223.C53 


f^lono Mo 










Strand 






Start 


5841 








End 


7421 




Name 


OJ000250 30. 


0223. 


C53.o4 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3285 








End 


3612 




GI 


none 








Score 


473 




Exons 


3285. .3605, 


3285. 


.3605, 


3286. 


.3606, 3349.. 3612 




Seq. No. 


29152 








Seq. ID 


OJ000250 


_30.0223.C53 


Gene No. 


60174 








Strand 






Start 


5841 








End 


7421 





Start 
GI 



3390 
none 



Method tblaStX : soybean 
End 4 926 

Score 1230 



29007 




Exons 


3390. .4373, 


3391. 


.4374, 


4171. 


.4380, 4601.. 4906, 4609.. 4926 


Seq. No. 


29152 








Seq. ID 


OJ000250_30.0223.C53 


Gene No. 


60174 








Strand 




O L. CI J_ u 


5841 








End 


7421 


Name 


OJ000250 30 


.0223. 


C53.ol 


-tc 


Method 


TBLASTX: Cress 


Start 


3428 








End 


4696 


GI 


none 








Score 


70 


Exons 


3428. .3481, 


3431. 


.3487, 


3432. 


.3488, 3432.. 3488, 3585. .4373, 




3594. .4394, 


4171. 


.4380, 


4616. 


.4696, 4624. .4695 


Seq. No. 


29152 








Seq. ID 


OJ000250 30 0223 C53 




60174 








O I— J- CL 1 1U 




Start 


5841 








End 


7421 


Name 


OJ000250 30 


.0223. 


C53.o6 


.tw 






Start 


3731 








End 


3847 


GI 


none 










J. o / 


Exons 


3731. .3847, 


3731. 


.3844, 


3732. 


.3845 




Seq. No. 


29152 








Seq. ID 


OJ000250_30.0223.C53 




fim 74 








Strand 




Start 


5841 








End 


7421 


Name 


OJ000250 30 


.0223. 


C53.o6 


tm 


Method 


TBLASTX: Maize 


Start 


3905 








End 


4072 


GI 


none 






vr. 


Score 


284 


Exons 


3905. .4072, 


3906. 


.4070 








Seq. No. 


29152 








Seq. ID 


OJ000250_30.0223.C53 


Hono Ma 


fiOl 74 








Strand 




Start 


5841 








End 


7421 


Name 


OJ000250 30 


.0223. 


C53.o3 


tm 


Method 


TBLASTX: Maize 


Start 


4073 








End 


4553 


GI 


none 








Score 


640 


Exons 


4073. .4513, 


4074. 


.4517, 


4171. 


.4518, 4507. .4551, 4515. .4553 


Seq. No. 


29152 








Seq. ID 


OJ000250_30.0223.C53 


Gene No. 


60174 








Strand 




Start 


5841 








End 


7421 


Name 


OJ0002 SO ^0 


■ \J C. J • 




L. W 


Method 


TBLASTX: Wheat 


Start 


4179 








End 


4605 


GI 


none 








Score 


195 


Exons 


4179. .4304, 


4180. 


.4299, 


4182. 


.4301, 4306. .4407, 4307. .4519, 




4308. .4499, 


4337. 


.4501, 


4434 . 


.4559, 4455. .4574, 4503. .4574, 




4504. .4575, 


4543. 


.4575, 


4565. 


.4603, 4569.. 4604, 4579.. 4605 


Seq. No. 


29152 








Seq. ID 


OJ000250_30.0223.C53 




fim 74 








Strand 




Start 


5841 








End 


7421 


Name 


OJ000250 30 


.0223. 


C53.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


4697 








End 


4914 


GI 


none 








Score 


155 


Exons 


4697 . .4912, 


4699. 


.4914 








Seq. No. 


29152 








Seq. ID 


OJ000250_30.0223.C53 


Gens No . 


cr\-\ n a 

\y \J A. 1 ~Z 








Strand 




Start 


5841 








End 


7421 


Name 


OJ000250_30 


0223. 


C53.o2. 


ts 


Method 


TBLASTX : Soybean 



29008 



Start 
GI 

Exons 



4930 End 7421 

none Score 268 

4930.. 5304, 4931.. 5278, 4934.. 5308, 5194.. 5298, 5325.. 5387, 

5330. .5389, 5333. .5401, 5697. .5774, 5715. .5774, 5796. .5852, 

5801. .5863, 5801. .5860, 5883. .6098, 5886. .6098, 5929. .6132, 

6083. .6124, 6120. .6281, 6136. .6276, 6603. .6740, 6641. .6727, 

6642. .6728, 6649. .6738, 7200. .7421, 7243. .7362 



Seq. No. 29152 Seq. ID 

Gene No. 60174 Strand 

Start 5841 End 

Name OJ000250_30 . 0223 . C53 . o2 . tc Method 

Start 4934 End 

GI none Score 
Exons 



OJ000250_30.0223.C53 
7421 

TBLASTX: Cress 

6275 

228 



4934. .5311, 4936. .5307, 4953. .5312, 5312. .5386, 5714. .5803, 
5715. .5798, 5782. .5850, 5784. .6272, 5790. .6275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29152 
60174 
5841 

OJ000250_30, 

5520 

none 

5520. .5552, 
5587. .5610, 
6084. .6116, 



OJ000250 30.0223.C53 



0223.C53.o2.tm 



5528. 
5588, 
6085, 



.5548, 
.5611, 
.6117 



5543. 
5697. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5590, 

.6101, 5697. .6098, 5699, 



7421 

TBLASTX: Maize 
6117 
39 

5544. .5591, 5545. 



.5589, 
,6106, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 30.0223.C53 



29152 
60174 
5841 

OJ000250_30 . 0223 . C53 . o3 . gp 
5841 

7528_2.R1084 
5841. .6464 

1 140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618 j?rf 1603356AQ ORF 185 [Oryza sativa] 1 



7421 
AAT/GAP 
6464 
1143 



29152 
60174 
5841 

OJ000250_30 . 0223 . C53 . o4 . tm 

6356 

none 

6356.. 6445, 6370.. 6441, 6371. 
6438.. 6509, 6438.. 6506, 6490. 
6607. .6786 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 30.0223.C53 



7421 

TBLASTX: Maize 
6786 
95 

6448, 6372. .6470, 6418. .6504, 
6603, 6506.. 6604, 6607.. 6780, 



Seq. No. 29152 Seq. ID OJ000250_30 . 0223 . C53 

Gene No. 60175 Strand 

Start 7425 End 8170 

Name OJ000250_30 . 0223 . C53 . o9 . tm Method TBLASTX : Mai ze 

Start 7425 End 8170 

GI none Score 153 

Exons 7425. .7487, 8019. .8111, 8021. .8125, 8039. .8125, 8111. .8143, 

8111. .8143, 8118. .8168, 8138. .8170 



29009 



Seq. No. 29153 

Gene No. 60176 

Start 1679 

Name OJ000250_30 . 0223 . C54 . o3 . gp 

Start 1679 

GI uC-osflM202083hl2bl 

Exons 1679. .2195 

GI Descrip. '552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] 1 



Seq. ID OJ000250_30.0223.C54 

Strand + 

End 2195 

Method AAT/GAP 

End 2195 

Score 968 



Seq. No. 29153 

Gene No. 60177 

Start 1 

Name OJ000250_30 . 0223 . C54 . ol . gp 

Start 1 

GI 14384_1.R1084 

Exons 1. .389 

GI Descrip. ' 5881726/dbj | BAA844 17 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] * 



Seq. ID OJ000250_30.0223.C54 
Strand 

End 38 9 

Method AAT/GAP 

End 38 9 

Score 733 



Seq. No. 


29153 






Seq. ID 


OJ000250_30.0223 


.C54 


Gene No. 


60178 






Strand 






Start 


486 






End 


1531 




Name 


OJ000250 


_30.0223.C54.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


476 






none 






Score 


72 




Exons 


1..42, 3. 


.41, 43. .471, 


44. .475, 45. .476, 45. .476 




Seq. No. 


29153 






Seq. ID 


OJ000250_30.0223 


.C54 


Gene No. 


60178 






Strand 






Start 


486 






End 


1531 




Name 


OJ000250 


_30.0223.C54.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


93 






End 


240 




GI 


none 






Score 


198 




Exons 


93. .239, 


104. .238, 118. 


.240 








Seq. No. 


'29153 






Seq. ID 


OJ000250_30.0223 


.C54 


Gene No. 


60178 






Strand 






Start 


486 






End 


1531 




Name 


OJ000250 


30.0223.C54.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


183 






End 


472 




GI 


none 






Score 


223 




Exons 


.183. .452, 


184. .471, 188 


. .472, 


189. .467 






Seq. No. 


29153 






Seq. ID 


OJ000250_30.0223 


.C54 


Gene No. 


60178 






Strand 






Start 


486 






End 


1531 




Name 


OJ000250 


30.0223.C54.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


475 






End 


1221 




GI 


none 






Score 


54 




Exons 


475. .525, 


475. .522, 481 


. .1209, 


523. .1221 




Seq. No. 


29153 






Seq. ID 


OJ000250_30.0223 


.C54 


Gene No. 


■ 60178 






Strand 






S cart 


486 






End 


1531 




Name 


OJ000250 


30.0223.C54.o2 


• gp 


Method 


AAT/GAP 




Start 


486 






End 


1215 





29010 



GI 24824_1.R1084 Score 1363 

Exons 486.. 1215 

GI Descrip. • 476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa]' 



Seq. No. 29153 Seq. ID 

Gene No. 60178 Strand 

Start 486 End 

Name OJ000250_30 . 0223 . C54 . o2 . ts Method 

Start 545 End 

GI none Score 
Exons 



OJ000250_30.0223.C54 
1531 

TBLASTX: Soybean . 

1248 

556 



545. .1060, 545. .1225, 547. .1248, 562. .1248 



Seq. No. 29153 Seq. ID 

Gene No. 60178 Strand 

Start 48 6 End 

Name OJ000250_30 . 0223 . C54 . 06 . tw Method 

Start 620 End 

GI none Score 

Exons 620.. 802, 624.. 800 



OJ000250_30.0223.C54 
1531 

TBLASTX: Wheat 

802 

255 



Seq. No. 


29153 








Seq. ID 


OJ000250_30 . 0223 . C54 


Gene No. 


60178 








Strand 




Start 


486 








End 


1531 


Name 


OJ000250 30 


.0223 


.C54.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


763 








End 


1239 


GI 


none 








Score 


549 


Exons 


763. .1200, 


764. . 


985, 782 


..1204, 784.. 


1203, 855.. 1205, 1207. 


Seq. No. 


29153 








Seq. ID 


OJ000250_30.0223.C54 


Gene No. 


60178 








Strand 




Start 


486 








End 


1531 


Name 


OJ000250 30 


.0223 


.C54.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


803 








End 


1488 


GI 


none 








Score 


265 


Exons 


803. .1228, 


804. . 


986, 805 


..1257, 805.. 


1257, 849.. 1277, 




1241. .1315, 


1271 


. .1369, 


1278. 


.1340, 1327.. 1488, 1343.. 1486, 




1360. .1488 












Seq. No. 


29153 








Seq. ID 


OJ000250_30.0223.C54 


Gene No. 


60178 








Strand 




Start 


486 








End 


1531 


Name 


OJ000250 30 


.0223 


.C54.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1222 








End 


1531 


GI 


none 








Score 


130 


Exons 


1222. .1347, 


1224 


. .1349, 


1314. 


.1418, 1322. .1432, 1324. .1419, 




1344. .1421, 


1367 


. .1423, 


1408. 


.1527, 1409. .1531 


Seq. No. 


29153 








Seq. ID 


OJ000250_30.0223.C54 


Gene No. 


60179 








Strand 




Start 


1656 








End 


3567 


Name 


OJ000250 30 


.0223 


.C54.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


1656 








End 


2088 


GI 


none 








Score 


308 


Exons 


1656. .1865, 


1656 


. .1868, 


1657. 


.1878, 1690. .1869, 1856. .1942, 




1867. .1941, 


1877 


. .1987, 


1939. 


.2088, 1949. .2086, 1993. .2088 



29011 



Seq. No. 


29153 


















Start 


1656 








Name 


OJ000250 30 


.0223 


.C54.o6 


. tm 


Start 


1673 








GI 


none 








Exons 


1673. .1729, 


1674, 


. .1727, 


1677. 




1724. .1861, 


1726, 


. .1863, 


1726. 


O ~ ♦ LN \J ■ 










Gene No. 


60179 








Start 


1656 








Name 


OJ000250 30 


.0223.C54.o4 


.tm 


Start 


1864 








GI 


none 








Exons 


1864. .1881, 


1886. 


, .1915, 


1886. 


Seq. No. 


29153 








OCUC IN ^ • 










Start 


1656 








Name 


OJ000250 30, 


.0223. 


C54.ol 


.tc 


Start 


1958 








GI 


none 








Exons 


1958. .2536, 


X y D ? . 




2205. 




3082. .3243, 


3299. 


.3565, 


3299. 


Seq. No. 


29153 


















Start 


1656 








Name 


OJ000250 30. 


.0223. 


C54.ol. 


,ts 


Start 


2022 








GI 


none 








Exons 


2022. .2066, 


2138. 


.2536, 


2151. 




2646. .3242, 


2646. 


.3002, 


2657. 


Seq. No. 


29153 








UC11C 11U * 


601 7Q 








Start 


1656 








Name 


OJ000250 30. 


0223. 


C54.ol. 


tm 


Start 


2117 








GI 


none 








Exons 


2117. .2536, 


2136. 


.2627, 


2403. 




2657. .3241, 


3042. 


.3338, 


3299. 


Seq. No. 


29153 








Gene No. 


60179 








Start 


1656 








Name 


OJ000250 30. 


0223. 


C54.o3. 


tw 


Start 


2232 








GI 


none 








Exons 


2232. .2495, 


2240. 


.2509, 


2520. 




2652. .2921, 


2657. 


.2926 





Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 

Method TBLASTX: Maize 

End 1863 

Score 68 

.1733, 1690.. 1728, 1701.. 1862, 
.1863 

Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 

Method TBLASTX : Mai ze 

End 2117 

Score 35 
.1915, 1906.. 2115, 1938.. 2117 

Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 

Method TBLASTX : Cress 

End 3567 

Score 1992 
.2996, 2284. .3216, 2621. .3241, 
.3565, 3445.. 3567 

Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 

Method TBLASTX : Soybean 

End 3419 

Score 583 
.2627, 2356.. 2610, 2403.. 2645, 
.3241, 3299.. 3412, 3300.. 3419 

Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 
Method TBLASTX : Mai ze 
End 3427 
Score 591 

,2645, 2646.-3242, 2646.. 3002, 
,3427, 3300.. 3422 

Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 

Method TBLASTX : Wheat 

End 2927 

Score 321 

2558, 2565.. 2627, 2646. .2927, 



084. inO. 

Gene No. 
Start 



60179 
1656 



Seq. ID OJ000250_30.0223.C54 
Strand 

End 3567 



29012 




Name 


OJ000250 30.0223.C54.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3015 




End 


3395 




GI 


none 




Score 


269 




Exons 


3015. .3242, 3038. .3241, 


3299. 


.3394, 3300.. 3395 




Seq. No. 


29153 




oeq. iu 


VJJUUU^OU JU.UziZ.-3 


.C54 


bene jno . 


dui / y 




Strand 






Start 


1656 






jjD / 




Name 


OJ000250 30.0223.C54.o3. 


ts 




i dLi/\o j. a . ooyoean 




Start 


3419 




End 


3565 




GI 


none 




Score 


196 




Exons 


3419. .3565, 3422. .3565 










Seq. No. . 


29154 




Seq. ID 


UJUUUZDU ju.u^zj 


.C55 


Gene No . 


cni on 
oUloU 




Strand 


l 




Start 


879 




End 


Q £Q 

y do 




Name 


OJ000250 30.0223.C55.ol. 


tm 


Method 


1 rsLi/io 1 A . Ma 1 Z e 




Start 


1 




End 


680 




GI 


none 




Score 


1072 




Exons 


1..222, 2. .679, 3. .680, 


3. .656 






Seq. No. 


29154 




Seq. ID 


OJ000250_30.0223 


.C55 


Gene No. 


60180 




Strand 


+ 




o tart 


879 




End 


968 




Name 


OJ000250 30.0223.C55.bl. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


765 




GI 


none 




Score 


194 




Exons 


1..129, 2. .208, 132. .173, 134 


..280, 167. .265, 251. .349, 






252. .449, 267. .476, 382. 


.711, 


417. . 656, 


421. .765, 422.. 


712 


Seq. No. 


29154 




Seq. ID 


OJ000250_30.0223 


.C55 


Gene No. 


60180 




Strand 


+ 




Start 


879 




End 


968 




Name 


OJ000250 30.0223.C55.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


201 




End 


851 




GI 


none 




Score 


358 




Exons 


201. .518, 281. .349, 282. 


.530, 


287. .526, 


540. .656, 541.. 


711, 




544. .711, 546. .713, 593. 


.712, 


769. .798, 


770. .799, 770.. 


799, 




773. .850, 793. .849, 800. 


.850, 


801. .851 






Seq. No. 


29154 




Seq. ID 


OJ000250 30.0223 


.C55 


Gene No . 


60180 




Strand 


+ 




Start 


879 




End 


968 




Name 


OJ000250 30.0223.C55.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


233 




End 


540 




GI 


none 




Score 


514 




Exons 


233. .349, 234. .539, 234. 


.539, 


235. .540 






Seq. No. 


29154 




Seq. ID 


OJ000250_30.0223 


.C55 


Gene No. 


60180 




Strand 


+ 




Start 


879 




End 


968 




Name 


OJ000250 30.0223.C55.ol. 


gp 


Method 


AAT/GAP 




Start 


879 




End 


968 - 




GI 


3073_1.R1084 




Score 


159 




Exons 


879. . 966 











GI Descrip. 1 133936/sp | P1214 6 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 
PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 



29013 




chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 


29154 


Seq. ID 


OJ000250_30 . 0223 .C55 


Gene No. 


60181 


Strand 




Start 


964 


End 


1187 


Name 


OJ000250 30.0223.C55.o3.tm 


Method 


TBLASTX : Maize 


Start 


964 


End 


1187 




none 


Score 


O *3 A 

ZJ4 


Exons 


964. .1074, 968. .1186, 980. .1147, 1050.. 


1187 


Seq. No. 


29154 


Seq. ID 


OJ000250_30.0223.C55 


Gene No. 


OUlOZ 


Strand 




Start 


UOO 


End 


1659 


Name 


ojuuuzou ju . uzz 3 . Coo . oz . tm 


Method 


TBLASTX: Maize 


Start 


1 "3 c 


End 


1659 


GI 


none 


Score 


51 


Exons 


1J00..14ZU, i4UO..lDOy, 14DZ. 


.1658 




Seq. No. 


29155 


Seq. ID 


OJ000250_30.0223.C57 


Gene No. 


60183 


Strand 


+ 


Start 


i 
i 


End 


146 


Name 


ujuuuzou ju . uzz J . co / . oi . gp 


Method 


AAT/GAP 


Start 


1 


End 


146 


GI 


JUb y.KlUo4 


Score 


250 


Exons 


1 . . 14 0 






GI Descrip. 


zo / Jy 1/ODJ 1 Dlolll | RICMTlO 1. 


Oe-178 Oryza sativa mitochondr 




rpoB pseudogene 1 






Seq. No. 


29155 


Seq. ID 


OJ000250_30.0223.C57 


Gene No. 


60184 


Strand 


+ 


Start 


c; "3 "7 


End 


995 


Name 


ujuuuzdu ju . uzzo . Co / . oz . gp 


Method 


AAT/GAP 


Start 


COT 

O J / 


End 


995 


GI 


koto i ninovt 

4oz / 3 1 . R1U84 


Score 


850 


Exons 


o j / . . yyo 






GI Descrip. 


lUZZoll 4 . ue— Zl UKh 


62 [Hordeum vulgare] 1 


Seq. No. 


29155 


Seq. ID 


OJ000250_30.0223.C57 


Gene No. 


60185 


Strand 




Start 


877 


End 


1180 


Name 


OJ000250 30.0223. C57.ol.tm 


Method 


TBLASTX: Maize 


Start 


572 


End 


1180 


GI 


none 


Score 


50 


Exons 


572. .616, 573. .611, 627. .899, 


629. .901, 


629. .898, 630. .935, 




631. .945, 883.. 981, 900.. 986, 


902. .1000 


, 902. .985, 903. .986 




1089.. 1127, 1089.. 1127, 1098. 


.1178, 1139. .1180, 1139. .1180 


Seq. No. 


29155 


Seq. ID 


OJ000250_30.0223.C57 


Gene No. 


60185 


Strand 




Start 


877 


End 


1180 ' 


Name 


OJ000250 30.0223.C57.ol.tc 


Method 


TBLASTX: Cress 


Start 


657 


End 


1171 


GI 


none 


Score 


184 


Exons 


657. .881, 658.-873, 662. .886, 


668. .880, 


669. .881, 931. .978, 



949. .978, 1039. .1107, 1044. .1076, 1148. .1171 



29014 




Q /T XI /~\ 

oeq • wo . 








£>eq. iu 




Gene No. 


60185 






Strand 




Start 


877 






End 


1180 


Name 


OJ000250 


_30.0223.C57.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


657 






End 


980 


GI 


none 






Score 


294 


Exons 


657. .881, 


665.. 889, 669 


. .881, 


933. .980 




Seq. No. 


29155 






Seq. ID 


OJ000250_30.0223.C57 


Gene No. 


60185 






Strand 




Start 


877 






End 


1180 


Name 


OJ000250 


30.0223.C57.o3 


.gp 


Method 


AAT/GAP 


Start 


877 






End 


1180 


GI 


5607533 






Score 


457 


Exons 


877. .1180 








GI Descrip. 


11957/emb|X15901 ICHOSXX 


l.Oe- 


145 Rice complete chlor.oplast 




genome 










Seq. No. 


29156 






Seq. ID 


OJ000250_30.0223.C58 


Gene No. 


60186 






Strand 




Start 


2 






End 


688 


Name 


OJ000250_ 


30.0223.C58.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


688 


GI 


none 






Score 


118 


Exons 


2. .79, 3. 


.77, 68. .103, ! 


80. .106, 81. .101 


115. . 198, 117. .221, 




118. .192, 


198. .314, 200 


. .316, 


309. .380, 


318. .371, 323. .382, 




325. .384, 


409.. 510, 410 


. .508, 


411. .593, 


418. .594, 609. .653, 




614. .664, 


614.. 688, 661 


. .684 






Seq. No. 


29156 






Seq. ID 


OJ000250_30.0223.C58 


Liene wo . 


60186 






Strand 




Start 


2 






End 


688 


Name 


OJ000250 


30.0223.C58.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2 






End 


296 


GI 


none 






Score 


65 


Exons 


2. .37, 3. 


. 35 , 36 . . 185 , , 


39. .155, 101. .202, 158. .202, 159. .230, 




159. .221, 


201. .296, 219 


. .296 






oeq. no. 


29156 * 






Seq. ID 


OJ000250_30.0223.C58 


Gene No. 


60186 






Strand 




Start 


2 






End 


688 


Name 


OJ000250 


30.0223.C58.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


248 






End 


375 


GI 


none 






Score 


176 


Exons 


248. .373, 


250.. 375, 252 


. .374, 


256. .375 




Seq. No. 


29157 






Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60187 






Strand 


+ 


Start 


902 






End 


4809 


Name 


OJ000250 


30.0223.C59.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


1062 


GI 


none 






Score 


53 


Exons 


2. .61, 2. 


.52, 4. .63, 6. 


.65, 90. .191, 91 


..189, 92. .274, 99. .275, 




O o n o n /r 


O A —i *^ * ^ ✓> i- 


. .402, 


342. . 458, 


347 . .478, 349. .456, 




474. .536, 


475. .582, 500, 


. .568, 


537. . 605, 


538. .609, 538. .606, 




601. .681, 


602.. 682, 606, 


. .683, 


702. .773, 


730. .876, 737. .835, 



29015 



738.. 869, 938. .967, 943. .969, 943. .969, 967. .1062, 976. .1062 



Seq. No. 29157 
Gene No. 60187 
Start 902 

Name OJ000250_30 . 0223 . C59 . 06 . ts 

Start 709 
GI none 

Exons 709. .849, 710. .874, 718. .876, 

1007.. 1063, 1090.. 1194, 1090. 
1221. .1286, 1223. .1288, 1361. 
1412. .1456, 1453. .1485, 1454. 
1511. .1606, 1516. .1638, 1516. 
1625. .1822 



Seq. ID . OJ000250_30.0223.C59 

Strand + 

End 4809 

Method TBLASTX : Soybean 

End 1822 

Score 163 

720. .875, 937. .975, 990. .1082, 
.1167, 1201.. 1227, 1202.. 1228, 
.1423, 1411. .1446, 1412. .1453, 
.1489, 1505.. 1552, 1509.. 1559, 
.1605, 1615.. 1821, 1622.. 1822, 



OJ000250_30.0223.C59 
+ 

4809 
AAT/GAP 
2871 
2766 



Seq. No. 29157 Seq. ID 

Gene No. 60187 Strand 

Start 902 End 

Name OJ000250_30 . 0223 . C59 . ol . gp Method 

Start 902 End 

GI 183_5.R1084 Score 

Exons 902.. 1946, 2487.. 2871 

GI Descrip. ' 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901J ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29157 Seq. ID 

60187 Strand 

902 End 

OJ000250_30 . 0223 . C59 . ol . tm Method 

904 End 

none Score 



904.. 1206, 904.. 1209, 912.. 1211, 1204 
1206. .1289, 1335.. 1436, 1344.. 1817, 1345 
2312.. 2782 



OJ000250_30.0223.C59 
+ 

4809 

TBLASTX: Maize 

2782 

514 

1263, 1205.. 1288, 
2781, 1351.. 2763, 



Seq. No. 29157 

Gene No. 60187 

Start 902 

Name OJ000250_30 . 0223 . C59 . o7 . tc 

Start 1063 

GI none 

Exons 1063.. 1086, 1081.. 1224, 1088. 

1215. .1247, 1218.. 1259, 1249. 



Seq. ID OJ000250_30.0223.C59 

Strand + 

End 4809 

Method TBLASTX: Cress 

End 1284 

Score 113 

.1225, 1091. .1222, 1092. .1223, 
.1284 



Seq. No. 29157 
Gene No. 60187 
Start 902 

Name OJ000250_30 . 0223 . C59 . o2 . tc 

Start 1344 
GI none 

Exons 1344.. 1364, 1345.. 1386, 1351, 

1378. .1452, 1382.. 1426, 1442. 
1495. .1611, 1496. .1612, 1503. 



Seq. ID OJ000250_30.0223.C59 

Strand + 

End 4809 

Method TBLASTX : Cress 

End 4809 

Score 63 

.1392, 1352.. 1396, 1368.. 1436, 
.1489, 1453. .1527, 1491. .1559, 
.1616, 1504. .1620, 1570. .2091, 



29016 






1571. .2092, 


1589. 


.1615, 


1615. 


.2091, 1622.. 2092, 


4753. .4809 


Seq. No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 


Gene No . 


DUlo / 








o urana 


T 




Start 


902 










H o U y 




Name 


OJ000250 30 


.0223. 


C59.o2 


.tw 




TQT IS. CTY • 


Wheat 


Start 


1702 










9119 




GI 


none . 








. Score 


£fi 1 
DUX 




Exons 


1702. .2061, 


1705. 


.2046, 


2053. 


9119 






Seq. No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 


Gene No. 


60187 








Strand 


+ 




o tar r 


yuz 








End 


4809 




Name 


OJ000250 30 


.0223. 


C59.05 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


1980 








End 


2382 




GI 


none 








Score 


208 




Exons 


1980. .2132, 


1980. 


.2135, 


1981. 


.2133, 1982.. 2161, 


2134. .2247, 




2134. .2247, 


2259. 


.2381, 


2259. 


.2381, 2260.. 2382 




Seq. . No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 


Gene No . 


bUlo / 








Strand 


+ 




Start 


902 








End 


4809 




Name 


OJ000250 30 


.0223. 


C59.o6 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2367 








End 


2527 




GI 


none 








Score 


190 




Exons 


2367. .2507, 


2371. 


.2514, 


2372. 


.2509, 2372.. 2527, 


2406. .2516 


Seq. No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 


Gene No. 


60187 








Strand 


+ 




Start 


902 








End 


4809 




Name 


UJUUU^DU JU 


. UzZ j . 


Loy . oz 


. zs 


Method 


TBLASTX: 


Soybean 


Start 


2384 








End 


3108 




GI 


none 








Score 


199 




Exons 


2384. .2509, 


2384. 


.2509, 


2389. 


.2511, 2502. .2810, 


2503. .2547, 




2504. .2566, 


2563. 


.2763, 


2564. 


.2809, 2816. .3061, 


2821. .3060, 




2835. .3065, 


3061. 


.3108, 


3064. 


.3105 






Seq. No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 


Gene No. 


"60187 








Strand 


+ 




btarr 










End 


4809 




Name 


OJ000250 30 


.0223. 


C59.o4 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2488 








End 


2707 




GI 


none 








Score 


59 




Exons 


2488. .2520, 


2489. 


.2521, 


2509. 


.2640, 2525. .2638, 


2597. .2707, 




2620. .2703, 


2624 . 


.2704 










Seq. No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 


Gene No. 


60187 








Strand 


+ 




Start 


902 








End 


4809 




Name 


UJUUU^OU JU 


n o o *3 


coy . o4 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2574 








End 


3096 




GI 


none 








Score 


119 




Exons 


2574. .2681, 


2587. 


.2679, 


2671. 


.2697, 2675. .2809, 


2689. .2811, 




2695. .2763, 


2697. 


.2810, 


2808. 


.3059, 2816. .3061, 


2833. .3060, 




2835 . . 3065, 


3057 . 


.3095, 


3061. 


.3096, 3064.. 3093 




Seq. No. 


29157 








Seq. ID 


OJ000250 


_30.0223.C59 



29017 














c+- r-anH 




Start 


902 








End 


4809 


Name 


OJ000250 30 


.0223. 


C59.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2784 








End 


3138 


GI 


none 








Score 


585 


Exons 


2784. .3137, 


2785. 


.3135, 


2821. 


.3138 




Seq. No. 


,29157 








Seq. ID- 


OJ00.0250_30.0223.C59 




UUIO f 








Strahd 


+ 


Start 


902 








End 


4809 


Name 


OJ000250 30 


.0223. 


C59.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3152 








End 


3276 


GI 


none 








Score 


181 


Exons 


3152. .3271, 


3173. 


.3271, 


3189. 


.3275, 3190.. 3276 


Seq. No. 


29157 








Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60187 








Strand 


+ 


Start 


902 

Zs \J 








End 


4809 


Name 


OJ000250 30 


.0223. 


C59.o4 


ts 


Method 


TBLASTX: Soybean 


Start 


3221 








End 


3673 


GI 


none 








Score 


96 


Exons 


3221. .3307, 


3221. 


.3307, 


3222. 


.3338, 3223.. 3336, 3291.. 3368, 




3292. .3351, 


3354. 


.3641, 


3355. 


.3669, 3355.. 3672, 3356.. 3673 


Seq. No. 


29157 








Seq. ID 


OJ000250_30 . 0223 . C59 


Cpno Mo 


UUIO / 


- 






Strand 


+ 


Start 


902 








End 


4809 


Name 


OJ000250 30 


.0223. 


C59.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


3674 








End 


3900 


GI 


none 








Score 


372 


Exons 


3674. .3898, 


3676. 


.3900, 


3676. 


.3900 




Seq. No. 


29157 








Seq. ID 


OJ000250_30.0223.C59 




UUIOO 








Strand 




Start 


5106 








End 


5880 


Name 


OJ000250 30 


.0223. 


C59.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5106 








End 


5599 


GI 


none 








Score 


205 


Exons 


5106. .5228, 


5106. 


.5441, 


5108. 


.5587, 5108.. 5599, 5191.. 5589 


Seq. No. 


29157 








Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60188 








Strand 




Start 


5106 








End 


5880 


Name 


OJ000250 30. 


0223. 


C59.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5394 








End 


5880 












Score 


271 


Exons 


5394. .5576, 


5395. 


.5628, 


5396. 


.5635, 5396.. 5635, 5582.. 5674, 




5624. .5674, 


5625. 


.5675, 


5634. 


.5675, 5660.. 5728, 5673.-5738, 




5680. .5700, 


5686. 


.5763, 


5686. 


.5727, 5688. .5765, 5690.. 5770, 




5692. .5754, 


5745. 


.5801, 


5745. 


.5801, 5758. .5802, 5802.. 5879, 




5803. .5880, 


5803. 


.5880 








Seq. No. 


29157 








Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60189 








Strand 




Start 


704 9 








End 


7228 


Name 


OJ000250 30. 


0223. 


C59.o9. 


ts 


Method 


TBLASTX: Soybean 


Start 


7049 








End 


7228 



29018 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score ■. 162 

7049. .7189, 7053. .7193, 7199. .7228, 7203. .7226 



29157 
60190 
7176 

OJ000250_30.0223.C59.o5.tc 
7176 



End 

Method 
End 

none Score 
7176. .7307, 7218. .7298, 7225. .7305, 7282. .7395, 7308. .7394, 
7309.. 7395, 7310.. 7405, 7390. .7539, 7392.. 7538, 7392.. 7553, 
7540. .7584, 7545. .7580 



Seq. ID OJ000250_30.0223.C59 
Strand 

7584 

TBLASTX: Cress 
7584 
111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29157 Seq. ID 

60191 Strand 

7738 End 

OJ000250_30. 0223.C59.o5.tw Method 

7738 End 

none Score 



OJ000250_30.0223.C59 
9011 

TBLASTX: Wheat 

7965 

214 



7738. .7884, 7738. .7899, 7906. .7965, 7907. .7963 



29157 
60191 
7738 

OJ000250_30. 0223.C59.ol.tc 

7814 

none 

7814. .7900, 7816. 
7907.. 7993, 7913. 
8007. .8708, 8504. 
8837. .8929, 8858. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_30.0223.C59 
9011 

TBLASTX: Cress 

9011 

85 



.7899, 7824. .7904, 7905.. 7979, 7906.. 8001, 

.8011, 7998. .8711, 7999.. 8268, 8000.. 8275, 

.8713, 8717. .8836, 8721. .8837, 8824. .8925, 

.8929, 8950. .9009, 8951.. 9010, 8958.. 9011 



29157 
60191 
7738 

OJ000250_30.0223.C59.o2.tm 

7936 

none 



Seq. ID OJ000250_30.0223.C59 
Strand 

End 9011 

Method TBLASTX : Mai ze 

End 8713 

Score 886 



7936. .8268, 7938. .8468, 7938. .8459, 8461. .8634, 8462. .8527, 
8463. .8711, 8463. .8708, 8504. .8713 



Seq. No. 


29157 








Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60191 








Strand 




Start 


7738 








End 


9011 


Name 


OJ000250 30 


.0223 


.C59.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


7966 








End 


8343 


GI 


none 








Score 


576 


Exons 


7966. .8268, 


7967 


. .8341, 


7968. 


.8342, 7968.. 8342, 7993.. 8343 


Seq. No. 


29157 








Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60191 








Strand 




Start 


7738 








End 


9011 


Name 


OJ000250 30 


.0223 


.C59.ol 


ts ' 


Method 


TBLASTX : Soybean 


Start 


8001 








End 


8713 


r~> t 
ux 


none 








Score 


1003 


Exons 


8001. .8711, 


8010 


. .8708, 


8504. 


.8713 





29019 




Seq. No. 


29157 


Seq. ID 


OJ000250_30.0223.C59 


Gene No. 


60191 


Strand 




Start 


7738 


End 


9011 


Name 


OJ000250 30.0223.C59.o8.ts 


Method 


TBLASTX : Soybean 


Start 


8713 


End 


9010 


GI 


none 


Score 


290 


Exons 


8713.. 8925, 8714.. 8929, 8714. 


.8929, 8950. .8985, 8951. .8986, 




8951.. 8998, 8977.. 9009, 8978. 


.9010 




Seq. No. 


29158 


Seq. ID 


OJ000250_32.0225.C1 


Gene No. 


60192 


Strand 


+ 


Start 


120 


End 


3317 


Name 


OJ000250 32.0225.Cl.ol.gs 


Method 


GENS CAN 


Start 


120 


End 


3317 


GI 


none 


Score 


.5 


Exons 


120. .1441, 2933. .3317 






Seq. No. 


29158 


Seq. ID 


OJ000250_32.0225.C1 


Gene No. 


60193 


Strand 


+ 


Start 


4989 


End 


5246 


Name 


OJ000250 32.0225.Cl.o2.gs 


Method 


GENSCAN 


Start 


4989 


End 


5246 


GI 


none 


Score 


.85 


Exons 


4989.. 5068, 5078.. 5246 






Seq. No. 


29158 


Seq. ID 


OJ000250_32.0225.C1 


Gene No. 


60194 


Strand 




Start 


3341 


End 


3649 


Name 


OJ000250 32.0225.Cl.ol.gp 


Method 


AAT/GAP 


Start 


3341 


End 


3649 


GI 


72524 1.R1084 


Score 


423 


Exons 


3341. .3649 






GI Descrip. 


, 5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


29158 


Seq. ID 


OJ000250_32.0225.C1 


Gene No. 


60195 


Strand 




Start 


5354 


End 


8813 


Name 


OJ000250 32.0225.Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


375 


End 


710 


GI 


none 


Score 


165 


Exons 


375. .617, 591. .710 






Seq. No. 


29158 


Seq. ID 


OJ000250_32.0225.C1 


Gene No. 


60195 


Strand 




Start 


5354 


End 


8813 


Name 


OJ000250 32.0225.Cl.ol.tm 


Method 


TBLASTX :Maize 


Start 


453 


End 


1241 


GI 


none 


Score 


270 


Exons 


453. .890, 629. .733, 806. .889, 


936. .1241 


Seq. No. 


29158 


Seq. ID 


OJ000250_32.0225.C1 


Gene No. 


60195 


Strand 




Start 


5354 


End 


8813 


Name 


Oj00025u 32.02^3.Ci.oi.ts 


Method 


TBLASTX : Soybean 


Start 


1020 


End 


1579 


GI 


none 


Score 


57 



29020 




Exons 


1020. .1073, 


1146 


..1241, 1257. 


.1367, 1442. .1579 






Seq. No. 


29158 






Seq. ID 


OJ000250 


_32.0225 


.CI 


Gene No. 


60195 






Strand 








Start 


5354 






End 


8813 






Name 


OJ000250 32 


.0225 


.Cl.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


1340 






End 


1762 






GI 


none 






Score 


82 






Exons 


1340. .1465, 


1341 


..1403, 1406. 


.1588, 1418. .1570, 


1423. .1584 




1577. .1648, 


1645 


..1761, 1655. 


.1762 








Seq. No. 


29158 






Seq. ID 


OJ000250 


32 . 0225 


. CI 


Gene No . 


60195 






Strand 








Start 


5354 






End 


8813 






Name 


OJ000250 32 


.0225 


.Cl.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


1411 






End 


1732 






GI 


none 






Score 


302 






Exons 


1411. .1707, 


1421, 


..1705, 1709. 


.1732 








Seq. No. 


29158 






Seq. ID 


OJ000250 


_32.0225 


.CI 


Gene No . 


60195 






Strand 








Start 


5354 






End 


8813 






Name 


OJ000250 32 


.0225, 


.Cl.o3. tm 


Method 


TBLASTX: 


Maize 




Start 


1925 






End 


2323 






GI 


none 






Score 


70 






Exons 


1925. .2005, 


1993, 


..2103, 1994. 


.2323, 2003.. 2200 






Seq. No. 


29158 






Seq. ID 


OJ000250 


_32.0225 


.CI 


Gene No . 


60195 






Strand 








Start 


5354 






End 


8813 






Name 


OJ000250 32 


.0225. 


.Cl.o3.gs 


Method 


GENS CAN 






Start 


5354 




End 


8813 






GI 


none 






Score 


.74 






Exons 


5354. .5670, 


6691. 


..6779, 8053. 


.8166, 8198. .8466, 


8696. .8813 


Seq. No. 


29158 






Seq. ID 


OJ000250 


_32.0225 


.CI 


Gene No. 


60195 






Strand 








Start 


C C A 






End 


8813 






Name 


OJ000250 32 


.0225. 


, Cl.o3.np 


Method 


AAT/NAP 






Start 


7605 






End 


8501 






GI 


5852178 






Score 


340 . 






Exons 


7605. .7699, 


8064. 


.8166, 8198. 


.8501 








GI Descrip. 


(AL117265) : 


zhb0008.1 [Oryza sativa] 








Seq. No. 


29159 






Seq. ID 


OJ000250 


_32.0225 


.C2 


Gene No. 


60196 






Strand 


+ 






Start 


983 






End 


1625 






Name 


OJ000250 32 


.0225. 


C2.ol.gs 


Method 


GENSCAN 






Start 


983 






End 


1625 






GI 


none 






Score 


.6 






Exons 


983. .1070, : 


L087. . 


1625 










Seq. No. 


29159 






Seq. ID 


OJ000250_ 


_32.0225, 


,C2 


Gene No. 


60197 






Strand 








SLart 


627 






End 


6396 






Name 


OJ000250 32 


.0225. 


C2.ol.np 


Method 


AAT/NAP 






Start 


627 






End 


5385 







29021 



GI 5091513 Score 1313 

Exons 627.. 770, 856.. 929, 1064.. 1744, 2318.. 3250, 4593.-4765, 

5352. .5385 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 


29159 


Seq. ID 


OJ000250_32.0225.C2 


Gene No. 


60197 


Strand 




Start 


627 


End 


6396 


Name 


OJ000250 32.0225.C2.o2.gs 


Method 


GENSCAN 


Start 


2671 


End 


5968 


GI 


none 


Score 


.51 




9£"71 OQfti oooc onri *3lfi£ 


.3301, 3998. .4057, 4414. .4696, 




5886. .5968 






Seq. No. 


29159 


Seq. ID 


OJ000250_32.0225.C2 


Gene No. 


60197 


Strand 




Start 


627 


End 


6396 


Name 


OJ000250 32.0225.C2.o2.np 


Method 


AAT/NAP 


Start 


3185 


End 


6396 


GI 


6063557 


Score 


70 


Exons 


3185.. 3250, 5638.. 5810, 6355. 


6396 




GI Descrip. 


(AP000615) similar to dJ522J7 


2 (Z98885) [Oryza sativa] 


Seq. No. 


29159 


Seq. ID 


OJ000250_32.0225.C2 


Gene No. 


60197 


Strand 




Start 


627 


End 


6396 


Name 


OJ000250 32.0225.C2.ol.gp 


Method 


AAT/GAP 


Start 


4136 


End 


5019 


GI 


72524 1.R1084 


Score 


1571 


Exons 


4136. .5019 






bi uescrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60198 


Strand 


+ 


Start 


1 


End 


5485 


Name 


OJ000250 32.0225.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3192 


bl 


6911845 * 


Score 


474 


Exons 


1..322, 2691.. 3192 






GI Descrip. 


(AL138649) sulfotransf erase-like protein [Arabidopsis thaliana] 


Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60198 


Strand 


+ 


Start 


1 


End 


5485 


Name 


OJ000250 32.0225.C3.ol.gs 


Method 


GENSCAN 


Start 


99 


End 


2055 


GI 


none 


Score 


.87 


Exons 


99. .322, 534. .671, 1782. .1828, 


1946. .2055 


Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60198 


Strand 


+ 


Start 


1 


End 


5485 



Name 
Star L 
GI 

Exons 



OJ000250_32.0225.C3.o2.gs 
2677 End 
none Score 
2677. .3176, 4119. .4179, 5354. .5485 



Method GENSCAN 
5485 
.74 



29022 




Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


-C3 


Gene No. 


60199 


Strand 


+ 




Start 


12595 


End 


16339 




Name 


OJ000250 32.0225.C3.o5.gs 


Method 


GENSCAN 




Start 


12595 


End 


16339 




GI 


none 


Score 


.43 




Exons 


12595. .12676, 13005 .. 13144, 


13286. .13429, 13525 .. 13621 , 






13706. .14023, 14107. .14 916, 


15193. .15491, 15538. .15556, 






15695. .15841, 16104. .16339 








Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


.C3 


Gene No. 


60200 


Strand 






Start 


5966 


End 


7785 




Name 


OJ000250 32.0225.C3.o2.np 


Method 


AAT/NAP 




Start 


5951 


End 


7778 




GI 


3668115 


Score 


1032 




Exons 


5951.. 6670, 6779.. 6933, 7620 


. .7778 






GI Descrip. 


(Y15069) cinnamoyl-CoA reductase [Zea 


mays ] 




Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


.C3 


Gene No. 


60200 


Strand 






Start 


5966 


End 


7785 




Name 


OJ000250 32.0225.C3.o3.gs 


Method 


GENSCAN 




Start 


5966 


End 


7785 




GI 


none 


Score 


. 94 




Exons 


5966. .6670, 6779. .6936, 7620 


. .7785 






Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


-C3 


Gene No. 


60201 


Strand 






Start 


16882 


End 


20042 




Name 


OJ000250 32.0225.C3.o6.tm 


Method 


TBLASTX: Maize 




Start 


14 


End 


167 




GI 


none 


Score 


184 




Exons 


14. .166, 15. .167 








Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


.C3 


Gene No. 


60201 


Strand. 






Start 


16882": " - > - 


. End 


20042- 




Name 


OJ000250 32.0225.C3.o5.tm 


Method 


TBLASTX: Maize 




Start 


2683 


End 


3008 




GI 


none 


Score 


52 




Exons 


2683. .2754, 2727. .3008, 2752 


. .3006 






Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


,C3 


Gene No. 


60201 


Strand 






Start 


16882 


End 


20042 




Name 


OJ000250 32.0225.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


2749 


End 


3183 




GI 


none 


Score 


230 




Exons 


2749.. 3039, 2787.. 3038, 3067 


..3183, 3072. .3182 




Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225 


.C3 


Gene No. 


60201 


Strand 






Start 


16882 


End 


20042 . 




Name 


OJ000250 32.0225.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


5984 


End 


7723 





29023 



GI 


none 


Score 


183 


Exons 


5984.. 6535, 5985.. 6203, 6309. 


.6527, 6557.. 6583, 6626.. 6670, 




6750.. 6827, 6779.. 6925, 7621. 


.7722, 7622.. 7723 


Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 


Strand 




Start 


16882 


End 


20042 


Name 


OJ000250 32.0225.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5993 


End 


7720 


GI 


none 


Score 


59 


Exons 


5993.. 6535, 6132.. 6194, 6309. 


.6521, 6557.. 6583, 6579.. 6671, 




6626.. 6670, 6779.. 6934, 7621. 


.7719, 7622.. 7720 


Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 


Strand 




Start 


16882 


End 


20042 


Name 


OJ000250 32.0225.C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5999 


End 


6358 


GI 


none 


Score 


151 


Exons 


5999.. 6208, 6003.. 6203, 6200. 


.6358 




Seq. No. 


29160 


Seq. ID 


OJ000250__32.0225.C3 


Gene No. 


60201 


Strand 




Start 


16882 •' - 


End 


20042 


Name 


OJ000250 32.0225.C3.o2.tc 


Method 


TBLASTX: Cress 


Start 


6380 


End 


7722 


GI 


none 


Score 


73 


Exons 


6380.. 6535, 6557.. 6586, 6626. 


.6670, 6750.. 6827, 6779.. 6934, 




7621.. 7722, 7622.. 7720 






Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 


Strand 




Start 


16882 


End 


20042 


Name 


OJ000250 32.0225.C3.o3.ts 


Method 


TBLASTX : Soybean 


Start 


16868 


End 


17121 


GI 


none 


Score 


151 


Exons 


16868. .17119, 16876. .17121, 16954.. 17121 


Seq. No. - 


29160 


Seq. ■ID 


OJP00250_32.0225.C3 


Gene No. 


60201 


Strand 




Start 


16882 


End 


20042 


Name 


OJ000250 32.0225.C3.o3.np 


Method 


AAT/NAP 


Start . 


16882 


End 


20042 


GI 


4544372 


Score 


1210 


Exons 


16882. .18507, 18613 .. 18955, 19016.. 20042 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana] 






Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 


Strand 




Start 


16882 


End 


20042 


Name 


OJ000250 32.0225.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


-,16897 


End 


17304 


GI 


none 


Score 


76 


Exons 


16697. .17304, 16931. .17074 






Seq. No. 


29160 


Seq. ID 


OJ000250_32.0225.C3 



29024 




Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


17341 




End 


17707 


GI 


none 




Score 


57 


Exons 


17341. .17706, 17636. 


.17707 






Seq. No. 


29160 




Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


17464 




End 


17862 


GI 


none 




Score 


36 


Exons 


17464. .17862, 17581. 


.17604, 


17642. .17758 


Seq. No. 


29160 




Seq. ID 


OJ000250__32.0225.C3 


Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


17695 




End 


18024 


GI 


none 




Score 


222 


Exons 


17695. .18024 








Seq. No. 


29160 




Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


06 . ts 


Method 


TBLASTX: Soybean 


Start 


18429 




End 


18722 


GI 


none 




Score 


59 


Exons 


18429. .18563, 18445. 


.18552, 


18585. .18722, 18595.. 18720 


Seq. No. 


29160 




Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


18873 




End 


19343 


GI 


none 




Score 


82 


Exons 


.18873. .19061, 18886. 


.19017, 


19062. .19343, 19210. .19305 


Seq. No. 


29160 




Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


18960 




End 


19358 


GI 


none 




Score 


74 


Exons 


18960. .19061, 19023. 


.19358, 


19078. .19.341 


Seq. No. 


29160 




Seq. ID 


OJ000250_32.0225.C3 


Gene No. 


60201 




Strand 




Start 


16882 




End 


20042 


Name 


OJ000250 32. 0225. C3. 


o2 .tm 


Method 


TBLASTX: Maize 


Start 


19029 




End 


19490 


GI 


none 




Score 


56 


Exons 


19029. .19490, 19030. 


.19155, 


19094. .19174, 19210. .19341, 




19227 . . 19490 








Seq. No. 


29160 




Seq. ID 


OJ000250_32.0225.C3 



29025 



Gene No. 60201 

Start 16882 

Name OJ000250_32.0225.C3.ol.tw 

Start 19359 

GI none 

Exons 19359. .19703, 19359. . 19712, 
19717. .19758 



Strand 
End 

Method 

End 

Score 



20042 

TBLASTX: Wheat 

19763 

227 



19402. .19704, 19707 .. 19763, 



Seq. No. 29160 Seq. ID 

Gene No. .60201 Strand 

Start 16882 End 

Name OJ000250_32 . 0225 . C3 . o3 . tm Method 

Start 19491 End 

GI none Score 
Exons 



OJ000250_32.0225.C3 
20042 

TBLASTX : Maize 

19709 

208 



19491. .19709, 19495. .19704, 19509.. 19709 



Seq. No. 29160 Seq. ID 

Gene No. 60201 Strand 

Start 16882 End 

Name OJ000250_32 . 0225 . C3 . o5 . ts Method 

Start 19560 End 

GI none Score 

Exons 19560. .19694, 19701.. 19925 



OJ000250_32.0225.C3 
20042 

TBLASTX : Soybean 

19925 

134 



Seq. No. 29160 Seq. ID 

Gene No. 60202 Strand 

Start 20335 End 

Name OJ000250_32 . 0225 .C3 .o7 . ts Method 

Start 20335 End 

GI none Score 

Exons 20335. .20673 



OJ000250_32.0225.C3 
20673 

TBLASTX : Soybean 

20673 

207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_32.0225.C4 
Strand + 
End 7932 
Method AAT/NAP 
End 7929 
Score 1340 
.7554, 7648. .7929 - 
corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



29161 
60203 
2171 

OJ000250_32.0225.C4.ol.np 

2171 

6498441 

2171. .2196, 6118. .6203,. .624 9. 
(AP000815) EST C72786 (E2258 ) 



29161 
60203 
2171 

OJ000250_32.0225.C4 .o2.gs 

4019 

none 



Seq. ID OJ000250_32.0225.C4 

Strand + 

End 7 932 

Method GENSCAN 

End 7932 

Score .42 



4019. .4334, 5008. .5622, 5713. .6094, 6274. .6429, 6727. .6925, 
7121. .7449, 7461. .7932 



Seq. No. 29161 Seq. ID 

Gene No. 60204 Strand 

Start 13175 hind 

Name OJ000250_32 . 0225 .C4 . o5 . gs Method 

Start 18175 End 



OJ000250_32.0225.C4 
+ 

23357 

GENSCAN 

22042 



29026 



GI 


none 


Score 


.61 




Exons 


18175. .18279, 18384. .184 4 9, 


19013. .19310, 19797. .19861, 






20593. .20727, 21893. .22042 








Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60204 


Strand 


+ 




Start 


18175 


End 


23357 




Name 


OJ000250 32.0225.C4 .o5.np 


Method 


AAT/NAP 




Start 


20412 


End 


23357 




GI 


6751696 


Score 


98 




Exons 


20412. .20484, 22711 .. 23019, 


23121. .23357 




GI Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60205 


Strand 






Start 


745 


End 


3537 




Name 


OJ000250 32.0225.C4.ol.gs 


Method 


GEN SCAN 




Start 


745 


End 


3537 




GI 


none 


Score 


.51 




Exons 


745.. 944, 1076.. 1776, 1851.'. 


1963, 2451 


..2484, 3011. .3137 






3453. .3537 








Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60206 


Strand 






Start 


8675 


End • 


12529 




Name 


OJ000250 32.0225.C4.o3.gs 


Method 


'GENSCAN 




Start 


8675 


End 


12529 




GI 


none 


Score 


.82 




Exons 


8675.. 9015, 9231.. 9309, 9542 


..10213, 10260. .10358, 10388 






10560. .10583, 10623. .10747, 


10828. .10910, 10956. .11083, 






11195. .11291, 11468. .11608, 


12181. .12251, 124 85. .12529 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29161 
60206 
8675 

OJ000250_32.0225.C4.o2.np 

9413 

6721561 



OJ000250 32. 0225. C4 



Seq. ID 
Strand 

End 12529 
Method AAT/NAP 
End 10737 
Score 1056 

9413. . 10178, 10260. .10351, 10391 .. 10552, 10666. .10737 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



29161 Seq. ID 

60206 Strand 

8675 End 

OJ000250_32 . 0225 . C4 . o3 . np Method 

9978 End 

6721558 Score 



OJ000250_32.0225.C4 

12529 
AAT/NAP 
11567 
261 



9978. .10178, 10619. .10747, 11468. .11567 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj |BAA90369.1| (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 



29161 



Seq. ID OJ000250 32. 0225. C4 



29027 



Gene No. 


60207 


Strand 






Start 


13267 


End 


15362 




Name 


OJ000250 32.0225.C4.o4.gs 


Method 


GENSCAN 




Start 


13267 


End 


15362 




GI 


none 


Score 


.83 




Exons 


13267. .13430, 15323.. 15362 








Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60208 


Strand 






Start 


21403 


End 


22116 




Name 


OJ000250 32.0225.C4.o4.np 


Method 


AAT/NAP 




Start 


21403 


End 


22116 




GI 


6815052 


Score 


258 




Exons 


21403. .21521, 21801. .21871, 


21953. .22116 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60209 


Strand 






Start 


22455 


End 


23334 




Name 


OJ000250 32.0225.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5435 


End 


5828 




GI 


none 


Score 


67 




Exons 


5435.. 5554, 5505.. 5588, 5507 


..5584, 5567. .5707, 5568.-5828 


Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60209 


Strand 






Start 


22455 


End 


23334 




Name 


OJ000250 32.0225.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


6293 


End 


6598 




GI 


none 


Score 


212 




Exons 


6293.. 6598, 6340.. 6594 








Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60209 


Strand 






Start 


22455 


End 


23334 




Name 


OJ000250 32.0225.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


6800 


End 


7105 




GI 


none 


Score 


250 




Exons 


6800.. 7048, 6820..7041-, 7048 


..7104, 7049. .7105: : 




Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60209 


Strand 






Start 


22455 


End 


23334 




Name 


OJ000250 32.0225.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6803 


End 


7183 




GI 


none 


Score 


210 




Exons 


6803.. 7048, 6811.. 7008, 7036 


..7182, 7037. .7183 




Seq. No. 


29161 


Seq. ID 


OJ000250_32.0225. 


C4 


Gene No. 


60209 


Strand 






Start 


22455 


End 


23334 




Name 


OJ000250 32.0225.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7307 


End 


7920 




GI 


none 


Score 


129 




Exons 


730/..74bU, 7468.. 7764, 7789 


..7920, 7794. .7919 





Seq. No. 



29161 



Seq. ID OJ000250_32.0225.C4 



29028 




Gene No. 


60209 


Strand 




Start 


22455 


End 


23334 


Name 


OJ000250 32.0225.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


7618 


End 


7884 


GI 


. none 


Score 


145 


Exons 


7618. .7800, 7683. .7799, 7794. .7883, 7801. .7884 


Seq. No. 


29161 


Seq. ID 


OJ000250 32 . 0225 -C4 


Gene No . 


c r\ o n fi 

60209 


Strand 




Start 


22455 


End 


23334 


Name 


OJ000250_32.0225.C4.o6.gs 


Method 


GENSCAN 


Start 




End 


23334 


GI 


none 


Score 


. 57 


Exons 


22455 .. 22945, 23016.. 23334 






Seq. No. 


29162 


Seq. ID 


OJ000250_32 . 0225. C5 


Gene No . 


60210 


Strand 


+ 


Start 


52 


End 


788 


Name 


OJ000250 32.0225.C5.ol.gs 


Method 


GENSCAN 


Start 


52 


End 


788 


GI 


none 


Score 


.51 


Exons 


52 . . 110, 707 . .788 






Seq. No. 


29162 


Seq. ID 


OJ000250_32 . 0225.C5 


Gene No. 


60211 


Strand 


+ 


O 4- -w~ 4- 

otart 


707 


End 


867 


Name 


OJ000250 32. 0225.C5.ol.np 


Method 


AAT/NAP 


Start 


707 


End 


867 


GI 


5852172 


Score 


105 


Exons 


707. .867 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


29162 


Seq. ID 


OJ000250_32. 022 5. C5 


Gene No. 


60212 


Strand 


+ 


Start 


9276 


End 


10160 


Name 


OJ000250 32.0225.C5.ol.gp 


Method 


AAT/GAP 


Start 


9276 


End 


10160 


GI 


2315 3.R1084 


Score 


140 


Exons 


9276. . 93.82, 10107. .10160 






GI Descrip. 


'5922603/dbj | AP000492 . 1 | AP000492 l.Oe- 


4 6 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 1 




Seq. No. 


29162 


Seq. ID 


OJ000250_32.0225.C5 


Gene No. 


60213 


Strand 


+ 


Start 


20416 


End 


22797 


Name 


OJ000250 32.0225.C5.o3.np 


Method 


AAT/NAP 


Start 


20294 


End 


22788 


GI 


4115383 


Score 


2093 


Exons 


20294. .21043, 21086 .. 21615, 


21670. .227 


88 


GI Descrip. 


(AC005967) putative receptor 


-like protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


29162 


Seq. ID 


OJ000250_32.0225.C5 


Gene No. 


60213 


Strand 


+ 


Start 


20416 


End 


22797 


Name 


OJ000250 32.0225.C5.o4.gs 


Method 


GENSCAN 


Start 


20416 


End 


22797 



29029 




GI 


none 




Score 


.97 






Exons 


20416. .22797 












Seq. No. 


29162 




Seq. ID 


OJ000250 


_32.0225 


.C5 


Gene No. 


60213 




Strand 


+ 






Start 


20416 




End 


22797 






Name 


OJ000250 32.0225. 


C5.o2.gp 


Method 


AAT/GAP 






Start 


20877 




End 


21316 






GI 


none 




Score 


813 






Exons 


20877. .21316 












Seq. No. 


29162 




Seq. ID 


OJ000250 


_32.0225 


.C5 


Gene No. 


60214 




Strand 


+ 






Start 


26839 




End 


31083 






Name 


OJ000250 32.0225. 


C5.o5.gs 


Method 


GENS CAN 






Start 


26839 




End 


31083 






GI 


none 




Score 


.61 






Exons 


26839. .26881, 29874 .. 30476, 


30491. .30591, 30775 


. .31083 




Seq. No. 


29162 




Seq. ID 


OJ000250 


_32.0225 


.C5 


Gene No. 


60215 




Strand 








Start 


1373 




End 


5784 






Name 


OJ000250 32.0225. 


C5.o2.np 


Method 


AAT/NAP 






Start 


1373 




End 


5784 






GI 


2586082 




Score 


4301 






Exons 


1373.. 3204, 3247. 


.3351, 3400 


. .5784 








GI Descrip. 


(U72725) retrofit 


[Oryza longistaminata] 






Seq. No. 


29162 




Seq. ID 


OJ000250 


_32.0225 


.C5 


Gene No. 


60216 




Strand 








Start 


7252 




End 


15230 






Name 


OJ000250 32.0225. 


C5.o3.gs 


Method 


GENSCAN 






Start 


7252 




End 


15230 






GI 


none 




Score 


.54 






Exons 


7252. .7349, 8273. 


.8459, 8526 


..8608, 9762. .9820, 


11628. . 


11710, 




13864. .14220, 14893 15022, 


15169. .15230 






Seq. No. 


29162 




Seq. ID 


OJ000250 


_32.0225 


.C5 


Gene No. 


60217 




Strand 








Start 


20225 




End 


39983 






Name 


OJ000250 32.0225. 


C5.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1330 




End 


2020 






GI 


none 




Score 


39 






Exons 


1330. .1371, 1409. 


.2020, 1413 


..1826, 1890. .2018 






Seq. No. 


29162 




• Seq. ID 


OJ000250 


_32.0225 


.C5 


Gene No. 


60217 




Strand 








Start 


20225 




End 


39983 






Name 


OJ000250 32.0225. 


C5.o4.tc 


Method 


TBLASTX: Cress 




Start 


1373 




End 


2041 






GI 


none 




Score 


124 






Exons 


1373.. 1591, 1631. 


.1747, 1757 


..1846, 1859. .2041 






Seq. No. 


29162 




Seq. ID 


OJ000250 


32.0225 


.C5 


Gene No. 


60217 




Strand 








Start 


20225 




End 


39983 






Name 


OJ000250 32.0225. 


C5.o3.tm 


Method 


TBLASTX: Maize 





29030 




Start 


1382 








End 


2029 




GI 


none 








Score 


79 




Exons 


1382. .1612, 


1401 


. .1601, 


1632. 


.2021, 1637.. 2029 




Seq. No. 


29162 








Seq. ID 


OJ000250_32 . 0225 


.C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


.C5.ol. 


tw 


Method 


TBLASTX : wheat 




Start 


1784 








End 


2221 




GI . 


none 








Score 


219 




Exons 


1784. .2221, 


1785 


. .2216 










Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225 


• C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2162 








End 


8553 




GI 


none 








Score 


37 - 




Exons 


2162. .2257, 


2202 


. .2237, 


2307. 


.2582, 2324. .2602, 8428. .8553 


Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225 


. C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2390 








End 


2734 




GI 


none 








Score 


33 




Exons 


2390. .2734, 


2391 


. .2480, 


2508. 


.2582, 2607.. 2717 




Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225 


. C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


. C5 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2399 








End 


2902 




GI 


5509260 








Score 


138 




Exons 


2399. .2902, 


2412 


. .2576, 


2640. 


.2765, 2836. .2874 




GI Descrip. 


_ 














Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225 


■ C5 


Gene No. 


60217 








Strand v 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


.C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


2516 








End 


2786 




GI 


none 








Score 


123 




Exons 


2516. .2785, 


2517 


. .2786 










Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225 


.C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


.CS.olO 


.tm 


Method 


TBLASTX: Maize 




Start 


2606 








End 


2864 




GI 


none 








Score 


100 




Exons 


2606. .2863, 


2625 


. .2864 










Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225 


.C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32 


.0225 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 





29031 




Start 


3536 








End 


3994 




GI 


none 








Score 


56 




Exons 


3536. .3676, 


3548 


. .3994, 


3720. 


.3983 






Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32. 


0225 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


•3536 








End 


3905 




GI 


none 








Score 


158 




Exons 


3536. .3904, 


3537 


. .3905 










Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32. 


0225 


,C5 ,o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3563 








End 


3997 




GI 


none 








Score 


.261 




Exons 


3563. .3997 














Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32. 


0225 


.C5.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3575 








End 


4000 




GI 


none 








Score 


162 




Exons 


3575. .3889, 


3576 


. .3926, 


3911. 


.4000 






Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32. 


0225 


.C5.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


4004 








End- 


4408 




GI 


none 








Score 


64 




Exons 


4004. .4174, 


4199 


. .4321, 


4203. 


.4307, 4313. .4408 




Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand - 






Start 


20225 








End 


- 39983 




Name 


OJ000250 32. 


0225 


,C5.o7. 


tw 


Method 


TBLASTX : Wheat 




Start 


4013 








End 


4186 




GI 


none 








Score 


93 




Exons . 


4013. .4186, 


4014 


. .4166 










Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32. 


0225 


.C5.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


4493 








End 


4792 . 




GI 


none 








Score 


227 




Exons 


4493. .4792 














Seq. No. 


29162 








Seq. ID 


OJ000250_32.0225. 


C5 


Gene No. 


60217 








Strand 






Start 


20225 








End 


39983 




Name 


OJ000250 32. 


0225 


>C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4497 








End 


4883 





29032 



GI 

Exons 



none Score 115 

4497. .4670, 4497. .4583, 4499.-4867, 4526.-4837, 4702. .4839, 
4704. .4883 



Seq. No. 29162 

Gene No. 60217 

Start 20225 

Name OJ000250_32 . 0225 . C5 . o5 . tc 

Start 5180 

GI none 

Exons 5180.. 5569, 5584.. 5724 



Seq. ID OJ000250_32.0225.C5 
Strand 

End 39983 

Method TBLASTX : Cress 

End 5724 

Score 76 



Seq. No. 29162 

Gene No. 60217 

Start 20225 

Name 0 J000250_32 . 0225 . C5 . o5 . tm 

Start 5255 

GI none 
Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



29162 
60217 
20225 

OJ000250_32.0225.C5.o5.tw 
5255 
none 



Seq. ID OJ000250_32. 0225.C5 
Strand 

End 39983 

Method TBLASTX: Maize 

End 5688 

Score 155 



5255.. 5563, 5262.. 5564, 5581.. 5688 



Seq. ID OJ000250_32.0225.C5 
Strand 

39983 

TBLASTX: Wheat 
5691 
68 



End 

Method 
End 
Score 

5255. .5437, 5262. .5462, 5442. .5579, 5456. .5578, 5599. .5691, 
5603. .5686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■ 

Exons 



29162 
60217 
20225 

OJ000250_32.0225.C5.o6.tw 

18253 

none 



Seq. ID OJ000250_32.0225.C5 
Strand 

End 39983 

Method TBLASTX : Wheat 

End 39504 

Score 58 



18253. .18354, 21979. . 22125, 22011 .. 22103, 22231 .-. 22422, 
22242. .22400, 39448.. 39504 



29162 
60217 
20225 

OJ000250_32.0225.C5.o4.np 

20225 

6523547 



Seq. ID OJ000250_32.0225.C5 
Strand 

End 39983 

Method AAT/NAP 

End 39912 

Score 455 



20225. .20565, 21841 .. 21976, 22550 .. 22686, 30441 .. 30547, 
39097. .39547, 39851.. 39912 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



29162 
60217 
20225 

OJ000250_32.0225.C5.o8.tm 

21205 

none 



Seq. ID OJ000250_32.0225.C5 
Strand 

End 39983 

Method TBLASTX : Mai ze 

End 21570 

Score 64 



21205. .21342, 21344 .. 21454 , 21348 .. 21566, 2134 9 .. 21570, 
21352. .21570 



29033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29162 Seq. ID 

60217 Strand 

20225 End 

OJ000250_32 . 0225 .C5.ol.tm Method 

21575 End 

none Score 

21575. .21703, 21583 21702, 21714, 
21733. .22050 



OJ000250_32.0225.C5 
39983 

TBLASTX: Maize 
22050 
136 

,22049, 21715. .22050, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29162 Seq. ID 

60217 Strand 
20225 End 
OJ000250_32 . 0225 . C5 . o2 . ts Method 
21804 End 
none Score 

21804. .21944, 21808 .. 22128, 

22251. .22382, 22432 .. 22467, 



OJ000250_32.0225.C5 
39983 

TBLASTX: Soybean 
22548 
294 

22011. .22109, 22234. .22395, 
22483. .22548, 22488.. 22538 



29162 
60217 
20225 

OJ000250_32.0225.C5.ol.tc 

21820 

none 

21820. .22062, 22063 22122, 
22467. .22529, 22483 .. 22572, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_32.0225.C5 
39983 

TBLASTX: Cress 

22773 

167 



22219. .22389, 22245 .. 22385, 
22582. .22773 



Seq. No. 29162 Seq. ID 

Gene No. 60217 Strand 

Start 20225 End 

Name OJ000250_32 . 0225 . C5 . o2 . tm Method 

Start 22059 End 

GI none Score 

Exons 22059. .22202, 22063 .. 22212, 22064. 

22176. .22406, 22188 22412, 22189. 



OJ000250_32.0225.C5 
39983 

TBLASTX: Maize 
22413 
129 

.22198, 22175. .22303, 
.22413 



Seq. No. 29162 
Gene No. 60217 
'"Start 20225 

Name OJ000250_32 . 0225 .C5 . o4 . tm 

Start 22464 
GI none 
Exons 22464. 

22512. 

22684. 



.22565, 22464. .22541, 
.22682, 22556. .22654, 
.22791 



Seq. ID 

Strand 

End 

Method 

End, 

Score 



OJ000250_32.0225.C5 
39983 

TBLASTX: Maize 

22791 

115 



22465. .22578, 224 65 .. 22563, 
22572. .22682, 22683 22787, 



Seq. No. 29162 

Gene No. 60217 

Start 20225 

Name OJ000250_32 . 0225 . C5 . o3 . gp 

Start 22636 

GI uC-osrocyp014c09al 

Exons 22636. .23055 

GI uescrip. : 41I5383 2.0e-16 (AC00596/) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_32.0225.C5 

39983 
AAT/GAP 
23055 
823 



receptor-like protein kinase 



29034 



Seq. No. 29162 Seq. ID OJ000250_32 . 0225 . C5 

Gene No. 60217 Strand 

Start 20225 End 39983 

Name OJ000250_32 . 0225 . C5 . o5 . np Method AAT/NAP 

Start 39723 End 39983 

GI 6630696 Score 238 

Exons 39723. .39983 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein f rom . transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


29163 






Seq. ID 


OJ000250_32.0225 


.C8 


Gene No. 


60218 






Strand 


+ 




Start ' 


90 






End 


188 




Name 


OJ000250 


_32.0225.C8.ol. 


gs 


Method 


GENSCAN 




Start 


90 






End 


188 




GI 


none 






Score 


.73 




Exons 


r\ r\ TOO 

90 . . 188 












Seq. No. 


29164 






Seq. ID 


OJ000250_32.0225 


.Cll 


Gene No. 


60219 






Strand 


- 




Start 


139 






End 


217 




Name 


OJ000250 


_32.0225.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


139 






End 


217 




GI 


none 






Score 


.85 




Exons 


139 . . 217 












Seq. No. 


29165 






Seq. ID 


OJ000250 32.0225 


.C13 


Gene No. 


60220 






Strand 






Start 


132 






End 


555 




Name 


OJ000250 


32.0225.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


132 






End 


555 




GI 


none 






Score 


83 




Exons 


132 . . 239, 


133 . . 249, 246 


. . 317, 


306. .554 


, 310 . . 555 




Seq. No. 


29165 






Seq. ID 


OJ000250_32.0225 


.C13 


Gene No. 


60220 






Strand 






Start 


132 






End 


555 




Name 


OJ000250 


32.0225.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


162 






End 


503 




GI 


none 






Score 


184 




Exons 


162. .185, 


187. .483, 189 


. .503 








Seq. No. 


29166 






Seq. ID 


OJ000250 32.0225 


.C17 


Gene No. 


60221 






Strand 


+ 




Start 


184 






End 


704 




Name 


OJ000250 


32.0225.C17.ol 


.gs 


Method 


GENSCAN 




Start 


184 




End 


349 




GI 


none 






Score 


1 




Exons 


184. .349 












Seq. No. 


29166 






Seq. ID 


OJ000250_32.0225 


.C17 


Gene No. 


60221 






Strand 


+ 




Start 


184 






End 


704 




Name 


OJ000250 


32.U225.C17.ol 


.np 


Method 


AAT/NAP 




Start 


191 






End 


704 




GI 


3668115 






Score 


143 





29035 



Exons 


191. .349, 


680, .704 








GI Descrip. 


(Y15069) 


cinnamoyl-CoA 


reductase [Zea mays] 


Seq. No. 


29166 






oeq. id 


UJUUU2DU o2.U22D 


t^ene wo . 


DUZZ 1 






Strand 


+ 


Start 


184 






Lna 


*7 n a 
/U4 


Name 


OJ000250 


_32.0225.C17.ol 


. ts 


Metnoa 


i dIiAoIa: boyoean 


Start 


249 






Lna 


joj 


GI 


none 






Score 


1 Q1 

lo ± 


Exons 


249. .359, 


250. .363 








Seq. No. 


29167 






Seq. ID 


OJ000250_32.0225 


Gene No. 


60222 






Strand 


+ 




1 






End 


752 


Name 


OJ000250 


_32.0225.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


749 


GI 


5902445 






Score 


628 


Exons 


1. .749 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


2916 / 






Seq. ID 


OJ000250 32.0225 


Gene No . 


C C\ o o o 

60222 






Strand 


+ 


Start 


1 






End 


752 


Name 


ojuuu2du 


J 2 . U22o . Clo . Ol 


. tw 


Method 


mnT tv o rp v/ . ml _ _ 4_ 

TBLASTX : Wheat 


Start 


12 1 






End 


/4 U 


GI 


none 






Score 


129 


Exons 


127. .300, 


288. .584, 299 


. .388, 


609. .740 


, 612. .659, 614.. 


Seq. No. 


z91d / 






Seq. ID 


OJ000250 ,32.0225 


Gene No . 


60222 






Strand 


+ 


Start 


1 






End 


*7 C O 

752 


Name 


OJ000250 


32.0225.C18.ol 


.gs 


Method 


GENS CAN 


Start 


181 




End 


752 


GI 


none 






Score 


.44 


Exons 


181. .312, 


339. .752 








Seq. No. 


29167 






Seq. ID 


OJ00025'0_32.0225 


Gene No . 


60222 






Strand 


+ 


Start 


1 






End 


752 


Name 


OJ000250 


32.0225.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


438 






End 


704 


GI 


none 






Score 


145 


Exons 


438. .620, 


503.. 619, 614 


. .703, 


621. .704 




Seq. No. 


29168 






Seq. ID 


OJ000250_32.0225 


Gene No . 


60223 






Strand 




Start 


468 






End 


598 


Name 


OJ000250 


32.0225.C22.ol 


.gs 


Method 


GENSCAN 


Start 


468 






End 


598 


GI 


none 






Score 


.93 


Exons 


468. .598 










Seq. No. 


29169 






Seq. ID 


OJ0*00250_32.0225 


Gene No. 


60224 






Strand 




Start 


1 






End 


31b 


Name 


OJ000250 


32.0225.C24.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


318 



29036 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



137940 Score 450 

1. .318 

REPLICATION PROTEIN 15 gi | 75892 | pir j | ORBP15 replication protein 
15 - phage phi-80 gi 1 14807 | emb | CAA31474 | (X13065) gene 15 (AA 1 
- 302) [Bacteriophage phi-80] 



29170 
60225 
1 

OJ000250_32.0225.C26.ol.np 
1 

4406792 
1. .551 
(AC006304] 
thaliana] 



Seq. ID OJ000250__32.0225.C26 

Strand + 

End 551 

Method AAT/NAP 

End 551 

Score 279 



putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 29170 

Gene No. 60225 

Start 1 

Name OJ000250_32. 0225 . C26 . ol . gs 

Start 69 

GI none 

Exons 69. .192, 213. .465 

Seq. No. 29170 

Gene No. 60225 

Start 1 

Name OJ000250_32 . 0225 . C26 . ol . tw 

Start 167 

GI none 
Exons 



Seq. ID OJ000250_32.0225.C26 

Strand + 

End 551 

Method GENSCAN 

End 4 65 

Score .42 



Seq. ID OJ000250_32.0225.C26 

Strand + 

End 551 

Method TBLASTX : Wheat 

End 547 

Score 61 



167. .205, 168. .215, 210. .512, 218. .496, 219 .. 512, 229 513, 
452. .547 



Seq. No. 29170 

Gene No. 60225 

Start 1 

Name OJ000250_32 . 0225 . C2 6 . ol . tm 

Start 213 

GI none 

Exons 213.. 476, 213.. 473, 218.. 476 

Seq. No. 29171 

Gene No. 60226 

Start 198. 

Name OJ000250_28 . 0208 . CI . ol . gs 

Start 198 

GI none 

Exons 198.. 375 



Seq. ID OJ000250_32.0225.C26 
Strand 
End 

Method 
End 
Score 



+ 

551 

TBLASTX: Maize 

478 

353 



Seq. ID OJ000250_28.0208.C1 

Strand + 

End 375 

Method GENSCAN 

End 375 

Score .73 



Seq. No. 29172 

Gene No. 60227 

Start 4 5 

Name OJ000250__28 . 0208 . C3 . ol . gs 

Start 45 

GI none 

Exons 45.. 134 



Seq. ID OJ000250_28.0208.C3 
Strand 

End 134 

Method GENSCAN 

End 134 

Score .96 



29037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29173 Seq. ID 

60228 Strand 

5559 End 

OJ000250_28 . 0208 . C6 . o2 . gs Method 

5559 End 

none Score 



5559.. 5590, 6552.-6693, 7266.. 7337, 7437 
8305.. 9163, 9489.-9765, 10399.. 11215 



OJ000250_28.0208.C6 
+ 

11887 
GENSCAN 
11215 
.41 

7526, 



8033. .8215, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



29173 Seq. ID 

60228 Strand 

5559 End 

OJ000250_28 . 0208 -C6.o2.np Method 

7380 End 

5042454 Score 



OJ000250_28.0208.C6 
+ ' 

11887 
AAT/NAP 
11887 
3910 



7380. .7530, 7897. .8003, 8060. .9765, 10399 .. 10998 , 11673. .11887 
(AC007789) putative polyprotein [Oryza sativa] 



29173 Seq. ID 

60228 Strand 
5559 End 
OJ000250_28.0208.C6.o3.gp Method 
11715 End 
uC-osflcypl72a09al Score 
11715.. 11887 

, 5803242/dbj | AP000399 . 1 | AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



OJ000250_28.0208.C6 
+ 

11887 
AAT/GAP 
11887 
309 



Seq. No. 29173 Seq. ID 

Gene No. 60229 Strand 

Start 1 End 

Name OJ000250_28 . 0208 . C6 . ol . np Method 

Start 1 End 

GI 4544449 Score 

Exons 1..26, 149.. 290, 4094.. 4157 

GI Descrip. (AC006592) putative peroxidase [Arabidopsis thaliana] 



OJ000250_28.0208.C6 

4157 
AAT/NAP 
4157 
119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29173 
60229 



Seq. ID OJ000250_28.0208.C6 



Strand 
End 

Method 
End 
Score 



OJ000250_28.0208.C6.ol.gp 
130 

25074_1.R1084 
130. .500 

, 454 4 449/gb|AAD22357.1|AC006592_14 2 
peroxidase [Arabidopsis thaliana] 1 



4157 
AAT/GAP 
500 
677 

Oe-25 (AC006592) putative 



29173 
60229 
1 

OJ000250_28 . 0208 . C6 . ol . tm 

147 

none 

147. .197, 149. .304, 150. .302 



Seq. ID OJ000250_28.0208.C6 



Strand 
End 

Method 

End 

Score 



4157 

TBLASTX: Maize 

304 

223 



Seq. No. 
Gene No. 



29173 
60230 



Seq. ID 
Strand 



OJ000250 28. 0208. C6 



29038 



Start 
Name 
Start 
GI 

Exons 



8571 End 

OJ000250_28 . 0208 . C6 . ol . tw Method 

8571 End 

none Score 



9123 

TBLASTX: Wheat 

9123 

34 , 



8571. .8606, 8731. .8778, 8785. .8883, 8790. .8882, 8850. .9089, 
8866. .9123 



Seq. No. 29173 , Seq. ID OJ000250_28 . 0208 . C6 

Gene No. 60230 * Strand 

Start 8571 End 9123 

Name OJ000250_28 . 0208 . C6 . o2 . tm Method TBLASTX : Maize 

Start 8736 End 9021 

GI none Score 200 

Exons 8736.. 9020, 8773.. 9021 

Seq. No. 29173 Seq. ID OJ000250_28 . 0208 . C6 

Gene No. 60231 Strand 

Start . 9623 End 9766 

Name OJ000250_28 . 0208 .C6 . o3. tm Method TBLASTX : Maize 

Start 9623 End 9766 

GI none Score 184 

Exons 9623. .9766, 9628. .9762 

Seq. No. 29174 Seq. ID OJ000250_28 . 0208 . C7 

Gene No. 60232 Strand + 

Start 1 End 78 

Name OJ000250_28 . 0208 .C7 . ol .np Method AAT/NAP 

Start 1 End 78 

GI 5042454 Score 90 

Exons 1 . . 78 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq. No. 29174 Seq. ID OJ000250_28 . 0208 . C7 

Gene No. 60233 Strand 

Start 2568 End 3937 

Name OJ000250_28. 0208.C7 ,o2.gs Method GENSCAN 

Start 2568 End 3917 

GI none . - Score .82 

Exons 2568.. 3917 

Seq. No. 29174 Seq. ID OJ000250_28 . 0208 . C7 

Gene No. 60233 Strand 

Start 2568 End 3937 

Name OJ000250_28 . 0208 . C7 . o2 . np Method AAT/NAP 

Start 2571 End 3937 

GI 423988 Score 798 

Exons 2571.. 3719, 3835.. 3937 

GI Descrip. serine/threonine kinase homolog PR025 - Arabidopsis thaliana 
gi 1 166813 (L04999) serine threonine kinase [Arabidopsis 
thaliana] 

Seq. No. 29174 Seq. ID OJ000250_28 . 0208 . C7 

Gene No. 60233 Strand 

Start 2568 End 3937 

Name OJ000250_26 . 0206 . C7 . ol . tc Method TBLASTX : Cress 

Start 2598 End 3593 

GI none Score 130 



29039 




Exons 


2598. .2711, 


2721 


. .3263, 


2931. 


.3182, 2941. .3255, 3276.. 3593 




3294. .3392, 


3301 


. .3420, 


3490. 


.3585 




Seq. No. 


29174 








Seq. ID 


OJ000250_28.0208.C7 


Gene No. 


60233 








Strand 




Of a v+- 


DO 








End 


3937 


Name 


OJ000250 28 


0208 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2691 








End 


3680 


GI 


none 








Score 


52 


Exons 


2691. .3251, 


2704 


. .2814, 


2860. 


.3252, 3282.. 3584, 3301.. 3582 




3588. .3680 












Seq. No. 


29174 








Seq. ID 


OJ000250_28.0208.C7 


Gene No. 


60233 








Strand 




Of 3 v+- 

o tar u 


Z. D DO 








End 


3937 


Name 


OJ000250 28. 


0208 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2877 








End 


3659 


GI 


none 








Score 


212 


Exons 


2877. .3278, 


2950 


. .3255, 


3273. 


.3425, 3280. .3423, 3453. .3584 




3490. .3585, 


3603 


. .3659 








Seq. No. 


29174 








Seq. ID 


OJ000250_28.0208.C7 












Strand 




Start 


2568 








End 


3937 


Name ■ 


OJ000250 28. 


0208 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2955 








End 


3333 


GI 


none 








Score 


108 


Exons 


2955. .3068, 


2956 


. .3069, 


3075. 


.3332, 3082. .3258, 3301. .3333 


Seq. No. 


29174 








Seq. ID 


OJ000250_28.0208.C7 


(aene ino . 


uUZ jj 








Strand 




Start 


2568 








End 


3937 


Name 


OJ000250 28. 


0208 


,C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3333 








End 


3585 


GI 


none 








Score 


144 


Exons 


3333. .3566, 


3334 


. .3585 








Seq. No. 


29175 








Seq. ID 


OJ000250_28.0208.C8 


Gene No . 


DU^J4 








Strand ' 


+ 


Start 


4006 








End 


6444 


Name 


OJ000250 28. 


0208 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


4006 








End 


6444 


GI 


none 








Score 


.53 


Exons 


4006. .4047, 


6334 


. .6444 








Seq. No. 


29175 








Seq. ID 


OJ000250_28.0208.C8 


bene wo . 


DUi JO 








Strand 


+ 


Start 


9341 








End 


9963 


Name 


OJ000250 28. 


0208 


.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


9341 






End 


9963 


GI 


none 








Score 


1138 


Exons 


9341. .9963 












Seq. No. 


29175 








Seq. ID 


OJ000250_28.0208.C8 


Gene No . 


60236 








Strand 




Start 


199 








End 


2209 


Name 


OJ000250_28. 


0208 


.C8.ol. 


gs 


Method 


GENSCAN 



29040 



Start 


199 


End 


2209 




GI 


none 


Score 


.7 




Exons 


199.. 265, 1076.. 1210, 1727. 


.2209 






Seq. No. 


29175 


Seq. ID 


OJ000250_ 


28. 0208. C8 


Gene No . 




btrana 






Start 


7792 


End 


8519 




Name 


OJ000250 28.0208.C8.o3.gs 


Method 


GENSCAN 




Start 


7792 


• End 


8519 




GI 


none 


Score 


.67 




Exons 


7792. .7906, 8347. .8519 








Seq. No. 


29175 


Seq. ID 


OJ000250_ 


28. 0208. C8 


Gene No. 


60238 


Strand 






Start 


9625 


End 


28043 




Name 


OJ000250 28.0208.C8.o4.gs 


Method 


GENSCAN 




Start 


9625 


End 


27563 




GI 


none 


Score 


.44 




Exons 


Q/roc imOT 1 riQQQ i 1 1 A A 

yb^o. . iu /z / , iuyyo . . 1114 4 , 


11232. .11592, 13146.. 


lo / lo , 




14095. .14187, 14518. .15345, 


16955. .17490, 17653. 


.17979, 




18146. .18226, 18406. . 18647, 


18685. .18862, 18874. 


.18901, 




19007. .19147, 19208. .19389, 


22291. .22429, 22687. 


.22871, 




25102. .25293, 25370. .26065, 


26229. .26393, 26494. 


.26929, 




27138. .27563... 








Seq. No. 


29175 


Seq. ID 


OJ000250_ 


28. 0208. C8 


Gene No. 


60238 


Strand., 






Start 


9625 


End 


28043 




Name 


ujuuuzjU £o . u^uo . Lo . oi . np 


Method 


AAT/NAP 




Start 


9628 


End 


22498 




GI 


.5803260 


Score 


1048 




Exons 


9628. .10780, 11069 .. 11158, 


11231. .11694, 13140.. 


13374, 




19247. .19366, 22399.. 22498 








GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


29175 


Seq. ID 


OJ000250_ 


28. 0208. C8 


Gene No . 


oU*: jo 


Strand 






Start 


9625 


End 


28043 




Name 


OJ000250 28.0208.C8.o2.gp 


Method 


AAT/GAP 




Start 


16637 


End 


17275 




GI 


3768316 


Score 


1155 




Exons 


16637. .17275 








Seq. No. 


29175 


Seq. ID 


OJ000250_ 


28. 0208. C8 


Gene No. 


60238 


Strand 






Start 


9625 


End 


28043 




Name 


OJ000250 28.0208.C8.o3.gp 


Method 


AAT/GAP 




Start 


17516 


End 


18289 




GI 


87053 1.R1084 


Score 


■ 1133 




Exons 


17516. .17979, 18146.. 18289 








GI Descrip. 


'4826399/emb|CAB42872.1| 3. 


0e-22 (AJ012423) wall 


-associated 




kinase 2 [Arabidopsis thaliana] 1 






Seq. No. 


29175 


Seq. ID 


OJ000250_ 


28. 0208. C8 


Gene No. 


60238 


Strand 






Start 


9625 


End 


28043 




Name 


OJ000250__28 . 0208 . C8 . o2 . np 


Method 


AAT/NAP 





29041 



Start 


21020 




End 24142 


GI 


4996642 




Score 667 


Exons 


21020. .21046, 22251. 


.22801, 


24108.. 24142 


GI Descrip. 


(AB028130) Dof zinc 


finger protein [Oryza sativa] 


Seq. No. 


29175 




Seq. ID OJ000250_28.0208.C8 


Gene No. 


60238 




Strand 


Start 


9625 




End 28043 


Name 


OJ000250 28. 0208. C8. 


o4 .np 


Method AAT/NAP 


o uarr 


24485 




End 27575 


GI 


4966347 




Score 740 


Exons 


24485. .24526, 24923. 


.26061, 


26280. .26393, 26494 .. 26702, 




26756.-26928, 27134. 


.27575 




GI Descrip. 


(AC006341) Similar to gb|AJ012423 wall-associated kinase 2 fr 




Arabidopsis thaliana. 




Seq. No. 


29175 




Seq. ID OJ000250_28.0208.C8 


Gene No. 


60238 




Strand 


Start 


9625 




End 28043 


Name 


OJ000250 28. 0208. C8. 


o3.np 


Method AAT/NAP 


Start 


24899 




End 28043 


GI 


5803260 




Score 1011 


Exons 


24899. .26058, 26312. 


.26408, 


26494. .26938, 27117 .. 27467, 




27918. .28043 






GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


29175 




Seq. ID OJ000250_28.0208.C8 


Gene No. 


60239 




Strand 


Start 


28251 




End 31247 


Name 


OJ000250 28. 0208. C8. 


ol.tc 


Method TBLASTX : Cress 


Start 


194 




End 26704 


GI 


none 




Score 226 


Exons 


194. .262, 2024. .2089 


, 9775. 


.10302, 9986.. 10303, 10336 .. 10638 , 




10355. .10474, 10366. 


.10638, 


10577. .10645, 10648 .. 10788, 




11233. .11328, 11323. 


.11412, 


11575. .11625, 11641. .11724, 




16961. .17485, 17124. 


.17438, 


17198. .17446, 17513 .. 17818, 




17538. .17717, 17843. 


.17980, 


18425. .18511, 18506. .18625, 




25052. .25300, 25302. 


.25571, 


25303. .25524, 25356 .. 25571, 




25599. .25904, 25624. 


.25743, 


25929. .26069, 26489 .. 26590, 




26585. .26704 






Seq. No. 


29175 




Seq. ID OJ000250_28.0208.C8 


Gene No. 


60239 




Strand 


Start 


28251 




End 31247 


Name 


OJ000250 28. 0208. C8. 


ol . tm 


Method TBLASTX : Mai ze 


Start 


9754 




End 26003 


GI 


none 




Score 230 


Exons 


9754.. 10305, 9962.. 10306, 10336 .. 10638, 10355 .. 10540, 




10360. .10626, 10580. 


.10636, 


10654. .10725, 10676 .. 10717, 




16928. .17488, 17184. 


.17438, 


17519. .17845, 17538 .. 17723, 




17540. .17818, 17825. 


.17917, 


17868. .17915, 25019 25300, 




25026. .25139, 25302. 


.25574, 


25303. .25524, 25605 25931, 




25624. .25809, 25911. 


.26003 




Seq. No. 


29175 




Seq. ID OJU00250_28.0208.C8 


Gene No. 


60239 




Strand 


Start 


28251 




End 31247 



29042 



Name 

Start 

GI 

Exons 



OJ000250_28 . 0208 . C8 . ol . ts Method TBLASTX : Soybean 

9931 End 25982 

none Score 179 

9931.. 10302, 9998.. 10306, 10336 .. 10479, 10501 .. 10674, 

10654. .10704, 17114. .17485, 17183 .. 17299, 17 187 .. 174 38 , 

17510. .17662, 17538. .17660, 17690 .. 17818 , 17834 .. 17896, 

25205. .25300, 25302 25571, 25303 .. 25524 , 25596.-25748, 

25624. .25746, 25776. . 25904, 25920.. 25982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29175 Seq. ID 

60239 Strand 

28251 End 

OJ000250_28 . 0208 . C8 . ol . tw Method 

9991 End 

none Score 



OJ000250_28.0208.C8 
31247 

TBLASTX: Wheat 

25656 

121 



9991.. 10122, 9998. .10123, 10129. . 10314 , 10136 .. 1024 9, 
10351. .10386, 10355. .10387, 17192 .. 17305, 17 193 .. 17306, 
17295. .17432, 17312 .. 17569, 17538 .. 17570, 25302 .. 25391 , 
25303. .25392, 25410 .. 25655, 25414 .. 25518 , 25624. .25656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29175 
60239 
28251 

OJ000250_28 . 0208 . C8 .o2 . tw 

10336 

none 

10336. .10620, 10388. .10525, 
17571. .17702, 17731. .17787, 
25657. .25803, 25817 25873, 

29175 
60239 
28251 

OJ000250_28.0208.C8.o2.tm 

22298 

none 

22298. .22327, 22299 .. 22331, 
22394. .22420, 22436 .. 22480, 
22498. .22683, 22536 .. 22568, 
22583. .22693, 22680.. 22703 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10592 

17772 



OJ000250 28. 0208. C8 



31247 

TBLASTX : Wheat 
25923 
77 * 

10639, 17570. .17803, 
17837, 25656. .25889, 



25858. .25923 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22365. .22400, 
22444. .22488, 
22540. .22581, 



OJ000250 28. 0208. C8 



31247 

TBLASTX: Maize 
22703 
37 

22366. .22488, 
22480. .22617, 
22582. .22686, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29175 Seq. ID 

60239 Strand 

28251 End 

OJ000250_28 . 0208 . C8 . o5 . np Method 

28251 End 

4056478 Score 
28251. .28296, 30907. .31247 

(AC0058 96) unknown protein [Arabidopsis thaliana] 



OJ000250_28.0208.C8 

31247 
AAT/NAP 
31247 
98 



29176 
60240 
7894 

OJ000250_28.0208.C9.o2.np 

ion a 
i \j _/ ■> 

3063699 
7894. .8291 



Seq. ID OJ000250_28.0208.C9 

Strand + 

End 8291 

Method AAT/NAP 

End 5291 

Score 130 



29043 




GI Descrip. (AL022537) putative protein [Arabidopsis thaliana] 



beq. no. 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


60241 






Strand 




Start 


256 






End 


8291 


Name 


OJ000250 28 


.0208 


.C9.ol.gs 


Method 


GENSCAN 


Start 


256 






End 


6589 


GI 


none 






Score 


.49 


Exons 


256. .330, 444. .476, 505. .845, 


2751. .2837, 4431. .5606, * 




5993. .6151, 


6232 


. .6589 






o e q . in o . 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


60241 






Strand 




Start 


ZOO 






End 


8291 


Name 


OJ000250 28 


.0208 


.C9.ol.np 


Method 


AAT/NAP 


Start 


4339 






End 


8291 


GI 


5803260 






Score 


964 


Exons 


4339. .5506, 


6070 


..6158, 6224. 


.6684, 8255. .8291 


GI Descrip. 


(AP000399) 


similar to wakl gene (AJ009696) [Oryza sativa] 


beq. NO. 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


60241 






Strand 




Start 


ZOO 






End 


8291 


Name 


OJ000250 28 


. 0208 


. C9 . ol . tm 


Method 


TBLASTX: Maize 


Start 


4468 






End 


5451 


GI 


none 






Score 


201 


Exons 


4468. .5019, 


4712 


. . 4969, 4738 . 


.5010, 5050.. 5352, 5053.. 5355, 




5087. .5401, 


5368 


. .5451 






beg. NO. 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


60241 






Strand 




Start 


ZOO 






End 


8291 


Name 


OJ000250 28 


.0208 


.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


4489 






End 


6634 


GI 


none 






Score 


190 


Exons 


4489. .5355, 


4682 


..4969, 4750. 


.4992, 5072.. 5362, 5380.. 5517, 




6233. .6295, 


6320 


..6415, 6578. 


.6634 




beq. JNo. 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


cno a 1 
oUZ4 1 






Strand 




Start 


256 






End 


8291 


Name 


OJ000250 28 


.0208 


-C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4645 






End 


5430 


GI 


none 






Score 


189 


Exons 


4645. .5202, 


4712 


..4969, 5081. 


.5203, 5213.. 5293, 5224.. 5355, 




5374. .5430 










Seq. No. 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


60241 






Strand 




Start 


256 






End 


8291 


Name 


OJ000250 28 


.0208 


.C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4705 






End 


4974 


GI 


none 






Score 


115 


Exons 


4705. .4836, 


4712 


..4837, 4843. 


.4974, 4847. .4963 


Seq. No. 


29176 






Seq. ID 


OJ000250_28.0208.C9 


Gene No. 


60241 






Strand 





29044 



Start 


256 






End 


8291 


Name 


OJ000250 28 


.0208.C9.ol. 


tw 


Method 


TBLASTX: 


Start 


4975 






End 


5356 


GI 


none 






Score 


63 


Exons 


4975. .5016, 


5047. .5163, 


5053. 


.5337, 5063.. 5356 


Seq. No. 


29177 






Seq. ID 


OJ00025U 


Gene No . 


60242 






Strand 


+ 


St-art 


2154 






End 


2/47 


Name 


OJ000250 28 


.0208.C10.o2 


. gs 


Method 


GEN SCAN 


Start . 


2154 






End 


2747 


GI 


none 






Score 


.88 


Exons 


2154. .2208, 


2249. .2296, 


2674. 


.2747 




Seq. No. 


29177 






Seq. ID 


OJ000250 


Gene No. 


60243 






Strand 




OLall. 


1 






End 


1148 


Name 


OJ000250 28 


.0208. C10. ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1148 


GI 


6907086 






Score 


981 


Exons 


1..333, 391 


. .1148 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


29177 






Seq. ID 


OJ000.250 


Gene No. 


60243 






Strand 




Start 


1 






End 


1148 


Name 


OJ000250 28 


.0208. CIO. ol 


. gs 


Method 


GEN SCAN 


Start 


462 






End 


965 


GI 


none 






Score 


1 


Exons 


462. .965 










Seq. No. 


29178 






Seq. ID 


OJ000250 


Gene No. 


60244 






Strand 


+ 


Start 


1 






End 


451 


Name 


OJ000250 28 


.0208.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


451 


GI 


4104457 






Score 


292 


Exons 


1..95, 339. 


.451 









GI Descrip. (AF036172) 2-oxoglutarate/malate translocator [Zea mays] 



Seq. No. 29178 

Gene No. 60245 

Start 988 

Name OJ000250_28 . 0208 .Cll . ol . tm 

Start 4 

GI none 
Exons 



Seq. ID OJ000250_28. 0208. Cll 

Strand + 

End 1063 

Method TBLASTX : Mai ze 

End 514 

Score 153 



4. .93, 5. .106, 6. .95, 337. .504, 338. .493, 341. .514, 342. .503 



Seq. No. 29178 

Gene No. 60245 

Start 988 

Name OJ000250_28 . 0208 . Cll . ol . gs 

Start 988 

GI none 

Exons 386.. 1063 



Seq. ID OJ000250_28. 0208. Cll 

Strand + 

End 1063 

Method GENSCAN 

End 1063 

Score .85 



Seq. No. 



29179 



Seq. ID OJ000250 28.0208.C12 



29045 




Gene No. 


oU^4 o 




Strand 


+ 






Start 


852 




End 


1029 






Name 


OJ000250 28.0208.C12, 


ol . gs 


Method 


GENSCAN 






Start 


852 




End 


1029 






GI 


none 




Score 


.46 






Exons 


852. .1029 












Seq.- No. 


29180 




Seq. ID 


OJ000250_ 


28.0208 


.C13 


Gene No. 


60247 




Strand 


+ 






b tar r 


143 




End 


7840 






Name 


OJ000250 28.0208.C13. 


ol .gs 


Method 


GENSCAN 






Start ~ 


143 




End 


7840 






GI 


none 




Score 


.4 






Exons 


143. .212, 361. .384, 2823. .2984, 3750.. 


3851, 4025.. 4125, 






4713. .5377, 6330. .6624, 6705. .6833, 7712. .7840 






Seq. No. 


29180 




Seq. ID 


OJ000250_ 


28.0208 


• C13 


Gene No. 


60248 




Strand 


+ 






oi,ari- 


15507 




End 


16373 






Name 


OJ000250 28.0208.C13. 


ol .np 


Method 


AAT/NAP 






Start 


15297 




End 


16370 






GI 


5006853 




Score 


1391 






Exons 


15297. .15366, 15484.. 


15830, 


15957. .16370 






GI Descrip. 


(AF145728) homeodomain leucine zipper protein [Oryza sativa 


Seq. No. 


29180 




Seq. ID 


OJ000250_ 


28.0208 


.C13 


Gene No. 






Strand 


+ 






Start 


15507 




End 


16373 






Name 


OJ000250 28.0208.C13. 


o3 . gs 


Method 


GENSCAN 






Start 


15507 




End 


16373 






GI 


none 




Score 


.86 






Exons 


15507. .15830, 15957.. 


16373 










Seq. No. 


29180 




Seq. ID 


OJ000250_ 


28.0208 


.C13 


Gene No. 


60249 




Strand 


+ 






Start 


16650 




End 


22422 






Name 


OJ000250 28.0208.C13. 


o4 . gs 


Method 


GENSCAN 






Start 


16650 




End 


22422 






GI 


none 




Score 


.53 






Exons 


16650. .16682, 16843.. 


17041, 


17241. .17280, 17495. 


.17647, 






19624. .19683, 20305.. 


20474, 


20582. .20649, 22055. 


.22217, 






22358. .22422 












Seq. No. 


29180 




Seq. ID 


OJ000250_ 


28.0208 


.C13 


Gene No. 


60250 




Strand 


+ 






Start 


. 30715 




End 


35200 






Name 


OJ000250 28.0208.C13. 


o6.gs 


Method 


GENSCAN 






Start 


30715 


End 


35200 






GI 


none 




Score 


.79 






Exons 


30715. .31239, 32098.. 


32304, 


32386. .32625, 33155. 


.33221, 






33322. .33465, 33652.. 


33747, 


34309. .34424, 34503. 


.34639, 






34999. .35200 












Seq. No. 


29180 




Seq. ID 


OJ000250 


28.0208 


.C13 


Gene No . 


60250 




Strand 


+ 






Start 


30715 




End 


35200 






Name 


OJ000250_28 . 0208 . C13 . 


o2 .np 


Method 


AAT/NAP 







29046 




Qfa -r-+- 

o cart 


30727 


End 


35179 




GI 


4490756 


Score 


1154 




Exons 


30727. .31071, 31099. . 31239, 


32098. .32304, 32386 32625, 






33155. .33253, 33328 334 65, 


33649. .33747, 34267 .. 34424 , 






34500. .34639, 34999.. 35179 








GI Descrip. 


(AL035708) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


ooi on 


Seq. ID 


OJ000250_28.0208 


.C13 


Gene No. 


60251 


Strand 


+ 




Start 


A 1 C C C 

4 1565 


End 


44102 




Name 


OJ000250 28 . 0208 . C13 . 08 . gs 


Method 


GENSCAN 




Start 


A 1 C f C 

41565 


End 


44102 




GI 


none 


Score 


.9 




Exons 


41565. .41685, 4 1773 4 1942'} 


42083. .42230, 42937 .. 43143, 






43996. .44102 








Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208 


.C13 


Gene No. 


60251 


Strand 


+ 




Start 


41565 


End 


44102 




Name 


OJ000250 28.0208.C13.o3.np 


Method 


AAT/NAP 




Start 


41574 


End 


44078 




GI 


4512685 


Score 


280 




Exons 


41574. .41685, 41806. . 41942, 


42083. .42245, 4294 6 43143, 






43955. .44078 








GI Descrip. 


'(AC006931) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208 


.C13 


Gene No . 


60252 


Strand 






Start 


11532 


End 


13564 




Name 


OJ000250 28.0208.C13.o2.gs 


Method 


GENSCAN 




Start 


11532 


End 


13564 




GI 


none 


Score 


.78 




Exons 


11532. .11645, 13337.. 13564 








Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208 


.C13 


Gene No. 


60253 


Strand 






btart 


22482 


End 


26188 




Name 


OJ000250 28.0208.C13.o5.gs 


Method 


GENSCAN 




Start . 


22482 


' _End 


26188 




GI 


none 


Score 


.5 




Exons 


22482. .22658, 22849.-22965, 


23705. .23865, 24236 .. 244 09, 






25906. .26188 








Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208 


.C13 


Gene No. 


60254 


Strand 






Start 


44717 


End 


45386 




Name 


OJ000250 28.0208.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4946 


End 


15764 




GI 


none 


Score 


46 




Exons 


4946. .4975, 4994. .5026, 154 92 .. 15524 , 


15563. .15733, 






15564. .15764, 15591.. 15764 








Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208 


.C13 


Gene No. 


60254 


Strand- 






Start 


44717 


End 


45386 




Name 


OJ000250 28.0208.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


15483 


End 


16438 





29047 



GI 

Exons 



none 



Score 



61 



15483. .15527, 15563 .. 15733, 15564 .. 15836, 15591 15830, 
15948. .16004, 15984 .. 1604 6, . 16215 16343, 16217 .. 16309, 
16260. .16379, 16358.. 16438 



Seq. No. 29180 

Gene No. 60254 

Start 44717 

Name OJ000250_28 . 0208 .C13. ol . tc 

Start 15504 

GI none 

Exons 15504. .15833, 15677 15733, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_28.0208.C13 
45386 

TBLASTX: Cress 

15833 

355 



15768. .15821 



Seq. No. 29180 

Gene No. 60254 

Start 44717 

Name OJ000250_28 . 0208 .C13. ol . ts 

Start 15563 

GI none 

Exons 15563. .15598, 15564 .. 15836, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_28.0208.C13 
45386 

TBLASTX: Soybean 

15836 

356 



15674. .15733 



Seq. No. 29180 Seq. ID 

Gene No. 60254 Strand 

Start 44717 , End 

Name OJ000250_28 . 0208 . C13 . o3 . ts Method 

Start 30742 End 

GI none Score 

Exons 30742. .30846, 30832.. 31044 



OJ000250_28.0208.C13 
45386 

TBLASTX : Soybean 

31044 

106 



Seq. No. 29180 Seq. ID 

Gene No. 60254 Strand 

Start 44717 End 

Name OJ000250_28 . 0208 . C13 . o4 . tm Method 

Start 30751 End 

GI none Score 

Exons 30751.. 310.53 



OJ000250_28.0208.C13 
45386 

TBLASTX : Maize 

31053 

227 



Seq. No. 29180 Seq. ID 

Gene No. 60254 Strand 

Start 44717 End 

Name OJ000250_28 . 0208 . C13 . o3 . tc Method 

Start 30754 End 

GI none Score 

Exons 30754. .30993 



OJ000250_28.0208.C13 
45386 

TBLASTX: Cress 

30993 

221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Start 
Name 



29180 
60254 . 
44717 

OJ000250_28 . 0208 . C13 . o5 . tm 

32107 

none 



Seq. ID OJ000250_28.0208.C13 
Strand 
End 

Method 
End 
Score 



45386 

TBLASTX: Maize 

32466 

149 



32107. .32313, 32109 . .32315, 32374 .. 324 66, 32379.. 32456 



29180 

/- r\ r* m 

44717 

OJ000250 28.0208.C13.o2.tm 



Seq. ID OJ000250_28.0208.C13 
Strand 

End 45386 

Method TBLASTX : Mai ze 



29048 



Start 


32485 




End 


35199. 






GI 


none 




Score 


219 






Exons 




O O o o 

. 3^622, 


32487. .32627, 33155 


. . 33226, 






33156. .33242, 33309. 


.33482, 


33317. .33466, 33319 


. .33498, 






33650. .33748, 33650. 


.33748, 


33651. .33749, 33682 


. .33762, 






34238. .34420, 34247. 


.34426, 


34248. .34424, 34502 


. .34639, 






34503. .34649, 34528. 


.34647, 


34977. .35033, 34984 


. .35019, 






35.024. .35128, 35059. 


.35142, 


35125. .35199, 35135 


. .35194 




Seq. No. 


29180* 




Seq. ID 


OJ000250 


_28.0208 


.C13 


Gene No. 


60254 




Strand 








Start 


A A *7 T 1 
4 4/1/ 




End 


45386 






Name 


OJ000250 28.0208.C13 


.04 .ts 


Method 


TBLASTX: 


Soybean 




Start 


33651 




End 


34649 






GI 


none 




Score 


109 






Exons 


33651. .33743, 34254. 


.34409, 


34262. .34402, 34503 


. .34649, 






34514 . .34624 












Seq. No. 


29180 . 




Seq. ID 


OJ000250 


_28.0208 


.C13 


Gene no. 


a c\ o c a 




Strand 








Start 


44717 




End 


45386 






Name 


OJ000250 28.0208.C13 


.o5. ts 


Method 


TBLASTX : 


Soybean 




Start 


42089 




End 


43142 






GI 


none 




Score 


127 






Exons 


42089. .42205, 42094. 


.42195, 


42977. .43051, 42978 


. .43142 




Seq. No. 


29180 




Seq. ID 


OJ000250 


_28.0208 


.C13 


Gene No . 


60254 




Strand 








Start 


44717 




End 


45386 






Name 


OJ000250 28.0208.C13 


.o9. gs 


Method 


GEN SCAN 






Start 


44717 




End 


45352 






GI 


none 




Score 


.99 






Exons 


44717. .45352 












Seq. No. 


29180 




Seq. ID 


OJ000250 


_28.0208 


.C13 


Gene No. 


60254 




Strand 










44717 




End 


45386 






Name 


OJ000250 28.0208.C13 


. o4 .np 


Method 


AAT/NAP 






Start 


44759 




End 


45386 






GI 


4544449 




Score 


664 






Exons 


44759. .45386 












GI Descrip. 


(AC006592) putative peroxidase [Arabidopsis thaliana] 




Seq. No. 


29180 




Seq. ID 


OJ000250_ 


_28.0208 


.C13 


Gene No. 


60254 




Strand 








Start 


44717 




End 


45386 






Name 


OJ000250 28.0208.C13 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


44798 




End 


45164 






GI 


none 




Score 


80 






Exons 


44798.-44932, 44802. 


.44924, 


44933. .45049, 44952 


. .45050, 






45092. .45163, 45093. 


.45164 










Seq. No. 


29180 




Seq. ID 


OJ000250_ 


_28.0208 


.C13 


Gene No. 


60254 




Strand 










a a n T T 
-J *4 / -L / 




End 


45366 






Name 


OJ000250 28.0208.C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


44798 




End 


45371 







29049 




GI 


none 


Score 


74 


Exons 


44798.-44824, 44843 .. 45055, 


44844. .45056, 45041 .. 45349, 




45162. .45371 






Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208.C13 


Gene No. 


60254 


Strand 




Start 


44717 


End 


45386 


Name 


OJ000250 28.0208.C13.o2.ts 


Method 


TBLASTX: Soybean 


Start 


45089 


End 


45362 


GI 


none 


Score 


225 


Exons 


45089. .45352, 45093 .. 45362, 


45252. .45362 


Seq. No. 


29180 


Seq. ID 


OJ000250_28.0208.C13 


Gene No. 


60254 


Strand 




Start 


44717 


End 


45386 


Name 


OJ000250 28.0208.C13.o2.tw 


Method 


TBLASTX: Wheat 


Start 


45095 


End 


45353 


GI 


none 


Score 


79 


Exons 


45095. .45352, 45165.. 45353 






Seq. No. 


29181 


Seq. ID 


OJ000250_28.0208.C14 


Gene No. 


60255 


Strand 


+ 


Start 


492 


. End 


797 


Name 


OJ000250 28.0208.C14.ol.np 


Method 


AAT/NAP 


Start 


492 


End 


797 


GI 


2498930 


Score 


160 


Exons 


492.. 552, 720.. 797 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RUL AT ION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


29181 


Seq. ID 


OJ000250__28.0208.C14 


Gene No. 


60255 


Strand 


+ 


Start 


492 


End 


797 


Name 


OJ000250 28.0208.C14.ol.gs 


Method 


GENSCAN 


Start 


493 


End 


552 


GI 


none 


Score 


.94 


Exons 


493. .552 






Seq. No. 


29182 


Seq. ID 


OJ000250_25.0225.C1 


Gene No. 


60256 


Strand" 


+ 


Start 


1296 


End 


1689 


Name 


OJ000250 25.0225.Cl.o2.np 


Method 


AAT/NAP 


Start 


1296 


End 


1689 


GI 


6006374 


Score 


615 


Exons 


1296. .1689 






GI Descrip. 


(AP000559) Similar to Rice tungro bacilliform virus; reversi 




transcriptase (D10774) [Oryza sativa] 




Seq. No. 


29182 


Seq. ID 


OJ000250_25.0225.C1 


Gene No. 


60257 


Strand 




Start " 


139 


End 


666 


Name 


OJ000250 25.0225.Cl.ol.gp 


Method 


AAT/GAP 


Start 


139 


End 


666 


GI 


21466JL.R1084 


Score 


949 


Exons 


139 . . 666 







GI Descrip. 1 6006355/dbj I AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



29050 




beq. No. 




Seq. ID 


OJ000250 25. 


0225 . CI 


Gene No. 


60257 


Strand 






Start 


139 


End 


666 




Name 


OJ000250 25.0225.Cl.ol.gs 


Method 


GENS CAN 




Start 


434 


End 


568 




GI 


none 


Score 


.71 




Exons 


434. .568 








Seq. No. 


29183 


Seq. ID 


OJ000250_25. 


0225. C2 


Gene No. 


60258 


Strand 


+ 






1 


End 


1499 




Name 


OJ000250 25.0225.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1499 




GI 


6006374 


Score 


2440 




Exons 


1. .1499 








GI Descrip. 


(AP000559) Similar to Rice tungro bacillif orm virus 


; reverse 




transcriptase (D10774) [Oryza 


sativa] 






Seq. No. 


29184 


Seq". ID 


OJ000250_25. 


0225. C3 


Gene No. 


60259 


Strand 






Start 


1 


End 


1360 




Name 


OJ000250 25.0225.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1339 




GI 


4680207 


Score 


429 




Exons 


1..248, 538. .1339 








GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog 


[Sorghum 




bicolor] 









Seq. No. 


29184 


Seq. ID 


OJ000250_25.0225.C3 


Gene No. 


60259 


Strand 




Start 


1 


End 


1360 


Name 


OJ000250 25.0225.C3.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1360 


GI 


6721550 


Score 


304 


Exons 


1..332, 475. .1360 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib (AB013448) 


Seq. No. 


29184 


Seq. ID 


OJ000250_25.0225.C3 


Gene No. 


60259 


Strand 




Start 


1 


End 


1360 


Name 


OJ000250 25.0225.C3.ol.gs 


Method 


GENS CAN 


Start 


539 


End 


1324 


GI 


none 


Score 


.6 


Exons 


539. .1324 






Seq. No. 


29184 


Seq. ID 


OJ000250_25.0225.C3 


Gene No. 


60260 


Strand 




Start 


1495 


End 


2085 


Name 


OJ000250 25.0225.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


341 


GI 


none 


Score 


283 


Exons 


2. .334, 3. .341, 3. .335 






>-' ^ • l»W • 


n m o a 


Seq. ID 


OJ000250_25 . 022b . C3 


Gene No. 


60260 


Strand 




Start 


1495 


End 


2085 



29051 



Name 

Start 

GI 

Exons 



OJ000250_25.0225.C3.ol. tm Method 
790 End 
none Score 
790. .1029, 791. .1039, 803. .1039, 804. 
1082.. 1315, 1091.. 1315 



TBLASTX: Maize 

1315 

123 

1055, 840. .1040, 



Seq. No. 


29184 


Seq. ID 


OJ000250 


_25.0225 


.C3 


Gene No. 


60260 


Strand 








Start 


1495 


End 


2085 






Name 


OJ000250 25.0225.C3.ol.tw 


Method 


TBLASTX :1 


Wheat 




Start 


1112 


End 


1352 








none 


Score 


148 






Exons 


1112.. 1345, 1112.. 1345, 1131. 


.1349, 1200.. 1352 






Seq. No. 


29184 


Seq. ■ ID 


OJ000250 


_25.0225 


.C3 


Gene No. 


60260 


Strand 








Start 


1495 


End 


2085 






Name 


OJ000250 25.0225.C3.ol.gp 


Method 


AAT/GAP 






Start 


1495 


End 


2085 






GI 


LIB3475-007-P1-K1-D5 


Score 


1155 






Exons 


1495. .2085 










GI Descrip. 


'4262186/gb|AAD14503| 3.0e-18 


(AC005508 


) Highly 


similar 


to 




cullin 3 [Arabidopsis thaliana] 1 








Seq. No. 


29185 


Seq. ID 


OJ000250 


_25.0225 


,C4 


Gene No. 


60261 


Strand 


+ 






Start 


6623 


End 


9928 






Name 


OJ000250 25.0225.C4.o2.gs 


Method 


GENSCAN 






Start 


6623 


End 


9928 






GI 


none 


Score 


.92 






Exons 


6623. .9928 











Seq. No. 


29185 


Seq. ID 


OJ000250_ 


25. 0225. C4 


Gene No. 


60261 


Strand 


+ 




Start 


6623 


End' 


9928 




Name 


OJ000250 25.0225.C4.o2.np 


Method 


AATf NAP 




Start 


6623 


End 


9925 




GI 


5803259 


Score 


4397 




Exons 


6623. .7881, 7981. .8213, 8259. .9925 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29185 


Seq. ID 


OJ000250 


_25.0225.C4 


Gene No. 


60262 


Strand 


+ 




Start 


16771 


End 


17300 




Name 


OJ000250 25.0225.C4.o4.np 


Method 


AAT/NAP 




Start 


16771 


End 


17300 




GI 


5922623 


Score 


109 




Exons 


16771. .16878, 17258. .17300 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj IBAA85199.il 


(AP000570) hypothetical protein 




[Oryza sativa] 








Seq. No. 


29185 


Seq. ID 


OJ000250_ 


25. 0225. C4 


Gene No. 


60263 


Strand 






Start 


on n 

fc. V 


End 


3967 




Name 


OJ000250 25.0225.C4.ol.gp 


Method 


AAT/GAP 




Start 


209 


End 


539 





29052 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3760149 Score 601 

209. .539 

4262186/gb|AADl4503| 3.0e-18 (AC005508) Highly similar to cullin 
3 [Arabidopsis thaliana] 

Seq. ID OJ000250_25.0225.C4 



29185 
60263 
209 

OJ000250_25.0225.C4.ol.np 
312 

4262186 . 
312. .2346, 3674. .3834 

(AC005508) Highly similar to cullin 3 [Arabidopsis thaliana] 



Strand 

End 3987 

Method AAT/NAP 

End 3834 

Score 2693 



29185 Seq. ID 

60263 Strand 

209 End 

OJ000250_25 . 0225 . C4 . o2 . gp Method 

3705 End. 

2311985 Score 
3705. .3987 



OJ000250_25.0225.C4 

3987 
AAT/GAP 
3987 
511 



Seq. No. 29185 Seq. ID 

Gene No. 60264 Strand 

Start 10539 End 

Name OJ000250_25 . 0225 . C4 . o3 . gs Method 

Start 10539 End 

GI none Score 

Exons 10539. .14204 



OJ000250_25.0225.C4 

16694 
GENSCAN 
14204 
.98 



Seq. No. 29185 
Gene No. 60264 
Start 10539 

Name OJ000250_25 . 0225 . C4 . o3 . np 

Start 10542 
GI 6498441 

Exons 10542. .10823, 10917 12314 , 

13576. .13710, 13894. .14267, 

GI Descrip. (AP000815) EST C72786(E2258 
predicted gene.; Similar to 
retrotransposon RetroSorl. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12486 

14331 



OJ000250 25. 0225. C4 



16694 
AAT/NAP 
16188 
6811 

12968, 13161. .13401, 
14794, 15125.. 16188 



) corresponds to a region of the 
Sorghum bicolor Gypsy-Ty3 type 
(AF098806) [Oryza sativa] 



Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60264 




Strand 






Start 


10539 




End 


16694 




Name 


- OJ000250 25. 0225. C4 


.o4 .gs 


Method 


GENSCAN 




Start 


14268 




End 


16694 




GI 


none 




Score 


.52 




Exons 


14268. .16694 










Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250_25.0225.C4 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


289 




End 


675 




GI 


none 




Score 


340 




Exons 


289.-675, 310. .441, 


330. .674 









29053 



beq. wo. 


loo 


beq. id 


UJUUU^DU . UzzO 




Gene No. 


60265 


Strand 






Start 


16924 


End 


17300 




Name 


OJ000250 25.0225.C4.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


298 


End 


557 




GI 


none 


Score 


62 




Exons 


298. .432, 342. .557 








Seq. No. 


29185 


Seq. ID 


OJ000250_25.0225 


.C4 


Gene No . 


OUZ DO 


Strand 






Start 


16924 


End 


17300 




Name 


OJ000250 25.0225.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


309 


End 


1695 




GI 


none 


Score 


223 




Exons 


309. .497, 313. .1059, 316.. 


597, 330. .1049, 979.. 1053, 1045. 




1062.. 1694, 1330.. 1695 








beq. no. 


29185 


Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 


Strand 






Start 


16924 


End 


t *7 o a n 




Name 


OJ000250 25.0225.C4.o3.tc 


Method 


TBLASTX: Cress 




Start 


310 


End 


587 




GI 


none 


Score 


244 




Exons 


310.. 555, 313.. 585, 330.. 587 






Seq. No. 


29185 


Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 


Strand 






Start 


16924 


End 


1 / JUU 




Name 


OJ000250 25.0225.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


612 


End 


1460 




GI 


none 


Score 


556 




Exons 


612. .641, 675. .1334, 682.. 


1281, 1094.. 


1333, 1332.. 1460, 






1338.. 1451, 1339.. 1452 








beq. no. 


29185 


Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 


Strand 






Start 


16924 


End 


17300 




Name 


OJ000250 25.0225.C4-.ol.tc 


Method 


TBLASTX: Cress 




Start 


669 


End 


1116 




GI 


none 


Score 


365 




Exons 


669.. 1061, 685. .1062, 1054 


..1116, 1059 


. .1115 




beq. No. 


29185 


Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 


Strand 






Start 


16924 


End 


17300 




Name 


OJ000250 25.0225.C4.o8.tw 


Method 


TBLASTX: Wheat 




Start 


696 


End 


1142 




GI 


none 


Score 


62 




Exons 


696.. 839, 858.. 1082, 1074. 


.1142 






Seq. No. 


29185 


Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 


Strand 






Start 


16924 


End 


17300 




Name 




Method 


TBLASTX : Cress 




Start 


1338 


End 


1590 




GI 


none 


Score 


75 





29054 




Exons 


1338. .1457, 


1338. 


, .1589, 


1339. 


.1590 




Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


Gene No . 










Strand 




Start 


16924 








End 


17300 


Name 


OJ000250 25. 


.0225. 


C4.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


1462 








End 


1671 


GI 


none 








Score 


148 


Exons 


1462. .1671, 


1464. 


.1670 








Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


Gene No . 


OVZ.OD 








Strand 




Start 


16924 








End 


17300 


Name 


OJ000250 25. 


,0225. 


C4.o2. 


tm • 


Method 


TBLASTX: Maize 


Start 


1701 








End 


2250 


GI 


none 








Score 


557 


Exons 


1701. .2246, 


1701. 


.2249, 


1702. 


.2250 




Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


bene no. 


bVZ DO 








Strand 




Start 


.16924 








End 


17300 


Name 


OJ000250 25. 


0225. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1752 








End 


2207 


GI 


- none 








Score 


206 


Exons 


1752. .2204, 


1752. 


.2207., 


- 1753. 


.2205 




Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


Gene No. 


C f\ o c c 








Strand 




Start 


16924 








End 


17300 


Name 


OJ000250 25. 


0225. 


C4.o8. 


ts 


Method 


TBLASTX: Soybean 


Start 


1812 








End 


1958 


GI 


none 








Score 


102 


Exons 


1812. .1958, 


1815. 


.1958 








Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


Gene No . 


coo a c; 








Strand 




Start 


16924 








End 


17300 


Name 


OJ000250 25. 


0225. 


C4 .o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1959 








End 


2348 


GI 


none 








Score 


217 


Exons 


1959. .2339, 


1959. 


.2348 








Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


Gene No. 


60265 








Strand 




Start 










End 


17300 


Name 


OJ000250 25. 


0225. 


C4.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


2252 








End 


9743 


GI 


none 








Score 


102 


Exons 


2252. .2347, 


2256. 


.2357, 


2256. 


.2348, 3674. .3805, 3676. .3822, 




9609. .9743 












Seq. No. 


29185 








Seq. ID 


OJ000250_25.0225.C4 


Gene No. 


60265 








Strand 




Start 


16924 








End 


17300 






r\ i~\ /~\ t- 


C4 . u6 . 


Lw 


Method 


TBLASTX : wheat 


Start 


7113 








End 


16040 


GI 


none 








Score 


57 



29055 




Exons 


7113.. 7187, 15648.. 


15905, 15760. .15921, 


15888. .15986, 






15889. .15969, 15993 


. .16040 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


10501 




End 


10682 




GI 


none 




Score 


130 




Exons 


10501. .10677,. 10515 


. .10682 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


,C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.o7. tw 


Method 


TBLASTX: Wheat 




Start 


10551 




End 


11153 




GI 


none 




Score 


83 




Exons 


10551. .10676, 10555 


. .10677, 


10869. .11153, 10870. .11148 




Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


. o4 . tw 


. Method 


TBLASTX: Wheat 




Start 


■ 11154 




End 


11535 




GI 


none 




Score 


165 




Exons 


11154. .11534, 11185 


. .11433, 


11479. .11535 




Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11349 




End 


11672 




GI 


none 




Score 


192 




Exons 


11349. .11672, 11362 


. .11643 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


11865 




End 


12177 




GI 


none 




Score 


67 




Exons 


11865. .12125, 12001 


. .12177 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


11925 




End 


12491 




GI 


5666795 




Score 


64 




Exons 


11925. .12125, 12180 


. .12317, 


12393. .12491 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 








1 /Tin < 
J. U 




End 


17300 




Name 


OJ000250 25. 0225. C4 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


12180 




End 


12641 





29056 




GI 


none 




Score 


86 




Exons 


12180. .12329, 12181 


. .12318, 


12183. .12320, 12376. .12549, 






12390. .12641, 12390 


. .12614 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 


- 




Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.o4.ts 


Method 


TBLASTX: Soybean 




Start 


13239 




End 


13610 




GI 


none 




Score 


90 




Exons 


13239. .13610, 13450 


. .13593 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 


- 




Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.o2.tw 


Method 


TBLASTX : Wheat 




Start 


13269 




End 


13689 




GI 


none 




Score 


321 




Exons 


13269. .13688, 13276 


. .13689 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 


- 




Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


13362 




End 


.,13746 




GI 


none 




Score 


226 




Exons 


13362. .13745, 13381 


. .13746 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


13773 




End 


14129 




GI 


none 




Score 


115 




Exons 


13773. .14078, 13773 


. .14129, 


13783. .14094 




Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




■ Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13797 




End 


14260 




GI 


none 




Score 


400 




Exons 


13797. .14258, 13798 


. .14259, 


13817. .14260 




Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


,C4 


Gene No. 


60265 




Strand 






Start 


16924 




End 


17300 




Name 


OJ000250 25. 0225. C4 


.o7.ts 


Method 


TBLASTX : Soybean 




Start 


13854 




End 


14219 




GI 


none 




Score 


117 




Exons 


13854. .13988, 13995 


. .14219 








Seq. No. 


29185 




Seq. ID 


OJ000250_25.0225 


.C4 


Gene No. 


60265 




Strand 






Start 


1 /TOO A 
A \J -J C 1 




End 


17300 




Name 


OJ000250 25. 0225. C4, 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14427 




End 


14910 





29057 



GI 


none 


Score 


165 


Exons 


14427. .14909, 14455 .. 14715, 


14737. .14910 


Seq. No. 


29185 


beq. id 


UJUUU^OU Z3.UZ^D.U4 


Gene No. 


C f\ o c c 
DUZDO 


Strand 




Start 


16924 


End 


1 n Q A A 


Name 


OJ000250 25.0225.C4.o8.tm 


Metnoa 


i oLiAo i a : Maize 


Start 


15750 


bna 




GI 


none 


Score 


0 O 


Exons 


15750. .15998, 15751.. 16035 






Seq. No. 


29185 


Seq. ID 


OJ000250_25.0225.C4 


Gene No. 


60265 


Strand 




Pf — 4- 

buart 


16924 


End 


1 TOAfl 

1 / oUU 


Name 


OJ000250 25.0225.C4.o5.np 


Method 


AA1 /WAF 


Start 


16924 


End 


1 / JUU 


GI 


5042454 


Score 


1/1 


Exons 


16924. .16973, 17199. .17300 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


29186 


Seq. ID 




Gene No. 


60266 


Strand 


+ — 


Start 


1 


End 


303 


Name 


OJ000250 25.0225.C5.ol.np 


Method 


PJ\i / IN Air 


btart 


1 


End 


O A O 

Juo 


GI 


5922623 


Score 




Exons 


1..60, 228. .303 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj I BAA85199.il (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


29186 


Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60267 


Strand 


+ 


Start 


228 


End 


4990 


Name 


OJ000250 25.0225.C5.ol.gs 


Method 


GENS CAN 


Start 


228 


End 


4990 


GI 


none 


Score 


.91 


Exons 


228. .303, 1668. .1750, 2089.. 


2249, 2348 


..2412, 2581. .2621, 




3080.. 3168, 3478.. 3555, 4282 


..4362, 4451. .4522, 4985. .4990 


Seq. No. 


29186 


Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60267 


Strand 


+ 


Start 


228 


End 


4990 


Name 


OJ000250 25.0225.C5.ol.gp 


Method 


AAT/GAP 


Start 


1721 


End 


3116 


GI 


none 


Score 


911 


Exons 


1721.. 1916, 2089.. 2249, 2348 


..2412, 2581. .2621, 3080. .3116 


Seq. No. 


29186 


Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60267 


Strand 


+ 


Start 


228 


End 


4990 


Name 


OJ000250 25.0225.C5.o2.np 


Method 


AAT/NAP 


Start 


1830 


End 


4555 


GI 


6539255 


Score 


505 


Exons 


1930.. 2005, 2118. .2249, 2348 


..2412, 2561.. 262b, 3073.. 3168 



3254. .3367, 3478. .3555, 3771. .3836, 4288. .4362, 4451. .4555 
GI Descrip. (AC011765) unknown protein [Arabidopsis thaliana] 



29058 



Seq. No. 


29186 








Seq. ID 


OJ000250_25.0225.C5 












Strand 




Start 


3406 








End 


12940 


Name 


OJ000250 25 


.0225. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1766 








End 


2623 


GI 


none 








Score 


62 


Exons 


1766. .1819, 


1771. 


.1842, 


2082. 


.2255, 2090.. 2167, 2220.. 2255, 




2345. .2425, 


.2345. 


.2425, 


2347. 


.2427, 2564.. 2620, 2582. .2623 


O /-v /-^ KT/™v 

o6q. JNO . 










S,e.q . I D 


OJ000250_25.0225.C5 


Gene No. 


60268 








b urana 




Start 


3406 








End 


1^940 


Name 


OJ000250 25 


.0225. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2085 








Lna 


O A O C 

^4 ZD 


GI 


none 








Score 




Exons 


2085. .2249, 


2351. 


.2425 








O e q • IN O • 










Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60268 








Strand 




Start 


3406 








End 


12940 


Name 


OJ000250 25 


.0225. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2090 








End 


2374 


GI 


none 








Score 


180 - 


Exons 


2090. .2i67, 


2091.' 


.2225, 


2345. 


.2374 




Seq. No. 


29186 








Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60268 








Strand 




o nar l 










End 


12940 


Name 


OJ000250 25 


.0225. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3244 








End 


4507 


GI 


none 








Score 


117 


Exons 


3244. .3369, 


3244. 


.3369, 


3251. 


.3370, 3422.. 3550, 3477.. 3551, 




3477. .3554, 


3478. 


.3555, 


3757. 


.3828, 3770.. 3835, 3771.. 3836, 




4279. .4362, 


4285. 


.4383, 


4442. 


.4507, 4446. .4505, 4448. .4507 


Seq. No. 


29186 








Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60268 








Strand 




Start 


3406 








End 


12940 


Name 


OJ000250 25. 


.0225. 


C5.o3. 


np 


Method 


AAT/NAP 


Start 


3406 








End 


12034 


GI 


2129537 








Score 


286 


Exons 


3406. .3506, 


5657. 


.5758, 


5859. 


.5933, 6106.. 6167, 6254.. 6327, 




6405. .6504, 


7488. 


.7574, 


7668. 


.7697, 11971. .12034 



GI Descrip. AP2 domain-containing protein - Arabidopsis thaliana gi 11209099 
(U40256) AINTEGUMENTA [Arabidopsis thaliana] gi 11244708 (U41339) 
ANT [Arabidopsis thaliana] gi | 4490720 | emb | CAB38923 . 1 | (AL035709) 
ovule development protein aintegumenta (ANT) [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29186 
60268 
3406 

OJ000250_25.0225.C5.o2.gp 

COC1 

■*J *J J. 

67347 2.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_25.0225.C5 

12940 
AAT/GAP 
8015 
2045 



5351. .5758, 5859. .5941, 6117. .6166, 6254. .6327, 6405. .6506, 



29059 



7492. .7574, 7668. .8015 
GI Descrip. 1 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


29186 


Seq. ID 


OJ000250 25 . 0225 .C5 


Gene No. 


60268 


Strand 




Start 


3406 


End 


12940 


Name 


OJ000250_25 


. 0225 . C5 . o5 . np Method 


AAT/NAP 


Start 


5447 


End 


12940 


GI 


C f\ A O A C A 

5042454 


Score 


259 


Exons 


5447 . . 5483, 


12377. .12470, 12790.. 12940 




GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


29186 


Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60268 


Strand 




Start 


3406 


End 


12940 


Name 


OJ000250 25 


. 0225 . C5 . o2 . gs Method 


GEN SCAN 


Start 


5574 


End 


8301 


GI 


none 


Score 


.65 


Exons 


5574 . . 5758, 


5859. .5941, 6117. .6167, 6254. .6327, 6405. .6499, 




7492. .7574, 


7668. .8047, 8287. .8301 




Seq. No. 


29186 


Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60268 


Strand 




Start 


3406 


End 


12940 


Name 


OJ000250_25 


. 0225 . C5 . o2 . tw Method 


TBLASTX: Wheat 


Start 


5859 


End 


7562 


GI 


none 


Score 


114 


Exons 


5859. . 5948, 


5859. .5939, 5860. .5952, 5861. .5953, 5861. .5962, 




6116. . 6166, 


6117.. 6170, 6249.. 6326, 6253.. 6330, 6253.. 6333, 




6402 . . 6500, 


6404. .6499, 6405. .6500, 6406. .6501, 7493. .7561, 




/ ^ y*i . . / dk>£. 






Seq. No. 


29186 


Seq. ID 


OJ000250_25.0225.C5 


Gene No. 


60268. 


Strand 




Start 


3406 


End 


12940 


Name 


OJ000250 25 


. 0225 . C5 . o4 . np Method 


AAT/NAP 


Start 


7879 


End 


9323 


GI 


3894191 


Score 


101 


Exons 


7879. .7910, 


9160.. 9323 




GI Descrip. 


(AC005662) i 


unknown protein [Arabidopsis 


thaliana] 



Seq. No. 29186 Seq. ID 

Gene No. 60268 Strand 

Start 3406 End 

Name OJ000250_25 . 0225 . C5 . o3 . gs Method 

Start 9065 End 

GI none Score 

Exons 9065.. 10015 



OJ000250_25.0225.C5 

12940 
GENSCAN 
10015 
1 



Seq. No. 29186 Seq. ID 

Gene No. 60268 Strand 

Start 3406 End 

Name OJ000250_25 . 0225 . C5 . o4 . gs Method 

Start 11112 End 

GI none Score 
Exons 



OJ000250_25.0225.C5 

12940 
GENSCAN 



63 



11112. .11138, 11638. .11705, 12790. .12940 



29060 




oeq. no. 


9 Q1 Q*7 




oeq. ±d 




oc nooc 
ZD. UZZO 




Gene No. 


60269 




Strand 


+ 






Start 


17 




End 


738 






Name 


OJ000250 25 


.0225.C6.ol.gs 


Method 


GENSCAN 






Start 


17 




End 


738 






GI 


none 




Score 


.79 






Exons 


17.. 45, 145 


..178, 291. .461, 


637. .738 








Seq. No. 


29187 




Seq. ID 


OJ000250 


_25.0225 


.C6 


uciic IN \J • 


Out / \J 




Strand 








Start 


1 




End 


3370 






Name 


OJ000250 25 


.0225.C6.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


3370 






GI 


5042454 




Score 


3581 






Exons 


1..260, 294 


..712, 1350.. 3059 


, 3115.. 3370 






GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


29187 




Seq. ID 


OJ000250 


_25.0225 


.C6 


Gene No. 


60270 




Strand 








o tar l 


1 




End 


3370 






Name 


OJ000250 25 


.0225.C6.ol.gp 


Method 


AAT/GAP 






Start 


746 




End 


1206 






GI 


2428323 




Score 


689 






Exons 


746. .1206 












GI Descrip. 


5803242/dbj 


I AP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 








oeq. no. 


29187 




Seq. ID 


OJ000250 


_25.0225 


.C6 


Gene No. 


60270 




Strand 








Start 


1 




End 


3370 






Name 


OJ000250 25 


. 0225.C6.o2.gs 


Method 


GENSCAN 






Start 


1349 




End 


3041 






GI 


none 




Score 


.51 






Exons 


1349. .1626, 


1865. .3041 










oeq . jno . 


29187 




Seq. ID 


OJ000250 


_25.0225 


.C6 


Gene No. 


60270 




Strand 








Start 


1 




End 


3370 






Name 


OJ000250 25 


. 0225.C6.ol. tw 


Method 


TBLASTX : Wheat 




Start 


1995 




End 


2387 






GI 


none 




Score 


89 






Exons 


1995. .2252, 


2029.. 2268, 2235 


..2333, 2236.. 2316, 


2340. .2387 


oeq. no. 


29187 




Seq. ID 


OJ000250_ 


_25.0225 


.C6 


Gene No. 


60270 




Strand 








Start 


1 




End 


3370 






Name 


OJ000250 25 


.0225.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2097 




End 


2382 






GI 


none 




Score 


103 






Exons 


2097. .2345, 


2098. .2382 










Seq. No. 


29188 




Seq. ID 


OJ000250_ 


_25.0225 


.C7 


Gene No. 


60271 




Strand 








ot art 


1 




End 


430 






Name 


OJ000250 25 


.0225.C7.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


430 







29061 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6742729 Score 
1..430 

(AF121139) RIM2 protein [Oryza sativa] 

29188 Seq. ID 

60271 Strand 

1 End 

OJ000250_25 . 0225 . C7 . ol . gs Method 

101 End 

none Score 
101. .293 



319 



OJ000250_25.0225.C7 
430 

GENSCAN 

293 

.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29188 Seq. ID 

60271 Strand 
1 End 
OJ000250_25.0225.C7.ol.ts Method 
210 End 
none Score 
210. .428, 219. .419, 283. .420 

29189 Seq. ID 

60272 Strand 
176 End 
OJ000250_25 . 0225 . C8 . ol . gp Method 
176 End 
6751_1.R1084 Score 
176. .295 

1 218 10/emb 1X67328 | TAHSP266 
shock protein 26. 6B' 



OJ000250_25.0225.C7 
430 

TBLASTX: Soybean 

428 

78 



OJ000250_25.0225.C8 
+ 

295 

AAT/GAP 

295 

163 



2.0e-ll T.aestivum mRNA for heat 



OJ000250 25. 0225. C8 



29189 Seq. ID _ 

60273 Strand 
1 End 530 

OJ000250_25 . 0225 . C8 . ol . np Method AAT/NAP 

1 End 530 

2133437 Score 43 

L. .102, 278.. 530 

RNA polymerase II second largest chain RPB2 - Euplotes 
octocarinatus (SGC9) gi I 2654279 | emb | CAA47069 | (X66453) 
DNA-directed RNA polymerase . [Euplotes octocarinatus] 



Seq. No. 


29189 








Seq. ID 


OJ000250 


Gene No. 


60273 








Strand 




Start 


1 








End 


530 


Name 


OJ000250 


_25. 


0225 


.C8.ol.gs 


Method 


GENSCAN 


Start 


193 








End 


269 


GI 


none 








Score 


.54 


Exons 


193. .269 












Seq. No. 


29190 








Seq. ID 


OJ000250 


Gene No. 


60274 








Strand 


+ 


Start 


738 








End 


769 


Name 


OJ000250 


25. 


0225 


C10.ol.gs 


Method 


GENSCAN 


Start 


738 








End 


769 


GI 


none 








Q /~\ >~ /-\ 


c; 
. «_< 


Exons 


738. .769 













29062 




Seq. No. 


29191 




Seq. ID 


OJ000250_25.0225 


.C12 


Gene No. 


60275 




Strand 


+ 




Start 


1 




End 


3399 




Name 


OJ000250 25.0225.C12.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


3399 




GI 


4680207 




Score 


437 




Exons 


1..66, 315. .861, 892. .2265, 3328.. 3399 






GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor] 










Seq. No. 


29191 




Seq. ID 


OJ000250_25.0225 


.C12 


Gene No. 


60275 




Strand 


+ 




Start 


1 




r*i _ J 

End 


3399 




Name 


OJ000250 25.0225.C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


210 




End 


619 




GI 


none 




Score 


233 




Exons 


210. .593, 221. .601, 223 


. .618, 


224. .619 






Seq. No. 


29191 




Seq. ID 


OJ000250_25.0225 


.C12 


Gene No. 


60275 




Strand 


+ 




Start 


1 




End 


3399 




Name 


OJ000250 25.0225.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


417 




End 


747 




GI 


none 




Score 


175 




Exons 


417.. 596, 424.. 735, 425 


. .745/ 


^ ; 475. .747 






Seq. No. 


29191 




Seq. ID 


OJ000250_25.0225 


.C12 


Gene No . 


60275 




Strand 


+ 




Start 


1 




End 


3399 




Name 


OJ000250 25.0225.C12.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


620 




End 


973 




GI 


none 




Score 


148 




Exons 


620.. 766, 623.. 748, 776 


. .889, 


782. .862 


, 866. .973, 893.. 


973 


Seq. No. 


29191 




Seq. ID 


OJ000250_25.0225 


.C12 


Gene No. 


60275 




Strand 


+ 




Start 


1 




End 


3399 




Name 


OJ000250 25.0225.C12.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1145 




End 


1447 




GI 


none 




Score 


195 




Exons 


1145. .1447, 1253. .1435 










Seq. No. 


29192 




Seq. ID 


OJ000250_25.0225 


.C13 


Gene No. 


60276 




Strand 






Start 


1045 




End 


1494 




Name 


OJ000250 25.0225.C13.ol 


.gs 


Method 


GENSCAN 




Start 


1045 




End 


1494 




GI 


none 




Score 


.44 




Exons 


1045. .1494 










Seq. No. 


29193 




Seq. ID 


OJ000250_25.0225 


.C14 


Gene No. 


60277 




Strand 






Start 


1 




End 


731 




Name 


OJ000250_25.0225.C14.ol, 


.np 


Method 


AAT/NAP 




n j „j_ 


± 




End 


731 




GI 


4680203 




Score 


193 




Exons 


1..140, 437. .731 











29063 



GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 




Seq. ID 


OJ000250 25.0225 


. C14 


Gene No. 


60277 


Strand 






Start 


1 


End 


731 




Name 


OJ000250 25.0225.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


272 


End 


730 




GI 


none 


Score 


44 




Exons 


272. .340, 357. .443, 444. .515, 


445. .516 


>, 566. . 619, 619. . 


663, 




620. .670, 686. .730 








Seq. No. 


29193 


Seq. ID 


OJ000250 25.0225 


.C14 


Gene No. 


60277 


Strand 


- 




Start 


1 


End 


731 




Name 


OJ000250 25.0225.C14.ol.gs 


Method 


GENSCAN 




Start 


301 


End 


440 




GI 


none 


Score 


.5 * 




Exons 


301. .440 








Seq. No. 


29193 


Seq. ID 


OJ000250_25.0225 


• C14 


Gene No. 


60277 


Strand 


- 




Start 


1 


End 


731 




Name 


OJ000250 25.0225.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


387 


End 


634 




GI 


none 


Score 


55 




Exons 


387. .518, 521. .634, 528. .632 








Seq. No. 


29194 


Seq. ID 


OJ000250_25.0225 


.C15 


Gene No. 


60278 


Strand 


— 




Start 


19 


End 


744 




Name 


OJ000250 25.0225.C15.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


417 




GI 


none 


Score 


.92 




Exons 


19. .417 








Seq. No. 


29194 


Seq. ID 


OJ000250_25.0225 


.C15 


bene no. 


60278 


Strand 






Start 


19 


End 


744 




Name 


OJ000250 25.0225.C15.ol.np 


Method 


AAT/NAP 




Start 


22 


End 


744 




GI 


6006375 


Score 


574 




Exons 


22. .744 








GI Descrip. 


(AP000559) Similar to 0RF3 protein - rice tungro bacillif orm 




virus &RTUORFS_2 (C40785) [Oryza sativa] 




Seq. No. 


29195 


Seq. ID 


OJ000250_25.0225 


.C16 


Gene . No . 


60279 


Strand 






Start 


117 


End 


275 




Name 


OJ000250 25.0225.C16.ol.gp 


Method 


AAT/GAP 




Start 


117 


End 


275 




GI 


21413 1.R1084 


Score 


292 




Exons 


117. .275 








GI Descrip. 


M680207/gb|AAD27570.1|AF114171 11 4.0e-20 (AF114171) disease 




resistance protein RPM1 homolog [Sorghum bicolor] 1 




Seq. No. 


29196 


Seq. ID 


OJ000250_25.0225 


-C17 


Gene No. 


60280 


Strand 


+ 





29064 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



2370 
AAT/NAP 
2354 
1557 



OJ000250_25 . 0225 . C17 . ol . np 
1 

6006374 
1..967, 2274. .2354 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



29196 Seq. ID 

60280 . Strand 

1 End 
OJ000250_25.0225.C17.o2.np Method 

1093 End 

5596679 Score 
1093.. 1223, 2346.. 2370 

(X94582) ORF [Dioscorea alata bacilliform virus] 



OJ000250_25.0225.C17 

.+ 

2370 
AAT/NAP 
2370 
51 



29196 Seq. ID 

60280 Strand 
1 End 
OJ000250_25.0225.C17.o3.np Method 
1234 End 
862343 Score 
1234. .1481 

(L10908) Gcapl gene product [Mus musculus] 
gi| 1092097 |prf | I2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 |prf | I2022315A granule cell marker protein 
[Mus musculus] 



OJ000250_25.0225.C17 
+ 

2370 
AAT/NAP 
1481 
170 



Seq. No. 


29196 








Seq. ID 


OJ000250_25.0225.C17 


Gene No. 


60281 








Strand 




Start 


1472 








End 


2202 


Name 


OJ000250 25. 


0225 


.C17.ol 


. gs 


Method 


GENSCAN 


Start 


1472 








End 


2202 


GI 


none 








Score 


.51 


Exons . 


1472. .1642, 


1981 


. .2111, 


2130. 


.2202 




Seq. No. 


29197 








Seq. ID 


OJ000250 25.0225.C18 


Gene No. 


60282 








Strand 


+ 


Start . 


1224 








End 


3187 


Name 


OJ000250 25. 


0225 


.C18.ol 


. gs 


Method 


GENSCAN 


Start 


1224 






End 


3187 


GI 


none 








Score 


.42 


Exons 


1224. .1284, 


3084 


. .3113, 


3159. 


.3187 




Seq. No. 


29197 








Seq. ID 


OJ000250_25.0225.C18 


Gene No. 


60283 








Strand 




Start 


4245 








End 


6976 


Name 


OJ000250 25. 


0225 


.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4201 








End ' 


4627 


GI 


none 








Score 


109 


Exons 


4201. .4266, 


4254 


. .4517, 


4272. 


.4553, 4273.-4539, 4550. .4627 


Seq. No. 


29197 








Seq. ID 


OJ000250_25.0225.C18 


Gene No = 


60283 












Start 


4245 








End 


6976 


Name 


OJ000250 25. 


0225 


.C18.o2 


.gs 


Method 


GENSCAN 



29065 




Start 


4245 




End 


5287 






GI 


none 




Score 


.7 






Exons 


4245. .4462, 4646. .4973, 


5219 


. .5287 








Seq. No. 


29197 




Seq. ID 


OJ000250_25. 


0225 


.C18 


Gene No. 


60283 




Strand 








O Lai L 


4245 




End 


6976 






Name 


OJ000250 25.0225.C18.ol 


.np 


Method 


AAT/NAP 






Start 


4299 




End 


6976 






GI 


4538896 




Score 


232 






Exons 


4299.-4633, 6914..6976 












GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


o on Q7 




Seq. ID 


OJ000250_25. 


0225 


.C18 


belle IMO . 


DUZo J 




Strand 








Start 


flZft 0 




End 


6976 






Name 




.gp 


Method 


AAT/GAP 






Start 


ft JOO 




End 


4983 






GI 


9^1 T n QQ 




Score 


638 






Exons 


4588. .4983 












Seq. No. 


9 Q1 Q"7 

z y x y / 




Seq. ID 


OJ000250_25. 


0225 


.C18 


Gene No. 


DUZoj 




Strand 








Start 


/I 9 yl R 




End 


6976 








nTnnno^n ot: n99Ci pi q 
UJUUUZOU ZD.UZzO.v^lo.Ofi 


.gp 


Method 


AAT/GAP 






Start 


C01 1 

Doll 




End 


6765 






GI 


1 9 Q"7 9 1 D1 HQ/1 
izy /Z 1 . KlUO 4 




Score 


1424 






Exons 


COII CO/IO CQTO CQOC 


5924 


..6210, 6718.. 6765 






GI Descrip. 


'4335771/gb|AAD17448 | 3 


. Oe-40 (AC006284) unknown protein 




[Arabidopsis thaliana] 1 












Seq. No. 


29197 




Seq. ID 


OJ000250_25. 


0225 


.C18 


bene t»o • 


60283 




Strand 








Start 


4245 




End 


6976 






Name 


OJ000250 25.0225.C18.o3 


.gs 


Method 


GENS CAN 






Start 


5927 




End 


6250 






GI 


none 




Score 


.85 






Exons 


5927.. 6082, 6170.. 6250 












Seq. No. 


29197 




Seq. ID 


OJ000250_25. 


0225 


.C18 


Gene No. 


60283 




Strand 








O Lai L. 


4245 




End 


6976 






Name 


OJ000250 25.0225.C18.o2 


. np 


Method 


AAT/NAP 






Start 


5945 




End 


6976 






GI 


4335771 




Score 


179 






Exons 


5945.. 6082, 6170.. 6210, 


6718 


..6766, 6951.. 6976 






GI Descrip. 


(AC006284) unknown protein [Arabidopsis 


i thaliana] 






Seq. No. 


29197 




Seq. ID 


OJ000250_25. 


0225 


.C18 


bene NO • 


60283 




Strand 








Start 


4245 




End 


6976 






Name 


OJ000250 25.0225.C18.o5 


.gp 


Method 


AAT/GAP 






Start 


6854 


End 


6976 






GI 


2311957 




Score 


216 






T7-. 














Seq. No. 


29198 




Seq. ID 


OJ000250_25. 


0225 


.C19 



29066 



Gene No. 


60284 


Strand 


+ 






Start 


4517 


End 


ft 9S9 






Name 


OJ000250 25.0225.C19.o3.np 


Method 


AAT/NAP . 






Start 


4517 


End 


8252 






GI 


5852180 


Score 


634 






Exons 


4517. .5347, 8224. .8252 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


991 98 

£. Z) X -J O 


Oclj* x u 


OJ000250_25. 


0225. 


C19 


\J C11C i » ^ . 


U U O ■%} . 


of r anH 








Start 


1 


. End 


1001 






Name 


OJ000250 25.0225.C19.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


169 






GI 


9*^1 1 QS7 


Score 


325 






Exons 


1 1 6Q 










Seq. No. 


9Q1 Qfi 

Z, .7 X -70 


Seq. ID 


OJ000250_25. 


0225. 


C19 


Gene No. 


6098 R 


Strand 








Start 


1 

X 


End 


1001 






Name 


OJ000250 25.0225.C19.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1001 






GI 


*» J J J / /X 


Score 


372 






Exons 


1 1 QP 449 t;u cii (TpQ 

X . • 1 JUf fif±Z..DoO, Oil. . 007/ 


783. .874, 


948. .1001 






GI Descrip. 


/ unKnown protein 


[Arabidopsis thaliana] 






Seq. No. 


9 Q1 QO 


Seq. ID 


OJ000250_25. 


0225. 


C19 


Gene No. 


609 8 6 


Strand 








Start 


1166 
HDD 


End 


3819 






Name 


OJ000250 25.0225.C19.o2.np 


Method 


AAT/NAP 






Start 


1166 


End 


2565 






GI 


4335759 


Score 


97 






Exons 


1166. .1389, 2451. .2565 










GI Descrip. 


(AC006284) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


29198 


Seq. ID 


OJ000250_25. 


0225. 


C19 


Gene No. 


60286 


Strand 








Start 


1166 


End 


3819 






Name 


OJ000250 25.0225.C19.o2.gp 


Method 


AAT/GAP 






Start 


1430 


End 


3819 






GI 


102 3.R1084 


Score 


1069 






Exons 


1430.. 1659, 3500.. 3819 










GI Descrip. 


'5852170/emb|AL117265.1|OST17804 2.0e- 


40 Oryza sativa 






indica {GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 


i 


Seq. No. 


29198 


Seq. ID 


OJ000250_25. 


0225. 


C19 


Gene No. 


60287 


Strand 








Start 


6505 


End 


6663 






Name 


OJ000250 25.0225.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


101 


End 


990 






GI 


none 


Score 


144 







Exons 101. .199, 102. .200, 440. .532, 441. .533, 445. .537, 605. .697, 

605. .688, 782. .874, 783. .875, 784. .879, 784. .876, 936. .989, 
937. .990 . 

Seq. ID 0 J00 02 50_25 . 0225 . CI 9 
Strand 

End 6663 



Seq. Mo . 29198 
Gene No. 60287 
Start 6505 



29067 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI* Descrip. 



OJ000250_25 . 0225 . CI 9 . o4 . np Method AAT/NAP 
6505 End 6663 

5852172 Score 65 

6505. .6663 

(AL117265) zhb0002.1 [Oryza sativa] 



29199 
60288 
1 

OJ000250_25 . 0225 . C21 . ol . np 
1 

103076 
1..45, 225. .316 

Bkm-like sex-determining region hypothetical protein CS314 
fruit fly (Drosophila melanogaster) (fragment) 



Seq. ID OJ000250_25.0225.C21 

Strand + 

End 316 

Method AAT/NAP 

End 316 

Score 77 



Seq. No. 


29199 


Seq. ID 


OJ000250_ 


Gene no. 


60289 


Strand 


+ 


Start 


8221 


End 


8583 


Name 


OJ000250 25.0225.C21.o2.gs 


Method 


GENSCAN 


Start 


8221 


End . 


8583 


GI 


none 


Score 


1 


Exons 


8221. .8583 






Seq. No. 


29199 


Seq. ID 


OJ000250_ 


Gene No. 


60290 


Strand 


+ 


Start 


9040 


End 


10275 


Name 


OJ000250 25.0225.C21.o3.gs 


Method 


GENSCAN 


Start 


9040 


End 


10275 


GI 


none 


Score 


.78 


Exons 


9040. .9451, 9490. .9623, 10087. .10275 




Seq. No. 


29199 


Seq. ID 


OJ000250_ 


Gene No. 


60291 


Strand 


+ 


Start 


11139 


End 


11573 


Name 


OJ000250 25.0225.C21.o4.gs 


Method 


GENSCAN 


Start 


11139 


End 


11573 


GI 


none 


Score 


1 


Exons 


11139. .11573 






Seq. No. 


29199 


Seq. ID 


OJ000250_; 


Gene No. 


60292 


Strand 


+ 


Start . 


12138 


End 


16726 


Name 


OJ000250 25.0225.C21.o2.np 


Method 


AAT/NAP 


Start 


12138 


End 


16406 


GI 


5042463 


Score 


139 


Exons 


12138. .12161, 13981. .14181, 


14844. .14990, 15037. 




16107. .16406 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


29199 


Seq. ID 


OJ000250 ; 


Gene No. 


60292 


Strand 


+ 


Start 


12138 


End 


16726 


Name 


OJ000250_25 . 0225 . C2 1 . o2 . gp 


Method 


AAT/GAP 


C4- - 


1 mr\ 

J. U t 


End 


16133 


GI 


none 


Score 


766 


Exons 


15730. .16133 







15120, 



29068 




Seq. No. 


29199 


Seq. ID 


OJ000250 


_25.0225 


.C21 


bene wo . 


60292 


Strand 


+ 






Start 


12138 


End 


16726 






Name 


OJ000250 25.0225.C21.o3.np 


Method 


AAT/NAP 






Start 


15824 


End 


16723 






GI 


4417291 


Score 


406 






Exons 


15824. .16093, 16172 .. 16348, 


.16376. .16554, 16591 


. .16723 




GI Descrip. 


(AC007019) hypothetical protein [Arabidopsis thaliana] 




beq. no. 


z y iy y 


Seq. ID 


OJ000250 


_25.0225 


. C21 


Gene No. 


60292 


Strand 


+ 






Start 


12138 


End 


16726 






Name 


OJ000250_25 . 0225 .C21 . o5 . gs 


Method 


GENSCAN 






Start 


15824 


End 


16726 






GI 


none 


Score 


.49 






Exons 


15824 . . 16726 










Seq. No. 


29199 


Seq. ID 


OJ000250_ 


_25.0225 


.C21 


Gene No. 


60292 


Strand 


+ 






jLait 


12138 


End 


16726 






Name 


OJ000250 25 . 0225 .C21 . o3 . gp 


Method 


AAT/GAP 






Start 


16180 


End 


16643 






GI 


76703_1 .R1084 


Score 


816 






Exons 


16180 . . 16643 










GI Descrip. 


1 5042177/emb | CAB44 696 . 1 | 6. 


Oe-29 (AL078620) putative proteii 




[Arabidopsis thaliana] f 










Seq. No. 


29199 


Seq. ID 


OJ000250 


_25.0225 


.C21 


Gene No. 


60293 


Strand 


+ 






Start 


18626 


End 


19984 






Name 


OJ000250_25 . 0225.C21 .o6.gs 


Method 


GENSCAN 






Start 


18626 


End 


19984 






GI 


none 


Score 


.7 






Exons 


18626. . 18640, 194 92 .. 19576, 


19872. .19984 






beq. no. 


29199 


Seq. ID 


OJ000250 


25.0225 


.C21 


Gene No. 


60294 


Strand 


+ 






Start 


20828 


End 


22050 






Name 


OJ000250_25. 0225.C21 .o4 .gp 


Method 


AAT/GAP 






Start 


20722 


End 


22050 






GI 


none 


Score 


1155 






Exons 


20722. .20918, 21444 .. 21481, 


21661. .22050 






beq. no. 


29199 


Seq. ID 


OJ000250_ 


25.0225 


.C21 


Gene No. 


60294 


Strand 


+ 






Start 


20828 


End 


22050 






Name 


OJ000250 25.0225.C21.o7.gs 


Method 


GENSCAN 






Start 


20828 


End 


21673 






GI 


none 


Score 


.81 






Exons 


20828. .20918, 21444 .. 21481, 


21626. .21673 






Seq. No. 


29199 


Seq. ID 


OJ000250_ 


25.0225, 


C21 


Gene No. 


60295 


Strand 








r> j jl_ 

OLCti L 


1038 


hind 


2444 






Name 


OJ000250 25.0225.C21.ol.gp 


Method 


AAT/GAP 






Start 


228 


End 


305 







29069 



GI LIB3477-003-P1-K1-E9 Score 114 

Exons 228.. 305 

GI Descrip. • 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


29199 






Seq.' .ID 


OJ000250 


_25.0225 


.C21 


Gene No. 


60295 






Strahd ' 


- 






Start 


1038 






End 


2444 






Name 


OJ000250_25. 


0225. 


C21.ol.gs 


Method 


GENSCAN 








1U jo 






End 


2444 






GI 


none 






Score 


.88 






Exons 


1038. .1187, 


2100. 


.2444 










Seq. No. 


29199 






Seq. ID 


OJ000250 


_25.0225 


.C21 


Gene No. 


60296 






Strand 








Start 


16138 






End 


16734 






Name 


OJ000250 25. 


0225. 


C21.ol.tm 


Method 


TBLASTX: 


Maize 




Of ^ v4- 

btart 


16138 . 






End 


16734 






GI 


none 






Score 


234 






Exons 


16138. .16347 


, 16139. .16348, 


16393. .16530, 16394 


. .16531, 






16592. .16684 


, 16609. .16710, 


16681. .16734, 16682 


. .16723 




Seq. No. 


29199 






Seq. ID 


OJ000250 


_25.0225 


.C21 


Gene No. 


60296 






Strand 








Start 


16138 






End 


16734 






Name 


OJ000250 25. 


0225. 


C21.ol. ts 


Method 


TBLASTX: 


Soybean 




Of v>4- 

btart 


16394 






End 


16687 




GI 


none 






Score 


127 






Exons 


16394. .16531, 16589.. 16687 










Seq. No. 


29200 






Seq. ID 


OJ000250 


_25.0225 


.C22 


Gene No. 


60297 






Strand 








Start 


1314 






End 


4569 






Name 


OJ000250 25. 


0225. 


C22.ol.gs 


Method 


GENSCAN 






O 4- -i y>f 

b car z 


1314 






End 


4569 






GI 


none 






Score 


.71 






Exons 


1314. .1622, 


1678. 


.1742, 2911 


..3103, 3180.. 3303, 


3489. .3619, 




3923.. 4057, 


4074 . 


.4309, 4335 


. .4569 








Seq. No. 


29200 






Seq. ID 


OJ000250 


_25.0225 


.C22 


Gene No. 


60298 






Strand 








Start 


4797 






End 


5505 






Name 


OJ000250 25. 


0225. 


C22.o2.gs 


Method 


GENSCAN 






Start 


4797 




End 


5505 






GI 


none 






Score 


.48 






Exons 


4797. .4932, 


5429. 


.5505 










Seq. No. 


29200 






Seq. ID 


OJ000250 


_25.0225 


.C22 


Gene No. 


60299 






Strand 








Start 


6300 






End 


6824 






Name 


OJ000250 25. 


0225. 


C22.o3.gs 


Method 


GENSCAN 






Start 


6300 




End 


6824 






GI 


none 






Score 


.46 






Exons 


6300 . . 6624 














Seq. No. 


29200 






Seq. ID 


OJ000250 


_25.0225 


.C22 



29070 





DU JUU 


Strand 




Start 


8309 


End 


12354 


Name 


OJ000250 25.0225.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


4298 


End 


4542 


GI 


none 


Score 


140 


Exons 


4298. .4501, 4308. .4364, 4342. 


.4542, 4342.. 4542 


Seq. No. 


29200 


O C ^ . 1U 


OJ0002S0 2S 022S C22 




UUJUU 


Cf rand 

J L 1 all ^1 




Start 


8309 


End 


12354 


Name 


OJ000250 25.0225.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4342 


End 


4551 


GI 


none 


Score 


150 


Exons 


4342. .4551, 4342. .4548 






Seq. No. 


29200 


Seq. ID 




Gene No. 


60300 


Strand 




Start 


8309 


End 


12354 


Name 


OJ000250 25.0225.C22.o4.gs 


Method 


O £j LN 4j v^xitN 


Start 


8309 


End 


12354 


GI 


none 


Score 


.6 


Exons 


8309.. 8743, 10147 .. 10422, 11003.. 11408 


, 11693. .11990, 




12075.. 12354 






Seq. No. 


29201 


Seq. ID 


UUUUUt. JU £. J ■ VJ Z. J . £. O 


Gene No. 


60301 


Strand 




Start 


290 


End 


-? O 




OJ000250 25.0225.C23.ol.np 


Method 




Start 


236 


End 


982 


GI 


4680207 


Score 


228 


Exons 


236. .566, 606. .982 






GI Descrip. 


(AF114171) disease resistance 


protein 






bicolor] 






Seq. No. 


29201 


Seq. ID 


o,Tnnn°Rn oc i 09?r P9^ 

UUUUUt JU Z, J • U £ £ J • V_^. «j 


ucllc . INU • 


60301 


Strand 




Start 


290 


End 


JO £ 


Name 


OJ000250 25.0225.C23.ol.gs 


Method 


GENSCAN 


Start 


290 


End 


922 


GI 


none 


Score 


.63 


Exons 


290. .922 






Seq. No. 


29201 


Seq. ID 


OJ000250_25.0225.C23 


Gene No. 


60301 


Strand 




Start 


290 


End 


982 


Name 


OJ000250 25.0225.C23.ol.gp 


Method 


AAT/GAP 


Start 


352 


End 


982 


GI 


21413 1.R1084 


Score 


940 


Exons 


352. .982 






GI Descrip. 


, 4680207/gb|AAD27570.1|AF114171_ll 4.0e-20 (AF114171) diseas 




resistance protein RPM1 homolog [Sorghum bicolor] 1 


Seq. No. 


29201 


Seq. ID * 


OJ000250_25.0225.C23 


Gene No. 


60301 


Strand 




O J J- 

JLOi. L. 


^ r\ r\ 


End 


982 


Name 


OJ000250 25.0225.C23.ol.tm 


Method 


TBLASTX :Maize 


Start 


603 


End 


982 



29071 




GI 


none 






Score 


144 




Exons 


603.. 734, 605.. 859, 


605 


. .853, 


881. .982 


, 882. .974, 890.. 


982 


Seq. No. 


29202 






Seq. ID 


OJ000250_25.0225 


.C24 


(jene imo . 










X 




Start 


551 






End 


995 




Name 


OJ000250 25.0225.C24 


.ol 


.gs 


Method 


GENSCAN 




Start 


551 






End 


995 




GI 


none 






Score 


.53 




Exons 


551. .604, 912. .995 












Seq. No. 


29202 






Seq. ID 


OJ000250_25.0225 


.C24 


Gene No. 


60303 






Strand 






Start 


1 






End 


1019 




Name 




.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1019 




GI 


3779021 






Score 


196 




Exons 


1..35, 462. .1019 












GI Descrlp. 


(AC005171) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


29202 






Seq. ID 


OJ000250_25.0225 


.C24 


Gene No. 


60303 






Strand 


- 




Of n vf 


± 






End 


1019 




Name 


OJ000250 25.0225.C24 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


494 






End 


934 




GI 


none 






Score 


88 




Exons 


494. ;574, 494. .574, 


508 


. .579, 


578. .757 


, 578. .775, 579.. 


776, 




750. .881, 773. .916, 


1 1 Z> 










Seq. No. 


29202 






Seq. ID 


OJ000250_25.0225 


.C24 


Gene No . 


DUjUj 






Strand 


- 




Start 


1 






End 


1019 




Name 


OJ000250 25.0225.C24 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


521 






End 


715 




GI 


none 






Score 


66 




Exons 


521. .712, 521. .715 












Seq. No. 


29203 






Seq. ID 


OJ000250_25.0225 


.C25 


Gene No. 








Strand 


+ 




Start 


770 






End 


923 




Name 


OJ000250 25.0225.C25 


.ol 


.gs 


Method 


GENSCAN 




Start 


770 






End 


923 




GI 


none 






Score 


.65 




Exons 


770. .923 












Seq. No. 


29204 






Seq. ID 


OJ000250_25.0225 


.C26 


bene wo • 








Strand 


+ 




Start 


523 






End 


936 




Name 


OJ000250 25.0225.C26 


.ol 


.gs 


Method 


GENSCAN 




Start 


523 




End 


936 




GI 


none 






Score 


.42 




Exons 


523. .687, 904. .936 














OflOft A 






seq. ±u 


OJ000250 25 . 02zs 




Gene No. 


60306 






Strand 






Start 


157 






End 


277 





29072 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_25 . 0225 . C26 . ol . np Method AAT/NAP 
157 End 277 

6523056 Score 47 

157. .277 

(AL133314) putative protein [Arabidopsis thaliana] 



29204 Seq. ID 

60307 Strand 

1962 End 
OJ000250_25 . 0225 . C26 . o2 . gs Method 

1962 End 

none Score 
1962. .2028 



OJ000250_25.0225.C26 

2028 
GEN SCAN 
2028 
.71 



Seq. No. 29205 

Gene No. 60308 

Start 1556 

Name OJ000250_25 . 0225 . C27 . ol . gs 

Start 1556 

GI none 

Exons 1556.. 1681, 1729.. 1917 

Seq. No. 29205 

Gene No. 60309 

Start 3020 

Name OJ000250_25 . 0225 . C27 . o2 . gs 

Start 3020 

GI none 

Exons 3020.. 3574 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_25.0225.C27 
+ 

1917 
GENSCAN 
1917 
.46 



OJ000250 25.0225.C27 



3574 
GENSCAN 
3574 
.65 



Seq. No. 29206 Seq. ID 

Gene No. 60310 Strand 

Start 632 End 

Name OJ000250_25 . 0225 . C28 . ol . gs Method 

Start 632 End 

GI none Score 

Exons 632.. 734, 748.-882, 997.. 1034 

Seq. No. 29207 Seq. ID 

Gene No. 60311 Strand 

Start 60 End 

Name OJ000250_25 . 0225 . C30 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 257 



OJ000250_25.0225.C2S 
+ 

1034 
GENSCAN 
1034 
.48 



OJ000250_25-. 0225 . C30 
+ 

257 

GENSCAN 

257 

.55 



Seq. No. 29208 

Gene No. 60312 

Start 55 

Name OJ000250_25 . 0225 . C31 . ol . gs 

Start 55 

GI none 

Exons 55.. 233 



Seq. ID OJ000250_25.0225.C31 

Strand + 

End 233 

Method GENSCAN 

End 233 

Score . 9 



Gene No. 
Start 



60313 
1 



Strand 
End 



632 



29073 



Name OJ000250_25.0225.C32.ol.np Method AAT/NAP 

Start 1 End 632 

GI 2498930 Score 733 

Exons 1..404, 572.. 632 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


29210 






Seq. ID 


OJ000250_25.0225.C34 


Gene No. 


60314 






Strand 


- 


Start . 


345 






End 


411 . 




OJ000250 25.0225. 


C34.ol 


.gs 


Method 


GENSCAN 


Start 


345 






End 


411 


GI 


none 






Score 


.75 


Exons 


345. .411 










Seq. No. 


29211 






Seq. ID 


OJ000250_25.0225.C36 


Gene No. 


60315 






Strand 


+ 


Start 


1 






End 


558 


Name 


OJ000250 25.0225. 


C36.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


558 


GI 


4836950 






Score 


238 


Exons 


1.-53, 239. .558 










GI Descrip. 


(AC006085) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


29211 






Seq. ID 


OJ000250_25.0225.C36 


Gene No. 


60316 






Strand 




Start 


237 






End 


558 


Name 


OJ000250 25.0225. 


C36.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


236 






End 


558 


GI 


none 






Score 


109 


Exons 


236.. 319, 236.. 307, 238 


. .387, 


301. .558 


, 311. .556, 322..5S8 


Seq. No. 


29211 






Seq. ID 


OJ000250_25.0225.C36 


Gene No. 


60316 






Strand 




Start 


237 






End 


558 


Name 


OJ000250 25.0225. 


C36.ol 


.gp 


Method 


AAT/GAP 


Start 


237 






End 


558 


GI 


51076 1.R1084 






Score 


613 


Exons 


237. .558 










GI Descrip. 


'3415134 1.0e-45 


(AF082024) Phybl " [Pimpinella brachycarpa] 1 


Seq. No. 


29212 






Seq. ID 


OJ000250_25.0225.C37 


Gene No. 


60317 






Strand 




Start 


1595 






End 


4284 


Name 


OJ000250 25.0225. 


C37.ol 


. gs 


Method 


GENSCAN 


Start 


1595 






End 


4284 


GI 


none 






Score 


.81 


Exons 


1595.. 2080, 2125. 


.2287, 


3681. 


.3884, 4151. .4284 


Seq. No. 


29212 






Seq. ID 


OJ000250_25.0225.C37 


Gene No. 


60318 






Strand 




Start . 


4814 






End 


5107 


Name 


OJ000250 25.0225. 


C37.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4814 






End 


5107 


r" r 


none 






Score 


108 


Exons 


4814. .4915, 4910. 


.5107, 


4911. 


.5099 





29074 




Seq. No. 


29212 










Seq. ID 


OJ000250_25.0225 


.C37 




Uv jl !? 










OLIallU 






Start 


5186 










End 


5422 




Name 


OJ000250 25. 


0225 


.C37 


ol 


tw 


Method 


TBLASTX: Wheat 




Start 


5186 










End 


5422 




GI 


none 










Score 


196 




Exons 


5186. .5422 
















Seq. No. 


29213 










Seq. ID 


OJ000250_25.0225 


.C38 














o t IT eUld". 






Start . 


626 










End 


649 




Name 


OJ000250 25. 


0225 


.C38. 


ol. 


gs 


Method 


GENSCAN 




Start 


626 










End 


649 




GI 


none 










Score 


.67 




Exons 


626. .649 
















Seq. No. 


29214 










Seq. ID 


OJ000250_25.0225 


.C44 


ucl it; L\ KJ . 












c+- -ranH 






Start 


62 










End 


230 




Name 


OJ000250 25. 


0225 


.C44. 


ol. 


gs 


Method 


GENSCAN 




Start 


62 










End 


230 




GI 


none 










Score 


.91 




Exons 


62. .230 
















Seq. No; 


29215 










Seq. ID 


OJ000250_25.0225 


.C45 


Gene No. 


60322 










Strand 


+ 




Start 


1227 










End 


1379 




Name 


OJ000250 25. 


0225 


.C45. 


ol. 


np 


Method 


AAT/NAP 




Start 


1227 










End 


1379 




GI 


5042463 










Score 


84 





Exons 1227.. 1379 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 


29216 




Seq. ID 


OJ000250_ 


25. 


0225 


.C46 


Gene No. 


60323 




Strand 


+ 








Start 


1 




End 


857 








Name 


OJ000250 25.0225.C46.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


857 








GI 


6721512 




Score 


45 








Exons 


1..44, 663. .857 














GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. , 


. 29216 




Seq. ID 


OJ000250_ 


_25. 


0225 


.C4 6 


Gene No. 


60324 




Strand 










Start 


154 




End 


1004 








Name 


OJ000250 25.0225.C46.ol 


. gs 


Method 


GENSCAN 








Start 


154 


End 


1004 








GI 


none 




Score 


.98 








Exons 


154.. 256, 919.. 1004 














Seq. No. 


29217 




Seq. ID 


OJ000250_ 


25. 


0225 


.C47 


Gene No. 


60325 




Strand 










Start 


1 




End 


211 








Name 


OJ000250_25.0225.C47.ol 


.np 


Method 


AAT/NAP 










i 

-L 


End 


211 








GI 


4519258 




Score 


95 








Exons 


1. .211 















29075 




GI Descrip. 


(AB017914) L-zip+NBS+LRR [Oryza sativa] 






Seq. No. 


29218 


Seq. ID 


OJ000250_25. 


0225. C51 


bene jno. 


60326 


Strand 






Start 


884 


End 


1065 




Name 


OJ000250 25 . 02Zd . Col . ol . gs 


Method 


GENS CAN 




Start 


884 


End 


1065 




GI 


none 


Score 


.56 




Exons 


884 . . 1065 








Seq. No. 


29219 


Seq. ID 


OJ000250_25. 


0225. C53 


Gene No . 


H A "3 O T 

60327 


Strand 






Start 


178 


End 


237 




Name 


OJ000250 25 . 0225 . C53 . ol . gs 


Method 


GEN SCAN 




Start 


178 


End 


237 




GI 


none 


Score 


.67 




Exons 


178 . . 237 








Seq. No. 


29220 


Seq. ID 


OJ000250_25. 


0225. C55 


bene ino. 


60328 


Strand 


+ 




Start 


668 


End 


4016 




Name 


OJ000250 25.0225.C55.ol.gs 


Method 


GEN SCAN 




Start 


668 


End 


4016 




GI 


none 


Score 


.42 




Exons 


668.. 731, 973.. 1046, 3579.. 4016 






Seq. No. 


29220 


Seq. ID 


OJ000250_25. 


0225. C55 


Gene No. 


60329 


Strand 






Start 


2650 


End 


6629 




Name 


OJ000250 25.0225.C55.ol.np 


Method 


AAT/NAP 




Start 


2650 


End 


4951 




GI 


6721157 


Score 


99 




Exons 


2650.. 2697, 4141.. 4251, 4682. 


.4951 






GI Descrip. 


(AC016829) putative GDSL-motif lipase/acylhydrolase 


[Arabidopsis 




thaliana] 








Seq. No. 


29220 


Seq. ID 


OJ000250_25. 


0225. C55 


Gene No. 


60329 


Strand 






Start 


2650 


End 


6629 




Name 


OJ000250 25.0225.C55.o3.gs 


Method 


GENS CAN 




Start 


4469 


End 


6629 




GI 


none 


Score 


.48 




Exons 


4469. .4789, 6548. .6629 









Seq. No. 


29221 


Seq. ID 


OJ000250 


_25 


.0225 


.C58 


Gene No. 


60330 


Strand 


+ 








Start 


1547 


End 


2363 








Name 


OJ000250 25.0225.C58.ol.np 


Method 


AAT/NAP 








Start 


1547 


End 


2363 








GI 


4680182 


Score 


217 








Exons 


1547. .2041, 2341. .2363 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


29221 


Seq. ID 


OJ000250_ 


_25 


.0225 


.C58 


Gene No . 




Strand 


+ 








Start 


1547 


End 


2363 








Name 


OJ000250_25.0225.C58.ol.gs 


Method 


GEN SCAN 









29076 



Start 
GI 

Exons 



1564 
none 

1564. .2349 



End 
Score 



2349 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



29221 
60330 
1547 

OJ000250_25 . 0225 . C58 . ol . tm 

1643 

none 

1643. .1747, 1772. .1942 



Seq. ID OJ000250_25.0225.C58 

Strand + 

End 2363 

Method TBLASTX : Mai ze 

End 1942 

Score 82 



29222 
60331 
1 

OJ000250_25 . 0225 . C59 . ol . np 
1 

4680182 

1..160, 257. .734, 2042. .2075 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_25.0225.C59 

Strand + 

End 2490 

Method AAT/NAP 

End 2075 

Score 274 



29222 
60331 
1 

OJ000250_25.0225.C59.ol.gs 
53 

none 



Seq. ID OJ000250_25.0225.C59 

Strand + 

End 2490 

Method GENSCAN 

End 2490 

Score .78 



53. .745, 2002. .2176, 2348. .2490 



Seq. ID OJ000250_25.0225.C59 
Strand + 

2490 
AAT/GAP 
889 
888 



29222 
60331 
1 

OJ000250_25.0225.C59.ol.gp 
433 

LIB3433-034-P1-K1-E6 
433..889 

, 2832636/emb|CAA16765.1 | 7.0e-20 (AL021711) hypothetical protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



29222 
60332 
2718 

OJ000250_25.0225.C59.ol.ts 

545 

none 

545. .778, 667. .777 

29222 
60332 
2718 

OJ000250_25.0225.C59.o2.gs 

2718 

none 

2718.. 2817, 2905.. 3125 

29223 
60333 



Seq. ID OJ00025Q_25.0225.C59 
Strand 

End 3125 

Method TBLASTX : Soybean 

End 778 

Score 243 



Seq. ID OJ000250_25.0225.C59 
Strand 

End 3125 

Method GENSCAN 

End 3125 

Score .54 



Seq. ID OJ000250_25.0225.C60 
Strand 



29077 



Start 
Name 
Start 
GI 

Exons 



539 End 606 

OJ000250_25 . 0225 . C60 . ol . gs Method GEN SCAN 

539 . End 606 

none Score . 67 
539. .606 



Seq. No. 29224 Seq. ID 

Gene No. 60334 Strand 

Start 24 End 

Name OJ000250_25 . 0225 . C62 . ol . gs Method 

Start 24 End 

GI none Score 

Exons 24.. 96 



OJ000250_25.0225.C62 
96 

GENSCAN 

96 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29225 Seq. ID 

60335 Strand 

354 End 

OJ000250_25 . 0225 . C63 . ol . gs Method 

354 End 

none Score 



OJ000250_25.0225.C63 
+ 

3114 
GENSCAN 
3078 
.93 



354. .418, 495. .547, 927. .1585, 2926. .3078 



Seq. No. 29225. Seq. ID 

Gene No. 60335 Strand 

Start 354 End 

Name OJ000250_25 . 0225 . C63 . ol . gp Method 

Start 1407 End 

GI 2428351 Score 

Exons 1407.. 1585, 2839.. 3114 



OJ000250_25.0225.C63 
+ 

3114 
AAT/GAP 
3114 
835 



Seq. No. 29226 Seq. ID 

Gene No. 60336 Strand 

Start 163 End 

Name 0 J000250_25 . 0225 . C64 . ol . gs Method 

Start 163 End 

GI none Score 

Exons 163.. 256, 377.. 588 



OJ000250_25.0225.C64 
+ 

588 

GENSCAN 

588 

.84 



Seq. No. 29227 Seq. ID 

Gene No. 60337 Strand 

Start 113 End 

Name OJ000250_25 . 0225 . C65 . ol . gs Method 

Start 113 End 

GI none Score 

Exons 113.. 212 



OJ000250_25.0225.C65 
212 

GENSCAN 

212 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



29228 Seq. ID 

60338 Strand 

292 End 
OJ000250_25.0225.C66.ol.np Method 

292 End 

5302779 Score 
292. .460 

(Z97337) putative protein [Arabidopsis thaliana] 



OJ000250_25.0225.C66 
4 60 

AAT/NAP 
460 
77 



29229 
60339 



Seq. ID 
Strand 



OJ000250 25.0225.C68 



29078 




Start 


143 








End 


268 




Name 


OJ000250 25 


.0225. 


C68.0I 


.gs 


Method 


GENSCAN 




Start 


143 








End 


268 




GI 


none 








Score 


.6 




Exons 


143. .268 














Seq. No. 


29230 








Seq. ID 


OJ000250 


_25.0225.C70 


Gene No. 


6034.0 • 








Strand 






Start 


1502 








End 


7229 




Name 


OJ000250 25 


.0225. 


C70.ol 


np 


Method 


AAT/NAP 






1484 








End 


7229 




GI 


4455279 








Score 


1097 




Exons 


1484. .1648, 


1682. 


.2015, 


3405. 


.3676, 4000.. 4401, 


4441. .4947, 




6064. .6354, 


6453. 


.7229 










GI Descrip. 


(AL035527) 


DNA-directed 


RNA polymerase 


(EC 2.7. 


7.6) II second 




largest chain [Arabidopsis thaliana] 






Seq. No. 


o n o o n 








Seq. ID 


OJ000250 


_25.0225.C70 


bene jno • 


ac\ i a c\ 
OU J4 U 








Strand 






Start 










End 


7229 




Name 


OJ000250 25 


.0225. 


C70.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1499 








End 


2024 


GI 


none 








Score 


108 




Exons 


14 yy . . io4 d, 


1500 . 


i c a a 

. 164 o, . 


1 715 . 


.2017, 1770.. 2024 




Seq. No. 


^yzou 








Seq. ID 


OJ000250 


_25.0225.C70 


bene lno . 


OU oh U 








Strand 






Start 










End 


7229 




Name 


OJ000250 25 


.0225. 


C70.O2. 


gs 


Method 


GENSCAN 




Start 


1502 








End 


7119 




GI 


none 








Score 


.59 




Exons 


1 Rn9 9nnn 






ft uuu . 


.4947, 6064. .6247, 


6453. .7119 


Seq. No. 


o n o o a 

29230 








Seq; ID 


OJ000250 


_25.0225.C70 


Gene No. 


/TAT » A 

60340 








Strand 






Start 


1502 








End 


7229 




Name 


OJ000250 25 


.0225. 


C70.ol. 


tc 


Method 


TBLASTX: 


Cress 




1511 








End 


7171 




GI 


none 








Score 


165 




Exons 


1511. .1624, 


1715. 


.2026, 


1767. 


.2018, 3404.. 3457, 


3420. .3674, 




3512. .3673, 


3982. 


.4104, 


3992. 


.4084, 4096. .4209, 


4124. .4204, . 




4285. .4407, 


4310. 


.4408, 


4444. 


.4587, 4594. .4716, 


6061. .6243, 




6083. .6163, 


6258. 


.6374, 


6277. 


.6339, 6758.-6877, 


7025. .7171 


Seq. No. 


29230 








Seq. ID 


OJ000250 


_25.0225.C70 


bene lno . 


60340 








Strand 






Start 


1502 








End 


7229 - 




Name 


OJ000250 25 


.0225. 


C70.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1715 








End 


3463 




GI 


none 








Score 


241 




Exons 


1715. .2035, 


1773. 


.2018, 


1796. 


.2023, 3404.. 3463, 


3405. .3461 


Seq. No. 


29230 








Seq. ID 


OJ000250_ 


_25.0225.C70 


Gene No. 


60340 








Strand 






r>4- -i— 

tj L.CLJ. L. 


1 rr>^ 








End 


7229 




Name 


OJ000250 25 


.0225. 


C70.O2. 


np 


Method 


AAT/NAP 




Start 


3307 








End 


7229 





29079 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6606139 

3307.. 3676, 4000. .4418, 4458. 
(AF107810) DNA-dependent RNA 
elata] 

29230 
60340 
1502 

OJ000250_25.0225.C70.ol.tm 

3465 

none 

3465.. 3704, 3471.. 3659, 3512. 
4012. .4449, 4047. .4448 



Score 598 

.4947, 6064. .6354, 6453.-7229 
polymerase II RPB140 [Morchella 



Seq. ID OJ000250_25.0225.C70 
Strand 

End 7229 

Method TBLASTX : Mai ze 

End 4449 

Score 247 

3703, 3982. .4446, 3998.-4447, 



Seq. No. 29230 

Gene No. 60340 

Start 1502 

Name OJ000250_25 . 0225 - C70 . ol . tw 

Start 34 92 

GI none 

Exons 3492.. 3746, 3512.. 3676 



Seq. ID OJ000250_25.0225.C70 
Strand 

End 7229 

Method TBLASTX : Wheat 

End 374 6 

Score 137 



Seq. No. 29230 

Gene No. 60340 

Start 1502 

Name OJ000250_25 . 0225 . C70 . o2 . ts 

Start 3581 

GI none 

Exons 3581.. 3703, 3582.. 3704, 3584. 
3998. .4213 



Seq. ID OJ000250_25.0225.C70 
Strand 

End 7229 

Method TBLASTX : Soybean 

End 4257 

Score 116 

.3706, 3984.. 4202, 3997.. 4257, 



Seq. No. 29230 

Gene No. 60340 

Start 1502 

Name OJ000250_25. 0225.C70.o4 .ts 
Start ' 4264 

GI none 

Exons 4264.. 4425, 4301.. 4447, 4444. 

Seq. No. 29230 

Gene No. 60340 

Start 1502 

Name OJ000250_25 . 0225 . C70 . o2 . tm 

Start 4452 

GI none 

Exons 4452.. 4694, 4453.. 4695, 4453. 

4725. .4826, 4726. .4932 



Seq. ID OJ000250_25.0225.C70 
Strand 

End 7229 

Method TBLASTX : Soybean 

End 44 97 

Score 81 
.4497 

Seq. ID OJ000250_25.0225.C70 
Strand 

End 7229 

Method TBLASTX: Maize 

End 4 932 

Score 109 

.4719, 4454. .4696, 4717. .4932, 



Seq. No. 29230 

Gene No- 60340 

Start 1502 

Name OJ000250_25 . 0225 . C70 . o4 . tm 

Start 6060 

GI none 

Exons 6060.. 6161, 6061.. 6246, 6061. 
6250. .6336 



Seq. ID OJ000250_25.0225.C70 
Strand 

End 7229 

Method TBLASTX : Mai ze 

End 6336 

Score 7 4 

.6246, 6208.. 6336, 6213.. 6335, 



29080 



Seq. No. 


29230 






Seq. ID 


OJ000250_25.0225 


Gene no . 








O -4- ~» -i -i y-J 

otrana 




Start 


1502. 






End 


7229 


Name 


OJ000250 25. 


0225 


.C70.o3. ts 


Method 


TBLASTX: Soybean 


Start 


6887 






End 


7177 


GI 


none 






Score 


63 


Exons 


6887. .7177, 


7092 


. .7169 






Seq. No. 


29231 






Seq. ID 


OJ000250_26.0225 


Gene No. 


60341 






Strand 




Start 


1 






End 


477 


Name 


OJ000250 26. 


0225 


.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


477 


GI 


6815072 






Score 


270 



.CI 



Exons 1..477 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. No. 29232 Seq. ID 

Gene No. 60342 Strand 

Start 4057 End 

Name 0 J000250_26 . 0225 . C2 . o2 . gp Method 

Start 4057 End' 

GI 6025022 Score 

Exons 4057.. 4215 



OJ000250_26.0225.C2 
+ 

4215 
AAT/GAP 
4215 
236- 



Seq. No. 29232 Seq. ID 

Gene No. 60343 Strand 

Start 13125 End 

Name OJ000250_26 . 0225 . C2 . o3 . gs Method 

Start 13125 End 

GI none Score 
Exons 



OJ000250_26.0225.C2 
+ 

17606 
GENSCAN 
17409 
.93 



13125. .13193, 13701. .14037, 1534 4 15370, 15505 .. 15658, 
15741. .15789, 15870 .. 15984 , 16095 16186, 16330 .. 164 4 6, 
16789. .16886, 17038 .. 17143, 17257.. 17409 



Seq. No. 29232 Seq. ID 

Gene No. 60343 Strand 

Start 13125 End 

Name OJ000250_26 . 0225 . C2 . o3 . gp Method 

Start 13895 End 

GI LIB3431-043-P1-K1-H11 Score 

Exons 13895. .14037, 14656. . 14833, 

15741. .15795 

GI Descrip. ' 2146745/pir | | S71169 9.0e-53 protein kinase (EC 

Arabidopsis thaliana >gi_642132_dbj_BAA08215_ (D45354) protein 
kinase [Arabidopsis thaliana] * 



OJ000250_26.0225.C2 
+ 

17606 
AAT/GAP 
15795 
917 



15344. .15370, 15505 .. 15658 , 



2.7.1.-) - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29232 
60343 
13125 

OJ000250_26 . 0225 . C2 . o2 . np 
13927 
1703200 

T TOO! 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14833, 15344 .. 15370, 15505 .. 15658 , 
15741. .15789, 15870 .. 15984 , 16095 .. 16213, 16363 .. 16486, 
16606. .16670, 16789 .. 16886, 17038 .. 17143, 17257. .17391 



OJ000250_26.0225.C2 
+ 

17606 
AAT/NAP 
17391 
1224 



1 A AOO 
. J. ~t U*. U , 



I A /T C /T 

I I U J U ■ 



29081 



GI Descrip. PROTEIN KINASE AFC2 gi 1601789 (U16177) protein kinase 

[Arabidopsis thaliana] gi | 642130 | dbj I BAA08214 | (D45353) protein 
kinase [Arabidopsis thaliana] gi | 4220516 | emb | CAA22 989 | 
(AL035356) protein kinase (AFC2) [Arabidopsis thaliana] 



Seq. No. 


29232 




Seq. ID 


OJ000250_ 


26.0225 


.C2 


Gene No. 


60343 




Strand 


+ 






Start , 


13125 




• End 


17606 






Name 


OJ000250 26. 0225. C2. 


o4 . gp 


Method 


AAT/GAP 






Start 


17069 




End 


17606 






GI 


2317599 




Score 


794 






Exons 


17069. .17143, 17257. 


.17606 










GI Descrip. 


1703199/sp|P51566|AFCl ARATH 4.0e-28 


PROTEIN KINASE AFC1 




>gi oUl /o / (Ulol/o) 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


29232 




Seq. ID 


OJ000250_ 


/~\ /— AAA r 

26 . 0225 


. C2 


Gene No. 


60344 




Strand 


+ 






Start . 


19423 




End 


25370 






Name 


OJ000250 26. 0225. C2. 


o4 .gs 


Method 


GEN SCAN 






Start 


19423 


End 


25370 






GI 


none 




Score 


• .77 






Exons 


19423. .19643, 19751. 


.19873, 


20183. .20283, 20566. 


.20616, 






21172. .21549, 22745. 


.22860, 


22955. .23200, 23709. 


.23789, 






23972. .24205, 25020. 


.25370 










Seq. No. 


29232 




Seq. ID 


OJ000250_ 


26.0225 


.C2 


Gene No. 


60344 




Strand 


+ 






Start 


19423 




End 


25370 






Name 


OJ000250 26. 0225. C2. 


o5 . gp 


Method 


AAT/GAP 






Start 


21139' 




End 


21413 






GI 


2431380 




Score 


509 






Exons 


21139. .21413 












Seq. No. 


29232 




Seq. ID 


OJ000250_ 


26.0225 


. C2 


Gene No. 


60344 




Strand 


+ 






Start 


19423 




End. 


25370 






Name 


OJ000250 26. 0225. C2. 


o3.np 


Method 


AAT/NAP 






Start 


21379 




End 


25364 






GI 


3355474 




Score 


1407 ■ 






i Exons 


21379. .21549, 22751. 


.22860, 


22955. .23200, 23709. 


.23789, 






23972. .24205, 25020. 


.25364 










GI Descrip. 


(AC004218) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


29232 




Seq. ID 


OJ000250 


26.0225 


.C2 


Gene No. 


60344 




Strand 


+ 






Start 


19423 




End 


25370 






Name 


OJ000250 26. 0225. C2. 


o6.gp 


Method 


AAT/GAP 






Start 


23708 


End 


24225 






GI 


700032 




Score 


652 






Exons 


23708. .23789, 23972. 


.24225 










GI Descrip. 


3355474 3.0e-37 (AC004218) 


unknown protein [Arabidopsis 






thaliana] 












Seq. No. 


29232 




Seq. ID 


OJ000250_ 


26.0225 


.C2 


Gene Mc . 


cno a c 

w v> ^ *a 




Strand 


+ 






Start 


26075 




End 


30217 






Name 


OJ000250_26.0225.C2. 


o8.gp 


Method 


AAT/GAP 







29082 



Start 
GI 

Exons 



26070 
2428885 
26070. .26369 



End 
Score 



26369 
596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_ 
+ 

30217 
GENSCAN 
30217 
.55 



26. 0225. C2 



29232 Seq. ID 

60345 Strand 
26075 End 
OJ000250_26 . 0225 . C2 . o5 . gs Method 
26075 End 
none Score 

26075. .26243, 26546 26592, 

29007. .29189, 29951.. 30217 

29232 
60346 
30675 

OJ000250_26.0225.C2.o6.gs 
30675 
none 

30675. .30728, 3074 6 .. 31026, 
32641. .32751, 32945 .. 33061, 

29232 Seq. ID 

60347 Strand 

1 End 

OJ000250_2 6 . 0225 . C2 . ol . np Method 

1 End 

4585985 Score 
1..174, 274. .750, 982. .1521, 2059. .2120 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



26822. .26918, 28270 .. 284 60, 



Seq. ID OJ000250_26.0225.C2 
Strand + 
End 33281 
Method GENSCAN 
End 33281 
Score . 68 
31758. .31860, 32583 32636, 
33153. .33281 



OJ000250_26.0225.C2 

4414 
AAT/NAP 
2120 
699 



29232 
60347 
1 

OJ000250_2 6 . 0225 . C2 . ol . gs 

269 

none 



Seq. ID OJ000250_26.0225.C2 
Strand 

End 4414 

Method GENSCAN 

End 4 414 

Score .54 



269. .981, 1073. .1657, 2091. .2153, 2244. .2329, 2447. .2567, 
2623. .2704, 3143. .3254, 3410. . 3573, " 3616. . 4038, 4068. .4297, 
4348. .4414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



29232 Seq. ID 

60347 Strand 

1 End 

OJ000250_26 . 0225 . C2 . ol . gp Method 

2447 End 

LIB3475-003-P1-K2-E3 Score 



OJ000250_26.0225.C2 

4414 
AAT/GAP 
3316 
443 



2447. .2487, 2623. .2704, 3190. .3316 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



29232 
60348 
25256 

25256 
968994 



>9P 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_26.0225.C2 

25630 
AAT/GAP 
25630 
693 



29083 



Exons 


25256. .25630 










Seq. No. 


29232 




Seq. ID 


OJ000250_26.0225 


.C2 


bene wo. 


duo*! y 




o trana 






Start 


29786 




End 


30185 




Name 


OJ000250 26. 0225. C2. 


olO.gp 


Method 


AAT/GAP 




Start 


29786 




End 


30185 




GI 


none 




Score 


778 




Exons 


29786. .30185 










Seq. No. 


29232 




Seq. ID 


OJ000250_26.0225 


.C2 


uene imo . 


OUjjU 




Strand 






Start 


33766 




End 


35345 




Name 


OJ000250 26. 0225. C2. 


o5 ..tm 


Method 


TBLASTX: Maize 




Start 


119 




End 


527 




GI 


none 




Score 


60 




Exons 


119. .175, 276. .398, 


287. .394, 396. .527 


, 398.-523 




Seq. No. 


29232 




Seq. ID 


OJ000250_26.0225 


.C2 


uene iNO . 


DUjjU 




Strand 






Start 


33766 




End 


35345 




Name 


OJ000250 26. 0225. C2. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


305 




End 


706 




GI 


none 




Score 


135 




Exons 


305. .385, 398. .706, 


411. .605 






Seq. No. 


29232 




* Seq. ID 


OJ000250_26.0225 


-C2 


uene wo . 






Strand 






Start 


33766 




End 


35345 




Name 


OJ000250 26. 0225. C2. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


530 




End 


1334 




GI 


none 




Score 


112 




Exons 


530. .793, 803. .1030, 


819. .911, 833. .1030, 1041. .1274, 1281 


Seq. No. 


29232 




Seq. ID 


OJ000250_26.0225 


.C2 


Gene No. 


60350 




Strand 






Start 


33766 




End 


35345 




Name 


OJ000250 26. 0225. C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


13927 




End 


17388 




GI 


none 




Score 


132 




Exons 


13927. .14034, 13968. 


.14033, 


14752. .14832, 14760 .. 14828, 






15346. .15372, 15504. 


.15659, 


15510. .15653, 15728. .15769, 






15728. .15787, 15741. 


.15770, 


15741. .15791, 15742. .15792, 








.15983, 


15862. .15987, 15863 .. 15985, 






15872. .15988, 16061. 


.16186, 


16089. .161! 


34, 16090. .16194, 






16091. .16195, 16327. 


.16491, 


16338. .1641 


37, 16342. .16491, 






16604. .16669, 16605. 


.16661, 


16609. .16671, 16763. .16843, 






16772. .16840, 16789. 


.16887, 


16806. .168) 


36, 17021. .17140, 






17038. .17136, 17251. 


.17385, 


17257. .17388 




Seq. No. 


- 

29232 




Seq. ID 


OJ000250_26.0225 


.C2 


Gene No. 


60350 




Strand 






Start 


33766 




End 


35345 




Name 


OJ000250_26.0225.C2. 


o3. tm 


Method 


TBLASTX: Maize 




a 4- - — -»- 


i c r> a 1 




End 


17615 




GI 


none 




Score 


87 




Exons 


15341. .15370, 15500. 


.15550, 


15504. .15551, 15504. .15551, 





29084 




15547. .15657, 
15727. .15792, 
15861. .15983, 
16090. .16188, 
16329. .16487, 
16606. .16671, 
16792. .16887, 
17042. .17149, 
17324. .17476, 
17469. .17615, 



15552. .15656, 
15736. .15780, 
15862. .15987, 
16091. .16192, 
16604. .16669, 
16607. .16687, 
17037. .17144, 
17241. .17291, 
17340. .17477, 
17476. .17592, 



15555.*. 15659, 
15740. .15793, 
15863. .15988, 
16091. .16189, 
16605. .16661, 
16760. .16885, 
17038. .17142, 
17251. .17475, 
17438. .17608, 
17496. .17609 




15568. .15657, 
15855. .15983, 
15863. .15985, 
16327. .16491, 
16606. .16671, 
16789. .16887, 
17039. .17149, 
17254. .17466, , 
17447. .17575, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29232 
60350 
33766 

OJ000250_26.0225.C2.o3.ts 
16093 



Seq. ID OJ000250_26.0225.C2 
Strand 

35345 

TBLASTX: Soybean 
17391 
143. ' 



End 

Method 
End 

none Score 
16093. .16197, 16094. .16195, 16356 .. 16487 , 16356 
16357. .16491, 16604 .. 16663, 16605 16661, 16609 
16789. .16887, 16803 .. 1688 6, 17039 .. 17068 , 17071 
17072. .17149, 17251. .17391, 17256. .17291 



16487, 
16674, 
17133, 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No'. 
Start 

M 

L-* aiuc 

Start 
GI 



29232 
60350. 
33766 

OJ000250_26.0225.C2.o4.tm 

21339 

none 



Seq. ID OJ000250_26.0225.C2 
.Strand 

End 35345 

Method TBLASTX: Maize 

End 23200 

Score 54 



21339. .21395, 21447 .. 21479, 21452 .. 21529, 21528 .. 21548 , 
22741. .22863, 22742 .. 228 64 , 22743 .. 22868, 2274 4 .. 22860, 
22953. .23045, 22954 .. 23181, 22955 .. 2317 9, 23180.. 23200 



29232 
60350 
33766 

OJ000250_26.0225.C2.o3.tc 

22749 

none 

22749. .22877, 22750 .. 228 60, 
22994. .23086, 23011 ., 23121, 

29232 
60350 
33766 

OJ000250_26.0225.C2.o2.ts 

22749 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_26.0225.C2 
35345 

TBLASTX: Cress 

23121 

161 



22773. .22862, 2297 6 .. 23029, 
23014. .23103 

Seq. ID OJ000250_26.0225.C2 
Strand 

End 35345 

Method TBLASTX : Soybean 

End 24142 

Score 153 



22749.-22862, 22750 .. 228 60, 22766 .. 22861, 22951 .. 23205, 
22952. .23212, 22955 .. 23200, 22978 .. 23208 , 23693 .. 23758, 
23708. .23803, 23951 .. 24 142, 23977. .24141 



29232 Seq. ID 

60350 Strand 

33766 End 

OJ000250_26 . 0225 . C2 . o2 . tm Method 

23715 End 

none Score 



OJ000250_26.0225.C2 
35345 

TBLASTX: Maize 

25371 

67 



29085 



Exons 



23715. .23759, 23717 .. 23788, 23717 .. 23788 , 23956 .. 24201, 
23960. .24211, 23960 .. 24205, 24994 .. 25197 , 25019 .. 25198 , 
25020. .25370, 25021 25371, 25022 25369, 25273.. 25371 



Seq. No. 29232 

Gene No. 60350 

Start 33766 

Name OJ000250_26 . 0225 .C2 . ol . tc 

Start 24116 

GI none 
Exons 



Seq. ID OJ000250_26.0225.C2 
Strand 

End 35345 

Method TBLASTX : Cress 

End 25361 

Score 55 



24116. .24157, 24 158 24211, 25001 .. 25195, 25020 .. 25361, 
25031. .25360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29232 
60350 
33766 

OJ000250_26.0225.C2.ol.ts 

24143 

none 



Seq. ID OJ000250_26.0225.C2 
Strand 

End 35345 

Method TBLASTX : Soybean 

End 25361 

Score 87 



24143. .24211, 25020 .. 25361, 25029 .. 25328 , 25031.. 25351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29232 
60350 
33766 

OJ000250_26.0225.C2.o7.gs 

33766 

none 



Seq. ID OJ000250_26.0225.C2 
Strand 

End 35345 

Method GEN SCAN 

End 35337 

Score .81 



33766. .33824, 34061 34184, 34240 .. 34353, 34600 .. 34752, 
35268. .35337 



Seq. No. 29232 Seq. ID OJ000250_26 . 0225 . C2 

Gene No. 60350 Strand 

Start 33766 End 35345 

Name OJ000250_26 . 0225 .C2 . oil . gp Method AAT/GAP 

Start 34821 End 35035 

GI uC-osflM202014dllbl Score 418 

Exons 34821.. 35035 

GI Descrip. ' 2225877/dbj | BAA20875 . 1 | 1.0e-15 (AB002406) TIP49 [Rattus 
norvegicus] >gi_4106528 (AF100694) Pontin52 [Mus musculus] 
>gi_4521276_dbj_BAA76313.1_ {AB0015'81) DNA helicase p50 [Rattus 
norvegicus] 1 

Seq. No. 29232 Seq. ID OJ000250_26 . 0225 . C2 

Gene No. 60350 Strand 

Start "33766 End 35345 

Name OJ000250_26. 0225 .C2.ol2 .gp Method AAT/GAP 

Start 34876 End 35341 

GI 2798347 Score 535 

Exons 34876. .35134, 35268.. 35341 

GI Descrip. 2225877/dbj | BAA20875 . 1 | 1.0e-15 (AB002406) TIP49 [Rattus 

norvegicus] >gi_4 106528 (AF100694) Pontin52 [Mus musculus] 
>gi_4521276_dbj_BAA76313.1_ (AB001581) DNA helicase p50 [Rattus 
norvegicus] 



XT~ 

Gene No. 
Start 



o n o o ^ 

60350 
33766 



seq. ±u 

Strand 

End 



OJUUU^DU Zb.VZZ5.CZ 



35345 



29086 



Name OJ000250_26 . 0225 .C2 . ol3 . gp Method AAT/GAP 

Start 34958 End 35345 

GI 2798347 Score 402 

Exons 34958. .35134, 35268.. 35345 

GI Descrip. 2225877/dbj | BAA20875 . 1 | 1.0e-15 (AB002406) TIP49 [Rattus 

norvegicus] >gi_4106528 (AF100694) Pontin52 [Mus musculus] 
>gi_4521276_dbj_BAA76313.1_ (AB001581) DNA helicase p50 [Rattus 
norvegicus] 



Seq. No. 


29233 


Seq. ID 


OJ000250_ 


26.0225. 


C3 


Gene No. 


60351 


Strand 


+ 






b car u 


3506 


End 


bo 11 






Name 


OJ000250 26.0225.C3.o2.np 


Method 


AAT/NAP 






Start 


3506 


End 


6812 






GI 


4580390 


Score 


128 






Exons 


3506.. 3638, 5435.. 5805, 6769.. 6812 








GI Descrip. 


(AC007171) putative disease 


resistance 


response 


protein 






[Arabidopsis thaliana] 










beq. no . 


29233 


Seq. ID 


OJ000250_ 


ZD . UllD . 


Co 


Gene No. 


OU JOi 


Strand 


+ 






Start 


3506 


End 


6812 






Name 


OJ000250 26.0225.C3.o2.gs 


Method 


GENSCAN 






Start 


5079 


•End 


5828 






GI ■ 


none 


Score^ 


.69 






Exons 


5079. .5828 










beq. NO. 


29233 


Seq. ID 


OJ000250_ 




Co 


Gene No. 


60352 


Strand 


+ 






Start 


14055 


End 


14694 






Name 


OJUUOzoO lb . 0225 . C3 . 06 . gs 


Method 


GENSCAN 






Start 


14055 


End 


14694 






GI 


none 


Score 


.73 






Exons 


14055. .14157, 14185. .14282, 


14584. .14694 






Seq. No. 


29233 


Seq. ID 


OJ000250_ 


26.0225. 


C3 


Gene No. 


60353 


Strand 


+ 






b car u 


17548 


End 


21297 






Name 


OJ000250 26.0225.C3.o8.gs 


Method 


GENSCAN 






Start 


17548 


End 


20926 






GI 


none 


Score 


.88 - 






Exons 


17548. .17650, 18311 .. 18712, 


19489. .19901, 20468. 


.20926 




Seq. No. 


29233 


Seq. ID 


OJ000250 


26.0225. 


C3 


Gene No. 


60353 


Strand 


+ 






Start 


17548 


End 


21297 






Name 


OJ000250 26.0225.C3.o4.gp 


Method 


AAT/GAP 






Start 


18563 


End 


19744 






GI 


LIB3433-042-P1-K1-D10 


Score 


688 






Exons 


18563. .18712, 19489.. 19744 










GI Descrip. 


'4056491 3.0e-15 (AC005896) 


unknown protein [Arabidopsis 






thaliana] 1 










Seq. No. 


29233 


. Seq. ID 


OJ000250_ 


26.0225. 


C3 


Gene No . 




S Lrcind 


-i- 






Start 


17548 


End 


21297 






Name 


OJ000250_26.0225.C3.o6.np 


Method 


AAT/NAP 







29087 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18652 End 21297 

6682234 Score 1444 

18652. .18712, 19489. . 19901, 20468.. 21297 
(AC016661) putative ankyrin [Arabidopsis thaliana] 



29233 Seq. ID 

60353 Strand 

17548 „ End 

OJ000250_2 6 . 0225 . C3 . o5 . gp Method 

2098 9 ' End 

6025112 Score 
20989. .21172 



OJ000250_26.0225.C3 
+ 

21297 
AAT/GAP 
21172 
292 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 26. 0225. C3 



3502 
AAT/NAP 
3502 
1068 



.1258, 1580.. 1729, 1874.. 2005, 



Seq. No. 29233 
Gene No. 60354 
Start 1 

Name OJ000250_26.0225.C3.ol.np 

Start 1 

GI 4506753 

Exons 1..116, 227.. 361, 1103. 

3086. .3274, 3422.. 3502 

GI Descrip. TATA binding protein interacting protein 4 9 kDa 

gil 3132308 |dbj IBAA28169I (AB012122) TIP49 [Homo sapiens] 
gi 1 3243035 (AF070735) RuvB-like protein RUVBL1 [Homo sapiens] 
gi| 3892584 | emb | CAA08986 | (AJ010058) Nuclear matrix protein 
NMP238 [Homo- sapiens] gi 1 4151525 (AF099084) Pontin52 [Homo 
sapiens] gi | 5327000 | emb | CAB4 6271 . 1 | (Y18418) erythrocyte 
cytosolic protein of 54 kDa, 



Seq. No. 29233 

Gene No. 60354 

Start 1 

Name OJ000250_26 . 0225 . C3 . ol . gs 

Start 51 

GI none 
Exons 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 3502 

Method GENSCAN 

End 3502 

Score . 63 



51. .116, 227. .361, 1103. .1258, 1580. .1729, 1874. .2005, 
3086.. 3367, 3422.. 3502 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29233 . Seq. ID OJ000250_26 . 0225 .C3 

60354 Strand 

1 End 3502 

OJ000250_26 . 0225 . C3 . ol . gp Method AAT/GAP 

1185 End 3215 

uC-osflM202020b08bl Score 900 

1185. .1258, 1580. .1729, 1874. .2005, 3086. .3215 

, 2497541/sp|Q40545|KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29233 
60355 
5998 

OJ000250_26.0225.C3.o2.gp 
5998 

22080_1.R1084 

5998.. 6507, 6580.. 6672, 7104, 
8009. .8152 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 9505 

Method AAT/GAP 

End 8152 

Score 1803 

.7178, 7274. .7357, 7840. .7919, 



29088 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

GI Descrip. 



'3355471 4.0e-30 (AC004218) putative lysophospholipase 
[Arabidopsis thaliana] ' 



29233 
60355 
5998 

OJ000250_26 . 0225 . C3 . o3 . np 
6304 
6729503 

6304.. 6507, 6580.. 6666, 7104 
8009. .8156, 8942. .9505 
(AL132966) dTDP-glucose 4-6-dehydratase-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 9505 

Method AAT/NAP 

End 9505 

Score 1300 

7178, 7274. .7357, 7840. .7919, 



Seq. No. 29233 

Gene No. 60355 

Start 5998 

Name OJ000250_2 6 . 0225 . C3 . o3 . gs 

Start 6319 

GI none 
Exons 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 9505 

Method GENSCAN 

End 8144 

Score .84 

6319. .6507, 6580. .6672, 7104. .7178, 7274. .7357, 7840. .7919, 
8009.. 8144 



Seq. No. 29233 Seq. ID 

Gene No. 60355 Strand 

Start 5998 End 

Name OJ000250_2 6 . 0225 . C3 . o4 . gs Method 

Start 8906 End 

GI none Score 

Exons 8906.. 9505 



OJ00O250_26.0225.C3 

9505 
GENSCAN 
9505 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29233 
60356 
10183 

OJ000250_26.0225.C3.o5.gs 
10183 



OJ000250 26. 0225. C3 



none 
10183. 
11519. 
12716. 



Seq. ID 
Strand 

End 13281 
Method GENSCAN 
End 13250 
Score .79 

10211, 10729. .10834, 10910 11120, 11224 .. 11355, 
11718, 11909. .12007, 12091 .. 12228 , 12384 .. 12514 , 
12838, 12934.. 13027, 13113.. 13145, 13248.. 13250 



29233 
60356 
10183 

OJ000250_26 . 0225 . C3 . o4 . np 

11453 

3355471 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 13281 

Method AAT/NAP 

End 13151 

Score 748 



11453. .11718, 11909. .12007, 12091 12228 , 12384 .. 12514 , 
12586. .12732, 12806 .. 12838, 12934 13027 , 13113.. 13151 
GI Descrip. (AC004218) putative phospholipase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29233 
60356 . 
10183 

v v \/ v e. 

12627 
3107745 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 26. 0225. C3 



13281 



13281 
516 



29089 




Exons 


12627. .12732, 12806. 


. .12838, 


12934. .13027, 13113 .. 13145, 




13248. .13281 








GI Descrip. 


3355471 4.0e-30 (AC004218) 


putative lysophospholipase 




[Arabidopsis thaliana] 






Seq. No. 


29233 




Seq. ID 


OJ000250_26.0225.C3 


Gene No. 


60357 




Strand 




Start 


15197 




End 


18423 ' 


Name ■ 


OJ000250 26 0??S CI 


r\ "7 rra 
U I » y o 


Method 


GENSCAN 


Start 


15197 ~~ 




End 


16759 


GI 


none 




Score 


. 91 


Exons 


15197. .15484, 15625. 


.15693, 


15928. .16549, 16569. .16759 


Seq. No. 


29233 




Seq. ID 


OJ000250_26.0225.C3 


Gene No. 


60357 




Strand 




Start 


15197 




End 


18423 


Name 


OJ000250 26 022S CI 




Method 


AAT/NAP 


Start 


15230 "~ 




End 


18423 


GI 


6682233 




Score 


951 


Exons 


15230. . 15484, 15625. 


. 15693, 


15928. .16490, 16573 .. 16692, 




18275. .18423 








GI Descrip. 


(AC016661) putative 


pectate 


lyase [Arabidopsis thaliana] 


Seq. No. 


29233 . 




• Seq. ID 


OJ000250_26.0225.C3 


Gene No. 


60358 




Strand 




Start 


24071 




End 


25279 


Name 


OJ000250 26. 0225. C3. 


06. tm 


Method 


TBLASTX: Maize 


Start 


48 




End 


3578 


GI 


none 




Score 


105 


Exons 


48. .116, 49. .117, 51 


. .122, 


206. .367, 225. .368, 1065. .1259, 



1102. .1260, 1102. .1260, 1103. .1261, 1130. .1276, 1577. .1729, 
1578. .1730, 1578. .1730, 1666. .1731, 1871. .2011, 1874. .2026, 
3083. .3274, 3084. .3290, 3173. .3301, 3422. .3502, 3423. .3578 



Seq. No. 


29233 






Seq. ID 


OJ000250_26.0225.C3 


Gene No. 


60358 






Strand 




Start 


24071 






End - 


25279 


Name 


OJ000250.26 


.0225. 


C3.o6. ts 


Method 


TBLASTX : Soybean 


Start 


48 






End 


304 


GI 


^none 






Score 


101 


Exons 


48. .116, 49 


..117, 


51. .122, 206. .304, : 


207. .302, 223. .303 


Seq. No. 


29233 






Seq. ID 


OJ000250_26.0225.C3 


Gene No. 


60358 






Strand 




Start 


24071 






End 


25279 


Name 


OJ000250 26 


.0225. 


C3.o8.ts 


Method 


TBLASTX: Soybean 


Start 


1577 






End 


1936 


GI 


none 






Score 


146 


Exons 


1577. .1711, 


1581. 


.1703, 1706. 


.1729, 1868. .1936 


Seq. No. 


29233 






Seq. ID 


OJ000250_26.0225.C3 


Gene No. 


60358 






Strand 




Start 


24071 






End • 


25279 


Name 


OJ000250 26, 


.0225. 


C3.o9.ts 


Method 


TBLASTX : Soybean 


Start 








End 


3503 


GI 


none 






Score 


86 


Exons 


1937. .2011, 


1944. 


.2012, 3083. 


.3277, 3084.. 3290, 3422.. 3502, 



29090 



3423. .3503 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29233 
60358 
24071 

OJ000250_26.0225.C3.o5.tc 

3083 

none 



Seq. ID OJ000250 26. 0225. C3 



Strand 
End 

Method 

End 

Score 



25279 

TBLASTX: Cress 

3502 

150 



3083. .3277, 3084.. 3290, 3422. .3502, 3423.-3497 



29233 
60358 
24071 

OJ000250_26.0225.C3.o3.tw 

5279 

none 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 25279 

Method TBLASTX : Wheat 

End 9199 

Score 58 



5279. .5383, 7274. .7363, 7278. .7355, 7831. .7920, 7862. .7921, 
8002. .8148, 8007. .8156, 8007. .8156, 8008. .8157, 8940. .9128, 
8942. .9196, 8942. .9133, 9095. .9199, 9104.. 9175 



Seq. No. 29233 Seq. ID 

Gene No. 60358 Strand 

Start 24071 End 

Name OJ000250_26 . 0225 . C3 . o4 . tm Method 

Start 6242 End 

GI none Score 

Exons 6242.. 6292, 6244.. 6294, 6244.. 6291, 6294 

6310.. 6516, 6311.\6526, 6562.. 6672, 6578 

7098. .7178, 7102. .7179, 7103. .7180, 7104 

7274. .7363, 7278. .7358, 7831. .7920, 7837 

8002. .8136, 8007. .8135, 8011. .8139 



OJ000250_26.0225.C3 
25279 

TBLASTX: Maize 
8139 
52 

6509, 6309.. 6509, 
6673, 6579.. 6704, 
7181, 7269.. 7358, 
7920, 7838.. 7924, 



Seq. No. 29233 Seq. ID 

Gene No. 60358 Strand 

Start 24071 End 

Name OJ000250_26 . 0225 . C3 . o2 . tw Method 

Start 6320 End 

GI none Score 

Exons 6320.. 6508, 6322.. 6516, 6342. 

7101. .7160, 7102.. 7158 



OJ000250_26.0225.C3 
25279 

TBLASTX J :Wheat 
7160 
147 

,6521, 6577.. 6672, 6578.. 6673, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29233 
60358 
24071 

OJ000250_26.0225.C3.o4.ts 

6320 

none 



Seq. ID OJ000250_26.0225.C3 
Strand 
End 

Method 
End 
Score 



25279 

TBLASTX : Soybean 

7366 

166 



6320. .6508, 6322. .6516, 6562. .6672, 6578. .6673, 7101. .7178, 
7102. .7179, 7274. .7366, 7278. .7361 



Seq. No. 29233 

Gene No. 60358 

Start 24071 

Name OJ000250_26 . 0225 . C3 . ol . tc 

Start 6320 End 917G 

GI none Score 180 

Exons 6320. .6508, 6322.. 6516, 6378.. 6509, 6562.. 6672, 6578.. 6673, 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 25279 

Method TBLASTX : Cress 



29091 




7101. .7178, 7102. .7179, 7269.-7358, 7274. .7363, 7278. .7370, 
7831. .7920, 7859. .7921, 8007. .8156, 8008. .8148, 8940. .9176, 
8942. .9175 



Seq. No. 


29233 




Seq. ID 


OJ000250_26.0225. 


C3 


Gene No. 


60358 




Strand 






Start 


24071 




End 


25279 




Name 


OJ000250 26. 0225. C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start . 


8007 




End 


9199 




GI 


none 




Score 


169 




Exons 


8007.. 8156, 8008.. 8148, 8018 


..8155, 8940. .9176, 8942. .9199 




8942. .9175 










Seq. No. 


29233 




Seq. ID 


OJ000250_26.0225. 


C3 


Gene No. 


60358 




Strand 






Start 


24071 




End 


25279 




Name 


OJ000250 26. 0225. C3. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


8940 




End 


9515 




GI 


none 




Score 


78 




Exons 


8940.. 9005, 8942.. 9025, 8942 


..9031, 9026. .9220, 9032. .9175 




9248.. 9349, 9258.. 9299, 9314 


..9424, 9477. .9515 




Seq. No. 


9QOQ *3 




Seq. ID 


OJ000250_26.0225. 


C3 


Gene No. 


OU jjO 




Strand 






Start 






End 


25279 




Name 


nTnno9^n 9£ n99^ c\ 


04 . tC 


Method 


TBLASTX: Cress 




Start 


11400 
X S-H 0 O 




End 


12234 




GI 


none 




Score 


91 






11488 11565 11544 


. 11714 


11544. .11720, 11566. .11790, 






11582. .11716, 11587. 


.1172l! 


11882. .12007, 12109. .12234 




Seq. No. 


29233 




Seq. ID 


OJ000250_26.0225. 


C3 


Gene No. 


60358 




Strand 






Start 


24071 




End 


25279 




Name 


OJ000250 26. 0225. C3. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


11506 




End 


11722 




GI 


none 




Score 


• 129 




DAUllO 


11506. .11583, 11563. 


.11721, 


11582. .11722 




Seq. No. . 


29233 




Seq. ID 


OJ000250_26.0225. 


C3 


Gene No. 


60358 




Strand 






Start 


24071 




End 


25279 




Name 


OJ000250 26. 0225. C3. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


11515 




End 


12007 




GI 


none 




Score 


56 




Exons 


11515. .11583, 11524. 


.11583, 


11578. .11721, 11582. .11743, 






11592. .11735, 11915. 


.12007 








Seq. No. 


29233 




Seq. ID 


OJ000250_26.0225. 


C3 


Gene No. 


60358 




Strand 






Start 


24071 




End 


25279 




Name 


OJ000250 26. 0225. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12088 




End 


12728 




GI 


none 




Score 


86 




Exons 


12088..12234, 12377. 


iono 


J-£* J / u . . ±£<± 


»— 1 s\ /■% -™i 

/ U, l^JOl . . 1ZOUJ, 






12385. .12477^ 12386. 


.12502, 


12416. .12511, 12590. .12727, 





12597. .12728 



29092 



Seq. No. 29233 

Gene No. 60358 

Start 24071 

Name OJ000250_26 . 0225 . C3 . o5 . ts 

Start 12088 

GI none 

Exons 12088. .12231, 12366 12557, 
12582. .12722, 12932 12961, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12382 

12974 



12519, 
13036 



OJ000250_26.0225.C3 
25279 

TBLASTX : Soybean 

13036 

146 

12554. .12733, 



Seq. No. 29233 

Gene No. 60358 

Start 24071 

Name OJ000250_26 . 0225 . C3 . o7 . tm 

Start 12139 

GI none 

Exons 12139. .12234, 12142 .. 12231, 
12575. .12733, 12597 12722, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12367. .12522, 
12932. .13015 



OJ000250 26. 0225. C3 



25279 

TBLASTX: Maize 
13015 
64 

12381. .12521, 



Seq. No. 29233 

Gene No. 60358 

Start 24071 

Name OJ000250_26. 0225.C3.o3. tc 

Start. 12367 

GI none 

Exons 12367. .12519, 12381 12521 , 
12924. .13037, 12926.. 13039 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_26.0225.C3 
25279 

TBLASTX: Cress 

13039 

132 



12587. .12736, 12588 12731, 



Seq. No. 29233 Seq. ID 

Gene No. 60358 Strand 

Start 24071 End 

Name O J000250_26 . 0225 . C3 . o2 . tm Method 

Start 15248 End 

GI none Score 
Exons 



OJ000250_26.0225.C3 
25279 

TBLASTX: Maize 

16703 

65 



15248. .15346, 15407 .. 154 90, 15605 .. 15643, 15661 .. 15696, 
15662. .15715, 15919. . 16491, 15935 .. 16162, 16232 .. 16447, 
16237. .16503, 16292 .. 164 92, 16574 .. 16690, 16584.. 16703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29233 Seq. ID 

60358 Strand 

24071 End 

OJ000250_26.0225.C3.ol.ts Method 

15410 End 

none Score 



OJ000250_26.0225.C3 
25279 

TBLASTX: Soybean 

16720 

142 



15410. .15502, 15625. .15696, 15925 16155, 15925 16269, 
15932. .16270, 16276 .. 164 91, 16277 .. 16447, 16575 16661, 
16577.. 16720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

F.ynn q 



29233 Seq. ID 

60358 Strand 

24071 End 

OJ000250_26.0225.C3.ol.tm Method 

18571 End 

none Score 



OJ000250_26.0225.C3 
25279 

TBLASTX: Maize 

21321 

64 



19571. .18636, 18622 .. 18705, 10 G4 9 . . 18705, 18657 .. 13704 , 
19491. .19613, 19605. .19907, 19620 .. 1 9925, 19626 .. 19910, 
19644. .19880, 19646. . 19891, 19674 .. 19907 , 19710 .. 19910, 



29093 





20465. .20863, 20467 


.20862, 




20866. .21321, 21139 


.21321 


Seq. No. 


29233 




Gene No. 


60358 




Start 


24071 




Name 


OJ000250 26. 0225. C3 . 


o2.ts 


Start 


18571 




(IT 


none 




Exons 


18571. .18627, 18598. 


.18711, 




19505. .19582, 19572. 


.19778, 




19620. .19916, 19626. 


.19907, 




20458. .20853, 20462. 


.20857, 




20865. .21182, 20866. 


.21177 


Seq. No. 


29233 




Gene No. 


60358 




Start 


24071 




Name 


\_/ U U U U t, J U \J m \J c, ij • v^/ • 


ol t" Ta7 
\J X . C W 


Start 


20755 




GI 


none 




Exons 


20755. .20862, 20756. 


.20863, 




20863. .21252, 21026. 


.21268, 




21254. .21352, 21278. 


.21301 


Seq. No. 


29233 






J JO 




Start 


24071 




Name 


OJ000250 26. 0225. C3. 


o2.tc 


Start 


20865 




GI 


none 




Exons 


20865. .21179, 20866. 


.21177 


Seq. No. 


29233 






60358 




Start 


24071 




Name 


OJ000250 26. 0225. C3. 


o9.gs 


Start 


24071 




GI 


none 




Exons 


24071. .24093, 24474. 


.24565, 


Seq. No. 


29233 




Gene No. 


60358 




Start 


24071 




Name 


. OJ000250 26. 0225. C3. 


o8.tm 


Start 


24288 




GI 


none 




Exons 


24288. .24332, 24291. 


.24329, 




24375. .24578 




Seq. No. 


29233 




Gene No. 


60358 




Start 


24071 




Name 


OJ000250_26.0225.C3. 


o7 .np 


Start 


r\ m -x r\ *- 




GI 


4056491 




Exons 


24396. .24701, 24761. 


.25279 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 25279 

Method TBLASTX : Soybean 

End 21182 

Score 70 
18667. .18705, 19488 .. 19619, 
19581. .19907, 19617. .19913, 
19629. .19925, 20458 .. 20853, 
20492. .20857, 20865 .. 20945, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20853 

21206 



OJ000250 26. 0225. C3 



25279 . 
TBLASTX: Wheat 
21352 
164 

21191, 20860. .21252, 
21352, 21253. .21351, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_26.0225.C3 
25279 

TBLASTX: Cress 

21179 

355 



Seq. ID OJ000250_26.0225.C3 
Strand 

End 25279 

Method GENSCAN 

End 25174 

Score .44 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_26.0225.C3 
25279 

TBLASTX: Maize 

24578 

44 



24358. .24576, 24369.-24578, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_26.0225.C3 

25279 
AAT/NAP 
25279 
233 



29094 



GI Descrip. 


(AC005896) unknown protein 

- 


[Arabidopsis thaliana] 




Seq. No. 


29233 


Seq. ID 


OJ000250_26.0225 


.C3 


Gene No. 


60358 


Strand 






<5tart 

_■ CI J- _■ 


24071 


End 


25279 




Name 


OJ000250 26.0225.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


24776 


End 


25269 




GI 


none 


Score 


290 




Exohs : 


24776. .25078, 24779 .. 25192, 


24780. .25085, 25094 .. 25267, 






25095. .25268, 25096 .. 25263, 


25180. .25269 




Seq.. No. 


29234 


Seq. ID 


OJ000250_26.0225 


.C4 




60359 


Strand 






Start 


34 6 


End 


471 




Name 


OJ000250 26.0225.C4.ol.gs 


Method 






Start 


346 


End 


471 




GI 


none 


Score 






Exons 


346. .471 








Seq . No . 


29235 


Seq. ID 


OJ000250 26.0225 


.C5 


Gene No. 


60360 


Strand 


+ 




Start 


95 


End 


2763 




Name 


OJ000250 26.0225.C5.ol.gs 


Method 


GENSCAN 




Start 


95 


End 


2763 




GI 


none 


Score 


.65 




Exons 


95. .163, 227. .508, 548. .705, 789. .871, 


1506.. 1560, 2253 


. .2333 




2716. .2763 








Seq. No. 


29235 


Seq. ID 


OJ000250 26.0225 


.C5 




60361 


Strand 


+ 




Start 


19722 


End 


21782 




Name 


OJ000250 26.0225.C5.o3.gs 


Method 


GENSCAN 




Start 


19722 


End 


21782 




GI 


none 


Score 


.52 




Exons 


19722. .19748, 19778 .. 19869, 


21551.. 21782 




Seq. No. 


29235 


Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60361 


Strand 


+ 




Start 


19722 


End 


21782 




Name 


OJ000250 26.0225.C5.o5.gp 


Method 


AAT/GAP 




Start 


21143 


End 


21231 




GI 


90742 1.R1084 


Score 


96 




Exons 


21143. .21231 








GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 4 . Oe- 


29 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


29235 


Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60362 


Strand 


+ 




Start 


23380 


End 


26194 




Name 


OJ000250 26.0225.C5.o4.gs 


Method 


GENSCAN 




Start 


23380 


End 


26194 




GI 


none 


Score 


.41 




Exons 


23380. .23451, 23555 .. 23622, 


25191. .25334, 25381 .. 25434 , 






25596. .26044, 26133. .26194 








Seq. No. 


29235 


Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60363 


Strand 


+ 





29095 



Start 


29847 




End 31198 




Name 


OJ000250 26. 0225. C5. 


o5 .gs 


Method GENSCAN 




Start 


29847 




End 31198 




GI 


none 




Score .86 




Exons 


29847. .29852, 30747. 


.30920, 


30951. .31044, 31083. 


.31198 


Seq. No. 


29235 




Seq. ID OJ000250_ 


26.0225 


Gene No. 


60364 




Strand + 














Name 


OJ000250 26. 0225. C5 . 


06 . gs 


. Method GENSCAN 




Start 


32269 




End 35981 "*' 




GI 


none 




Score .76 




Exons 


32269. .32376, 33849. 


.34052, 


34306. .34465, 35109. 


.35256, 




35361. .35438, 35870. 


.35981 






Seq. No. 


29235 




Seq. ID OJ000250_ 


26.0225 


Gene No. 


60364 




Strand + 




Start 


32269 




End 36024 




Name 


OJ000250 26. 0225. C5. 


o6.gp 


Method AAT/GAP 




Start 


33992 




End 35934 




GI 


uC-osflM202048g08bl 




Score 861 




Exons 


33992. .34052, 34306. 


.34465, 


35109. .35256, 35361. 


.35438, 




35870. .35934 








GI Descrip. 


'3377820 5.0e-42 (AF076275) 


contains similarity 


to coat 




chains [Arabidopsis 


thaliana] ' 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29235 Seq. ID 

60364 Strand 

32269 End 

OJ000250_2 6 . 022 5 . C5 . o2 . np Method 

34297 End 

6681338 Score 



OJ000250_26. 0225.C5 
+ 

36024 
AAT/NAP 
36024 
454 



34297. .34465, 35109 .. 35256, 35361 .. 35438, 35870.. 36024 
(AC015985) putative coatomer zeta subunit (zeta-coat protein) 
[Arabidopsis thaliana] gi | 6682256 | gb | AAF23308 . 1 1 AC016661_33 
(AC016661) unknown protein [Arabidopsis thaliana] 



Seq. No. 


29235 




Seq. ID 


OJ000250_26 


.0225. C5 


Gene No. 


60365 




Strand 






Start 


5431 




End 


5995 




Name 


OJ000250 26.0225.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


5431 




End 


5995 




GI 


none 




Score 


1080 




Exons 


5431. .5995 










Seq. No. 


29235 




Seq. ID 


OJ000250__26 


.0225. C5 


Gene No. 


60366 




Strand 






Start 


8391 




End 


8486 




Name 


OJ000250 26.0225.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


8391 




End 


8486 




GI 


LIB3477-003-P1-K1-E9 




Score 


149 




Exons 


8391. .8486 










GI Descrip. 


, 2498586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


29235 




Seq. ID 


OJ000250_26 


.0225. C5 



29096 




Gene No. 


60367 




Strand 






Start 


11234 




End 


11515 




Name 


OJ000250 26. 0225. C5 


.o3.gp 


Method 


AAT/GAP 




Start 


11234 




End 


11515 




GI 


none 




Score 


529 




Exons 


11234 . . 11515 










Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60368 




Strand 






Start 


13110 




End 


13330 




Name 


OJ000250 26. 0225. C5 


.o4 .gp 


Method 


AAT/GAP 




Start 


13110 




End 


13330 




GI 


none 




Score 


374 




Exons 


13110. . 13330 










Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60369 




Strand 






Start 


18694 




End 


19356 




Name 


OJ000250 26. 0225. C5 


.ol.np 


Method 


AAT/NAP 




Start 


18694 




End 


19356 




GI 


2346978 




Score 


229 




Exons 


18694. .18726, 18757 


. .18813, 


18844. .19035, 19090 19206, 






19246. . 19356 










GI Descrip. 


(AB006601) ZPT2-14 


[Petunia 


x hybrida] 






Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


,C5 


Gene No. 


60370 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250_26.0225.C5 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15637 




End 


16518 




GI 


none 




Score 


35 




Exons 


15637. .15696, 15699 


. . 15743, 


16299. .16421, 16402 .. 16428 , 






16417. .16518, 16418 


. .16504 








Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60370 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250_26.0225.C5 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


16263 




End 


16474 




GI 


none 




Score 


118 




Exons 


16263. . 16421, 16273 


. .16419, 


16417. .16449, 16418 .. 16450, 






16444 . .16473, 16445 


. .16474 








Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60370 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250_26.0225.C5 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


18761 




End 


19182 




GI 


none 




Score 


46 




Exons 


18761. .18808, 18778 


. .18807, 


18910. .18981, 18910. .18984, 






18914. .18979, 19090 


. .19182, 


19091. .19177, 19099. .19176 




Seq. No. 


- 29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60370 




Strand 






Start 


36662 




End 


377 1 9 




Name 


OJ000250 26. 0225. C5 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


18910 




End 


19198 





29097 




GI 


none 




Score 


94 




Exons 


18910. .18981, 18914, 


. .18982, 


19091. .19198, 19093.. 19197 




Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60370 




Strand 












End 


37719 




Name 


OJ000250 26. 0225. C5. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


34298 




End 


35209 




GI 


none 




Score 


65 




Exons 


34298. .34390, 34303. 


.34482, 


34305. .34469, 35111 .. 3514 6, 






35149. .35205, 35150. 


.35209 








Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60370 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250_26.0225.C5. 


, o3 . tm 


Method 


TBLASTX : Maize 




Of -a >~+- 


oh £. y O 




End 


36141 




GI 


none 




Score 


107 




Exons 


34298. .34459, 34299. 


.34430, 


34305. .34469, 34306 .. 34 470, 






34309. .34482, 35104. 


.35256, 


35111. .35257, 35111 .. 35284 , 






35317. .35448, 35323. 


.35439, 


35349. .35447, 35867 .. 35944, 






35870. .36013, 35871. 


.35969, 


36076. .36141 




Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No. 


60370 




Strand 






brart 


obobz 




End 


37719 




Name 


OJ000250 26. 0225. C5. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


34303 




End 


35448 




GI 


none 




Score 


217 




Exons 


34303. .34482, 34314. 


.34469, 


35106. .35234, 35111 .. 35257 , 






35146. .35256, 35307. 


.35438, 


35317. .35448, 35372. .35446 




Seq. No. 


. 29235 




Seq.. ID 


OJ000250_26.0225 


.C5 


Gene No . 


Duo / U 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250 26. 0225. C5. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


34305 




End 


35257 




GI 


none 




Score 


215 




Exons 


34305. .34469, 34306. 


.34482, 


35104 . .35256, 35111.. 35257 




Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


bene jno . 


DUj / U 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250 26. 0225. C5. 


o7 .gs 


Method 


GENS CAN 




Start 


36662 




End 


37719 




GI 


none 




Score 


.85 




Exons 


36662. .37719 










Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 


Gene No • 


bU J / U 




Strand 






Start 


36662 




End 


37719 




Name 


OJ000250 26. 0225. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


36692 




End 


36944 




GI 


hone 




Score 


180 




Exons 


36692.-36943, 36750. 


. 36944 








Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225 


.C5 



29098 




Gene No. 


60370 




Strand 




04-a r i- 
OLai L 


36662 




End 


37719 


Name 


OJ000250 26. 0225. C5 . 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


36899 




End 


37699 


GI 


none 




Score 


67 


Exons 


36899. .37084, 37127. 


.37255, 


37316. .37420, 37436 .. 37567 , 




37598. .37699 








Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225.C5 


Gene No. 


60370 




Strand 




Start 


36662 




End 


37719 


Name 


OJ000250 26. 0225. C5. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


36959 




End 


37310 


GI 


none 




Score 


123 


Exons 


36959. .37090, 36960. 


.37094, 


37085. .37309, 37086 .. 37310, 




37092. .37310 








Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225.C5 


Gene No. 


60370 




Strand 




91- art 


36662 




End 


37719 


Name 


OJ000250 26. 0225. C5 . 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


36968 




End 


37582 


GI 


none 




. Score 


58 


Exons 


36968. .37087, 37115. 


.37255,, 


;,37316. .37417, 37317 .. 37418, 




37436. .37582, 37491. 


.37556^ 






Seq. No. 


29235 




Seq. ID 


OJ000250_26.0225.C5 


UC11C L*i\J . 






Strand 




Start 


36662 




End 


37719 


Name 


OJ000250 26. 0225. C5. 


o2 . tm ■ 


Method 


TBLASTX: Maize 


Start 


37352 




End 


37714 


GI 


none 




Score 


249 


Exons 


37352. .37699, 37352. 


.37714, 


37356. .37709 


Seq. No. 


29236 




Seq. ID 


OJ000250_26.0225.C6 


Gene No. 


60371 




Strand 




Start 


136 




End 


243 


Name 


OJ000250 26. 0225. C6. 


ol.gp 


Method 


AAT/GAP 




136 




End 


243 


GI 


LIB3477-003-P1-K1-E9 


Score 


164 


Exons 


136. .243 








GI Descrip. 


f 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S 


I) >gi. 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


29237 




Seq. ID 


OJ000250_26.0225.C7 


UCIIC Vt\J . 


60372 




Strand 




Start 


68 




End 


547 


Name 


OJ000250 26. 0225. C7 . 


ol . gs 


Method 


GENSCAN 


Start 


68 




End 


547 


GI 


none 




Score 


.44 


Exons 


68. .139, 515. .547 








Seq. No. 


29238 




Seq. ID 


OJ000250_14.0208.C1 


G9n e No . 


\J w ^ f «^ 




3tr and 


T 


Start 


6 




End 


548 


Name 


OJ000250_14.0208.C1. 


ol . np 


Method 


AAT/NAP 



29099 




Start 


6 


End 


548 








GI 


2130120 


Score 


117 








Exons 


6. .183, 279. .378, 474. .548 












GI Descrip. 


cyclin lb - maize gi 1516552 


(U10078) cyclin IbZm [Zea mays] 


Seq. No. 


29238 


o&ri TP) 




1 A 


0.9 flR 


. Ul 


Gene No . 


60373 


Cf- —- nr i 










Start 


6 




^A R 








Name 


OJ000250 14.0208.Cl.ol.gs 


LMc LI1UU 


vjHi IN o v_,rlIN 








Start 


60 


End 


527 








GI 


none 


Score 


.91 








Exons 


60. .183, 279. .378, 474. .527 












Seq. No. 


29239 




UJ U UUZ jU 


1 A 
1 ft 


. UZUo 


r*o 


Gene No . 


60374 


O L L cAI 1U. 


4. 








Start 


58 


Hil iu 


ju / 








Name 


OJ000250 14.0208.C2.ol.gs 


ixie tnoQ 


o£jNoU/MN 








Start 


58 


End 


507 - 








GI 


none 


Score 


.8 








Exons 


58. .116, 441. .507 












Seq. No. 


29240 


Cart t n 
oeq. iu 


UJ uuuzou 


1 A 


fl9HQ 
. U^Uo 


. Lj 


Gone No 


60375 


otrana 










Start- 


68,,,. . 


Lnu 


/l Q 1 








Name 


OJO'00250 14.0208.C3.ol.gs 


t~ Hi s*\ s~4 

Metnoa 


IjEilNoUAIN 








Start 


68 


End 


481 








GI 


none 


Score 


.5 








Exons 


68. .313, 376. .481 












Seq. No. 


29241 


oeq. iu 


UJ UUUZjU 


1 A 


n 9 n q 


. U / 




6037 6 


C 4- r- -a n H 

OL.ITa.nCl 










Start 


382 


tnu 


"7 n i 








Name 


OJ000250 14.0208.C7.ol.gs 












Start 


382 




/ u X 








GI 


none 


Score 


.97 








Exons 


382. .701 












Seq. No. 


29242 


Seq. ID 


UJ UUUZjU 


1 A 


. U^UtJ 


. Uo 


Gene No. 


60377 


Strand 










Start 


1 


End 


/ R C 
4 D t> 








Name 


OJ000250 14.0208.C8.ol.np 


Method 










Start 


1 


End 


/IRC 








GI 


6498436 


Score 


341 








Exons 


1..201, 250. .456 












GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


29243 


Seq. ID 


UJ u uu^ou 


1 yl 


n 9 HQ 


. uy 




60378 


Strand 


+ 








Start 


146 


End 


665 








Name 


OJ000250 14.0208.C9.ol.gs 


Method 


GEN SCAN 








Start 


146 


End 


665 








GI 


none 


Score 


.71 








Exons 


146.. 170, 413. .546, 548.. 665 












Q<=>rr M/*» 


OQO A A 


Seq. ID 


OJ000250_ 


14 


. 0208 


. CIO 


Gene No. 


60379 


Strand 










Start 


743 


End 


3698 









29100 




Name 


OJ000250 14. 0208. CIO. ol 


.gs 


Method 


GENSCAN 






Start 


743 




End 


3698 






GI 


none 




Score 


.76 






Exons 


743. .950, 1102. .1267, 1318.. 


1536, 3549 


. .3698 






Seq. No. 






Seq. ID 


OJ000250_14. 


0208. 


Cll 




60380 




Of- -ranH 








Start 


«j o 




End 


4729 






Name 


o.TnnnPsn 14 n?nft ni ni 


. gs 


Method 


GENSCAN 






Start 


395 ~~ 




End 


3724 






GI 


none 




Score 


.74 






Exons 


395.. 2231, 2308.. 2761, 


2929. 


.3724 








Seq. No. 






Seq. ID 


OJ000250_14. 


0208. 


Cll 


Gene No. 






Strand 


+ 






Start 






End 


4729 






Name 


vUuUUt JU X *a > UlUO • X X ■ vj X 


.np 


Method 


AAT/NAP 






Start 


R1 9 _ 




End 


2498 






GI 


97 Q9990 




Score 


2285 






Exons 


812.. 2498 












GI Descrip. 


(AF032688) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


9Q94^ 




Seq. ID 


OJ000250_14. 


0208. 


Cll 


Gene No. 


DU JOU 




Strand 


+ 






Start 






End 


4729 






Name 


n.Tfinn^Rn 1 4 09or pi i n9 


.np 


Method 


AAT/NAP 






Start 


1 R^R ~ 
1 JJJ 




End 


4729 






GI 


4 9^4 QS? 




Score 


496 






Exons 


1535. .3610, 4532.-4729 












GI Descrip. 


(AF098970) NBS-LRR-like 


protein cD7 [Phaseolus vulgaris] 




Seq. No. 


9Q94 S 




Seq. ID 


OJ000250_14. 


0208. 


Cll 


Gene No. 






Strand . 


+ 






Start 


1 fil QQ 




End 


20771 






Name 


ojooopso 14 n^oft ni n4 


.np 


Method 


AAT/NAP 






Start 


1 fil QQ _ 

X U X .7 .7 




End 


20771 






GI 


4680179 




Score 


6605 






Exons 


16199. .20771 . 












GI Descrip. 


fAF111709} nnl vnrnfpi' n 


[Oryza sativa subsp. indica] 






Seq. No. 


9994 S 




Seq. ID 


OJ000250_14. 


0208. 


Cll 








Strand 








Start 


J O J / 




End 


6765 






Name 


OJ000250 14.0208.Cll.o2 


.gs 


Method 


GENSCAN 






Start 


5697 


End 


6765 






GI 


none 




Score 


.71 






Exons 


5697 .. 5935, 6087 .. 6193, 


6686 


. .6765 








Seq. No. 


29245 




Seq. ID 


OJ000250_14. 


0208. 


Cll 




60383 




Strand 








Start 


8783 




End 


9474 






Name 


OJ000250 14.0208.Cll.o3 


.gs 


Method 


GENSCAN 






Start 


8783 


End 


9474 






GI 


none 




Score 


.88 








mm nn a tr r\->nn r\ * ^-i a 
<J / U~> . .UU1J, ^JOO. .^4 / *i 












Seq. No. 


29245 




Seq. ID 


OJ000250_14. 


0208. 


Cll 



29101 




Gene No. 


60384 




Strand 




Of a v+- 
O Lai L 






End 


18805 


Name 


O.J000250 14 


.0208.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


983 




End 


2266 


GI 


none 




Score 


107 


Exons . 


983. .1144, 


1184.. 1258, 1327. 


.1350, 1329.. 1352, 1432.. 1584, 




1463. .1585, 


1592. .1753, 2144 


..2266 




Seq. No. 


29245 




Seq. ID 


OJ000250JL4 .0208. Cll 




DUOO 4 




Strand 


- 


Start 


10230 




End 


18805 


Name 


OJ000250 14 


.0208.Cll.o7.tm 


LYie tnou 


i dLiAo i a : Mai ze 


Start 


986 




End 


1249 




none 




Score 


157 


Exons 


986. .1135, 


988. .1131, 1136.. 


1249, 1166 


. .1228 


Seq. No. 


29245 




Seq. ID 


OJ000250 14. 0208. Cll 


ucne ino • 






Strand 


- 


Start 


10230 




End 


18805 


Name 


OJ000250 14 


.0208.Cll.o3.ts 




i riLtAo ia: boyoean 


Start 


998 




End 


1477 


GI 


none 




Score 


62 


Exons 


998. .1063, 


1067. .1477 






Seq. No. 


29245 




Seq.. ID 


OJ000250 14. 0208. Cll 


bene ino • 






Strand 


- 


Start 


10230 




End 


18805 


Name 


OJ000250 14 


.0208.Cll.o4.tm 


Method 


TBLASTX: Maize 


Start 


1373 




End 


1897 


GI 


none 




Score 


355 


Exons 


1373. .1834, 


1471.. 1791, 1853 


. .1897 




Seq. No. 


29245 




Seq. ID 


OJ000250JL4. 0208. Cll 


Gene No. 


60384 




Strand 




O Lai L 






End 


18805 


Name 


OJ000250 14 


.0208.Cll.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1481 




End 


2272 


GI 


none 




Score 


268 


Exons 


1481. .1759, 


1483.. 1752, 1629 


..1808, 1784. .1846, 1835. .1951, 




1858. .1950, 


1968.. 2051, 208.3 


..2262, 2087.. 2272, 2138.. 2257 


Seq. No. 


29245 




Seq. ID 


OJ000250_14. 0208. Cll 


Cl. C\ T"l CS. M /"> 

ijcllc WO • 


OUOOfi 




Strand 




Start 


10230 




End 


18805 


Name 


OJ000250 14 


. 0208. Cll. oil. tm 


Method 


TBLASTX: Maize 


Start 


1976 




End 


2272 


GI 


none 




Score 


188 


Exons 


1976. .2272 








Seq. No. 


29245 




Seq. ID 


OJ000250_14. 0208. Cll 


Gene No. 


60384 




Strand 




Start 


10230 




End 


18805 


Name 


OJ000250. 14 


.0208. Cll. o3.np 


Method 


AAT/NAP 


Start 


10206 




End 


12312 


n t 


/TT-> 1 CI -7 
V / £. X J X / 




Score 


727 


Exons 


10206. .10356, 11838.. 12312 






GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



29102 










oeq. iu 


UJUUUzoU 14 iU^Uo 




Gene No. 


60384 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


.o4 .gs 


Method 


GENS CAN 




Start 


10230 




End 


10768 




GI 


none 




Score 


.97 




Exons ■ 


10230. .10341, 10533. 


.10768 








Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.cm 


n o Mo 
UCllC LiU . 






Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


11845 




End 


18769 




GI 


none 




Score 


71 




Exons 


11845. .12195, 11856. 


.12032, 


11903. .12157, 18467. .18769, 






18505. .18768 










Qc*n Mo 






Seq. ID 


OJ000250_14.0208 


pi T 
.Lll 


Gene No. 


60384 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


11857 




End 


18805 




GI 


none 




Score 


157 




Exons 


11857. .12192, 12178. 


.12315, 


18305. . 18484, 18470. .18805 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.cm 


Gene No. 


60384 




Strand 






Start 


10230 




End 


18805 




Name 




. ox . IS 


Method 


TBLASTX: Soybean 




Start 


11899 




End 


18754 




GI 


none 




Score 


75 




Exons 


11899. .12135, 11908. 


.12267, 


11909. .12151, 12126. .12266, 






12190. .12267, 12259. 


.12303, 


12271. .12303, 18359. .18391, 






18359. .18391, 18395. 


.18754, 


18398. .18472, 18402 .. 18536, 






18511. .18753 










OCy . LN KJ • 






Seq. ID 


OJ000250_14.0208, 


. Lll 


Gene No. 


60384 




Strand 






Start * 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


12196 




End 


18466 




GI 


none 




Score 


65 




Exons 


12196. .12318, 12213. 


.12314, 


12223. .12321, 18419. .18466 




Q &ri Mo 


£. ^3c. ft D 




Seq. ID 


OJ000250_14.0208. 


.Cll 


Gene No. 


60384 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11, 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


16468 




End 


16831 




GI 


none 




Score 


291 




Exons 


16468. .16572, 16472., 


.16831, 


16597. .16830 




Seq. No. 


29245 




Seq.' ID 


OJ000250_14.0208. 


.cm 


m - 

VJC11C IN KJ . 


OUJ04 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11. 


.olO.tm 


Method 


TBLASTX: Maize 





29103 




Start 


16712 




End 


17008 




GI 


none 




Score 


198 




Exons 


16712. .17008, 16729. 


.16899 








Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


bene ino . 






0 t rana 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


17354 




End 


17674 




GI 


none 




Score 


209 




Exons 


17354. .17674 










Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


ucilc INO . 


DU O o ft 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


17407 




End 


17761 




GI 


none 




Score 


268 




Exons 


17407. .17547, 17408. 


.17761, 


17591. .17722 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


bene no . 


DU JO H 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


. o4.tw 


Method 


TBLASTX: Wheat 




Start 


17932 




End 


18418 




GI 


none 




Score 


542 




Exons 


17932. .18375, 17936. 


.18418, 


17936. .18376 




Seq. No. 


29245 




Seq. ID 


OJ000250JL4.0208 


.Cll 


bene ino . 


DU JO H 




Strand 






Start 


10230 




End 


18805 




Name 


OJ000250 14.0208.C11 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


17945 




End 


18237 




GI 


none 




Score 


316 




Exons 


17945. .18235, 17947. 


.18018, 


18046.. 18237 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


bene lno . 


DU JO D 




Strand 






Start 


18770 




End 


19279 




Name 


OJ000250 14.0208.C11 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


18770 




End 


19279 




GI 


none 




Score 


644 




Exons 


18770. .19279, 18802. 


.19188 








Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


bene ino . 


DU jDO 




Strand 






Start 


18770 




End 


19279 




Name 


OJ000250 14.0208.C11 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


18779 




End 


19021 




GI 


none 




Score 


197 




Exons 


18779. .19021 










Seq. No. • 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


Gene No. 


60385 




Strand 






Start. 


18770 




End 


19279 




Name 


OJ000250 14.0208.C11. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


18842 




End 


19195 





29104, 




GI 


none 




Score 


483 




Exons 


18842. .19195, 18844. 


.19110, 


18884. .19180 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


Gene No. 


bU Job 




Strand 






Start 


19283 




End 


20779 




Name 


OJ000250 14.0208.C11 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


19283 




End 


19761 




GI 


none 




Score 


540 




Exons 


19283. .19741, 19301. 


.19714, 


19378. .19725, 19726.. 19761 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


Gene No . 


bUoob 




Strand 






Start 


19283. 




End 


20779 




Name 


OJ000250 14.0208.C11 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


19541 




End 


19920 




GI 


none 




Score 


147 




Exons 


19541. .19753, 19729. 


.19920 








Seq. No. 


29245 




Seq. ID 


OJ000250_14 .0208 


.Cll 


Gene No. 


bU jo b 




Strand 






Start 


19283 




End 


20779 




Name 


OJ000250 14.0208.C11 


.o5.tm 


Method 


TBLASTX: Maize 




Start 


19610 . 




End 


19899 




GI 


none 




Score 


164 




Exons 


19610. .19741, 19679. 


.19723, 


19719. .19895, 19726. .19899 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


Gene No. 


60386 




Strand 






otart 






End 


20779 




Name 


OJ000250 14.0208.C11 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


19768 




End 


20393 




GI 


none 




Score 


345 




Exons 


19768. .20064, 19771. 


.19797, 


19824. .20063, 20060 .. 20203, 






20064. .20390, 20070. 


.20393, 


20072. .20392 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


Gene No. 


60386 




Strand 






b rare 






End 


20779 




Name 


OJ000250 14.0208.C11 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


19948 




End 


20534 




GI 


none 




Score 


196 




Exons 


19948. .20175, 19954. 


.20064, 


19956. .20174, 20106 .. 20204 , 






20108. .20203, 20222. 


.20389, 


20265. .20534, 20273.. 20533 




Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 


Gene No . 


cm q c 




Strand 






Start 


19283 




End 


20779 




Name 


OJ000250 14.0208.C11 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


20393 




End 


20726 




GI 


none 




Score 


360 




Exons 


20393. .20662, 20394. 


.20726 








Seq. No. 


29245 




Seq. ID 


OJ000250_14.0208 


.Cll 




/moo r 
\J w ^> u u 




Strand 






Start 


19283 




End 


20779 




Name 


OJ000250_14.0208.C11 


.o9.tm 


Method 


TBLASTX: Maize 





29105 



Start 


20535 


End 


20779 


GI 


none 


Score 


202 


Exons 


20535. .20747, 20567 .. 20656, 


20717.. 20779 


Seq. No. 


29246 


ocq * J. u 


ri.innno mi "\ a nona 

UUUUUt jU -Lfi.UZUO. 






o L X dl Id 


r 


Start 


587 


rjilU. 




Name 


OJ000250 14.0208.C12.ol.gs 


Ma 4~ Vi i^i 




Start 


587 


Hi I Id 


1 pi C 


GI 


none 


Score 


.48 


Exons 


587. .836, 1292. .1386, 1535.. 


1816 




Seq. No. 


29246 


Seq. ID 


OJ000250_14.0208. 


Gene No. 


60387 


Strand 


+ 


Start 


587 


End 


4032 


Name 


OJ000250 14.0208.C12.o2.np 


Method 


AAT/NAP 


Start 


587 


End 


4032 


GI 


6815052 


Score 


1022 


Exons 


587. .740, 822. .892, 1166. .1287, 1584. .1683, 2596.-2688, 




3505.. 3643, 3692.. 4032 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29246 


Seq. ID 


OJ000250_14.0208. 


Gene No. 


60388 


Strand 




Start 


' 1 


End 


239 


Name 


OJ000250 14.0208.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


239 


GI 


6721517 


Score 


220 


Exons 


1. .239 






GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sat 


Seq. No. 


29246 


Seq. ID 


OJ000250_14.0208. 


Gene No. 


60389 


Strand 




Start 


631 


End 


1567 


Name 


OJ000250 14.0208.C12.o2.tw 


Method . 


TBLASTX: Wheat 


Start 


631 


End 


1567 


GI 


none 


Score 


74 


Exons 


631. .855, 648..8S4, 855. .938 


, 943. .966, 


990. .1034, 994.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1112. .1150, 1239. .1283, 1240. .1272, 1294.. 1335, 1350. .1391, 
1357.-1392, 1432. .1530, 1445..1531, 1449.. 1532, 1463. .1567 



29246 
60390 
2899 

OJ000250_14.0208.C12.ol.tw 

2899 

none 



Seq. ID OJ000250_14.0208.C12 
Strand 

End 3393 

Method TBLASTX : Wheat 

End 3393 

Score 98 



2899.-3081, 2950. .3090, 3097. .3393, 3174. .3383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29246 
60390 
2899 

OJ000250_14.0208.C12.ol.ts 

2911 

i-i /-•> »-» /-\ 

2911.. 3117, 3100.. 3291 



Seq. ID OJ000250_14.0208.C12 
Strand 

End 3393 

Method TBLASTX: Soybean 

End 32 91 

Scoie 116 



29106 



• # 

Seq. No. 29247 Seq. ID OJ000250_14 . 0208 - C13 

Gene No. 60391 Strand + 

Start 1228 End 1692 

Name OJ000250_14 . 0208 .C13 . ol . gp Method AAT/GAP 

Start 1228 End 1692 

GI LIB3432-059-P1-K1-D8 . Score 750 

Exons 1228.. 1692 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 

Seq. No. 29247 Seq. ID OJ000250_14 . 0208 . C13 

Gene No. 60392 " Strand + 

Start 5016 End 8788 

Name OJ000250_14 . 0208 . C13 . o4 . gs Method GENSCAN 

Start 5016 End 8746 

GI none Score .89 

Exons 5016. .5874, 6441. .6587, 6681. .6811, 7219. .7487, 8173. .8341, 

8432. .8746 

Seq. No. 29247 Seq. ID OJ000250_14 . 0208 . C13 

Gene No. 60392 Strand + 

Start 5016 End 8788 

Name OJ000250JL4 . 0208 . C13 . ol . np Method AAT/NAP 

'Start 5064 End 8788 

.■GI ■ 4530126 Score 1116 
Exons 5064. .5878, 6460.. 6587, 6687.. 6811, 6952.. 7162, 7250.. 7487, 

8173. .8314, 8432.. 8788 
GI Descrip. (AF078082) receptor-like protein kinase homolog RK20-1 
[Phaseolus vulgaris] 

Seq. No. 29247 Seq. ID OJ000250_14 . 0208 . C13 

Gene No. 60393 Strand + 

Start 11413 End 17874 

Name OJ000250_14 .0208.C13.o2 .gp Method AAT/GAP 

Start 11390 End 11661 

GI 426956 Score 432 

Exons 11390.. 11661 

Seq. Np. 29247 Seq. ID OJ000250_14 . 0208 . C13 

Gene No. 60393 Strand + 

Start - 11413 End 17874 

Name OJ000250_14 . 0208 . C13 . o5 . gs Method GENSCAN 

Start 11413 End 17626 

GI none Score .76 

Exons 11413. .11942, 12891 .. 13008, 13143 .. 1317 6, 13881 .. 13978, 

14222. .14312, 1484 1 .. 15206, 15600 15723, 15819 .. 15918, 

16014. .16241, 16332. .16457, 16508 .. 16792, 16906 .. 17064 , 
17167. .17345, 17494.. 17626 

Seq. No. 29247 Seq. ID OJ000250JL4 . 0208 . C13 

Gene No. 60393 Strand + 

Start 11413 End 17874 

Name OJ000250_14 . 0208 .C13 . o2 . np Method AAT/NAP 

Start 15155 'End 17635 

GI 2130120 Score 1000 

Exons 15155. .15206, 15600 .. 15723, 15819 .. 15918, 16014 .. 1 624 1, 

16332. .16457, 16544 .. 167 92, 16906 .. 17064 , 17164 .. 17345, 



29107 



GI Descrip. 



17494. .17635 

cyclin lb - maize gi 1516552 (U10078) cyclin IbZm [Zea mays] 



Seq. No. 


29247 




Seq. ID 


OJ000250_ 


14.0208 


.C13 


Gene No. 


. 60393 




Strand 


+ 






Start 


11413 




End 


17874 






Name 


OJ000250 14.0208.C13 


. o3 . gp 


Method 


AAT/GAP 






Start 


16576 




End 


17217 






GI 


uC-osroM202033bllbl 




Score 


760 






Exons 


16576. .167.92, 16906. 


.17064, 


17167. .17217 






GI Descrip. 


1 2130119/pir | IA57742 


l.Oe-48 


i cyclin la 


- maize' 






OC^. IN O • 






Seq. ID 


OJ000250_ 


14.0208 


.C13 


Gene No. 


60393 




Strand 


+ 






Start 


11413 




End 


17874 






Name 


OJ000250 14.0208.C13 


. o4 . gp 


Method 


AAT/GAP 






Start 


17288 




End 


17874 






GI 


uC-osroM202033bllal 




Score 


854 






Exons 


17288. .17345, 17494. 


.17874 










GI Descrip. 


'4558659/gb|AAD22677 


.1|AC007063_3 1 . Oe 


-16 (AC007063) unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


29247 




Seq. ID 


OJ000250_ 


14.0208 


.C13 


Gene No. 


60394 




Strand 


+ 






Start 


20999 




End 


24761 






Name 


OJ000250 14.0208.C13 


.o7.gs 


Method 


GENSCAN 






Start 


20999 




End 


24761 






GI 


none 




Score 


.8 






Exons 


20999. .21198, 21305. 


.21578, 


22635. .22730, 24278. 


.24557, 






24607. .24761 












Seq. No. 


29247 




Seq. ID 


OJ000250_ 


14.0208 


• C13 


Gene No. 


60395 




Strand 


+ 






Start 


26474 




End 


31813 






Name 


OJ000250 14.0208.C13 


.o8.gs 


Method 


GENSCAN 






Start 


26474 




End 


31029 






GI 


none 




Score 


.87 






Exons 


26474. .26536, 28549. 


.28656, 


28868. .29079, 29698. 


.29814, 






29911. .30328, 30411. 


.30819, 


30938. .31029 






0 e q • in 0 . 


29247 




Seq. ID 


OJ000250_ 


14.0208 


.C13 


Gene No. 


60395 




Strand 


+ 






Start 


26474 




End 


31813 






Name 


OJ000250 14.0208.C13 


. o4 .np 


Method 


AAT/NAP 






Start 


28871 




End 


31813 






GI 


2598575 




Score 


1002 






Exons 


28871. .29079, 29243. 


.29305, 


29698. .29814, 29911. 


.30328, 






30411. .30635, 31651. 


.31813 










GI Descrip. 


(Y15293) MtN21 [Medicago truncatula] 








Seq. No. 


29247 




Seq. ID 


OJ000250_ 


14.0208 


.C13 


Gene No. 


60395 




Strand 


+ 






Start 


. 26474 




End 


31813 






Name 


OJ000250_14.0208.C13 


. o5 . gp 


Method 


AAT/GAP 






r» j j_ 


-\ r\ 1 n /1 
JUIOO 




End 


30639 






GI 


17533 1.R1084 




Score 


951 






Exons 


30188. .30328, 30411. 


.30839 











29108 



GI Descrip. ' 2598575/emb | CAA75575 | 3.0e-31 (Y15293) MtN21 [Medicago 
truncatula] 1 



Seq. No. 29247 

Gene No. 60396 

Start 88 End 

Name OJ000250_14 . 0208 .C13 . ol . gs Method GENSCAN 

Start 88 End 2055 

GI none Score 
Exons . 88.. 192, 272.. 388, 1736.. 2055 



Seq. ID OJ000250_14.0208.C13 
Strand 

2055 



.67 



Seq. No. 29247 

Gene No. 60397 

Start 2594 

Name OJ000250_14 . 0208 . C13 . o2 . gs 

Start 2594 

GI none 

Exoris 2594.. 2950 



Seq. ID OJ000250_14 .0208.C13 
Strand 

End 2950 

Method GENSCAN 

End 2950 



Score 



.74 



Seq. No. 29247 

Gene No. 60398 

Start 18378 

Name OJ000250_14 . 0208 . C13 . o5 . ts 

Start 5343 

GI none 

Exons 5343.-5453, 5484.. 5798, 5519.. 5782 



Seq. ID OJ000250_14.0208.C13 
Strand 

End 19858 

Method TBLASTX : Soybean 

End 5798 

Score 82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29247 
60398 
18378 

OJ000250_14.0208.C13.o3.tc 

5427 

none 

5427.. 5471, 5562.. 5795, 6677. 
6951. .7160, 7049. .7174, 7249. 
7291. .7488, 8177. .8302, 8179. 

29247 
60398 
18378 

OJ000250_14.0208.C13.o3.ts 

6695 

none 

6695. .6811, 6715. .6798, 6949. 
7291. .7425, 7359. .7487, 8173. 
8506. .8640 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 14.0208.C13 



19858 

TBLASTX: Cress 
8640 
62 

,6811, 6715.. 6798, 6949. 
.7485, 7274. .7489, 7274. 
,8268, 8438.. 8617, 8518. 



,7161, 
,7405, 
.8640 



Seq. ID OJ000250_14.0208.C13 
Strand 

End 19858 

Method TBLASTX : Soybean 

End 8640 

Score 125 

.7161, 6951. .7148, 7249. .7485, 
.8268, 8174.. 8296, 8435.. 8617, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29247 Seq. ID 

60398 Strand 

18378 End 
OJ000250_14 . 0208 . C13 . ol . tw Method 

694 9 End 

none Score 

6949. .7170, 6951. .7169, 7249. .7362 



OJ000250_14.0208.C13 
19858 

TBLASTX: Wheat 

7362 

242 



Seq. No. 
Gene No. 



29247 
60398 



Seq. ID 
Strand 



OJ000250 14.0208.C13 



29109 



Start 
Name 
Start 
GI 

Exons 



18378 End 
OJ000250_14 .0208.C13.o2.tm Method 

694 9 . End 
none Score 



19858 

TBLASTX: Maize 

7485 

227 



6949. .7161, 6949. 
7294. .7431, 7356. 



,7161, 7028. .7162, 7235. .7441, 7249. .7485, 
,7484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29247 . Seq. ID 
60398 * Strand 
18378 End 
OJ000250_14 .0208.C13.o2.ts Method 
15844 End 
none Score 



OJ000250_14.0208..C13 
19858 

TBLASTX : Soybean 

17611 

87 



15844. .15924, 16191 .. 16247, 16286. . 16447, 16335 .. 164 57 , 
16535. .16795, 16546 .. 16797, 16903 .. 17109, 16905 .. 17045, 
17164. .17343, 17232 17357, 17495. .17611 



Seq. No. 29247 
Gene No. 60398 
Start 18378 

Name OJ000250_14 . 0208 .C13.ol. tm 

Start 16335 
GI none 
Exons 16335, 

16903, 

17169, 

17536. 



Seq. ID OJ000250_14.0208.C13 
Strand 

End 19858 
Method TBLASTX: Maize 
End 17620 
Score 142 
16469,. 16535. .16846, 16546. . 16794, 16903 17073, 
17046, 16905. .17048, 17164 .. 17340, 17165 17206, ' 
17336, 17278. .17340, 174 95 .. 17533, 17531 17620, 
17610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29247 
60398 
18378 
OJ000250 
16359 
none 
16359. 
16906. 



14.0208.C13.ol.tc 



16457, 16555. .16794, 
17064, 16930. .17064, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 14.0208.C13 



19858 

TBLASTX: Cress 
17596 
100 

16556. . 16813, 16905 .. 17048 , 
17169. .17279, 17170 .. 17343, 



17495. .17596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



29247 Seq. ID 

60398 Strand 

18378 End 

OJ000250_14 .0208.C13.o6.gs Method 

18378 End 

none Score 
18378. .19282, 19357. .19858 

29247 Seq. ID 

60398 Strand 

18378 End 

OJ000250_14 .0208.C13.o3.np Method 

18384 End 

3150406 Score 
18384. .19282, 19346. .19858 

(AC004165) putative glucosyltransf erase [Arabidopsis thaliana] 



OJ000250_14.0208.C13 

19858 
GEN SCAN 
19858 
1 



OJ000250_14.0208.C13 

19858 
AAT/NAP 
19858 
798 



29247 
60398 



Seq. ID 
Strand 



OJ000250 14.0208.C13 



29110 




otart 


1 ft "*"7 R 
10 J / O 




End 


19858 




Name 


OJ000250 14.0208.C13. 


,o4.ts 


Method 


TBLASTX: Soybean 




Start 


18624 




End 


19588 




GI 


none 




Score 


152 




Exons 


18624. .18995, 18670.. 


.18810, 


18922. .18972, 19038 .. 19208 , 






19385. .19483, 19538.. 


.19588 








Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


-C13 


bene no. 


DU j30 




Strand 






Start 


18378 




End 


19858 




Name 


OJ000250 14.0208.C13. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


18627 




End 


18986 




GI 


none 




Score 


110 




Exons 


18627. .18818, 18631.. 


,18810, 


18831. .18986, 18855. .18983 




Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


.C13 


C* 1 rt rt VI rt 

bene inu • 


6fl"3Qft 
DUO j O 




Strand 






Start 


18378 




End 


19858 




Name 


OJ000250 14.0208.C13. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


18630 




End 


18992 




GI 


none 




Score 


75 




Exons 


18630. .18815, 18637.. 


18786, 


18840. .18992, 18859. .18972 




Seq. No. 


29247 




Seq. ID 


OJ000250_14 .0208 


-C13 


C rt i-v rt XT rt 

bene no. 






Strand 






Start 


18378 




End 


19858 




Name 


OJ000250 14.0208.C13. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


18630 




End 


18995 




GI 


none 




Score 


178 




Exons 


18630. .18812, 18634.. 


18804, 


18843.. .18995, 18862.. 18972 




Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


.C13 


bene ino . 


DU J jo 




Strand 






Start 


18378 




End 


19858 




Name 


OJ000250 14.0208.C13. 


o5.tc 


Method 


TBLASTX: Cress 




Start 


19379 




End 


19841 




GI 


none 




Score 


66 




Exons 


19379. .19477, 19538.. 


19648, 


19748. .19825, 19770. .19841 




Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


.C13 


(~* rt t-» rt XT rt 

bene ino • 






Strand 






Start 


18378 




End 


19858 * 




Name 


OJ000250 14.0208.C13. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


19535 




End 


19832 




GI 


none 




Score 


95 




Exons 


19535. .19648, 19572.. 


19649, 


19718. .19831, 197 64. .19832 




Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


.C13 


bene ino . 


ou jyy 




Strand 






Start 


28873 




End 


30665 




Name 


OJ000250 14.0208.C13. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


28873 




End 


29291 




GI 


none 




Score 


88 




Exons 


28873. .29088, 28888.. 


29004, 


28895. .29080, 29238.. 29291 




Seq. No. 


29247 




Seq. ID 


OJ000250J.4.0208 


-C13 


Gene No. 


60399 




Strand 







29111 



Start 
Name 
Start 
GI 

Exons 



28873 End 

OJ000250_14 . 0208 . C13 . o7 . tm Method 

28876. End 

none Score 



30665 

TBLASTX: Maize 

29325 

301 



28876. .29088, 28877 .. 29080, 29237 .. 29317 , 29238 .. 29291 , 
29242. .29325 



Seq. No. 29247 

Gene No. 60399 

Start 28873 

Name OJ000250JL4 . 0208 .C13.o6. tc 

Start 28897 

GI none 

Exons 28897. .29088, 28898 29080, 29238.. 29285 



Seq. ID OJ000250_14.0208.C13 
Strand 

End 30665 

Method TBLASTX: Cress 

End 29285 

Score 213 



Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


.C13 


Gene No. 


60399 




Strand 






Start 


28873 




End 


30665 




Name 


OJ000250 14.0208.C13 


.o2.tw 


Method 


TBLASTX : Wheat 










End 


29815 




GI 


none 




Score 


266 




Exons 


28907. .29080, 28918. 


.29076, 


29666. .29815, 29672.. 29815 




Seq. No. 


29247 




Seq. ID 


OJ000250_14 .0208 


.C13 


Gene No. 


60399 




Strand 






Start 


28873 




End 


30665 




Name 


OJ000250 14.0208.C13 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


29240 




End 


30040 




GI 


none 




Score 


59 




Exons 


29240. .29317, 29246. 


.29314, 


29908. .30033, 29909.. 30040 




Seq. No. 


29247 




Seq. ID 


OJ000250_14.0208 


.C13 


Gene No. 


60399 




Strand 






Start 


28873 




End 


30665 




Name 


OJ000250 14.0208.C13 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


29678 




End 


30189 




GI 


none 




Score 


200 




Exons 


29678. .29815, 29698. 


.29814, 


29699:^.29815, 29899 30033, 






29900. .30028, 29908. 


.30033, 


30085. .30123, 30086 30124 , 






30125. .30187, 30127. 


.30189, 


30127. .30189 




Seq. No. 


29247 




Seq. ID 


OJ000250JL4.0208 


.C13 


Gene No. 


60399 




Strand 






Start 


28873 




End 


30665 




Name 


OJ000250 14.0208.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


29696 




End 


30554 




GI 


none 




Score 


140 




Exons 


29696. .29815, 29698. 


.29814, 


29902. .30018, 29909 .. 30019, 






30098. .30265, 30142. 


.30264, 


30274. .30336, 30275 30328, 





30411. .30554 



Seq. No. 29247 

Gene No. 60399 

Start 28873 

Name O-J000250 14.0209.C13.cl 

Start 29732 

GI none 



Seq. ID 

Strand 

End 



End 
Score 



OJ000250 14.0208.C13 



30665 



Method TBLASTX : Soybean 



30644 
113 



29112 



Exons 



29732. .29815, 29734 29805, 29899 30039, 29900 .. 30040, 
30094. .30186, 30095 30187, 30194 .. 30265, 30274 30339, 
30275. .30328, 30410 30556, 30411.. 30644 



Seq. No. 


29247 


Seq. ID 


OJ000250_14.0208.C13 


Gene No. 


60399 


Strand 




Start 


28873 


End 


30665 


Name 


OJ000250 14.0208.C13.o5.tm 


Method ' 


TBLASTX: Maize 


Start 


30271 


End 


30665 


VJT J. 


nunc? - 


Score 


89 


Exons 


30271. .30339, 30272 .. 30328, 


30410. .30664, 30411.. 30665 


Seq. No. 


29248 


Seq. ID 


OJ000250_14.0208.C14 


Gene No. 


60400 


Strand 


+ 


Start 


103 


End 


257 


Name 


OJ000250 14.0208.C14.ol.gs 


Method 


GENSCAN 


Start 


103 


End 


257 


GI 


none 


Score 


. 61 


TT v n c 


103. .147, 168. .257 






Seq. No. 


29248 


Seq. ID 


OJ000250_14.0208.C14 


Gene No. 


60401 


Strand 




Start 


1 


End 


3563 


Name 


OJ000250 14.0208.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2533 


GI 


2130120 


Score 


151 


Exons 


1..40, 1518. .1596, 1687. .1916, 2004. .2099, 2381. .2533 




cyclin lb - maize gi 1516552 


(U10078) cyclin IbZm [Zea mays] 


Seq. No. 


29248 


Seq. ID 


OJ000250_14.0208.C14 


Gene No. 


60401 


Strand 




Start 


1 


End 


3563 


Name 


OJ000250 14.0208.C14.o2.gs 


Method 


GENSCAN 


Start 


1067 


End 


3563 


GI 


none 


Score 


.72 


Exons 


1067.. 1446, 1518.. 1596, 1687 


..1916, 2004. .2103, 2261. .2304, 




2398.. 2535, 2975.. 3027, 3256 


. .3563 




Seq. No. 


29249 


Seq. ID 


OJ000250_14.0208.C15 


Gene No. 


60402 


Strand 




Start 


972 


End 


4150 


Name 


OJ000250 14.0208.C15.ol.gs 


Method 


GENSCAN 


Start 


972 


End 


4150 


GI 


none 


Score 


.51 


Exons 


972. .1172, 1405. .1540, 3523. 


.3607, 4034 


. .4150 


Seq. No. 


29250 


Seq. ID 


OJ000250_14.0208.C16 


Gene No. 


60403 


Strand 


+ 


Start 


1 


End 


3569 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_14.0208.C16.ol.np 
1 

5915857 



, Method AAT/NAP 
End 3526 
Score 2142 
1..330, 1914. .2304, 2882. .3526 

CYTOCHROME P450 98A1 gi 12766448 (AF029856) cytochrome P450 
CYP9SA1 [Sorghum biccior] 



Seq. No. 



29250 



Seq. ID OJ000250_14.0208.C16 



29113 



Gene No. 60403 Strand + 

Start 1 End 3569 

Name OJ000250_14 . 0208 .C16 . ol . gp Method AAT/GAP 

Start 1 End 241 

GI uC-osflcypl77d08bl Score 458 

Exons 1. .241 

GI Descrip. 1 5915857/sp | 048956 | C981_SORBI 2.0e-50 CYTOCHROME P450 98A1 
>gi_2766448 (AF029856) cytochrome P450 CYP98A1 [Sorghum 
bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_14.0208.C16 
+ 

3569 
GENSCAN 
3529 
.98 



29250 Seq. ID 

60403 Strand 

1 End 
OJ000250_14 .0208.C16.ol.gs Method 

77 End 

none Score 

77. .326, 1910. .2304, 2882. .3529 

29250 Seq. ID 

60403 Strand 
1 End 
OJ000250_14.0208.C16.o2.gp Method 
251 End 
15665_2.R1084 Score 
251. .326, 1910. .2304, 2882. .3569 

' 5915857/sp | 048956.1 C981_SORBI O.Oe+00 CYTOCHROME P450 98A1 
>gi_2766448 (AF029856) cytochrome P450 CYP98A1 [Sorghum 
bicolor] ' 



OJ000250_14.0208.C16 
+ 

3569 
AAT/GAP 
3569 
2235 



Seq. No. 29250 Seq. ID 

Gene No. 60404 Strand 

Start 4760 End 

Name OJ000250_14 . 0208 . C16 . o5 . gp Method 

Start 4 667 End 

GI 83907_1.R1084 Score 

Exons 4667.. 4792, 6080.. 6152, 7415. 

8237.. 8520 

GI Descrip. 1 1491710/emb | CAA65358 | 5.0e-14 (X96506) alpha subunit; forms 
heterodimer with NC2 alpha/Drl [Homo sapiens] 



OJ000250_14.0208.C16 
+ 

8746 
AAT/GAP 
8520 
1201 



,7508, 7797. .7910, 7994. .8042, 



Seq. No. 


29250 








Seq. ID 


OJ000250_14.0208.C16 


Gene No. 


60404 








Strand 


+ 


Start 


4760 








End 


8746 


Name 


OJ000250 14 


.0208. 


C16.o2 


.gs 


Method 


GENSCAN 


Start 


4760 








End 


8746 


GI 


none 








Score 


.74 


Exons 


4760. .4792, 


6080. 


.6152, 


7415. 


.7508, 7797. .7910, 8320. .8746 


Seq. No. 


29250 








Seq. ID 


OJ000250_14.0208.C16 


Gene No. 


60405 








Strand 




Start 


9194 








End 


10406 


Name 


OJ000250 14 


.0208. 


CI6.06 


.gp 


Method 


AAT/GAP 


Start 


9194 








End 


10402 


GI 


541 1.R1084 








Score 


1244 




9194 . . 9391 


ncoc 




-i r\ -l a r- 






GI Descrip. 


'118171/spl 


P20907 


| CYT2_ 


DRYSA 


4.0e-38 CYSTEINE PROTEINASE 



INHIBITOR-II (ORYZACYSTATIN-II) >gi_100692_pir A38375 



29114 



oryzacystatin II - rice >gi_169803 (J05595) oryzacystatin-II 
[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29250 Seq. ID 

60405 Strand 

9194 End 
OJ000250JL4 . 0208 . C16 . o3 . gs Method 

9527 . - End 

none Score 

9527. .9721, 10146. .10406 



OJ000250_14 . 0208 .C16 

10406 
GENS CAN 
10406 
.94 



OJ000250 14.0208.C16 



29250 Seq. ID 

60405 Strand 

9194 End 10406 

OJ000250_14 . 0208 .C16. o2 . np Method AAT/NAP 

9530 End 10277 

118171 Score 475 

9530. .9721, 10146.. 10277 

CYSTEINE PROTEINASE INHIBITOR-li (ORYZACYSTATIN-II) 

gi 1 100692 | pir | IA38375 oryzacystatin II - rice gi|169803 (J05595) 

oryzacystatin-II [Oryza sativa] 



Seq. No. 


29250 






Seq. ID 


OJ000250_14.0208.C16 


Gene No. 


60406 , 






Strand 




Start 


10983 






• End 


11474 


Name 


OJ000250 14 


.0208 


.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


3649 


GI 


none 






Score 


409 


Exons 


1..243, 2.. 


265, 


239. .349, 280. .333, 1907. .2164, 1909. .2304, 




1912. .2304, 


1926 


..2306, 2178 


..2306, 2880. .2939, 2881. .3528, 




2882. .3529, 


3537 


..3560, 3581 


. .3649, 3617. .3643 


Seq. No. 


29250 






Seq. ID 


OJ000250_14 . 0208 .C16 


Gene No. 


60406 






Strand 




Start 


10983 






End 


11474 


Name 


OJ000250 14 


.0208 


.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


243 


GI 


none 






Score 


385 


Exons 


1..237, 2.. 


238, 


166. .243 






Seq. No. 


29250 






Seq. ID 


OJ000250_14 . 0208 .€16 


Gene No. 


60406 






Strand 




Start . 


10983 






End 


11474 


Name 


OJ000250 14 


.0208 


.C16.ol. ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


3487 


GI 


none 






Score 


438 


Exons 


1..303, 2.. 


319> 


1921. .2220, 


1926. .2099, 


1936.. 2220, 2181.. 2231, 




2209. .2304, 


2217 


..2306, 2217 


..2306, 2881. .3465, 2882.-3487 


Seq. No. 


29250 






Seq. ID 


OJ000250_14.0208.C16 


Gene No. 


60406 






Strand 




Start 


10983 






End 


11474 


Name 


OJ000250 14 


.0208 


.C16.o2.tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


2244 


GI 


none 






Score 


450 


Exons 


2. .325, 16. 


.369, 


1873. .2217, 


1932. .2207 


, 1936.. 2220, 2209.. 2244 



2214. .2243 



29115 



Seq. No. 


29250 








Seq. ID 


OJ000250_14.0208 


.C16 


Gene No. 


bU4 U D 








Strand 






Start 


10983 








End 


11474 




Name 


OJ000250 14, 


0208 


.C16.ol 


tc 


Method 


TBLASTX: Cress 




Start 


2251 








End 


3481 




GI 


none 








Score 


81 




Exons 


2251. -.2304, 


2881 


. .2955, 


2882. 


.2995, 2966.. 3148, 3019.. 3138, 




3112A3408, 


3149 


. .3430, 


3410. 


.3481 






beq. wo. 










Seq. ID 


OJ000250_14.0208 


.C16 


Gene No. 


60406 








b urano 






Start 


10983 








End 


11474 




Name 


OJ000250 14. 


0208 


,C16.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2882 








End 


3181 




GI 


none 








Score 


245 




Exons 


2882. .3181, 


2893 


. .2955, 


3044. 


3175 






oeq. jno. 










Seq. ID 


OJ000250_14.0208 


.C16 


Gene No. 


60406 








otrana 






Start 


10983 








End 


11474 




Name 


OJ000250 14. 


0208 


.C16.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3214 








End 


3450 




GI 


none 








Score, M 


208 




Exons 


3214. .3330, 


3215 


. . 3439, 


3370. . 


3450 : " * 






beq. iNo. 


29250 








Seq. ID 


OJ000250_14.0208 


.C16 


Gene No. 


60406 








Strand 






Start 


10983 








End 


11474 




Name 


OJ000250 14. 


0208 


.C16.04. 


gs 


Method 


GENSCAN 




Start 


10983 








End 


11474 




GI 


none 








Score 


.68 




Exons 


10983. .11474 












Seq. No. 


29251 








Seq. ID 


OJ000250_14.0208 


.C18 


oene no • 


60407 








Strand 


.+ 




Start 


1 








End 


150 




Name 


OJ000250 14. 


0208 


.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


150 




GI 


4234955 








Score 


93 




Exons 


1. .150 














GI Descrip. 


(AF098971) NBS-LRR-like protein cD8 [Phaseolus vulgaris 


] 


Seq. No. 


29252 








Seq. ID 


OJ000250_14.0208 


.C20 


Gene No. 


60408 








Strand 






C +- -J 

Otaft 


1 








End 


224 




Name 


OJ000250 14. 


0208 


.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


224 




GI 


83907 1.R1084 






Score 


223 




Exons 


1..27, 111.. 


224 












GI Descrip. 


■1491710/emb 


ICAA65358I 5 


.0e-14 


(X96506) 


alpha subunit; forms 




heterodimer 


with 


NC2 alpha/Drl 


[Homo sapiens] ' 




Seq. No. 


29252 








Seq. ID 


OJ000250_14.0208 


.C20 


Qcno Ma ^ 


cn » no 

VV T V w 














Start 


1 








End 


224 




Name 


OJ000250_14. 


0208. 


C20.ol. 


gs 


Method 


GENSCAN 





29116 



Start 
GI 

Exons 



111 
none 

111. .224 



End 
Score 



224 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29253 Seq. ID 

60409 Strand 
1 End 
OJ000250_14 . 0208 . C22 . pi . np Method 

1 - End • 

4680179 Score 
1..36, 182. .493 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000250_14 .0208.C22 
+ 

493 

AAT/NAP 
4 93 
127 



29254 Seq. ID 

60410 Strand 

166 End 
OJ000250_14 . 0208 . C25 . ol . gs Method 

166 End 

none Score 
166. .245 



OJ000250_14.0208.C25 
245 

GEN SCAN 

245 

.64 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29255 
60411 
1 

OJ000250_10.0209.Cl.ol.np 
1 

1657541 
1. .279 

(U73857) lac repressor [Escherichia coli] 



Seq. ID OJ000250 10. 0209. CI 



Strand 
End 

Method 

End 

Score 



+ 

706 

AAT/NAP 
279 
204 



29255 Seq. ID 

60411 Strand 

1 End 

OJ000250_10.0209.Cl.o2.np Method 

1 End 

6523070 Score 
1..68, 462. .703 

(AL133314) glucosyltransf erase-like protein [Arabidopsis 
thaliana] 



OJ000250_10.0209.C1 
+ 

706 

AAT/NAP 
703 
134 



Seq. No. 
Gene No. 
Start . .. 
Name 
Start 
GI 

Exons 



29255 Seq. ID 

60411 Strand 

1 End 

OJ000250_10 . 0209 . CI . ol . gs Method 

470 End 

none Score 
470. .706 



OJ000250_10.0209.C1 
+ 

706 

GENSCAN 

706 

.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29255 
60412 
1286 

OJ000250_10.0209.Cl.o2.gs 
1286 
none 

1286 . . 1531, 

4067. .4324, 4761. .4933, 5672. .5808, 6305. .6411 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_10.0209.C1 

6411 
GENSCAN 
6411 
.64 



29117 



Seq. No. 


29256 




Seq. ID 


OJ000250 


_10.0209 


.C2 


bene wo . 






Strand 


+ 






Start 


407 




End 


607 






Name 


OJ000250 10. 0209. C2 


. ol . gs 


Method 


GENSCAN 






Start 


407 




End 


607 






GI 


none 




Score 


.65 






Exons 


407. .506, 600. .607 












Seq. No. 


292*56 




. Seq. ID 


OJ000250 


_10.0209 


.C2 


Gene No. 


60414 




Strand 


+ 






Start 


6642 




End 


23257 






Name 


OJ000250 10. 0209. C2 


.ol.np 


Method 


AAT/NAP 






Of- a -rf- 
O Lai L. 






End 


23254 






GI 


6633851 




Score 


1160 






Exons 


6642. .6743, 19564.. 


20068, 20611. .20744, 


20830. . 


20935, 






21395. .21480, 21552 


. .21692, 


22036. .22158, 22711 


. .22827, 






23015. .23254 












GI Descrip. 


(AC008047) F2K11.13 


[Arabidopsis thaliana] 






Seq. No. 


29256 




Seq. ID 


OJ000250 


_10.0209 


.C2 


Gene No. 


60414 




Strand 


+ 






Start 


6642 




End 


23257 






Name 


OJ000250 10. 0209. C2 


. o4 .gs 


Method 


GENSCAN 






Start 


11959 




End 


15338 






GI 


none 




Score 


.64 






Exons 


11959. .12002, 12188 


. .12491, 


12564. .12774, 12915 


. .13014, 






13106. .13264, 13583 


. .13689, 


15211. . 15338 







Seq. No. 29256 Seq. ID 

Gene No. 60414 Strand 

Start 6642 End 

Name OJ000250_10 . 0209 . C2 . ol . gp Method 

Start 13920 End 

GI 90742_1.R1084 Score 

Exons 13920. .14000 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 • 



OJ000250_10.0209.C2 
+ 

23257 
AAT/GAP 
14000 
97 



Seq. No. 29256 
Gene No. 60414 
Start 6642 

Name OJ000250J.0 . 0209 . C2 . 06. gs 

Start 18971 
GI none 

Exons 18971. .19037, 19614 19840, 

20830. .20935, 21395 .. 21480, 
22711. .22827, 23015.. 23257 



Seq. ID 
Strand 
End 

Method 

End 

Score 
19933. .20068, 
21552. .21704, 



OJ000250JL0.0209.C2 
+ 



23257 
GENSCAN 
23257 
.85 

20611. 
21997. 



.20744, 
.22158, 



Seq. No. 29256 Seq. ID 

Gene No. 60414 Strand 

Start 6642 End 

Name OJ000250_10 . 0209 . C2 . o2 . gp . Method 

Start 19950 End 

GI uC-osflM202061b01bl Score 

Exons 19950. .20068, 20611 .. 20744 , 20G3 

GI Descrip. 1 3080427/emb | CAA1874 6 . 1 | 8.0e-54 
[Arabidopsis thaliana] 1 



OJ000250_10.0209.C2 
+ 

23257 
AAT/GAP 
21468 
685 

.'Z'05o5, 21395. .21468 
AL022604) putative protein 



29118 






29256 




Seq. ID 


OJ000250_ 


1 n 




Gene No. 


60415 




Strand 


+ 






Start 


26726 




End 


28818 






Name 


OJ000250 10. 0209. C2. 


o7.gs 


Method 


GENSCAN 






Start 


26726 




End 


28818 






GI 


none 




Score 


.93 






Exons 


26726. .27136, 27615. 


.27793, 


28284 . .28605, 28738. 


.28818 




Cprr Mf^ 

*J C \J . J.1 v_/ • 


29256 




Seq. ID 


OJ000250_ 


i n n?nQ 


CO 


Gene No. 


60416 




Strand 


+ 






Start 


28779 




End 


29787 






Name 


OJ000250 10. 0209. C2. 


o3.gp 


Method 


AAT/GAP 






Start 


28779 




End 


29787 






GI 


2799330 




Score 


518 






Exons 


28779. .28830, 29442. 


.29573, 


29673. .2971 


37 






Seq. No. 


29256 




Seq. ID 


OJ000250_ 


10.0209 


.C2 


Gene No. 


60417 




Strand 


+ 






Start 


35212 




End 


43281 






Name 


OJ000250 10. 0209. C2. 


oil . gs 


Method 


GENSCAN 






Start 


35212 




End 


42954 






GI 


none 




Score 


.95 






Exons 


35212. .35297, 35369. 


.35671, 


37270. .37380, 37789. 


.37871, 






38079. .38196, 38295. 


.38506, 


38959. .39443, 39523. 


.39593, 






39985. .40241, 40612. 


.40766, 


41145. .41428, 41517. 


.41634, 






42366. .42548, 42640. 


.42954 











Seq. No. 29256 
Gene No. 60417 
Start 35212 

Name OJ000250JL0 . 0209 . C2 . o4 . gp 

Start 35605 
GI 5607636 

Exons 35605. .35671, 37270 .. 37380, 

38295. .38506, 38959.. 39098 

GI Descrip. 5923674/gb I AAD56325 . 1 | AC009326_12 4 
protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_ 
+ 

43281 
AAT/GAP 
39098 
1344 



10. 0209. C2 



37789. .37871, 38079 .. 38196, 



0e-79 (AC009326) unknown 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



29256 
60417 
35212 

OJ000250_10.0209.C2.o4.np 

37142 

5923674 



Seq. ID OJ000250_1G.0209.C2 

Strand ..+ 

End 43281 

Method AAT/NAP 

End 42954 

Score 2585 



37142. .37380, 37789 .. 37871, 38079 .. 38196, 38295 .. 38590, 
38912. .39443, 39523 39593, 39985 40241, 40612 .. 407 94 , 
41146. .41428, 4 1517 .. 41645, 4234 6.-42548, 42640. .42954 



GI Descrip. (AC009326) unknown protein [Arabidopsis thaliana] 



Seq. No. 29256 Seq. ID 

Gene No. 60417 Strand 

Start' 35212 End 

Name OJ000250_10 . 0209 . C2 . o5 . gp Method 



OJ000250_10.0209.C2 
+ 

43281 
AAT/GAP 



GI 

Exons 



LIB3431-029-P1-K1-D10 Score 756 

39250. .39443, 39523 .. 39593, 39985.. 40147 



29119 



GI Descrip. 



Seq . No - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. * No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

O J J- 

o Lai u 

GI 

Exons 



'5923674/gb|AAD56325.1|AC009326_12 4.0e-79 (AC009326) unknown 
protein [Arabidopsis thaliana] 1 



29256 Seq. ID 

60.417 Strand 

35212 End 

OJ000250_10 . 0209 . C2 . 06 . gp Method 

40210 End 

426223 Score 



OJ000250_10.0209.C2 
+ 

43281 
AAT/GAP 
41335 
754 



40210. .40241, 40612. .40793, 41145. .41335 

5923674/gb|AAD56325.1 |AC009326_JL2 2.0e-54 (AC009326) unknown 
protein [Arabidopsis thaliana] 



29256 
60417 
35212 

OJ000250_10.0209.C2.o7.gp 
41494 

1813 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
41494. .41634, 42366. . 42548, 42640.. 43281 

'5923674/gb|AAD56325.1|AC009326_12 5.0e-65 (AC009326) unknown 
protein [Arabidopsis thaliana] 1 



OJ000250_10.0209.C2 
+ 

43281 
AAT/GAP 
43281 
1713 



29256 Seq. ID 

60418 Strand 

52966 End 

OJ000250_10 . 0209 . C2 . 06 . np Method 

52966 End 

5852093 Score 
52966. .53089 

(AL117264) zwhl6.1 [Oryza sativa] 



OJ000250_10.0209.C2 
+ 

53089 
AAT/NAP 
53089 
61 



OJ000250 10. 0209. C2 



29256 Seq. ID 

60419 Strand 
1589 End 5976 

OJ000250_10 . 0209 . C2 . o2 . gs Method GENSCAN 

1589 End 5976 

none Score .87 

1589. .1834, 2063. .2227, 2348. .2633, 4069. .4286, 4478. .4735, 

5179.. 5352, 5656.-5976 



29256 
60420 
6674 

OJ000250JL0 . 0209 . C2 . o3 . gs 

6674 

none 

6674.. 6826, 6971.. 7339, 7552. 
8063.. 8207, 8467.. 8625, 8674. 

29256 
60421 
15663 

OJ000250_10.0209.C2.o5.gs 

i r /- /- ~\ 
iJDDJ 

none 

15663. .15777, 17565.. 17713 



Seq. ID OJ000250_10.0209.C2 
Strand 

End 8877 

Method GENSCAN 

End 8877 

Score .83 

.7589, 7767. .7794, 7844. .8007, 
.8877 

Seq. ID OJ000250_10.0209.C2 
Strand 

End 17713 

Method GENSCAN 

End 17713 

Score .55 



29120 



Seq. No. 29256 
Gene No. 60422 
Start 25089 

Name OJ000250_10 . 0209 . C2 . o2 . np 

Start 25089 
GI 3980383 

Exons 25089. .25206/ 25481 25519, 

GI Descrip. (AC004561) unknown protein 

gi | 5107174 | gb I AAD39999 . 1 | AF150093_1 (AF150093 
finger-like protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 10. 0209. C2 



26279 
AAT/NAP 
26279 
178 

26087. .26139, 26241.. 26279 
[Arabidopsis thaliana] 

small zinc 



Seq. No. 29256 Seq. ID 

Gene No. 60423 Strand 

Start 30768 * End 

Name OJ000250_10 . 0209 . C2 . 08 . gs Method 

Start 30768 End 

GI none Score 

Exons 30768. .32249 



OJ000250_10.0209.C2 

32249 
GENSCAN 
32249 
.88 



Seq. No. 


29256 






Seq. ID 


OJ000250_ 


10. 


0209. 


C2 


Gene No. 


60424 






Strand 










Start 


33422 






End 


34379 








Name 


OJ000250 10. 0209. C2. 


o9.gs 


Method 


GENSCAN 








Start 


33422 




End 


34379 








GI 


none 






Score 


.56 








Exons 


33422. 


.33532, 34101. 


.34379 












Seq. No. 


29256 






Seq. ID 


OJ000250_ 


10. 


0209. 


C2 


Gene No. 


60425 






Strand 










Start 


34556 






End 


34909 








Name 


OJ000250 10. 0209. C2. 


olb.gs 


Method 


GENSCAN 








Start 


34556 






End 


34909 








GI 


none 






Score 


.6 








Exons 


34556. 


.34622, 34782. 


.34909 













Seq. No. 29256 

Gene No. 60426 

Start 43960 

Name OJ000250_10 . 0209 .C2 . ol2 . gs 

Start 43960 

GI none 

Exons 43960. .44178, 44327 .. 44 622, 
45235. .45470, 45672.. 46008 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_10.0209.C2 

46035 
GENSCAN 
46008 
.82 



44715. .44804, 44 963 .. 45128 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_10.0209.C2 

46035 
AAT/NAP 
45429 
602 



Seq. No. 29256 
Gene No. 60426 
Start 43960 

Name OJ000250_10 . 0209 . C2 . o5 . np 

Start 44016 
GI 2252830 

Exons 44016. .44228, 44327 .. 44 639, 

45235.. 45429 

GI Descrip. (AF013293) weak similarity to receptor protein kinase 

[Arabidopsis thaliana] gii 6049872 igbj AAF027 6 7 . 1 j AFi 95li5_7 
(AF195115) weak similarity to receptor protein kinase 
[Arabidopsis thaliana] 



44711. .44797, 44928. .45137, 



29121 




Seq. No. 29256 Seq. ID OJ000250_10 . 0209.C2 

Gene No. 60426 Strand 

Start 43960 End 46035 

Name OJ000250_10 . 0209 . C2 . 08 . gp Method AAT/GAP 

Start 45439 End 46035 

GI 4714973 Score 1171 

Exons 45439.. 46035 

Seq. No. 29256 Seq. ID OJ000250_10 . 0209 . C2 

Gene No. 60427 Strand 

Start 54304 End 61319 

Name OJ000250_10 . 0209 . C2 . o2 . ts Method TBLASTX : Soybean 

Start 18961 End 44473 

GI none - Score 72 

Exons 18961. .19023, 18965 19033, 19655 .. 19762, 19660 .. 197 64 , 

19781. .19849, 19932 20069, 19933 20067 , 20610 .. 2074 1, 

20613. .20741, 20829 20924 , 20829 20939, 20830 .. 20937 , 

21393. .21476, 21394 .. 21480, 21551 21742, 21564 .. 21743, 

22738. .22830, 23050 .. 23235, 23060 .. 23218 , 44378. .44473 

Seq. No. 29256 Seq. ID OJ000250_10 . 0209 . C2 

Gene No. 60427 Strand 

Start 54304 End 61319 
Name . OJ000250_10 . 0209.C2 . ol4 . tm Method TBLASTX: Maize 

Start 18964 End 19744 

GI none Score 136 

Exons 18964. .19035, 18965 .. 19036, 19613 19744 , 19613 .. 19735, 
19645. .19743 

Seq. No. 29256 Seq. ID OJ000250_10 . 0209 .C2 

Gene No. 60427 Strand 

Start 54304 End 61319 

Name OJ000250_10 . 0209 . C2 . o5 . tc Method TBLASTX : Cress 

Start 18971 End 20076 

GI none Score - 96 

Exons 18971. .19027, 19646 19768, 19648 .. 19764 , 19781 .. 1984 9, 

19932. .20069, 19933 .. 20067, 19945. .20076 

Seq. No. 29256 Seq. ID OJ000250_10 . 0209 . C2 

Gene No. 60427 Strand 

Start 54304 End 61319 

Name OJ000250_10 . 0209 . C2 . o2 . tw Method TBLASTX : Wheat 

Start 19631 End 20052 

GI none Score 155 

Exons 19631. .19762, 19631 19738, 19645 .. 19761, 19762 .. 19848, 

19763. .19870, 19932 .. 20051, 19933 .. 20052 , 19933.. 20052 

Seq. No. 29256 Seq. ID OJ000250_10 . 0209 . C2 

Gene No. 60427 Strand 

Start 54304 End 61319 

Name OJ000250_10 . 0209 . C2 . o7 . tm Method TBLASTX : Maize 

Start 19744 " End 20724 

GI none Score 165 

Exons i 9744 , . 19848, 19745 .. 19949, 19932 .. 200G9, 19333 .. 20067, 

20604. .20723, 20612 .. 20722, 20613 .. 20723, 20650.. 20724 



29122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29256 
60427 
54304 
OJ000250 
20603 
none 
20603 
20650 
21393 



10.0209.C2.o6.tc 



20740, 
20763, 
21476, 



20613. 
20829. 
21394. 



.20741, 
.20918, 
.21480, 



29256 
60427 
54304 

OJ000250_10 . 0209 . C2 .ol . tw 

20716 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_10.0209.C2 
61319 

TBLASTX: Cress 

21622 

177 



20627. .20767, 20631 .. 20741, 
20829. .20939, 20830 20£6'4 , 
21551. .21622, 21564 . .21611 

Seq. ID OJ000250_10.0209.C2 
Strand 

End 61319 

Method TBLASTX : Wheat 

End 44473 

Score 48 



20716. .20745, 20718 .. 20744 , 20719 20745, 20829 .. 20933, 

20829. .20960, 20830 .. 20937 , 21393 21479, 21394 2 1480, 

21548. .21673, 21549 21674 , 21553 21675, 215 64 21674 , 
44378. .44473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29256 
60427 
54304 

OJ000250_10.0209.C2.o6.tm 

21393 

none 



Seq. ID OJ000250_10.0209.C2 
Strand 

End 61319 
Method--: TBLASTX: Maize 

End 44464 

Score 14 3 



21393. .21476, 21394 21480, 21551 21736, 21556 21738, 
21560. .21736, 21564 .. 21737 , 21990 22139, 21998 .. 22138 , 
22000. .22161, 22741. .22830, 44378. .44464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29256 Seq. ID 

60427 Strand 

54304 End 

OJ000250._10 . 0209 . C2 . o3 . tc Method 

21636 End 

none Score 



OJ000250_10.0209.C2 
61319 

TBLASTX: Cress 

45059 

53 



21636. .21734, 21779 .. 21877, 44040 .. 44228, 44044 .. 44217, 
44316. .44504, 44327 44497, 44510 .. 44 614 , 4 4535 .. 4 4 615, 
44728. .44796, 44729 44797, 44964.. 45059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 



29256 
60427 
54304 

OJ000250_10. 0209. C2. oil. tm 
23064 
none 
23064. 
23262. 
23306. 
23357. 
23410. 



.23249, 23065. .23259, 

.23339, 23262. .23330, 

.23341, 23336. .23368, 

.23413, 23358. .23414, 
.23460 



29256 
60427 
54304 

OJ000250 10.0209.C2.o5.tm 



Seq. ID OJ000250_10.0209.C2 
Strand 

End 61319 

Method TBLASTX: Maize 

End 23487 

Score 134 
23066. .23224, 23067 .. 23255, 
23263. .23331, 23297 .. 23338, 
23337. .23366, 23344 23412, 
23365. .23418, 23380 .. 23487, 



Seq. ID OJ000250_10.0209.C2 



End 

Method 



61319 

TBLASTX: Maize 



29123 



Start 


26695 




End 


27136 




GI 


none 




Score 


79 




Exons 


26695. .26769, 26729. 


.26773, 


26878. .27135, 26918.. 27136 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 








■J 4 jU 4 




End 


61319 




Name 


OJ000250 10. 0209. C2 . 


o9. tm 


Method 


TBLASTX: Maize 




Start 


27660 




End 


28599 




GI 


none 




Score 


215 




Exons 


27660. .27794, 27662. 


.27793, 


28284. .28598, 28289 .. 28333, 






28395. .28598, 28396. 


.28599 








Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 






O LClX. I_ 






End 


61319 




Name 


OJ000250 10. 0209. C2. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


30744 




End 


31053 




GI 


none 




Score 


217 




Exons 


30744. .30836, 30754. 


.30837, 


30900. .31052, 30901 .. 31053, 






31000. .31053 










Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 








Strand 






Start 


54304 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


30906 




End 


31298 




GI 


none 




Score 


122 




Exons 


30906. .31298, 30922. 


.31101, 


31147. .31245 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 








Strand 






Start 


54304 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


30963 




End 


31220 




GI 


none 




Score 


88 




Exons 


30963. .31220, 30976. 


.31212 








Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


UCI1C Vi\J • 


DU*± Z / 




Strand 






Start 


54304 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


31059 




End 


31643 




GI 


none 




Score 


382 




Exons 


31059. .31508, 31060. 


.31374, 


31191. .31448, 31509. .31643 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 






Start 


54304 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


35604 




End 


38319 




GI 


none 




Score 


77 




Exons 


35604. .35738, 37271. 


.37378, 


37272. .37379, 37279 .. 37380, 






37279. .37380, 37787. 


.37873, 


38049. .38195, 38071 .. 38196, 








inn 








Seq. No. 


29256 ' 




Seq. ID 


OJ000250_10.0209. 


C2 



29124 




Gene No. 


60427 




Strand 






btart 


t A T C\ A 

D4 JU4 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


39544 




End 


40786 




GI 


none 




Score 


78 




Exons 


39544. .39594, 39974. 


.40246, 


39974. .40243, 39985 .. 40245, 






40610. .40786, 40611. 


.40784, 


40636. .40785 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 






btart 


04JU4 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


ol2.tm 


Method 


TBLASTX: Maize 




Start 


39974 




End 


40766 




GI 


none 




Score 


221 




Exons 


39974. .40153, 39985. 


.40152, 


40607. .40759, 40611 .. 40760, 






40611. .40766 










Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 






o tart 


0 4 JU4 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


40154 




End 


42452 




GI 


none 




Score 


68 




Exons 


40154. .40231, 41141. 


.41449, 


41142. .41432, 41517 .. 41642, 






41518. .41634, 42364. 


.42447, 


42365. .42451, 42366.. 42452 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No . 






Strand 






Start 


54304 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


41168 




End 


41453 




GI 


none 




Score 


342 




Exons 


41168. .41443, 41169. 


.41453 








Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 






btart 


EL A "3 A 

04 JU4 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


41195 




End 


42434 




GI 


none 




Score 


77 




Exons 


41195. .41263, 41196. 


.41261, 


41201. .41263, 41291. .41449, 






41292. .41441, 41517. 


.41642, 


41518. .41634, 42369.. 42434 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No . 


cn a on 
oU4 Z / 




Strand 






Start 


54304 




End 


61319 




Name 


OJ000250 10. 0209. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


42365 




End 


42708 




GI 


none 




Score 


104 




Exons 


42365. .42523, 42365. 


.42565, 


42369. .42566, 42643.. 42708 




Seq. No. 


29256 




Seq. ID 


OJ000250_10.0209 


.C2 


Gene No. 


60427 




Strand 






Start 


54304 




End 


61319 




Mamo 






Method 


TBLASTX : (Jress 




Start 


42434 




End 


42951 




GI 


none 




Score 


161 





29125 




Exons 


42434. .42565, 42438. 


.42566, 


42642. .42824, 42643 


. .42825, 






42822.-42866, 42823. 


.42843, 


42877. .42951 






Seq. No. 


29256 




Seq. ID 


OJ000250 


_10.0209. 


C2 


Gene No. 


60427 




Strand 








olaiL 






End 


61319 






Name 


OJ000250 10. 0209. C2. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


42499 




End 


42959 






GI 


none 




Score* 


47 






Exons 


42499. .42549, 42508. 


.42552, 


42510. .42566, 42638 


. .42775, 






42639. .42959, 42640. 


.42954, 


42843. .42959 






Seq. No. 


29256 




Seq. ID 


OJ000250 


_10.0209. 


C2 


bene ino . 


£C\A 01 




Strand 








Start 


54304 




End 


61319 






Name 


OJ000250 10. 0209. C2. 


o7 . ts 


Method 


TBLASTX: 


Soybean 




Start 


44531 




End 


45393 






GI 


none 




Score 


100 






Exons 


44531. .44626, 44725. 


.44787, 


44949. .45122, 45241 


. .45393 




Seq. No. 


29256 




Seq. ID 


OJ000250 


JL0.0209. 


C2 


(aene wo . 


&C\A 01 




Strand 








Start 


54304 




End 


61319 






Name 


OJ000250 10. 0209. C2. 


ol3.tm 


Method 


TBLASTX: 


Maize 




Start 


44725 




End 


45378 






GI 


none 




Score 


73 






Exons 


44725. .44796, 44959. 


.45057, 


44964. .45119, 45235 


. .45378 




Seq. No. 


29256 




Seq. ID 


OJ000250 


_10.0209. 


C2 


Gene No. 


60427 




Strand 








Of a r*+- 






End 


61319 






Name 


OJ000250 10. 0209. C2. 


ol4 .gs 


Method 


GEN SCAN 






Start 


54304 


End 


61086 






GI 


none 




Score 


.85 






Exons 


54304. .54534, 56541. 


.57064, 


57575. .57764, 58375 


. .59835, 






60.639. .60755, 60904. 


.61086 










Seq. No. 


29256 




Seq. ID 


OJ000250 


_10.0209. 


C2 


Gene No. 


60427 




Strand 








Q+- a r*+- 


D H jU ft 




End 


61319 






Name 


OJ000250 10. 0209. C2. 


o3. tm 


Method 


TBLASTX:] 


Maize 




Start 


56298 




End 


57714 






GI 


none 




Score 


97 






Exons . 


56298. .56360, 56465. 


.56599, 


56475. .57059, 56475 


. .56639, 






56682. .56939, 57569. 


.57712, 


57570. .57713, 57571 


. .57714 




Seq. No. 


29256 




Seq. ID 


OJ000250 


JL0.0209. 


C2 


Gene No. 


60427 




Strand 








O t_ CL.L L. 






End 


61319 






Name 


OJ000250 10. 0209. C2. 


o7 .np 


Method 


AAT/NAP 






Start 


56472 




End 


60279 






GI 


6729505 




Score 


146 






Exons 


56472. .57171, 57620. 


.57700, 


58395.-58467, 60256 


. . 60279 




GI Descrip. 


(AL132966) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


29256 




Seq. ID 


OJ000250_ 


_10.0209. 


C2 


Gene No. 


60427 




Strand 









29126 




o taiu 




End 


61319 


Name 


OJ000250 10.0209.C2.o8.np 


Method 


AAT/NAP 


Start 


56472 


End 


61319 


GI 


6729505 


Score 


148 


Exons 


56472. .57171, 57 620 57684 , 


61296. .61319 


GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


29256 


Seq. ID 


OJ000250_10.0209 


Gene No . 




Strand 




Start 


54304 


. End 


61319 


Name 


OJ000250 10.0209.C2.ol0.tm 


Method 


TBLASTX : Maize 


Start 


59555 


End 


59835 


GI 


none 


Score 


37 


Exons 


59555. .59578, 59579 .. 59824 , 


59581. .59835, 59682.. 59834 


Seq. No. 


29257 


Seq. ID 


OJ000250JL0.0209 


/-<____ XT a 

Gene no. 


oU4zo 


Strand 


+ 


Start 


1138 


End 


1497 


Name 


OJ000250 10.0209.C3.ol.gs 


Method 


GENSCAN 


Start 


1138 


End 


1497 


GI 


none 


Score 


1 


Exons 


1138. .1497 






Seq. No. 


29257 


Seq. ID 


OJ000250_10.0209 


Gene No . . 




Strand 


+ 


Start 


6988 


End 


9135 


Name 


OJ000250 10.0209.C3.o3.gs 


Method 


GENSCAN 


Start 


6988 


End 


8906 


GI 


none 


Score 


.94 


Exons 


6988. .7160, 7263.-7372, 7492 


..7679, 8439. .8906 


Seq. No. 


29257 


Seq. ID 


OJ000250JL0.0209 


Gene No. 


60429 


Strand 


+ 


Start 


6988 


End 


9135..- 


Name 


OJ000250 10.0209.C3.o3.gp 


Method 


AAT/GAP 


Start 


8450 


End 


9135 


GI 


59125 1.R1084 


Score 


1323 


Exons 


8450. .9135 






GI Descrip. 


'5360657/dbj IBAA82094.il 0.0e+00 (AB022602) anthranilat* 




synthase alpha 1 subunit [Oryza sativa; 


i 


Seq. No. 


29257 


Seq. ID 


OJ000250JL0.0209 


Gene No. 


60430 


Strand 


+ 


Start 


18480 


End 


21319 


Name 


OJ000250 10.0209.C3.o5.gp 


Method 


AAT/GAP 


Start 


18380 


End 


19027 


GI 


43297 1.R1084 


Score 


1292 


Exons 


18380. .19027 






GI Descrip. 


'3426039 1.0e-39 (AC005168) 


unknown protein [Arabidopsi: 




thaliana] ' 






Seq. No. 


29257 


Seq. ID 


OJ000250JL0.0209 


Gene No. 


60430 


Strand 


+ 


Start 


18480 


- End 


21319 




r\ -rr\ r\ o rr rx i r\ r\ >-\ s\ /-\ ^ r- 


Method 


GENSCAN 


Start 


18480 


End 


20902 


GI 


none 


Score 


.98 



29127 




Exons 18480. .19623, 20165. .20341, 20586.. 20902 



Seq. No. 


29257 


Seq. ID 


OJ000250 10. 0209. C3 


Gene No. 


60430 


Strand 


+ 


Start 


18480 


End 


21319 


Name 


OJ000250 10. 0209. C3. 


o3.np Method 


AAT/NAP 


Start 


18555 


End 


20872 


GI 


3426039 


Score 


1518 


Exons 


18555. .19623, 20165. 


.20341, 20586.. 20872 


GI Descrip. 


(AC005168) putative phospholipase C [Arabidopsis thaliana] 


Seq. No. 


29257 


Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60430 


Strand 


+ 


Start 


18480 


End 


21319 


Name 


OJ000250 10. 0209. C3. 


o6.gp Method 


AAT/GAP 


Start 


19102 


End 


21319 


GI 


3704 1.R1084 


Score- 


2811 


Exons 


19102. .19623, 20165. 


.20341, 20586.. 21319 


GI Descrip. 


1 3426039 1.0e-117 (AC005168) unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


29257 


Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60431 


Strand 


+ 


Start 


29695 


End 


30098 


Name 


OJ000250 10. 0209. C3. 


o8.gs Method 


GENSCAN 


Start 


29695 


End 


30098 


GI 


none 


Score 


.7 


Exons 


29695. .29748, 29880. 


.30098 




Seq. No. 


29257 


Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60432 


Strand 


+ 


Start 


32294 


End 


35654 


Name 


OJ000250 10. 0209. C3. 


oS.np Method 


AAT/NAP 


Start 


32294 


End 


35654 


GI 


5295951 . 


Score 


156 


Exons 


32294. .32507, 35622. 


.35654 




GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene 




partial cds. (U23857) 


[Oryza sativa] 




Seq. No. 


29257 


Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60433 


Strand 




Start 


208 


End 


536 


Name 


OJ000250 10. 0209. C3. 


ol.gp Method 


AAT/GAP 


Start 


208 


End 


536 


GI 


6012857 


Score 


502 


Exons 


208.. 295, 323.. 536 






GI Descrip. 


5852077/emb|AL117264 


.1IOSB6015 3.0e-94 


Oryza sativa indica 




genomic DNA, chromosome 4, BAG clone: 


b6015 


Seq. No. 


29257 


Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60434 


Strand 




Start 


1067 


End 


1777 


Name 


OJ000250 10. 0209. C3. 


o2.gp Method 


AAT/GAP 


Start 


1067 


End 


1777 


GI 


none 


Score 


1387 


Exons 


1067. .1777 







29128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29257 
60435 
2458 

OJ000250_10.0209.C3.o2.gs 

2458 

none 

2458. .2501, 
3920. .4049, 



2593. .2690, 2834. 
4183.. 4322, 4506. 



29257. 

60435 

2458 

OJ000250_10.0209.C3.ol.np 
2833 
4558669 
2833. .2950, 
4506. .4620, 



3334.. 3488, 3677. 
5096. .5190 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2950, 3334 
.4695, 4802 



OJ000250 10. 0209. C3 



5190 
GEN SCAN 
5086 
.78 

3488, 
5003, 



3677. .3775, 
5044. .5086 



OJ000250_10.0209.C3 

5190 
AAT/NAP 
5190 
733 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3775, 3920.. 4049, 4183.. 4322, 



(AC007063) putative vanadate resistance protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



29257 Seq. ID 

60436 Strand 

9741 End 

OJ000250_10 . 0209 . C3 . o4 . gp Method 

9564 End 

5360656 Score 



OJ000250_10.0209.C3 

15108 
AAT/GAP 
15108 
4058 



9564.. 10064, 10453 .. 10539, 10735 .. 10815, 114 17 .. 11569, 
12353. .12409, 12505 .. 12751, 12867 12982, 13529 .. 13680, 
14168. .14357, 14431 14 624 , 14711. .15108 

5360657/dbj IBAA82094.il 0.0e+00 (AB022602) anthranilate synthase 
alpha 1 subunit [Oryza sativa] 



Seq. No. 29257 Seq. ID 

Gene No. 60436 Strand 

Start 9741 End 

Name OJ000250_10 . 0209 . C3 . o4 . gs Method 

Start 9741 End 

GI none Score 
Exons 



OJ000250_10.0209.C3 

15108 
GENSCAN 
14843 
.93 



9741.. 10064, 10453. .10539, 10735 .. 10815, 114 17 .. 11669, 
12165. .12262, 12353 .. 12409, 12505 .. 12751, 12867 .. 12982, 
13529. .13680, 14168 .. 14387, 14431 .. 14 624 , 14711. .14843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No.* 

Start 
Name 



29257 Seq. ID OJ000250_10 . 0209 . C3 

60436 Strand 

9741 End 15108 

OJ000250_10 . 0209 . C3 . o2 . np Method AAT/NAP 

9744 End 14843 

5360657 Score 2665 

9744. .10064, 10453. .10539, 10735 .. 10815, 114 17 .. 11569, 

12353. .12409, 12505 .. 12751, 12867 .. 12982 , 13529 .. 13680, 

14168. .14357, 14 431 14624 , 14711. .14843 

(AB022602) anthranilate synthase alpha 1 subunit [Oryza sativa] 



29257 
60437 
22673 

OJ000250_10.0209.C3.o4.np 



Seq. ID OJ000250_10.0209.C3 

Strand - 

End 25632 

Method AAT/NAP 



29129 




Start 


21884 




End 


23309 






GI 


5852084 




Score 


74 






Exons 


21884. .21971, 23274 


. .23309 










GI Descrip. 


(AL117264) zwh0007. 


1 [Oryza 


sativa] 








Seq. No. 


29257 




Seq. ID 


OJ000250_ 


_10.0209 


.C3 


Gene No. 


60437 




Strand 








otart 






End 


25632 






Name 


OJ000250 10. 0209. C3 


.06. gs 


Method 


GENSCAN 






Start 


22673 


End 


25632 






GI 


none 




Score 


.8 






Exons 


22673.-22827, 22909 


. .23022, 


23106. .23177, 23287. 


.23429, 






23912. .24090, 25253 


. .25329, 


25449. .25632 






Seq. No. 


29257 




Seq. ID 


OJ000250_ 


10.0209 


.C3 


bene wo . 


bU4o / 




Strand 








Start 


22673 




End 


25632 






Name 


OJ000250 10. 0209. C3 


. o7 . gp 


Method 


AAT/GAP 






Start 


23282 




End 


25553 






GI 


none 




Score 


758 






Exons 


23282. .23429, 23912 


. .24045, 


25253. .25318, 25449. 


.25553 




Seq. No. 


29257 




Seq. ID 


OJ000250_ 


10.0209 


-C3 


Gene No . v - 






Strand 








Start 


27836 




End 


28764 






Name 


OJ000250 10. 0209. C3 


. o7 . gs 


Method 


GENSCAN 






Start 


27836 




End 


28550 






GI 


none 




Score 


.55 






Exons 


27836. .27991, 28150 


. .28466, 


28496. .28550 






Seq. No. 


29257 




Seq. ID 


OJ000250_ 


10.0209 


.C3 


Gene No . 


C C\ A O O 




Strand 








Start 


27836 




End 


28764 






Name 


OJ000250 10. 0209. C3 


. 08 . gp 


Method 


AAT/GAP 






Start 


27850 




End 


28764 






GI 


none 




Score 


1207 . 






Exons 


27850. .27991, 28150 


. .28408, 


28496. .28764 






Seq. No. 


29257 




Seq. ID 


OJ000250_ 


10.0209 


.C3 


Gene No. 


60439 




Strand 








Start 


O O O A A 

J^o4 4 




End 


34534 






Name 


OJ000250 10. 0209. C3 


. o9. gs 


Method 


GENSCAN 






Start 


32844 




End 


34472 






GI 


none 




Score 


.82 






Exons 


32844. .33000, 33545 


. .33619, 


33705. .33955, 34039. 


.34259, 






34418. .34472 












Seq. No. 


29257 




Seq. ID 


OJ000250_ 


10.0209 


.C3 


Gene No. 


60439 




Strand 








Start 


32844 




End 


34534 






Name 


OJ000250 10. 0209. C3 


. o9.gp 


Method 


AAT/GAP 






Start 


34124 


End 


34534 






GI 


none 




Score 


459 






Exons 


34124. .34259, 34418 


. .34534 










Seq. No. 


29257 




Seq. ID 


OJ000250_ 


10.0209 


,C3 


Gene No. 


60440 




Strand 









29130 



C 4- a r-4- 
jLail 


jOjO / 








End 


39567 


Name 


OJ000250 10 


.0209. 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3696 








End 


4232 


GI 


none 








Score 


91 


Exons 


3696. .3773, 


3698. 


, .3784, 


3698. 


.3781, 3917. .4054, 3921. .4052, 




3931. .4062, 


3932, 


, .4063, 


4183. 


.4227, 4183. .4221, 4185. .4232 


Seq. No. 


29257 








Seq. ID 


0 J00i*2&0* :i0 /02b 9 . C3- 




find 4 n 








Strand 




Start 


36387 








End 


39567 


Name 


OJ000250 10 


.0209. 


,C3.olC 


i. tm 


Method 


TBLASTX: Maize 


Start 


3929 








End 


4325 


GI 


none 








Score 


95 


Exons 


3929. .4069, 


3930. 


.4052, 


4185. 


.4325, 4195.. 4311 


Seq. No. 


29257 








Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 








Strand 














End 


39567 


Name 


OJ000250 10 


.0209. 


C3.o7. 


tc 


Method 


TBLASTX: Cress 


Start 


3965 








End 


4616 


GI 


none 








Score 


94 


Exons 


3965. .4069, 


3972. 


.4052, 


4185. 


.4325, 4195. .4323, 4506. .4616, 




4529... 4591 












Seq. : " -No..- ' 


■ '.29257 - • " 








Seq. ID 


'"ojooo25b_i:o • 6209 : c3 












Strand 




Start 


36387 








End 


39567 


Name 


OJ000250 10 


.0209. 


C3.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


6985 








End 


7161 


GI 


none 








Score 


251 


Exons 


6985. .7161, 


6987. 


.7157 








Seq. No. 


29257 








Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 








Strand 




Start 


36387 








End 


39567 


Name 


OJ000250 10 


.0209. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6987 








End 


8834 




none 








Score 


285 


Exons 


6987. .7163, 


6988. 


.7161, 


7224. 


.7370, 7249.. 7383, 7262.. 7372, 




7417. .7497, 


7491. 


.7547, 


7491. 


.7553, 7495. .7554, 7601. .7678, 




7602. .7679, 


7602. 


.7679, 


7603. 


.7680, 7604. .7678, 8378. .8413, 




8430. .8504, 


8430. 


.8522, 


8434. 


.8571, 8436.. 8522, 8565.. 8834, 




8622. .8723, 


8653. 


.8802 








Seq. No. 


29257 








Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 








Strand 




o car c 


jDjo / 








End 


39567 


Name 


OJ000250 10 


.0209. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6997 








End 


7541 


GI 


none 








Score 


206 


Exons 


6997. .7161, 


6999. 


.7151, 


7069. 


.7161, 7215.. 7370, 7249.. 7395, 




7491. .7541 












Seq. No. 


29257 








Seq. ID 


OJ000250_10.0209.C3 


Gene No . 


cr\ a a r\ 

KJ KJ 1 ~* \J 








Strand 




Start 


36387 








End 


39567 


Name 


OJ000250 10, 


.0209. 


C3.o3. 


tc 


Method 


TBLASTX: Cress 



29131 




Start 


9738 




End 


10068 




GI 


none 




Score 


119 




Exons 


9738.. 9956, 9750.. 9914, 9751 


...9948, 9940. .10068, 9948.. 


10067 


Seq. No. 


ZyZD 1 




oeq. 1U 


r\ Tnf\no c;n in nono 
UJUUUZOU lu.uzuy 


.C3 


Gene No. 


OU4 4U 




otrana 






Start 


JDJO / 






jyoo / 




Name 


nTnnrio^n in nono r**} 
ujuuuzdu iu.uzuy.Lo 


rt.9 +* <5 


Mci +- V^> /~\ 






Start 


q n a i 

y / 4 1 




tjna 


i n n c; c; * 




GI 


none 




Score 


one 
ZU O 




Exons 


Q*7/I1 1 rtACC QIAO 

y/4i..iuuoo, y/4^.. 


10050 








Seq. No. 


29257 




Seq. ID 


OJ000250JL0.0209 


,C3 


Gene No. 


OU4 4 U 




Strand 






Start 


*3 C "3Q "7 




End 


39567 




Name 


uuuuuzou iu.uzuy.cj 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


y / 4 1 




End 


10813 




GI 


none 




Score 


319 




Exons 


y/4i..iuuo/, y/4i.. 


10067, 9745.. 10068, 


10447. .10539, 






1U43U . . lUoJo, iu/iy 


. .10811, 


10729. .10812, 10729. .10812, 






1 rt"7 "3 "3 1 AQ1 O 

1U /J J . . lUol J 










Seq.. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


.Gene No. , 


a f\ A A n 
p U 4 4 U 




•Strand 






Start 


. J oJo / 




End' ■ 


"39567 




Name 


ninrtAocn in nono 

ojuuuzdu iu.uzuy.cj 


.o9.ts 


Method 


TBIiASTX: Soybean 




Start 


"1 rt A C O 

1U4 bo 




End 


11564 




GI 


none 




Score 


97 




Exons 


1U4 bo . . iud jy , lu/^y 


. .10818, 


10730. .10816, 10733. .10822, 






im*3c 1 n q i o 11/10 
1U / Jo . . lUo lo , 1141Z 


. .11474, 


11412. .11552, 11413. .11493, 






11/1/ 1 1 CCQ 1 1 COQ 

114 14 . . llDb J, llo^J 


. .11564 








Seq. No. 


29257 




Seq. ID 


OJ000250JL0.0209 


,C3 


Gene No. 


60440 




Strand 






Start 


JDJO / 




End 


39567 




Name 


ATnnnocn in nono /"**a 

ojuuu^du lu.u^uy.cj 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


1 1 A 1 *3 
1141 J 




End 


14708 




GI 


none 




Score 


89 




Exons 


11/11*3 1 1 CT1 1 1 ^ 1 vl 

114 1 J . . 110 / /, 11414 


. .11578, 


11415. .11474, 11416. .11493, 






1 1 c/C 11CTO 1 *3 /I 

llt>4 0 . . IlD /o , lJ4yb 


. .13681, 


13529. .13687, 13530 .. 13688 , 






1 / 1 CC 1 yl QC1 1 /1 

14 1 bo . . 14 Jol, 141DD 


. .14357, 


14167. .14358, 14428 .. 14574 , 






14429. .14566, 14658 


. .14708 








Seq. No. 


zy^o / 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No. 


DU44U 




Strand 






Start 


JoJo / 




End 


39567 




Name 


OJUUU^oU_10 . UZU9 . CJ 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


1 1 C 1 rt 

11519 




End 


12763 




GI 


none 




Score 


66 




Exons 


11519. .11578, 12353 


. .12412, 


12360. .12413, 12500. .12763, 






12503. .12655, 12505 


. .12750 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No. 


60440 




Strand 






U L.OX l_ 


-> /- ~» n t 
JUJO / 




t;nd 


J9567 




Name 


OJ000250 10. 0209. C3 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


12353 




End 


12982 





29132 




GI 


none 




Score 


86 




Exons 


12353. .12412, 12354. 


.12413, 


12355. .12414, 12491. .12748, 






1.2504. .12623, 12505. 


.12750, 


12505. .12750, 12506 .. 12751, 






12866. .12982, 12869. 


.12982 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No. 


A A A A 

oU4 4 U 




Strand 






Start 


-36387 \ 




End 


39567 




Name 


OJ000250 10.D209.C3-. 


06'. ts 


Method 


TBLASTX : Soybean ' 




Start 


12368 




End 


12673 




GI 


none 




Score 


40 




Exons 


12368. .12415, 12368. 


.12412, 


12500. .12673, 12505. .12672 




Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No. 


60440 




Strand 






Start 


JoJo / 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14172 




End 


14589 




GI 


none 




Score 


127 




Exons 


14172. .14357, 14173. 


.14358, 


14449. .14589, 14 4 50 .. 14 566, 






14455. .14574 










Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No. 


tz a A A A 

60440 , - 




. . Strand 


-. 




Start 


36387' 




'.. -End- * 


39567 




Name 


OJ000250 10. 0209. C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


18602 




End 


18974 




GI 


none 




Score 


411 




Exons 


18602. .18961, 18618. 


.18974 








Seq. No. 


29257 




Seq. ID 


OJ000250JL0.0209 


.C3 


Gene No. 


60440 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


06. tm 


Method 


TBLASTX: Maize 




Start 


18617 




End 


18863 




GI 


none 




Score 


399 




Exons 


18617. .18862, 18618. 


.18863 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No . 


CC\ A A A 

o04 4 U 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


o5. tc 


Method 


TBLASTX: Cress 




Start 


18618 




End 


18881 




GI 


none 




Score 


329 




Exons 


18618. .18881, 18620. 


.18880 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No. 


60440 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


18863 




End 


19079 




GI 


none 




Score 


97 




Exons 


18863. .18925, 18864. 


.18926, 


18936. .19019, 18938. .18973, 






19020. .19079, 19025. 


.19078 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


-C3 


Gene No. 


60440 




Strand 







29133 




Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


18927 




End 


20662 




GI 


none 




Score 


1043 




Exons 


18927. .19622, 19025 


. .19207, 


19262. .19627, 20163 .. 20357 , 






20164. .20340, 20585 


. .20662 








Seq. No. 


29257 • r -- 




Seq. ID 


OJ000250__10.0209 


.C3 


Gene No. 


C C\ A A r\ ' 

bU4 4 U 




" Strand 


- 




Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


19026 




End 


19211 




GI 


none 




Score 


215 




Exons 


19026. .19211, 19028 


. .19210 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


-C3 


Gene No. 


60440 




Strand 






Start 


36387 




End 


39567 




Name 


OJ0UU250 10. 0209. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19079 




End 


20911 




GI 


none 




Score 


962 




Exons 


19079. .19207, 19080 


.19622, 


19253. .19630, 20163 .. 20357, 






20164. .20340, 20166, 


.20342, 


20584 . .20910, 20585 .. 20911, 






20585. .20911 . 










Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


Gene No . 


604 40 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


19212 




End 


20345 




GI 


none 




Score 


587 




Exons 


19212. .19622, 19265. 


.19627, 


20154. .20345, 20164. .20340 




Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


-C3 


Gene No . 


oU4 4 U 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


20623 




End 


20866 




GI 


none 




Score 


339 




Exons 


20623. .208.65, 20624. 


.20866, 


20633. .20866 




Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209 


.C3 


bene No. 


C f\ A A f\ 

DU44Q 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


06. tc 


Method 


TBLASTX: Cress 




Start 


20663 




End 


20878 




GI 


none 




Score 


269 




Exons 


20663. .20878, 20663. 


.20869 








Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209. 


C3 


Gene No. 


60440 




Strand 






Start 


36387 




End 


39567 




Name 


OJ000250 10. 0209. C3. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


22676 




End 


23032 




GI 


none 




Score 


lib 




Exons 


22676. .22762, 22677. 


.22760, 


22748. .228 


43, 22767. .22829, 






22923. .23021, 22943. 


.23032 









29134 




Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


oQ44G 




Strand 




Start 


36387 




End- 


39567 


Name 


OJ000250 10. 0209. C3 


.olO.gs 


Method 


GENSCAN 


Start 


36387 




End 


39527 


GI 


none 




Score 


.45 


Exons 


36387. .3639*4, 37021 


. .37182, 


.37233.-37394, 37521 .-. 37571, 




37598. .37735, 37791 


. .38678, 


39161. .39224, 39261.. 39527 


Seq. No. 


o a. o c n 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 




Strand 




Start 


36387 




End 


39567 


Name 


OJ000250 10. 0209. C3 


.oS.tm 


Method 


TBLASTX: Maize 


Start 


37654 




End 


38361 


GI 


none 




Score 


93 


Exons 


37654. .37866, 37930 


. .38238, 


37943.-38233, 38311.. 38361 


Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 




Strand 




Start 






End 


39567 


Name 


OJ000250 10. 0209. C3 


. o7 .np 


Method 


AAT/NAP 


Start 


37698 




End 


39567 


GI 


3810596 . 




Score 


. 568 


Exons. 


37698.-38663, 39428 


. .39567V 






GI Descrip. 


(AC005398) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


o n o c t 
z9zo / 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 




Strand 




Start 


36387 




End 


39567 


Name 


OJ000250 10. 0209. C3 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


37828 




End 


38235 


GI 


none 




Score 


43 


Exons 


37828. .38235, 37834 


. .378.66, 


37928. .38233 


Seq. No. 


o n o c ^ 

29257 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 




Strand 




Start 


36387 




End 


39567 


Name 


OJ000250 10. 0209. C3 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


38239 




End 


38682 


GI 


none 




Score 


39 


Exons 


38239. .38346, 38324 


. .38611, 


38326.-38682, 38458.. 38664 


Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 




Strand 




Start 


36387 




End 


39567 


Name 


OJ000250 10. 0209. C3 


. o7.tm 


Method 


TBLASTX: Maize 


Start 


38362 




End 


38664 


GI 


none 




Score 


134 


Exons 


38362. .38664, 38363 


. .38509, 


38543. .38662 


Seq. No. 


29257 




Seq. ID 


OJ000250_10.0209.C3 


Gene No. 


60440 




Strand 




Start 


36387 




End 


39567 


Name 


OJ000250 10. 0209. C3 


.olO.ts 


Method 


TBLASTX : Soybean 


Start 


38428 




End 


38664 



29135 



GI 

Exons 



none Score 43 

38428.-38478, 384 49 38478, 384 64 3854 1, 38468 38542, 
38551. .38664, 38555.. 38617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29258 
60441 
1 

OJ000250_10'. : 0209 . C4 . ol . np 
1 • '. 

3645899 
1..21, 242. .1248 

(U68408) 5' end not determined experimentally [Zea mays] 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method .AAT/NAP 

End 1248 

Score 1202 . 



29258 
60441 
1 

OJ000250_10.0209.C4.o3.np 
1 

4416301 
1..46, 1925.. 3370 
(AF105716) gag protein [Zea mays] 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method AAT/NAP 

End 3370 

Score 456 



29258 
60441 
1 

OJ000250_10.0209.C4.ol.gs 

254 

none 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 ' ■ 

Method GEN SCAN 

End 3402 

Score .55 



254. .682, 718. .1242, 1280. .1400, 1545. .1775, 1925. .2154, 
2173.. 2465, 2476.. 2901, 2952.. 3402 



29258 
60441 
1 

OJ000250_10.0209.C4.ol.tw 

266 
none 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method TBLASTX : Wheat 

End 825 

Score 161 



266. .550, 267. .554, 535. .579, 538. .645, 590. .673, 606. .674, 
664. .825 



Seq. No. 29258 

Gene No. 60441 

Start 1 

Name OJ000250_10 . 0209 . C4 . o2 . tm 

Start 267 

GI none 

Exons 267.. 668, 275.. 682, 523.. 669 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 7493 

Method TBLASTX : Mai ze 

End 682 

Score 391 



Seq. No. 29258- 

Gene No. 60441 

Start 1 

Name OJ000250_10 . 0209.C4 .o5.ts 

Start 281 

GI none 

Exons 281.. 553, 551.. 643 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method TBLASTX : Soybean 

End 643 

Score 52 



Seq. No. 



29258 



Seq. ID OJ000250_10.0209.C4 



V29136 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



60441 Strand 

1 End 

OJ000250_10 . 0209 . C4 . o7 . tm Method 

684 End 

none Score 



7493 

TBLASTX: Maize 

930 

177 



684. .872, 685. .867, 685. .873, 689. .877, 868. .930, 881. .919 



29258 
60441 
1 

OJ000250_10.0209.C4.o6.tw 

904 

none 

904. .1218, 1004. .1129, 1184, 

29258 
60441 
1 

OJ000250_10.0209.C4.o4.tm 

931 

none 



Seq. ID OJ000250_10.0209.C4- 
Stra'nd 

7493 

TBLASTX: Wheat 
1218 
76 



End 

Method 
End . 
Score 
,1213 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method TBLASTX : Maize 

End 1337 

Score 187 



931. .1239, 932. .1234, 1259. .1336, 1263.. 1337 



29258 
■:;6.0441 " 
'1 

OJ000250_10.0209.C4.o2.np 
1206 
4416301 
1206. .1478, 1843. .3389 
(AF105716) gag protein [Zea mays] 



Seq. ID OJ000250_10.0209.C4 

Strand -■ - * ' 

End '7493 

Method AAT/NAP 

End 3389 

Score 460 



29258 
60441 
1 

OJ000250_10.0209.C4.o4.np 

1643 

3645898 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method AAT/NAP 

End 4594 

Score 524 



1643. .1857, 1945. .2406, 2437. .3359, 4574.. 4594 
(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



29258 
60441 
1 

OJ000250_10 . 0209 . C4 . o5 . tw 

2902 

none 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method TBLASTX : Wheat 

End 3297 

Score 59 



2902. .3294, 3200.. 3295, 3202.. 3297 



Seq. No. 29258 

Gene No. 60441 

Start 1 

Name OJ000250_10 . 0209. C4 . o5 . np 

SLart 2916 

GI 6466937 

Exons 2918.. 2997, 4971.. 7493 



Seq. ID OJ000250_10.0209.C4 
Strand 

End 74 93 

Method AAT/NAP 

End 7 4 93 

Score 1641 



29137 



GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 29258 Seq. ID 

Gene No. 60441 Strand 

Start 1 End 

Name OJ000250_10 . 0209 .C4 .o2.ts Method 

Start 4 971 ^ „ End 

GI none ' * " " Score 

Exons 4971.. 5255, 4972. .5241 



OJ000250_10.0209.C4 
7493 

TBLASTX: Soybean 

5255 

163 



Seq. No. 29258 Seq. ID 

Gene No. 60441 Strand 

Start 1 End 

Name OJ000250_10 . 0209 . C4 . 06 . tm Method 

Start 4998 End 

GI none Score 

Exons 4998.. 5297, 4999.. 5163 



OJ000250_10.0209.C4 
7493 

TBLASTX: Maize 

5297 

111 



Seq. No. 29258 Seq. ID 

Gene No. 60441 Strand 

Start 1 End 

Name OJ000250_10 . 020 9 . C4 . o3 . tw Method 

Start 5107 End 

GI none Score 

Exons. 5107. .5367, 5109. .5504 

Seq. No. 29258 Seq. ID 

Gene No. 604 41 Strand 

Start 1 End 

Name 0 J000250_10 . 0209 . C4 . o5 . tm Method 

Start 5334 End 

GI none Score 

Exons 5334.. 5690, 5446.. 5691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29258 Seq. ID 

60441 Strand 

1 End 

OJ000250_10 . 0209 . C4 . o3 . gs Method 

5580 End 

none Score 

5580.. 6040, 6275.. 7028, 7335.. 7493 



Seq. No. 29258 Seq. ID 

Gene No. 60441 Strand 

Start 1 End 

Name OJ000250_10 . 0209 . C4 . ol . tm Method 

Start 5691 End 

GI none Score 

Exons 5691.. 6218, 5713.. 6033, 6082.. 6216 



OJ000250_10.0209.C4 
7493 

TBLASTX: Wheat 
5504 

75 • * 



OJ000250_10.0209.C4 
7493 

TBLASTX :Maize 

5691 

120 



OJ000250_10.0209.C4 

7493 
GEN SCAN 
7493 
.71 



OJ000250_10.0209-C4 
7493 

TBLASTX: Maize 

6218 

161 



Seq. No. 
Gene No. 
Start 

vr-,— . - 

Start 
GI 



29258 
60441 
1 

5694 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_10.0209.C4 
7493 

TBLASTX : Soybean 
5939 
.207 



29138 




Exons 


5694. .5939 














Seq. No. 


29258 








Seq. ID 


OJ000250_10.0209 


.C4 


Gene No . 


CC\A A 1 








Strand 






Start 


1 








End 


7493 




Name 


OJ000250 10 


0209 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5847 








End 


6233 




GI 


none 








Score 


55 


....* 


Exons 


5847. .6233, 


6015 


.6158, 


6112. 


.6216 






Seq. No. 


29258 








Seq. ID 


OJ000250_10.0209 


.C4 


bene no. 


vi a i 








btrand 






Start 


1 








End 


7493 




Name 


OJ000250 10. 


0209. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5961 








End 


6320 




GI 


none 








Score 


60 




Exons 


5961. .6215, 


6230. 


.6274, 


6270. 


.6320 






Seq. No. 


29258 








Seq. ID 


OJ000250_10.0209 


.C4 


bene wo. 










btrana 






Start 


1 








End 


7493 




Name 


OJ000250 10. 


0209. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6243 








End 


6719 




GI 


none 


62t3i 






Score 


40 




Exons 


' 6243.. 6263, 


.6713, 


6273. 


.6719 






Seq. No. 


29258 








Seq. ID 


OJ000250_10.0209 


.C4 


Gene No . 


CLC\ A A 1 








Strand 






Start 


1 








End 


7493 




Name 


OJ000250 10. 


0209. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6297 








End 


6779 




GI 


none 








Score 


181 




Exons 


6297. .6779, 


6301. 


.6660, 


6330. 


.6674 






Seq. No. 


29258 








Seq. ID 


OJ000250_10.0209 


.C4 


Gene No . 


df\ A A 1 








Strand 






Start 


1 








End 


7493 




Name 


OJ000250 10. 


0209. 


C4.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


6429 








End 


6743 




GI 


none 








Score 


200 




Exons 


6429.-6743 














Seq. No. 


29258 








Seq. ID 


OJ000250_10.0209 


.C4 


bene jno. 


£C\A A 1 








btrand 






Start 


1 








End 


7493 




Name 


OJ000250 10. 


0209. 


C4.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


7032 








End 


7328 




GI 


none 








Score 


94 




Exons 


7032. .7241, 


7048. 


.7179, 


7281. 


.7328 






Seq. No. 


29259 








Seq. ID 


OJ000250_10.0209 


.C5 


Gene No. 


60442 








Strand 






Start 


182 








End 


442 




Name 


OJ000250JL0. 


0209. 


CS.ol. 


gs 


Method 


GENSCAN 




CI 4- 


1 o o 








End 


4 42 




GI 


none 








Score 


.66 




Exons 


182. .343, 425. .442 











29139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29260 
60443 
33 

OJ000250_12.0209.C3.ol.gs 
33 

none 

33. .108,. 

29261 
60444 
1 



308. .390 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000250_12.0209.C3 
+ 

390 

GENSCAN. 

390 

.81 



OJ000250 12. 0209. C4 



668 

AAT/GAP 
80 
92 



OJ000250_12 . 0209 . C4 . ol . gp 
1 

5701669 
1. .80 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



29261 Seq. ID 

60444 Strand 

1 End 

OJ000250_12.0209.C4.ol.gs Method 

1 End 

none Score 
1..573 



OJ000250_12.0209.C4 
668 

GENSCAN 

573 

.96 



Seq. No. 29261 Seq. ID OJ000250_12 . 0209 . C4 

Gene No. 60444 Strand 

Start 1 End 668 

Name OJ000250_12 . 0209 .C4 . ol.np Method AAT/NAP 

Start 1 End 668 

GI 5441880 Score 1010 

Exons 1. .668 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


29262 


Seq. ID 


OJ000250_12. 


0209. C5 


Gene No. 


60445 


Strand 






Start 


716 


End 


951 




Name 


OJ000250 12.0209.C5.ol.gs 


Method 


GENSCAN 




Start 


716 


End 


951 




GI 


none 


Score 


.84 




Exons 


716. .951 








Seq. No. 


29263 


Seq. ID 


OJ000250_12. 


0209. C8 


Gene No. 


60446 


Strand 


+ 




Start 


5380 


End 


5808 




Name 


OJ000250 12.0209.C8.ol.gp 


Method 


AAT/GAP 




Start 


5380 


End 


5808 




GI 


uC-osroM202018e03bl 


Score 


796 




Exons 


5380. .5808 








GI Descrip. 


■ 3216542/dbj iab004«lJ i Ab0048iJ 


t 0. Ue-09 


Oryza sativa 


AOXlb and 




AOXla genes, complete cds ■ 









29140 




Seq. No. 


29263 


Seq. ID 


OJ000250_12.0209.C8 


Gene No. 


60447 


Strand 




Start 


2437 


End 


6875 


Name 


OJ000250 12.0209. C8.ol.gs 


Method 


GEN SCAN 


Start 


2437 


End 


6875 


GI 


none 


Score 


.69 


Exons 


2437. .2565, 2705.. 2859, 3108. 


.3190, 4912.. 5165, 5259.. 5588, 


... 


6831.. 6875 






Seq. No. 


29264 


Seq. ID 


OJ000250_12.0209.C9 


Gene No. 


60448 


Strand 


+ 


Start 


69 


End 


232 


Name 


OJ000250 12.0209.C9.ol.gs 


Method 




Start 


69 


End 


232 


GI 


none 


Score 


.73 


Exons 


69. .232 






Seq. No. 


29264 


Seq. ID 


OJ000250_12.0209.C9 


Gene No. 


60449 


Strand 


- 




1 


End 


175 


Name 


OJ000250 12.0209.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


175 


GI 


6630697 


Score 


89 


Exons 


. 1. .175 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29265 


Seq. ID 


OJ000250_12. 0209. C10 


Gene No. 


60450 


Strand 




Start 


228 


End 


2355 


Name 


OJ000250 12.0209.C10.ol.np 


Method 


AAT/NAP 


Start 


228 


End 


2355 


GI 


5578718 


Score 


947 


Exons 


228. .322, 889. .1302, 1609. .1874, 1970.. 


2355 


GI Descrip. 


(L77688) mevalonate kinase [Arabidopsis thaliana] 


Seq. No. 


29265 


Seq. ID 


OJ000250_12. 0209. C10 


Gene No. 


60450 


Strand 




Start 


228 


End 


2355 


Name 


OJ000250 12.0209.C10.ol.gs 


Method 


GENS CAN 


Start 


1021 


End 


2355 


GI 


none 


Score 


.82 


Exons 


1021.. 1302, 1609.. 1874, 1970. 


.2355 




Seq. No. 


29265 


Seq. ID 


OJ000250_12. 0209. C10 


Gene No. 


60451 


Strand 




Start 


4511 


End 


7543 


Name 


OJ000250 12.0209.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


170 


End 


1028 


GI 


none 


Score 


85 


Exons 


170. .205, 224. .325, 224. .325, 


226. .327, 


258. .326, 890. . 1027, 




891. .1025, 891. .1028, 896. .1027 




Seq. No. 


29265 


Seq. ID 


OJ000250_12 . 0209 .C10 


Gene No. 


60451 


Strand 




Start 


4511 


End 


7543 


Name 


OJ000250 12.0209.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


890 


End 


2340 



29141 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 160 

890. .1093, 891. .1025, 893. .1042, 1110. .1304, 1127. .1303, 
1134. .1307, 1375... 1419, 1592. .1729, 1605. .1730, 1787. .1867, 
1797. .1874, 1967. .2092, 1969. .2091, 2239. .2340 



29265 Seq. ID 

60451 Strand 

4511 . End 
OJ000250JL2 . 0209 . C10 /62 . gs Method 

4511 End 

none Score 

4511. .4634, 4668. .4784, 5404. .5441, 
7265. .7393 



OJ000250 12. 0209. C10 



7543 
GENSCAN 
7393 
.55 

5804. .5940, 



6118. .6265, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29265 Seq. ID OJ000250JL2 . 0209 . C10 

60451 Strand 

4511 End 7543 

OJ000250_12 . 0209 . C10 . o2 . np Method AAT/NAP 

7055 End 7543 

6539553 Score 750 

7055. .7543 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



29265 Seq. ID 

60451 Strand 

4511 End 
OJ000250_12 . 0209 . C10 . ol . tw Method 

7191 End 

none Score 

7191. .7541, 7193. .7540 



OJ000250_12. 0209. C10 
7543 

TBLASTX: Wheat 

7541 

312 



OJ000250 12.0209.C11 



.29266 Seq. ID 

60452 Strand 
1 End 2239 

OJ000250_12 . 020 9 . Cll . ol . np Method AAT/NAP 
1 End 2239 

6539553 Score 3673 

1..2239 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



29266 Seq. ID 

60452 Strand 

1 End 
OJ000250_12 . 020 9 . Cll . o4 . ts Method 

1 End 

none Score 

1..186, 29. .181, 204. .317 



OJ000250_12. 0209. Cll 
2239 

TBLASTX : Soybean 

317 

100 



Gene No. 
Start 



60452 
1 



seq. ID 

Strand 

End 



OJ000230 12. 0209. Cll 



2239 



29142 



Name 

Start 

GI 

Exons 



OJ000250_12.0209.Cll.o3 
1 

none 

1..195, 1..198, 2. .199, 



,tw Method TBLASTX : Wheat 

End 330 

Score 140 
198. .233, 243. .323, 249. .323, 253. .330 



Seq. No. 29266 

Gene No. 60452 
Start .1 

Name OJ00025CM.2 . 0209. Cll . bl , 

Start 63 

GI none 

Exons 63.. 1375, 1887.. 2118 



gs 



Seq. ID OJ000250_12. 0209. Cll 
Strand 

End 2239 

Method GENSCAN 

End 2118 

Score .49 



Seq, No. 29266 

Gene No. 60452 

Start 1 

Name OJ000250__12 . 0209. Cll . o2 . tm 

Start 198 

GI none 

Exons 198.. 512, 198.. 518, 232.. 519 

Seq. No. 29266 

Gene No. 60452 
Start .1 

Name ^ ' OJ000250_12. 0209. Cll. o2.ts 

Start 330 

GI none 

Exons 330.. 674, 475.. 675 

Seq. No. 29266 

Gene No. 60452 

Start 1 

Name OJ000250_12 . 0209 . Cll . o2 . tw 

Start 528 

GI none 

Exons 528.. 734, 538.-669, 729, 

Seq. No. 29266 

Gene No. 60452 

Start 1 

Name OJ000250JL2 . 0209 . Cll . ol . tm 

Start 609 

GI none 

Exons 609.. 1073, 712.. 1074 

Seq. No. 29266 

Gene No. 60452 

Start 1 

Name OJ000250_12. 0209. Cll. ol.ts 

Start 744 

GI 5509260 

Exons 744.. 1208, 763.. 927 
GI Descrip. 



Seq. ID OJ000250__12. 0209. Cll 
Strand 

End 2239 

Method TBLASTX : Maize 

End 519 

Score 157 



Seq. ID OJ000250_12. 0209. Cll 
Strand 

End 2239 . \> 

Method TBLASTX : Soybean 

End 675 

Score 120 



Seq. ID OJ000250_12. 0209. Cll 
Strand 

End 2239 

Method TBLASTX : Wheat 

End 1073 

Score 40 



,1073, 753. .926 



Seq. ID OJ000250JL2. 0209. Cll 
Strand 

End 2239 

Method TBLASTX: Maize 

End 1074 

Score 109 



Seq. ID OJ000250_12. 0209. Cll 
Strand 

End 2239 

Method TBLASTX : Soybean 

End 1208 

Score 89 



UC4. IX w . 

Gene No. 
Start 



60452 
1 



seq. iu 

Strand 

End 



Cm 0002 dO 12. 0209. Cll 



2239 



29143 



Name 

Start 

GI 

Exons 



OJ000250_12. 

855 

none 

855. .1115 



0209.Cll.ol.tc 



Method 

End 

Score 



TBLASTX: Cress 

1115 

278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29266 
60452 
1 

OJ000250_12, 

1131 

none 

1131. .1382, 
1619. .1873, 

29266 
60452 
1 

OJ000250_12, 

1532 

none 

1532. .1672, 

29266 

60452^; 

1 

OJ000250JL2. 

1717 

none 

1717. .2151, 

29266 
60452 
1 

OJ000250_12. 

1882 

none 

1882. .2076, 



0209.Cll.ol.tw 



1132. .1287, 1148. 
1666. .1881 



0209.Cll.o3.ts 



1666.. 1704, 1705. 



0209.Cll.o3.tm 



1742. .1942 



0209.Cll.o4.tw 



1882. .2073 



29267 
60453 
309 

OJ000250_12 . 0209 . C12 . ol . gs 

309 

none 

309. .333 



Seq. ID OJ000250_12.0209.C11 
Strand 

End 2239 

Method TBLASTX : Wheat 

End 1881 

Score 189 

.1339, 1395. .1667, 1430. .1669, 



Seq. ID OJ000250_12.0209.C11 
Strand 

End 2239 

Method TBLASTX : Soybean 

End 1929 

Score 72 

.1929, 1720. .1914, 1751. .1921 

Seq. ID OJ000250_12.0209.C11 
Strand 

End 2239 

Method TBLASTX : Mai ze 

End 2151 

Score 77 



Seq. ID OJ000250_12.0209.C11 
Strand 

End 2239 

Method TBLASTX : Wheat 

End 2076 

Score 174 



Seq. ID OJ000250_12.0209.C12 

Strand + 

End 333 

Method GENSCAN 

End 333 

Score .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29268 
60454 
135 

OJ000250 12 
135 
none 
135. .527 



_12.0209.C13.ol.gs 



Seq. ID OJ000250_12.0209.C13 

Strand 

End 607 

Method GENSCAN 

End 527 

Score . 62 



C ^ ~ VT ~ 

Gene No. 
Start 



60454 
135 



Seq. ID OJUUU250_12. 0209.C13 

Strand 

End 607 



29144 



Name OJ000250_12.0209.C13.ol.np Method AAT/NAP 

Start 147 End 607 

GI 6539553 Score 733 

Exons 147.. 607 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 29269 Seq. ID 

Gene No. 60455 Strand 

Start 280 End 

Name OJ000250_12 . 0209 . C14 . ol . np Method 

Start 280 End 

GI 6539553 Score 

Exons 280.. 399 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000250_12.0209.C14 
+ 

399 

AAT/NAP 

399 

125 



Seq. No. 29269 Seq. ID 

Gene No. 60456 Strand 

Start 13 End 

Name OJ000250_12 . 0209.C14 .ol .gs Method 

Start 13 End 

GI none * Score 

Exons 13.. 125 



OJ000250_12.0209.C14 
125 

GENSCAN 

125 

.51 



Seq. No. 29270 Seq. ID OJ000250_12 . 0209 . C15 

Gene No. 60457 Strand 

Start 1 End 126 

Name OJ000250_12 . 0209 .C15 . ol .np Method AAT/NAP 

Start 1 End 126 

GI 5441880 Score 101 

Exons 1 . . 126 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


29270 


Seq. ID 


OJ000250 


Gene No. 


60458 


Strand 




Start 


102 


End 


1198 


Name 


OJ000250 12.0209.C15.ol.gs 


Method 


GENSCAN 


Start 


102 


End 


579 


GI 


none 


Score 


.6 


Exons 


102. .579 






Seq. No. 


29270 


Seq. ID 


OJ000250 


Gene No. 


60458 


Strand 




Start 


102 


End 


1198 


Name 


OJ000250 12.0209.C15.o2.np 


Method 


AAT/NAP 


Start 


139 


End 


1198 ' 


GI 


6721543 


Score 


173 


Rynn.q 


I^Q O p P men i t no 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 



29145 



Seq. No. 29270 Seq. ID OJ000250_12 . 0209 .C15 

Gene No. 60458 Strand 

Start 102 End 1198 

Name OJ000250_12 . 0209 .C15 . ol . gp Method AAT/GAP 

Start 1033 End 1187 

GI 7406_1.R1084 Score 208 

Exons 1033.. 1187 

GI Descrip. '.1122315/emb I CAA6390L] .'. 1 . 0e-10 (X94191) heat shock protein 17, 
[Pennisetum glaucum] 1 



Seq. No. 


29271 








Seq. ID 


OJ000250 


_12 


.0209 


.C16 


Gene No. 


60459 








Strand 


+ 








Start 


61 








End 


130 








Name 


OJ000250 12 


.0209 


C16.ol 


. gs 


Method 


GENSCAN 








Start 


61 








End 


130 








GI 


none 








Score 


.95 








Exons 


61. .130 


















Seq. No. 


29271 








Seq. ID 


OJ000250 


_12 


. 0209 


.C16 


Gene No. 


60460 








Strand 


+ 








Start 


2881 








End 


3386 








Name 


OJ000250 12 


.0209. 


C16.ol 


.gp 


Method 


AAT/GAP 








Start 


2881 








End 


3386 








GI 


none 








Score 


926 








Exons 


2881. .3386 


















Seq.> No. 


29271 








Seq. ID 


OJ000250_ 


_12 


.0209 


.C16 


Gene No. 


60461 








Strand 










Start 


1 








End 


153 








Name 


OJ000250 12 


.0209. 


C16-ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


153 








GI 


6721543 








Score 


100 








Exons 


1. .153 


















GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


29271 








Seq. ID 


OJ000250_ 


_12 


.0209 


-C16 


Gene No. 


60462 








Strand 










Start 


3533 








End 


6048 








Name 


OJ000250 12 


.0209. 


C16.o2 


.np 


Method 


AAT/NAP 








Start 


1542 








End 


6048 








GI 


2655888 








Score 


1248 








Exons 


1542. .1632, 


3556. 


.5662, 


6025. 


.6048 










GI Descrip. 


(AL009171) 


62D9.a 


[Drosophila melanogaster ] 








Seq. No. 


29271 








Seq. ID 


OJ000250_ 


12 


.0209 


-C16 


Gene No. 


60462 








Strand 










Start 


3533 








End 


6048 








Name 


OJ000250 12 


.0209. 


C16.o2 


.gs 


Method 


GENSCAN 








Start 


3533 








End 


5668 








GI 


none 








Score 


.92 








Exons 


3533. .5668 


















Seq. No. 


29271 








Seq. ID 


OJ000250_ 


12 


.0209 


.C16 


Gene No. 


60462 








Strand 












i r -» -» 
JJJJ 








fcind 


6048 








Name 


OJ000250 12 


.0209. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3560 








End 


5287 









29146 



GI none Score 80 

Exons 3560.. 3616, 3626.. 3649, 3683.. 3814, 3726.. 3818, 3930.. 4307, 

3932. .4468, 4346. .4426, 4469. .4504, 4496. .4519, 5051. .5188, 
5210. .5287 



Seq. No. 29271 

Gene No. 604 62 

Start 3533 

Name OJ000250_12 . 0209.C16. ol . ts 

Start 3930 

GI none 

Exons 3930.. 3980, 
4365. .4520, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3932. .4519, 3959. .4255, 3986 
4601. .4726, 4602. .4712, 4796 



OJ000250 12.0209.C16 



6048 

TBLASTX : Soybean 
5095 
61 

.4060, 4098. .4307, 
.4858, 4922. .5095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29271 
60462 
3533 

OJ000250_12.0209.C16.ol.tc 

3986 

none 



Seq. ID OJ000250_12.0209.C16 
Strand 
End 

Method 
End 
Score 



6048 

TBLASTX: Cress 

4510 

73 



3986. .4063, 4154. .4399, 4221. .4307, 4379. .4510 



Seq. No. 29271 

Gene No. 604 62 ■ . 

Start 3533 " 

Name OJ000250_12 . 0209.C16.o2.tc 

Start 4577 

GI none 

Exons 4577.. 4693, 
5384. .5434 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_12.0209.C16 
6048" 

TBLASTX: Cress 

5434 

90 



4796. .4858, 5112. .5297, 5114. .5308, 5324. .5362, 



Seq. No. 


29271 


Seq. ID 


OJ000250_12. 


0209. C16 


Gene No. 


60462 


Strand 






Start 


3533 


End 


6048 




Name 


OJ000250 12.0209.C16.o2.gp 


Method 


AAT/GAP 




Start 


5803 


End 


5856 




GI 


LIB3431-030-P1-N1-G8 


Score 


89 




Exons 


5803. .5856 








GI Descrip. 


'5670155/gb|AF161269.1|AF161269 4.0e-8 6 


Oryza sativa subsp. 


. ■ 


japonica BAC clone 34K24, 


complete sequence 1 . 




Seq. No. 


29272 


Seq. ID 


OJ000250_12. 


0209. C17 


Gene No. 


60463 


Strand 






Start 


666 


End 


3370 




Name 


OJ000250 12.0209.C17.ol.gs 


Method 


GENSCAN 




Start 


666 


End 


3295 




GI 


none 


Score 


.65 




Exons 


666.-986, 1722.. 2060, 2331 


..2432, 2479. 


.2586, 2679. 


.2940, 



3045. .3295 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 



Seq. ID OJ000250_12.0209.C17 
Strand 



29272 
60463 
666 

OJ000250_12.0209.C17.ol.np 

-i /m 
xu / / 

5441880 

1677. .1886, 2362. .2606, 2679. .2940, 3045. .3370 



End 

Method 

End 

Score 



3370 
AAT/NAP 
3370 
628 



29147 



GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29272 Seq. ID OJ000250_12 . 0209 . C17 

60463 Strand 

666 End 3370 

OJ000250_12.0209.C17.ol.gp Method AAT/GAP 

1998 ■ End 2431 

LIB3433-020-P1-K1-A6 Score 711 

1998. .2431 

, 5670155/gb|AF161269.1 IAF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29273 Seq. ID 

60464 Strand 

119 End 

OJ000250_12 . 0209 . C18 . ol . np Method 

119 End 

5441880 Score 



OJ000250_12.0209.C18 

2249 
AAT/NAP 
2249 
806 



119. .458, 567. .706, 1308. .1634, 1893. .1931, 2225. .2249 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 


29273 


Seq. ID 


OJ000250_12.0209.C18 


Gene No. 


60464 


Strand 




Start 


119 


End 


2249 


Name 


OJ000250 12.0209.C18.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


2069 


GI 


none 


Score 


.79 


Exons 


125. .313, 337. .491, 567. .640, 


938. .966, 


1187. .2069 


Seq. No. 


29273 


Seq. ID 


OJ000250_12.0209.C18 


Gene No. 


60464 


Strand 




Start 


119 


End 


2249 


Name 


OJ000250 12.0209.C18.ol.tw 


Method 


TBLASTX: Wheat 


Start 


218 


End 


400 


GI 


none 


Score 


108 


Exons 


218. .337, 219. :338, 336. .386, 


347-. .400 




Seq. No. 


29274 


Seq. ID 


OJ000250_12.0209.C19 


Gene No.. 


60465 


Strand 




Start 


1 


End 


1648 


Name 


OJ000250 12.0209.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1181 


GI 


5441880 


Score 


1253 


Exons 


1..35, 170. .1181 






GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot 




(AC003981) [Oryza sativa] 






Seq. No. 


29274 


Seq. ID 


OJ000250_12.0209.C19 


Gene No. 


60465 


Strand 




Start 


1 

JU 


End 


1648 


Name 


OJ000250 12.0209..C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


318 



29148 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
' Gene No . 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



none Score 42 

1..84, 50. .85, 87. .116, 141. .317, 166. .318 



29274 
60465 
1 

OJ000250_12.0209.C19.ol.gs 
92 

none 

92.. 906, 940.. 1313, 1445'.. 1648 

29274 
60465 
1 

OJ000250_12.0209.C19.ol.tm 
136 
none 

136. .435, 147. .614, 487. .609 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250__12.0209.C19 

1648 
GENSCAN 
1648 
.59 



OJ000250_12.0209.C19 
1648 

TBLASTX: Maize 

614 

185 



29275 Seq. ID 

60466 Strand 
1 End 
OJ000250_12 . 0209 . C20 . ol . np Method 
1 . End 

6063554 " ' Score 

1..44, 1795.. 2061, 2180.. 2325, 3083 
4497. .4666 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000250_12.0209.C20 
+ 

4666 
AAT/NAP 
4666 
192- 

3134, 3826. .3858, 



Seq. No. 


29275 


Seq. ID 


OJ000250JL2.0209. 


C20 


Gene No. 


60466 


Strand 


+ 




Start 


1 


End 


4666 




Name 


OJ000250 12.0209.C20.ol.gp 


Method 


AAT/GAP 




Start 


3325 


End 


4058 




GI 


101153 1.R1084 


Score 


356 




Exons 


3325.-3366, 3830.. 4058 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804 


i 


Seq. No. 


29275 


Seq. ID 


OJ000250_12.0209. 


C20 


Gene No. 


60467 


Strand 


+ 




Start 


24954 


End 


27053 




Name 


OJ000250 12.0209.C20.o4.gs 


Method 


GENSCAN 




Start 


24954 


End 


27053 




GI 


none 


Score 


.64 




Exons 


24954. .24989, 25386 .. 25654 , 


25755. .25867, 26758.. 27053 




Seq. No. 


29275 


Seq. ID 


OJ000250_12.0209. 


C20 


Gene No. 


60468 


Strand 


+ 




Start 


31164 


End 


31792 




Name 


OJ000250 12.0209.C20.o3.np 


Method * 


•AAT/NAP 




Start 


31164 


End 


31792 




GI 


c m c n n a 

UU1UU /I 


Score 


1U1 




Exons 


31164. .31282, 31559.. 31792 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to a 



29149 



region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 29275 Seq. ID 

Gene No. 604 69 Strand 

Start 6186 End 

Name OJ000250_12 . 0209 . C20 . o2 . gs Method 

Start. 6186 End 

GI . none Score 

Exons 618.6.. 6482 



OJ000250_12.0209.C20 

6482 
GENSCAN 
6482 
.53 



Seq. No. 29275 Seq. ID OJ000250_12 . 0209 . C20 

Gene No. 60470 Strand 

Start 10703 End 12184 

Name OJ000250_12 . 0209.C20 . o2 .np Method AAT/NAP 

Start 10703 End 12184 

GI 4895219 Score 95 

Exons 10703. .10790, 11198 .. 11407 , 12097.. 12184 

GI Descrip. (AC007660) putative WRKY-type DNA binding protein [Arabidopsis 
thaliana] 



Seq. No. 


29275 


Seq. ID 


OJ000250_12.0209.C20 


Gene No. 


60471 


Strand 




Start 


28763 


End 


29113 


Name 


OJ000250 12.0209.C20.o5.gs 


Method • 


GENSCAN 


Start 


28763 


End 


29113 


GI 


none 


Score 


.62 


Exons 


28763. .28951, 29027.. 29113 






Seq. No. 


29276 


Seq. ID 


OJ000250_12.0209.C22 


Gene No. 


60472 


Strand 


+ 


Start 


52 


End 


660 


Name 


OJ000250 12.0209.C22.ol.gs 


Method 


GENSCAN 


Start 


52 


End 


607 


GI 


none 


Score 


.78 


Exons 


52.. 607 






Seq. No. 


29276 


Seq. ID 


OJ000250_12.0209.C22 


Gene No. 


60472 


Strand 


+ 


Start 


52 


End 


660 


Name 


OJ000250 12.0209.C22.ol.np 


Method 


AAT/NAP 


Start 


505 


End 


660 


GI 


5441880 


Score 


255 


Exons 


505. .660 






GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 29277 

Gene No. 60473 

Start 1 

Name OJ000250_12 . 0209 . C24 . ol . gp 

Start 1 

GI 58838_1.R1084 

Exons 1 . .248 

GI Descrip. 1 5852182/emb| CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 
sativa] ' 



Seq. ID OJ000250_12.0209.C24 
Strand 

End 248 

Method AAT/GAP 

End 248 

Score 354 



[Oryza 



29150 



Seq. No. 29278 Seq. ID 

Gene No. 60474 Strand 

Start 213 End 

Name OJ000250_12 . 0209.C25.ol.gs Method 

Start 213 End 

GI none Score 

Exons 213.. 412 



OJ000250_12.0209.C25 
+ 

412 

GENSCAN 

412 

.8 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29279 Seq. ID OJ000250_12 . 0209 . C26 

60475 Strand 

1 End 567 

OJ000250_12 . 0209 . C2 6 . ol . np Method AAT/NAP 

1 End 567 

5441880 Score 970 

1. .567 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29279 Seq. ID 

60475 Strand 

1 End 
OJ000250_12 . 0209 . C2 6 . ol . gs Method 

20 End 

none Score 
20. .525 



OJ000250_12.0209.C26 
567 

GENSCAN 

525' 

.71 



Seq. No. 29280 Seq. ID OJ000250_12 . 0209.C27 

Gene No. 60476 Strand 

Start 1 End 450 

Name OJ000250_12 . 0209 . C27 . ol . np Method AAT/NAP 

Start 1 End 450 

GI 6539553 Score 662 

Exons 1 . . 450 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


29280 






Seq. ID 


OJ000250_12.0209. 


C27 


Gene No. 


60476 






Strand 






Start 


1 






End 


450 




Name 


OJ000250 


12.0209.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


249 




GI 


none 






Score 


306 




Exons 


1..249, 2 


..241, 3..242 










Seq. No. 


29280 






Seq. ID 


OJ000250_12.0209. 


C27 


Gene No. 


60476 






Strand 






Start 


1 






End 


450 




Name 


OJ000250 


12.0209.C27.ol 


. gs 


Method 


GENSCAN 




Start 


96 






End 


239 




GI 


none 






Score 


.7 




Exons 


96. .239 












Seq. No. 


29281 






Seq. ID 


OJ000250_12.0209. 


C28 



29151 



Gene No. 


60477 




Strand 




Start 


1 




End 


326 


Name 


OJ000250 12.0209.C28.ol 


.gp 


Method 


AAT/GAP 


Start 


1 


End 


326 


GI 


7406 1.R1084 




Score 


432 


Exons 


1. .326 








GI Descrip. 


, 1122315/emb|CAA63901 | 


7.0e-10 (X94191) heat shock protein 




[Pennisetum glaucum] ' 








Seq. No. 


29282 




Seq. ID 


OJ000250_12.0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1113 


GI 


4680179 




Score 


1744 


Exons 


1. .1113 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa , 


subsp. indica] 


Seq. No. 


29282 




Seq. ID 


OJ000250 12.0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


6 




End 


197 


GI 


none 




Score 


70 


Exons 


6.. 197, 18.. 179 - 








Seq. No. 


29282 




Seq. ID 


OJ000250 12.0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.ol 


. qs 


Method 


GEN SCAN 


Start 


34 


End 


1109 


GI 


none 




Score 


.81 


Exons 


34. .1109 








Seq. No. 


29282 




Seq. ID 


OJ000250 12.0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


201 




End 


710 


GI 


none 




Score 


302 


Exons 


201. .710, 292. .678 








Seq. No. 


29282 




Seq. ID 


OJ0 00250 12 . 0209 . C31 


Gene No. 


60478 




Q+- rand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


285 




End 


638 


GI 


none 




Score 


155 


Exons 


285. .638, 300. .596, 370 


. .636 






Seq. No. 


29282 




Seq. ID 


OJ000250_12.0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250_12 . 0209 . C31 . o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


459 




End 


701 


GI 


none 




Score 


197 


Exons 


459. .701 









29152 



Seq. No. 


29282 




Seq. ID 


OJ000250_12 . 0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


675 




End 


1109 


GI 


none 




Score 


100. 


Exons 


675. .1010, 996. .1109 








Seq. No. 


29282 




Seq. ID 


OJ000250_12 . 0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


711 




End 


1013 


GI 


none 




Score 


200 


Exons 


711. .1013, 712. .972 








Seq. No. 


29282 




Seq. ID 


OJ000250_12.0209.C31 


Gene No. 


60478 




Strand 




Start 


1 




End 


1113 


Name 


OJ000250 12.0209.C31.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


717 




End 


1112 


GI 


none 




Score 


80 


Exons 


717. .953, 726. .1085, 727. .969, 


. 944... 1078, 1005. .1082, 1089.. 


Seq. No. 


29283 




Seq. ID 


OJ000250_12.0209.C32 


Gene No. 


60479 




Strand 




Start 


244 




End 


1991 


Name 


OJ000250 12.0209.C32.ol 


.np 


Method 


AAT/NAP 


Start 


185 




End 


1991 


GI 


4680179 




Score 


2858 


Exons 


185. .1991 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


29283 




Seq. ID 


OJ000250_12.0209.C32 


Gene No. 


60479 




Strand 




Start 


244 




End 


1991 


Name 


OJ000250 12.0209.C32.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


230 




End 


562 


GI • 


none 




Score 


7 9 


Exons 


230.. 334, 310.. 561, 425 


. .562 






Seq. No. 


29283 




Seq. ID 


OJ000250_12.0209.C32 


Gene No. 


60479 




Strand 




Start 


244 




End 


1991 


Name 


OJ000250 12.0209.C32.ol 


.gs 


Method 


GENS CAN 


Start 


244 




End 


1857 


GI 


none 




Score 


.59 


Exons 


244. .1138, 1393. .1857 








Seq. No. 


29283 




Seq. ID 


OJ000250_12.0209.C32 


Gene No. 


60479 




Strand 




Start 


244 




End 


1991 


Name 


OJ000250 12.0209.C32.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


421 




End 


1005 


GI 


none 




Score 


129 


Exons 


421. .690, 422. .682, 751 


. .849, 


752. .847, 


781. .849, 847. .1005, 



29153 




857. .1000, 868. .1002 



Seq. No. 


. 29283 








Seq. ID 


OJ000250 12.0209. 


C32 


Gene No. 


60479 








Strand 


_ 




Start 


244 








End 


1991 




Name 


OJ000250 12 


.0209 


.C32.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


' 562 • 








End 


1187 




GI 


none 








Score 


297 




Exons 


5.6# .1098, 


563. . 


1096, 1101.. 


1187 






Seq. No. 


29283 








Seq. ID 


OJ000250_12.0209. 


C32 


Gene No. 


60479 








Strand 






Start 


244 








End 


1991 




Name 


OJ000250 12 


.0209 


.C32.o2, 


tm 


Method 


TBLASTX: Maize 




Start 


1128 








End 


1577 




GI 


none 








Score 


54 




Exons 


1128. .1544, 


1141 


. . 1248, 


1318 


..1509, 1380. .1577 




Seq. No. 


29283 








Seq. ID 


OJ000250JL2.0209. 


C32 


Gene No. 


60479 








Strand 






Start 


244 








End 


1991 




Name 


OJ000250 12 


.0209 


.C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1146 








End 


1406 




GI 


none 








Score 


.54 




Exons ' 


1146. .1214, 


1146 


. . 1406, 


1300 


. . 1401 






Seq. No. 


29283 








Seq. ID 


OJ000250_12.0209. 


C32 


Gene No. 


60479 








Strand 






Start 


244 








End 


1991 




Name 


OJ000250 12 


.0209 


.C32.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1170 








End 


1496 




GI 


none 








Score 


64 




Exons 


1170. .1313, 


1171 


. . 1248, 


1314 


. .1496 






Seq. No. 


29283 








Seq. ID 


OJ000250_12.0209. 


C32 


Gene No. 


60479 








Strand 






Start 


244 








End 


1991 




Name 


OJ000250 12 


.0209 


.C32.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1194 








End 


1721 




GI 


none 








Score 


214 




Exons 


1194. .1721, 


1195 


. .1578, 


1227 


. .1655 






Seq. No. 


29283 








Seq. ID 


OJ000250_12.0209. 


C32 


Gene No. 


60479 








Strand 






Start 


244 








End 


'1991 




Name 


OJ000250 12 


.0209 


.C32.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1761 








End 


1991 




GI 


none 








Score 


98 




Exons 


1761. .1991, 


1846 


. .1989 










Seq. No. 


29283 








Seq. ID 


OJ000250_12.0209. 


C32 


Gene No. 


60479 








Strand 






Start 


244 








End 


1991 




Name 


OJ000250_12 


.0209 


.C32.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


1761 








End 


1991 




GI 


none 








Score 


177 




Exons 


1761. .1991, 


1767 


. .1991 











29154 



Seq. No. 29284 Seq. ID 

Gene No. 604 80 Strand 

Start 939 End 

Name OJ000250_12 . 0209 . C33 . o2 . np Method 

Start 939 End 

GI 5295955 Score 

Exons 939.-959, 2142.. 2293, 3442.. 3558, 4102 

5286. .5508, 5548. .6138 
GI Descrip. (AB026295)' Similar to Epstein-Barr virus (EBV) genome. (VQ1555) 

[Oryza sativa] 



OJ000250_12 . 0209 . C33 
+ 

6138 
AAT/NAP 
6138 
771 

..4216, 4897. .5152> 



Seq. No. 29284 Seq. ID 

Gene No. 604 81 Strand 

Start 11340 End 

Name OJ000250_12 . 0209.C33.o4 .np Method 

Start 11340 End 

GI 6539553 Score 

Exons 11340. . 11582 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000250_12.0209.C33 
+ 

11582 
AAT/NAP 
11582 
327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_12.0209.C33 



29284 

60482 Strand 
1 End 
OJ000250_12 . 0209 . C33 . ol . np Method 
1 End 
6721517 Score 
1..1336, 1385. .2137, 2217. .2371, 2425.-2488 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



14542 
AAT/NAP 
2488 
3372 



Seq. No. 


29284 




Seq. ID 


OJ000250_12.0209 


.C33 


Gene No. 


60482 




Strand 






Start 


1 




End 


14542 




Name 


OJ000250 12 


.0209.C33.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


328 




GI 


none 




Score 


84 




Exons 


' 2. .292, 3.. 


176, 151. .285, 212 


..289, 296. .328, 296. .328 




Seq. No. 


29284 




Seq. ID 


OJ000250_12.0209 


C33 


Gene No. 


60482 




Strand 






Start 


1 




End 


14542 




Name 


OJ000250 12 


.0209.C33.o5.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


220 




GI 


none 




Score 


114 




Exons 


2. .220, 3.. 


179, 5.. 220 









Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name OJ000250_12 . 0209 . C33 . ol . gs Method 

Start 38 End 

GI none Score 
Exons 



OJ000250_12.0209.C33 

14542 
•GENSCAN 
14294 
.44 



38. .1750, 1838. .2485, 4909. .4961, 5142. .5369, 5461. .5619, 
6434. .7182, 7571. .7914, 7952. .8240, 9154. .9413, 9805. .9850, 



29155 



11464. .11555, 12156. .12587, 
13442. .13530, 13887 14155, 

Seq. No. 29284 

Gene No. 60482 

Start 1 

Name OJ000250_12 . 0209 . C33 . o7 . tm 

Start 52 

GI none 

Exons 52.. 213, 53.. 214, 78.. 209 



12883. .12987, 13114 .. 13303, 
14193. .14294 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_12.0209.C33 
14542 

TBLASTX: Maize 

214 

118 



Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End- 

Name OJ000250_12 . 0209 . C33 . ol . tm Method 

Start 215 End 

GI none Score 

Exons 215.. 682, 248.. 595 



OJ000250_12.0209.C33 
14542 

TBLASTX: Maize 

682 

104 



Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name 0 J000250_12 . 0209 . C33 . ol . tw Method 

Start 269 End 

GI none - Score 

Exons 269.. 751, 312.. 755 



OJ000250_12.0209.C33 
14542 

TBLASTX: Wheat 

755.;. 
307 



Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name OJ000250_12 . 0209 . C33 . o2 . ts Method 

Start 401 End 

GI none Score 

Exons 401.. 682, 402.. 599 



OJ000250_12.0209.C33 
14542 

TBLASTX: Soybean 

682 

66 



Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name OJ000250_12 . 0209 . C33 . 06 . tw Method 

Start 926 End 

GI none Score 

Exons 926.. 1279, 962.. 1096, 1140.. 1280 

Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name 0 J000250_12 . 0209 . C33 . o5 . tm Method 

Start 1013 End 

GI none Score 

Exons 1013.. 1333 



OJ000250_12.0209.C33 
14542 

TBLASTX: Wheat 

1280 

79 



OJ000250_12.0209.C33 
14542 

TBLASTX: Maize 

1333 

209 



Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name OJ000250_12 . 0209 . C33 . 06 . tm Method 

Start 1679 End 

GI none Score 



OJ000250_12.0209.C33 
14542 

TBLASTX: Maize 

1975 

100 



29156 



Exons 



1679. .1975, 1788. .1958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29284 
60482 
1 

OJ000250_12.0209.C33.o3.tw 
1856 
none 

1856.. 2215, 1857. .2090, 211 

29284 
60482 
1 

OJ000250_12.0209.C33.o3.np 
6399 
6539553 
6399. .7166 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID 


OJ000250_12.0209 


.C33 


Strand 






End 


14542 




Method 


TBLASTX: Wheat 




End 


2219 




Score 


86 




2219 






Seq. ID 


OJ000250_12.0209 


.C33 


Strand 






End 


14542 




Method 


AAT/NAP 




End 


7166 




Score 


1253 





Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29284 
60482 

1 ■ - 

OJ000250_12.0209.C33.o2.tm 

6724 

none 



Seq. ID OJ000250_12.0209.C33 
Strand - s .. 
End 

Method 
End 
Score 



1454-2 

TBLASTX: Maize 

11588 

226 



6724. .7029, 6728. .7027, 6729. .7037, 114 69 11588, 11477. .11587 



29284 Seq. ID 

60482 Strand 

1 End 

O JO 0025 0_1 2.0209.C33.o2.tw Method 

6785 End 

none Score 



OJ000250_12 . 0209 . C33 
14542 

TBLASTX: Wheat 

11588 

192 



6785. .7114, 6786. .7178, 6787. .7161, 11334 .. 11588, 11345. .11572 



29284 



Seq. ID OJ000250_12.0209.C33 
Strand 
End 

Method 
End 
Score 



14542 
AAT/NAP 
14542 
451 



60482 
1 

OJ000250_12.0209.C33.o5.np 
11727 
6069646 

11727. .12716, 12999. .13272, 14452.. 14542 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29284 
60482 
1 

OJUUU250 

12006 

none 



12.0209.C33.o4 .tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_12.0209.C33 
14542 

TBLASTX: Maize 

12308 

118 



29157 



Exons 12006. .12308, 12037.. 12240 



Seq. No. 29284 Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name OJ00Q250_12 . 0209 .C33 . o7 . tw Method 

Start 12153 End 

GI none Score 

Exons 12153. .12308, 12396.. 12533 



OJ000250_12.0209.C33 
14542 

TBLASTX: Wheat 

12533 

79 



Seq. No. 29284' Seq. ID 

Gene No. 60482 Strand 

Start 1 End 

Name OJ000250_12 . 0209 . C33 . o3 . tm Method 

Start 12621 End 

GI none Score 

Exons 12621. .13013, 12622.. 12915 



OJ000250_12.0209.C33 
14542 

TBLASTX: Maize 

13013 

84 



Seq. No. 29284 

Gene No. 60482 

Start 1 

Name 0 J000250 JL2 . 0209 . C33 . o4 . tw 

Start 12696 

GI none 

Exons 12696. .12821, 12834 .. 13100, 12844.. 13098 



Seq. ID OJ000250_12.0209.C33 
Strand 

End 14542 

Method TBLASTX : Wheat 

End 13100 

Score 133 



Seq. No. 29285 Seq. ID 

Gene No. 60483 Strand 

Start 295 End 

Name OJ000250_12 . 0209 . C34 . ol . gs Method 

Start 295 End 

GI none Score 

Exons 295.. 592, 1695.. 1742 



OJ000250_12.0209.C34 
+ 

1742 
GENSCAN 
1742 
.76 



Seq. No. 29285 Seq. ID OJ000250_12 . 0209 . C34 

Gene No. 60484 Strand + 

Start 3127 End 3456 

Name OJ000250_12 . 0209.C34 .ol .np Method AAT/NAP 

Start 3058 . End 3453 

GI 6016877 Score - 191 

Exons 3058.. 3453 

GI Descrip. (AP000570) ESTs AU077642 (E30706) , AU07764 1 (E30706) correspond to 
a region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


29285 








Gene No. 


60484 








Start 


3127 








Name 


OJ000250 12. 


0209 


.C34 


.o2 


Start 


3127 








GI 


none 








Exons 


3127. .3456 








Seq. No. 


29285 








Gene No . 


60485 








Start 


4934 








Name 


OJ000250 12. 


0209 


.C34 


.o2 



Seq. ID OJ000250_12.0209.C34 

Strand + 

End 3456 

.gs Method GENSCAN 

End 3456 

Score 1 



Seq. ID OJ000250_12.0209.C34 

Strand + 

End 6179 

.np Method AAT/NAP 



29158 



Start 


4934 




End 


6179 


GI 


6721543 




Score 


125 


Exons 


4934. .5064, 6120. .6179 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29285 




Seq. ID 


OJ000250_12.0209.C34 


Gene No. 


60486 




Strand 




Start 


3619 




End 


3674 


Name 


OJ000250_12.0209.C34 .ol 


• gp .' 


Method 


AAT/GAP 


Start 


3619 




End 


3674 


GI 


3760640 




Score 


72 


Exons 


3619. .3674 








GI Descrip. 


4176420/dbj |BAA37167| 2 


.Oe-11 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 








Seq. No. 


29285 




Seq. ID 


OJ000250_12.0209.C34 


Gene No. 


60487 




Strand 




Start 


4864 




End 


10248 


Name 


OJ000250 12.0209.C34.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3309 




End 


3466 


GI 


none 




Score 


198 


Exons 


3309. .3446, 3310. .3459, 


3359. 


.3466 




Seq. No. 


29285- 




Seq.. ID 


OJ000250_12.0209.C34 


Gene No. 


60487 




Strand 




Start 


4864 




End ■ 


10248 


Name 


OJ000250_12.0209.C34 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3315 




End 


3456 


GI 


none 




Score 


207 


Exons 


3315. .3452, 3316. .3456, 


3380. 


.3454 




Seq. No. 


29285 




Seq. ID 


OJ000250_12.0209.C34 


Gene No. 


60487 




Strand 




Start 


4864 




End 


10248 


Name 


OJ000250__12.0209.C34 ,o3, 


.gs 


Method 


GENSCAN 


Start 


4864 


End 


10218 


GI 


none 




Score 


.55 


Exons 


4864. .5010, 5602.. 5768, 


5919. 


.6121, 6126. .6173, 6237. .6368, 




6459. .6496, 6682. .6864, 


69.57. 


.7030, 7072. .7214, 7287. .7585, 




7676. .7730, 7785. .8086, 


8171. 


.8507, 8613. .8763, 9147. .10218 


Seq. No. 


29285 




Seq. ID 


OJ000250_12.0209.C34 


Gene No. 


60487 




Strand 




Start 


4864 




End 


10248 


Name 


OJ000250 12.0209.C34.o2, 




Method 


AAT/GAP 


Start 


5330 


End 


5783 


GI 


LIB3431-045-P1-N1-A10 




Score 


836 


Exons 


5330. .5783 









GI Descrip. 1 5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 29285 Seq. ID 

Gene No. 60487 Strand 

Start 4864 End 

Name OJ000250_I2.0209.C34 .o3.np Method 

Start 5887 End 

GI 5441880 Score 



OJ000250_12.0209.C34 

10248 
AAT/NAP 
10248 
3025 



29159 



Exons 5887. .6121, 6237. .6368, 6615.. 6712, 6957.. 7214, 7287.. 7585, 

8171. .8507, 8613. .8763, 9267. .9582, 9841. .9874, 10215. .10248 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 29285 Seq. ID OJ000250_12 . 0209 . C34 

Gene No. 60487 Strand 

Start - 4864 End 10248 

Name OJ000250_12 . 0209. C34 . o3 . gp Method AAT/GAP 

Start 6965 End 7459 

GI LIB3475-007-P1-K1-G8 Score 784 

Exons 6965.. 7214, 7287.. 7459 

GI Descrip. 1 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ■ 



beq. wo. 




Seq. ID 


OJ000250_12 


.0209.C34 


Gene No. 


60487 


Strand 






Start 


4864 


End 


10248 . 




Name 


OJ000250 12.0209.C34.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10087 


End 


10248 




GI 


none 


Score 


66 




r=i Exons 


a0087_. .10248, 10117. .10236, 


10148. .10240 




']i Seq. No. 


29286 


Seq. ID 


OJ000250_12 


.0209. C35 


[ : |S Gene No. 


60488 


Strand 


+ 




rlf Start 


27 


End 


321 




1* J Name 


OJ000250 12.0209.C35.ol.gs 


Method 


GENS CAN 




r = = Start 


27 


End 


321 




[% gi 


none 


Score 


.48 




^ Exons 

i y 


27. .126, 227. .321 








Seq. No. 


29287 


Seq. ID 


OJ000250_13 


.0208. CI 


I s a | Gene No. 


60489 


Strand 






=!j Start 


1 


End 


156 




: ; Name 


OJ000250 13.0208.Cl.ol.gp 


Method 


AAT/GAP 




l= " Start 


1 


End 


156 






none 


Score 


295 




O Exbns 


1. .156 








Seq. No. 


29288 


Seq. ID 


OJ000250_13 


0208. C3 


Gene No. 


60490 


Strand 






Start 


1 


End 


181 




Name 


OJ000250 13.0208.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


181 




GI 


LIB3477-003-P1-K1-E9 


Score 


142 




Exons 


1..47, 89. .181 








GI Descrip. 


•2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


29289 


Seq. ID 


OJ000250_13. 


0208. C4 


Gene No. 


60491 


Strand 






O -1 . —4- 

<J t_d J- u 


-i 

X 


End 


483 




Name 


OJ000250 13.0208.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


482 





29160 




GI 


4966352 


Score 


301 


Exons 


1..282, 383. .482 






GI Descrip. 


(AC006341) >F309.11 [Arabidopsis thaliana] 


Seq. No. 


ft ft ft o ft 

2928 9 


Seq. ID 


Tft ft ft ft C ft 1ft ftftftft f~~* A 

OJ000250 13. 0208. C4 


Gene No. 


H ft A ft 1 

604 91 


Strand 




Start 


1 


- End 


48 J 


Name 


/~\ Tft ft ft ft c ft 1 ft ftftfto r-< a —1 j- — 

OJQ0025Q 13 . 0208 . C4 . Ol . tc 


Method 


TBLASTX : Cress 


Start 


C ft 

69 


End 


A O ft 

482 


GI 


none 


Score 


117 


Exons 


69. .281, 79. .264, 84. .272, 


402. .482 




Seq. No. 


ft ft ft ft ft 

29289 


Seq. ID 


/■\TftftftftCft 1 ft ftftfto t~* a 

OJ00025U 13.020o.C4 


Gene No. 


C ft >i ft 1 

604 91 


Strand 




Start 


1 


End 


A O ft 

4 83 


Name 


/"\ Tft ft ft ft C ft 1ft ftftftft r~* A — 1 -1_ „ 

OJ000250 13 . 0208 .C4 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


69 


■r-i _ j 
End 


ft ft i 
291 


GI 


none 


Score 


198 


Exons 


"69. .290, 79. .291 






Seq. No. 


ft ft ft ft ft 

29289 


Seq. ID 


/^iTftftftftCft 1 —\ ftftftft A 

OJ000250_13 . 0208 . C4 


Gene No . 


604 91 


Strand 




Start 


1 


End 


483 


Name 


OJ000250_13 . 0208 .C4 . ol . tm 


Method 


TBLASTX : Maize 


Start 


69 


End 


483 


GI 


none 


Score 


255 


Exons 


69.. 308, 75..27S, 76.. 306, 


378. .482, 


405. .482, 406. .483 


Seq. No. 


ft ft ft ft ft - 

29289 


Seq. ID 


/"V Tft ft ft ft C ft 1ft ftftftft /""i A 

OJ000250_13. 0208 .C4 


Gene No. 


60491 


Strand 




Start 


1 


End 


483 


Name 


OJ000250_13.0208 .C4 .ol.gs 


Method 


GENS CAN 


Start 


75 


End 


ft 1 ft 

317 


GI 


none 


Score 


. 66 


Exons 


75. .317 






Seq. No. 


29289 


Seq. ID 


OJ000250_13.0208.C4 


Gene No. 


60491 


Strand 




Start 


1 


End 


483 


Name 


OJ000250 13.0208.C4.ol.gp 


Method 


AAT/GAP 


Start 


135 


End 


483 


GI 


6055 1.R1084 


Score 


423 


Exons 


135. .305, 402. .483 






GI Descrip. 


'4966352/gb|AAD34683.1|AC006341 11 7.0e-58 (AC006341) >F309.11 




[Arabidopsis thaliana] ' 






Seq. No. 


29290 


Seq. ID 


OJ000250_13.0208.C7 


Gene No. 


60492 


Strand 


+ 


Start 


161 


End 


597 


Name 


OJ000250 13.0208.C7.ol.gp 


Method 


AAT/GAP 


Start 


161 


End 


597 


GI 


4107129 


Score 


797 


Exons 


161. .597. 






GI Descrip. 


1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon p-SINEl-r 




gene 






Seq. No. 


29290 


Seq. ID 


OJ000250_13.0208.C7 



29161 




Gene No. 


60492 








Strand 


" + 




Start 


161 








End 


597 




Name 


OJ000250 


_13. 


0208 


C7.ol.gs . 


Method 


GENSCAN 




Start 


426 








End 


551 




GI 


none 








Score 


.42 




Exons 


426. .551 














Seq. No. 


29291 " 








Seq. ID 


OJ000250_13.0208 


.Cll 


Gene No. 


60493 








Strand 






Start 


419 








End 


601 




Name 


OJ000250 


_13. 


0208. 


Cll.ol.gs 


Method 


GENSCAN 




Start 


419 








End 


601 




GI 


none 








Score 


.87 




Exons 


419. .601 














Seq. No. 


29292 








Seq. ID 


OJ000250_13.0208 


.C13 


Gene No. 


60494 








Strand 


+ 




Start 


1 








End 


596 




Name 


OJ000250 


_13. 


0208. 


C13.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


596 




GI 


169705 








Score 


361 




Exons 


1. .286, 


415. 


.596 










GI Descrip. 


(M64737) 


ATP: pyruvate phosphotransferase [Ricinus communis] 


Seq. No. 


29292 








Seq.' ID 


OJ000250_13.0208 


.C13 


Gene No. 


60494 








Strand 


+ 




Start 


1 








End 


596 




Name 


OJ000250 


u . 


U^Uo . 


Clo . Ol . tC 


Method 


TBLASTX : Cress 




Start 


27 








End 


596 




GI 


none 








Score 


215 




Exons 


27. .197, 


49. 


.285, 


413. .571, 


414. .596, 


417. .596 




Seq. No. 


29292 








Seq. ID 


OJ000250_13.0208 


-C13 


Gene No. 


60494 








Strand 


+ 




Start 


1 








End 


596 




Name 


OJ000250 


JL3. 


0208. 


C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


27 








End 


214 




GI 


none 








Score 


125 




Exons 


27. .209, 


45. 


.209, 


49. .210, . 


49.. 213, 50 


..214, 62. .211 




Seq. No. 


29292 








Seq. ID 


OJ000250_13.0208 


.C13 


Gene No. 


60494 








Strand 


+ 




Start 


1 








End 


596 




Name 


OJ000250 


_13. 


0208. 


C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


27 








End 


285 




GI 


none 








Score 


208 




Exons 


27. .197, 


31. 


.207, 


49. .285 








Seq. No. 


29292 








Seq. ID 


OJ000250_13.0208 


.C13 


Gene No. 


60494 








Strand 


+ 




Start 


1 








End 


596 




Name 


OJ000250 


_13; 


0208. 


C13.ol.gs 


Method 


GENSCAN 




Start 


52 








End 


187 




GI 


none 








Score 


.45 




Exons 


52. .187 














Seq. No. 


29292 








Seq. ID 


OJ000250_13.0208 


.C13 



29162 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



60494 
1 

OJ000250_13.0208.C13.o2.tm 

244 

none 

244. .285, 413. .595, 414. .596 

29292 
60494 
1 

OJ000250_13.0208.C13.ol.ts 

413 

none 

413. .586, 414. .593 



Strand 
End 

Method 

End 

Score 



+ 

596 

TBLASTX: Maize 

596 

54 



Seq. ID OJ000250_13.0208.C13 

Strand + 

End 596 

Method TBLASTX : Soybean 

End 593 

Score 231 



29293 
60495 
2 

OJ000250_13 . 0208 . C15 . ol . tm 
2 

none 



Seq. ID OJ000250_13.0208.C15 
Strand 

End 426 

Method TBLASTX : Maize 

End 426 

Score 58 • 

2. .46, 2. .31, 76. .150, 132. .194, 184. .324, 203. .349, 364. .426, 
391. .426 



Seq. No. 29294 

Gene No. 604 96 

Start 373 

Name OJ000250_13 . 0208 . C19 . ol . gs 

Start 373 

GI none 

Exons 373.. 405 



Seq. ID OJ000250_13.0208.C19 

Strand + 

End 4 05 

Method GEN SCAN 

End 405 

Score .49 



Seq. No. 29295 

Gene No. 604 97 

Start 340 

Name OJ000250_13 . 0208 .C20 . ol . gs 

Start 340 

GI none 

Exons 340. .534 



Seq. ID OJ000250_13.0208.C20 

Strand 

End 534 

Method; . "GENSCAN 

End 534 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29296 
60498 
1 

OJ000250_13.0208.C21.ol.np 
1 

4544400 
1. .682 

(AC007047) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000250_13.0208.C21 
Strand 

End 682 

Method AAT/NAP 

End 682 

Score 131 



29296 
60498 
1 

OJ000250_13 . 0208 . C21 . ol . gs 
20 

none 
20. .541 



Seq. ID OJ000250_13.0208.C21 
Strand 

End 682 

Method GENSCAN 

End 541 

Score . 64 



29163 



Seq. No. 


29297 




Seq. ID 


OJ000250 


Gene No. 


60499 




Strand 


+ 


otart 


i 
i 




End 


1 A 1 


Name 


OJ000250 13.0208.C28.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


241 


GI 


6498423 




Score 


87 


Exons 


1. .241 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


29298 




Seq. ID 


OJ000250 


Gene no. 


bUoUU 




Strand 


+ 


Start 


121 




End 


468 


Name 


OJ000250 13.0208.C32.ol. 


gs 


Method 


GEN SCAN 


Start 


121 




End 


468 


GI 


none 




Score 


.52 


Exons 


121. .468 








Seq. No. 


29299 




Seq. ID 


OJ000250 


Gene No. 


60501 




Strand 


+ 


btart 


1 




End 




Name 


OJ000250 13.0208.C33.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


452 


GI 


4680209 




Score 


236 


Exons 


1..452 








GI Descrip. 


(AF114171) unknown [Sorghum 


bicolor] 




Seq. No. 


29299 




Seq. ID 


OJ000250 


Gene No. 


60501 




Strand 


+ 


Start 


1 




End 


452 


Name 


OJ000250 13.0208.C33.ol. 


tm 


Method 


TBLASTX : ] 


Start 


1 




End 


450 


GI 


none 




Score 


78 


Exons 


1..99, 3. .89, 100. .216, 


171. 


.365, 196. 


.450, 205 


Seq. No. 


29299 




Seq. ID 


OJ000250 


Gene No. 


60501 




Strand 


+ 


Start 


1 




End 


452 


Name 


OJ000250 13.0208.C33.ol. 


gs 


Method 


GENSCAN 


Start - 


49 




End 


391 


GI 


none 




Score 


.47 


Exons 


49. .391 









,366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

Start 
GI 



29300 Seq. ID 

60502 Strand 

1 End 

OJ000250_13.0208.C34.ol.np Method 

1 End 

3777527 Score 
1..118, 203. .644 

(AF053008) gag-pol polyprotein [Glycine max] 



OJ000250_13.0208.C34 
+ 

644 

AAT/NAP 
644 
235 



29300 
60502 
1 

r\ - 

366 

5509260 



Seq. ID OJ000250_13.0208.C34 

Strand + 

End 64 4 

Method TBLASTX : Soybean 

End 588 

Score 210 



29164 




Exons 


366. .587, 406. .588, 460 


. .588 








GI Descrip. 


- 










Seq. No. 


29301 




Seq. ID 


OJ000250_13.0208 


.C35 


Gene No. 


60503 




Strand 






Start 


279 




End 


405 




Name 


OJ000250 13.0208.C35.ol 


. gs 


Method 


GENSCAN 




Start . 


279 




End 


.405 




GI 


none 




Score 


4,13 




Exons 


279. .405 










Seq. No. 


29302 




Seq. ID 


OJ000250_13.0208 


.C37 


Gene No. 


60504 




Strand 


+ 




Start 


1 




End 


652 




Name 


OJ000250 13.0208.C37.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


652 




GI 


6692748 




Score 


321 




Exons 


1..449, 542. .652 










GI Descrip. 


(AC012679) unknown protein [Arabidopsis thaliana] 




Seq. No. 


29302 




Seq. ID 


OJ000250_13. 0208 


.C37 


Gene No. 


60504 




Strand 


+ 




Start 


1 




End 


, 652 




Name 


OJ000250_13. 0208 ,C37.ol 


. tc 


Method 


TBLASTX: Cress . ■ 




Start 


80 




End 


433 




GI 


none 




Score 


73 




Exons 


80. .148, 203. .268, 208. 


.261, 


296. .433, 


298. .432 




Seq. No. 


29302 




Seq. ID 


OJ000250_13. 0208 


.C37 


Gene No. 


60504 




Strand 


+ 




Start 


1 




End 


652 




Name 


OJ000250 13.0208.C37.ol 


. gs 


Method 


GENSCAN 




Start 


84 




End 


449 




GI 


none 




Score 


.96 




Exons 


84 . .449 










Seq. No. 


29302 




Seq. ID 


OJ000250JL3.0208 


.C37 


Gene No. 


60504 




Strand 


+ 




Start. 


1 




End 


652 




Name 


OJ000250 13.0208.C37.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


167 




End 


277 




GI 


none 




Score 


191 




Exons 


167. .277, 169. .276 










Seq. No. 


29302 




Seq. ID 


OJ000250_13.0208 


.C37 


Gene No. 


60504 




Strand 


+ 




Start 


1 




End 


652 




Name 


OJ000250 13.0208.C37.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


176 




End 


651 




GI 


none 




Score 


92 




Exons 


176. .253, 307. .390, 308 


. .448, 


562. .651 






Seq. No. 


29302 




Seq. ID 


OJ000250_13.0208 


.C37 


Gene No. 


60504 




Strand 


+ 




Start 


1 




hind 






Name 


OJ000250 13.0208.C37.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


283 




End 


651 





29165 




GI none Score 252 

Exons 283. .447, 284. .448, 286. .450, 303. .449, 335.-457, 550. .648, 

558. .647, 559. .651, 582. .650 



Seq. No. 


29303 










Seq. ID 


OJ000250_ 


13. 


0208 


.C38 


Gene No. 


6050.5 










Strand 


+ 








Start 


680 










End 


757 








Name 


OJ000250 13. 


0208 


.C38. 


ol 


;gs 


Method 


GENSCAN 








Start 


680 










End 


' 757 








GI 


none 










Score 


. 6 








Exons 


680. .757 




















Seq. No. 


29304 










Seq. ID 


OJ000250_ 


13. 


0208 


.C40 


Gene No. 


60506 










Strand ■ 


- 








Start 


225 










End 


358 








Name 


OJ000250 13. 


0208 


.C40. 


ol 


.gs 


Method 


GENSCAN 








Start 


225 










End 


358 








GI 


none 










Score 










Exons 


225. .358 




















Seq. No. 


29305 










Seq. ID 


OJ000250 


13. 


0208 


.C41 


Gene No. 


60507 










Strand 


+ 








Start 


1 










End 


499 








^ - Name 


OJ000250 13. 


0208 


.C41. 


ol 


.gp 


Method 


'AAT/GAP . 








[ s i Start 


1 










End 


499 








:f GI 


none 










Score 


728 








Ul Exons 

n 1 


1. .54, 180. . 


499 


















r*= Seq. No. 


29305 










Seq. ID 


OJ000250_ 


13. 


0208 


.C41 


| SS J Gene No. 


60507 










Strand 


■ + 








is * Start 


1 










End 


499 








Name 


OJ000250 13. 


0208 


.C41. 


ol 


. gs 


Method 


GENSCAN 








rU Start 


180 








End 


398 








:r GI 


none 










Score 


. 82 








;==i Exons 


180. .398 




















Seq. No. 


29306 










Seq. ID 


OJ000250 


13. 


0208 


.C42 


H 8 Gene No. 


60508 










Strand 


+ 








■W Start 


441 










End 


588 








1*3 Name 


&J000250 13. 


0208 


.C42. 


ol 


. gs 


Method 


GENSCAN 








Start 


441 








End 


588 








GI 


none 










Score 


. 55 








Exons 


441. .588 




















Seq. No. 


29307 










Seq. ID 


OJ000250 


13. 


0208 


.C49 


Gene No. 


60509 










Strand 


+ 








Start 


810 










End 


1079 








Name 


OJ000250 13. 


0208 


■ C49. 


ol 


. gs 


Method 


GENSCAN 








Start 


810 










End 


1079 








GI 


none 










Score 


.77 








Exons 


810. .1079 




















Seq. No. 


29308 










Seq. ID 


OJ000250 


13. 


0208 


.C55 


Gene No. 


60510 










Strand 


+ 








Start 


228 










End 


371 








Name 


OJ000250 13. 


0208 


.C55. 


ol 


. gs 


Method 


GENSCAN 








Start 


228 










End 


371 









29166 




GI 


none 




Score 


.89 


Exons 


228. .371 








Seq. No. 


29309 




Seq. ID 


OJ000250_13.0208.C56 


Gene No. 


60511 




Strand 


+ 


Start 


177 




End 


324 


Name 


OJ000250 13.0208.C56. 


ol . gs 


Method 


GEN SCAN 


Start 


177 




End 


324 


GI 


none 




Score 


.8 


Exons 


177.. 324 








Seq. No. 


29309 




Seq. ID 


OJ000250_13.0208.C56 


Gene No. 


60512 




Strand 




Start 


108 




End 


348 


Name 


OJ000250 13.0208.C56. 


ol .np 


Method 


' AAT/NAP 


Start 


108 




End 


348 


GI 


5295967 




Score 


142 


Exons 


108. .348 








GI Descrip. 


(AB026295) Similar to Lycopersicon esculentum pT53 mRNA for 




wound-repressed gene, 


partial 


cds.(X59883) [Oryza sativa] 


Seq. No. 


29310 . 




Seq. ID 


OJ000250_13.0208.C60 


Gene No. 


60513 




Strand 


+ 


Start 


1 




End 


335 


Name 


OJ000250 13.0208.C60. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


311 


GI 


6630685 




Score 


249 


Exons 


1. .311 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716; 




[Oryza sativa] 








Seq. No. 


29310 




Seq. ID 


OJ000250_13.0208.C60 


Gene No. 


60513 




Strand 


+ 


Start 


1 




End 


335 


Name 


OJ000250 13.0208.C60. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


60 




End 


293 


GI 


none 




Score 


263 


Exons 


60.. 293, 65.. 292 








Seq. No. 


29310 




Seq. ID 


OJ000250_13.0208.C60 


Gene No. 


60513 




Strand 


+ 


Start 


1 




End 


335 


Name 


OJ000250 13.0208.C60. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


72 




End 


335 


GI 


none 




Score 


192 


Exons 


72.. 335, 77.. 238 








Seq. No. 


29311 




Seq. ID 


OJ000250_13.0208.C64 


Gene No. 


60514 




Strand 


+ 


Start 


1 




End 


260 


Name 


OJ000250 13.0208.C64. 


ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


260 


GI 


40932 1.R1084 




Score 


507 



GI Descrip. 1 50022 12 /gb | AAD37363 . 1 1 AF144078_1 4.0e-10 (AF144078) 
alpha-xylosidase precursor [Arabidopsis thaliana] 
>gi_5734722_gb_AAD49987.1_AC008075_20 (AC008075) Identical to 



29167 




gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana. ESTs gb_W43892, gb_N96165 / gb_T46694, gb_N37141, 
gb_R64965, gb_R90271, gb_AA651443, gb_AA712305, gb_T04189 and 
gb_AA597852 c' 



Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 






Start 


1 


End 


1625 




Name 


OJ000250 


13 . 0208 . C64 . ol . np Method 


AAT/NAP 




Start 


1 


End . 


1625 




GI 


4163997 


Score 


1937 




Exons 


1. .1625 








GI Descrip. 


(AF087483) alpha-xylosidase precursor 


[Arabidopsis thaliana; 


Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 


— 




Start 


1 


End 


1625 




Name 


OJ000250 


13 . 0208 . C64 . ol . gs Method 


GENS CAN 




Start 


57 


End 


1536 




GI 


none 


Score 


.8 




Exons 


57. .1536 








Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 


— 




Start 


1 


End 


1625 




Name 


OJ000250 


13. 0208 .C64 .o2.tm Method 


TBLASTX: Maize 




Start 


57 


End 


475 




GI 


none 


Score 


153 




Exons 


57. .140, 


58. .315, S8..474, 62. .475 






Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 


— 




Start 


1 


End 


1625 




Name 


OJ000250 


13.0208.C64 .o3.tc Method 


TBLASTX: Cress 




Start 


88 


End 


315 




GI 


none 


Score 


78 




Exons 


88 . .315, 


128. .268 






Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 






Start 


1 


End 


1625 




Name 


OJ000250 


13.0208.C64 .ol.ts Method 


TBLASTX: Soybean 




Start 


100 


End 


1375 




GI 


none 


Score 


92 * 




Exons 


100. .1284 


, 101. .256, 347. .1285, 1316.. 


1375, 1324. .1374 




Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 






Start 


1 


End 


1625 




Name 


OJ000250 


13.0208.C64 .ol.tc Method 


TBLASTX: Cress 




Start 


349 


End 


1092 




GI 


none 


Score 


45 ' 




Exons 


349. .411, 


350. .400, 403. .1092, 404. .1078 




Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208 


.C64 


Gene No. 


60515 


Strand 






Start 


1 


End 


1625 





29168 




Name OJ000250_13. 0208 .C64 .o2.gp Method AAT/GAP 

Start 422 End 8 65 

GI 2311478 Score 796 

Exons 422.-865 



GI Descrip. 5002212/gb | AAD37363 . 1 | AF144078_1 1.0e-46 (AF144078) 
alpha-xylosidase precursor [Arabidopsis thaliana] 
>gi_5734722_gb_AAD49987.1_AC008075_20 (AC008075) Identical to 
gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana.. ESTs gb_W43892, gb_N96165, gb_T46694, gb_N37141, 
gb_R64965, gb_R90271, gb_AA651443, gb_AA712305, gb_T04189 and 
gb_AA597852 c 



Seq. No. 


29311 


Seq. ID 


OJ000250_13.0208.C64 


Gene No. 


60515 


Strand 




Start 


1 


End 


1625 


Name 


OJ000250 13.0208.C64.ol.tm 


Method 


TBLASTX: Maize 


Start 


515 


End 


1528 


GI 


none 


Score 


1314 


Exons 


515. .1429, 515. .634, 517. .1428, 1033.. 


1431, 1040. .1429, 




1429. .1527, 1430. .1528 






Seq. No.. 


29311 


Seq. ID 


OJ000250_13.0208.C64 


Gene No.' 


60515 


Strand 




Start 


1 


End • 


1625 


Name 


OJ000250 13.0208.C64.o2.tc 


Method 


TBLASTX: Cress 


Start 


1150 


End 


1624 


GI 


none 


Score 


133 


Exons 


1150. .1284, 1151. .1282, 1153. .1284, 1306. .1623, 1307. .1624 


Seq. No. 


29312 


Seq. ID 


OJ000250 13.0208.C65 


Gene No. 


60516 


Strand 


+ 


Start 


74 


End 


541 


Name 


OJ000250 13.0208.C65.ol.gs 


Method 


GENS CAN 


Start 


74 


End 


541 


GI 


none 


Score 


.95 


Exons 


74. .541 






Seq. No. 


29312 


Seq. ID 


OJ000250 13.0208.C65 


Gene No. 


60517 


Strand 


+ 


Start 


15520" 


End 


29001 


Name 


OJ000250 13.0208.C65.o4.gs 


Method 


GENS CAN 


Start 


15520 


End 


21367 


GI 


none 


Score 


.53 


Exons 


15520. .15665, 18248 .. 18387, 


18598. .18676, 19808 .. 1 9913, 




20614. .20775, 20940 .. 21084 , 


21339. .21367 


Seq. No. 


29312 


Seq. ID 


OJ000250_13.0208.C65 


Gene No. 


60517 


Strand 


+ 


Start 


15520 


End 


29001 


Name 


OJ000250 13.0208.C65.ol.gp 


Method 


AAT/GAP 


Start 


20782 


End 


27014 


GI 


6055 1.R1084 


Score 


1679 


Exons 


20782. .21084, 25967 .. 26082, 


26230. .26475, 26667 .. 2 6747 , 




26844. .27014 






GI Descrip. 


1 4 966352 /gb |AAD34 633. 1 i ACQ 063 41 11 7 . 0e-s6 (AC00634I) >F309 




[Arabidopsis thaliana] 1 







29169 




Seq. No. 


29312 




Seq. ID 


OJ000250_ 


13.0208 


.C65 


Gene No. 


60517 




Strand 


+ 






Start 


15520 




End 


29001 






Name 


OJ000250 13. 0208 .C65 


,o2.np 


Method 


AAT/NAP 






Start 


20911 




End 


27486 






GI 


4966352 




Score 


1148 






Exons 


20911. .21093, 25967. 


.26082, 


26230. .26475, 26667. 


. .26766, 






26867. .27074, 27148. 


.27486 










GI Descrip. 


(AC006341) >F309.11 


[Arabidopsis thaliana] 






Seq. No. 


29312 




Seq. ID 


OJ000250_ 


JL3.0208 


.C65 


Gene No. 


60517 




Strand 


+ 






Start 


15520 




End 


29001 






Name 


OJ000250 13.0208.C65 


. o5 . gs 


Method 


GENS CAN 






Start 


22076 




End 


22294 






GI 


none 




Score 


.83 






Exons 


22076. .22294 












Seq. No. 


29312 




Seq. ID 


OJ000250_ 


13.0208 


.C65 


Gene No. 


60517 




Strand 


+ 






Start 


15520 




End 


29001 






Name 


OJ000250 13.0208.C65 


. o7.gs 


Method 


GENSCAN 






Start 


26032 




End 


29001 






GI " 


none 




Score 


.9 






Exons 


26032. .26082, 26230. 


.26475, 


26844 . .27074, 27114. 


, .27486, 





28952. .29001 



Seq. No. 29312 Seq. ID OJ000250_13 . 0208 . C65 

Gene No. 60518 Strand 

Start 1 End 4135 

Name . OJ000250_13 . 0208 . C65 . ol .np Method AAT/NAP 

Start 1 End 2874 

GI 5002212 Score 1537 

Exons 1..576, 1522.. 2180, 2639.. 2874 

GI Descrip. (AF144078) alpha-xylosidase precursor [Arabidopsis thaliana] 
gi|5734722|gb|AAD49987.1|AC008075_20 (AC008075) Identical to 
gb|AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana. ESTs gb|W43892, gb|N96165, gb|T46694, gb|N37141, 
gb|R64965, gb|R90271, gb|AA651443, gb|AA712305, gb|T04189 and 
gb|AA597852 c. . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29312 Seq. ID 

60518 Strand 

1 End 

OJ000250_13 . 0208 ,C65 . o2 . gs Method 

1454 End 

none Score 



OJ000250_13.0208.C65 

4135 
GENSCAN 
4135 
.65 



1454. .2212, 2639. .2935, 3745. .3956, 4114. .4135 



Seq. No. 29312 

Gene No. 60519 

Start 23145 

Name OJ000250_13 . 0208 . C65 . 06 . gs 

Start 23145 

GI none 

Exons 23145. .23320, 23799 .. 23991, 24302.. 24439 



Seq. ID OJ000250_13.0208.C65 



Strand 
End 

Method 

End 

Score 



24439 
GENSCAN 
24439 
.93 



29170 



Seq. No. 


29312 


Seq. ID 


OJ000250_13.0208.C65 


Gene No. 


60520 


Strand 




Start 


27278 


End 


27889 


Name 


OJ000250 13.0208.C65.o2.gp 


Method 


AAT/GAP 


Start 


27278 


End 


27889 


GI 


5142 1.R1084 


Score 


1193 


Exons 


27278. .27889 






GI Descrip. 


, 4835757/gb|AAD30224.1|AC0072.02 6 6.0e- 


-18 (AC007202) EST 




gb AA404 917 comes from this 


gene. [Arabidopsis thaliana] 1 


Seq. No. 


r 

29312 


Seq. ID 


OJ000250_13.0208.C65 


Gene No. 


60521 


Strand 




Start 


28464 


End 


28653 


Name 


OJ000250 13.0208.C65.o2.tm 


Method 


TBLASTX: Maize 


Start 


68 


End 


296 


GI 


none 


Score 


163 


Exons 


68. .196, 69. .197, 73. .198, 


74. .199, 197 


'..295, 198. .296 


Seq. No. 


29312 


Seq. ID 


OJ000250_13.0208:C65 


Gene No. 


60521 


Strand 




Start 


28464 


End 


28653 


Name 


OJ000250 13.0208.C65.ol.tc 


Method 


TBLASTX: Cress 


Start 


74 


End 


602 


GI 


none 


Score 


388 


Exons 


74. .577, 75. .590, 360. .602 







Seq. No. 29312 Seq. ID 

Gene No. 60521 Strand 

Start 28464 End 

Name OJ000250_13 . 0208 . C65 . o3 . ts Method 

Start 74 End 

GI none Score 

Exons 74.. 238, 75.. 239 



OJ000250_13.0208.C65 
28653 

TBLASTX : Soybean 

239 

146 



Seq. No. 


29312 




Seq. ID 


OJ000250_13.0208.C65 


Gene No. 


60521 




Strand 




Start 


28464 




End 


28653 


Name 


OJ000250 13.0208.C65.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


382 




End 


1715 


GI 


none 




Score 


177 


Exons 


382. .426, 383. .577, 384. 


.578, 


1513.. 1596, 1520.. 1714, 1521. 


Seq. No. 


29312 




Seq. ID 


OJ000250_13.0208.C65 


Gene No. 


60521 




Strand 




Start 


28464 




End 


28653 


Name 


OJ000250 13.0208.C65.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


461 




End 


1771 


GI 


none 




Score 


120 


Exons 


461. .577, 480. .581, 1514 


..1666, 1520.. 


1771, 1521. .1769 


Seq. No. 


29312 




Seq. ID 


OJ000250_13.0208.C65 


Gene No. 


60521 




Strand 




Start 


28464 




End 


28653 


Name 


OJ000250_13.0208.C65.o3. 


tc 


Method 


TBLASTX: Cress 


O -1 —4- 

U l_ CLJL L. 


1520 




End 


1837 


GI 


none 




Score 


307 


Exons 


1520.. 1837, 1521.. 1832 









29171 




Seq. No. 


29312 




Seq. ID 


OJ000250 


_13.0208 


.C65 


Gene No . 


60521 




. Strand 








Start 


28464 




End 


28653 






Name 


OJ000250 13.0208.C65. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


24501 




End 


26086 






GI 


none 




Score 


105 






Exons 


24501. .24578, 24524.. 


24577, 


25965. .26084, 25966 


. .26082, 






25969-. "26085, 25970.. 


26086 










Seq. No. 


29312 




Seq. ID 


OJ000250 


_13.0208 


.C65 


Gene No. 


,60521 




Strand 








Start 


28464 




End 


28653 






Name 


OJ000250 13.0208.C65. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


26230 




End 


27011 




GI 


none 




Score 


179 






Exons 


26230. .26475, 26247.. 


26480, 


26268. .26480, 26667 


. .26747, 






26868. .27011, 26870.. 


27010, 


26877. .27011 






Seq. No. 


29312 




Seq. ID 


OJ000250 


_13.0208 


.C65 


Gene No. 


60521 




Strand 








Start 


28464 




End 


28653 






Name 


OJ000250 13.0208.C65. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


26361 




End 


-27366 






GI 


none 




Score 


124 






Exons 


26361. .26480, 26389.. 


26475, 


26667. .26747, 26868 


. .27080, 






26877. .27065, 26885.. 


27070, 


27126. .27359, 27148 


. .27366 




Seq. No. 


29312 




Seq. ID 


OJ000250 


_13.0208 


.C65 


Gene No . 


60521 




Strand 








Start 


28464 




End 


28653 






Name 


OJ000250 13.0208.C65. 


ol . tm 


Method 


TBLASTX : 


Maize 




Start 


26394 




End 


27497 






GI 


none 




Score 


136 






Exons 


26394. .26483, 26395.. 


26475, 


26666. .26743, 26667 


. .26744, 






26841. .27080, 26843.. 


27073, 


27126. .27497, 27148 


. .27495 




Seq. No. 


29312 




Seq. ID 


OJ000250 


_13.0208 


-C65 


Gene No. 


60521 




Strand 








Start 


28464 




End 


28653 






Name 


OJ000250 13.0208.C65. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


27012 




End 


27477 






GI 


none 




Score 


64 






Exons 


27012. .27080, 27126.. 


27476, 


27148. .27477 






Seq. No. 


29312 




Seq. ID 


OJ000250 


JL3.0208 


.C65 


Gene No. 


60521 




Strand 








Start 


28464 




End 


28653 






Name 


OJ000250 13.0208.C65. 


o3.np 


Method 


AAT/NAP 






Start 


28464 




End 


28653 






GI 


6069646 




Score 


81 






Exons 


28464. .28653 













GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



29172 



Seq. No. 


29313 




•Seq. ID 


OJ000250 13 


. 0208 


. C66 


Gene No. 


60522 




Strand 








Start 


1023 




End 


1063 






Name 


OJ000250 13.0208.C66.ol 


.gs 


Method 


GENSCAN 






Start 


1023 




End 


1063 






GI 


none 




Score 


.4 






Exons 


1023. .1063 












Seq. No. 


29314 




Seq. ID 


OJ000250_13 


.0208 


.C67 


Gene No. 


60523 




Strand 


+ 






otart 


577 




End 


922 






Name 


OJ000250 13.0208.C67.ol, 


• gp 


Method 


AAT/GAP 






Start 


577 




End 


922 






GI 


uC-osrocyp002b09al 




Score 


477 






Exons 


577. .922 












GI Descrip. 


'4768980/gb|AAD29703.1|AF140490 1 1 . Oe 


-35 (AF140490) heat-s] 




protein [Oryza sativa].' 












Seq. No. 


29314 




Seq. ID 


OJ000250_13 


.0208 


.C67 


Gene No. 


60524 




Strand 








Start 


334 




End 


415 






Name 


OJ000250 13.0208.C67.ol. 


,gs 


Method 


GENSCAN 






Start 


334 


End 


415 






GI 


none 




Score 


.68 






Exons 


334. .415 












Seq. No. 


29315 




Seq. ID 


OJ000250_13 


.0208 


.C68 


Gene No. 


60525 




Strand 


+ 






Start 


16223 




End 


16778 






Name 


OJ000250 13.0208.C68.o3. 


,gs 


Method 


GENSCAN 






Start 


16223 




End 


16778 






GI 


none 




Score 


.97 






Exons 


16223. .16234, 16254. .16778 










Seq. No. 


29315 




Seq. ID 


OJ000250_13 


.0208 


.C68 


Gene No. 


60526 




Strand 








bLarti. 


1 




End 


255 






Name 


OJ000250 13.0208.C68.ol. 


gp 


Method 


AAT/GAP 






Start 


1 


End 


255 






GI 


uC-osrocyp002b09bl 




Score 


498 






Exons 


1. .255 












GI Descrip. 


'4521193/dbj |AB013450.1| 


AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 1 










Seq. No. 


29315 




Seq. ID 


OJ000250_13. 


.0208 


.C68 


Gene No. 


60527 




Strand 








Start 


3932 




End 


16756 






Name 


OJ000250 13.0208.C68.o2. 


gp 


Method 


AAT/GAP 






Start 


3831 




End 


5132 






GI 


none 




Score 


1274 






Exons 


3831. .4150, 4276. .4581, 


5100. 


.5132 








Seq. No. 


29315 




Seq. ID 


OJ000250_13. 


.0208 


.C68 


ucfic No • 


60527 




Strand 








Start 


3932 




End 


16756 






Name 


OJ000250_13.0208.C68.o2. 


gs 


Method 


GENSCAN 







29173 



btart 


3932 






End 


15729 


GI 


none 






Score 


.54 


Exons 


3932. .4150, 


4276. 


.4581, 5100. 


.5237, 5526.. 5801, 5882.. 6103, 




6862. .6950, 


6989. 


.7070, 7098. 


.7435, 7659.. 7770, 8260.. 8385, 




8905. .8994, 


9076. 


.9108, 9565. 


.9672, 10248. .10350, 11998 12192, 




13496. .13560, 13869 .. 14696, 15418.. 15729 


Seq. No. 


29315 






Seq. ID 


OJ000250_13.0208.C68 


Gene No. 


60527 






Strand 




Start 


3932 






End 


16756 


Name 


OJ000250 13 


.0208. 


C68.ol.np 


Method 


AAT/NAP 


Start 


13581 






End 


16756 


GI 


2130141 






Score 


971 


Exons 


13581. .15059, 15151. .15412, 16698. .16756 


GI Descrip. 


mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 




[Zea mays] 


gi|595816 (U14597) 


mudrA gene product [Zea mays] 


Seq. No. 


29315 






Seq. ID 


OJ000250_13.0208.C68 


Gene No. 


60528 






Strand 




beam 


17398 






End 


24209 


Name 


OJ000250_13 


.0208. 


C68.ol.tm 


Method 


TBLASTX: Maize 


Start 


4019 






End 


5792 


GI 


none 






Score 


100 


Exons . 


4019. .4153, 


4068 . 


.4154, 4270. 


.4584, 4271.. 4315, 4352.. 4582, 




4369. .4584, 


5562 . 


.5669, 5688. 


.5792 




Seq. No. 


29315 






Seq. ID 


OJ000250_13.0208.C68 


Gene No . 


60528 






Strand 




Start 


17398 






End 


24209 


Name 


OJ000250_13 


.0208. 


C68.ol.tc 


Method 


TBLASTX: Cress 


Start 


4311 






End 


5147 


GI 


none 






Score 


185 


Exons 


4311. .4583, 


4327 . 


A r C\ A A ~*\ r r\ 

.4584, 4352. 


.4582, 5082.. 5147 


Seq. No. 


29315 






Seq. ID 


OJ000250_13.0208.C68 


Gene No. 


60528 






Strand 




otart 


17398 






End 


24209 


Name 


OJ000250 13 


.0208. 


C68.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4363 






End 


6005 


GI 


none 






Score 


127 


Exons 


4363. .4470, 


4498. 


.4569, 4522. 


.4584, 5097.. 5210, 5097.. 5201, 




5098. .5211, 


5550. 


.5783, 5581. 


.5772, 5879.. 6004, 5880.. 6005 


Seq. No. 


29315 






Seq. ID 


OJ000250_13.0208.C68 


Gene No. 


60528 






Strand 




otart 


17398 






End 


24209 


Name 


OJ000250 13 


.0208. 


C68.o8.tm 


Method 


TBLASTX: Maize 


Start 


5100 






End 


6074 


GI 


none 






Score 


208 


Exons 


5100. .5207, 


5877. 


.6071, 5880. 


.5927, 5881.. 6069, 5882.. 6070, 




5970... 6074 










Seq. No. 


29315 






Seq. ID 


OJ000250_13.0208.C68 


Gene No. 


60528 






Strand 




Start 


17398 








24209 


Name 


OJ000250 13 


.0208. 


C68.o5.ts 


Method 


TBLASTX : Soybean 


Start 


6869 






End 


7203 



29174 




GI none Score 84 

Exons 6869.. 6991, 6876.-6986, 6877.. 6996, 6878.. 7000, 7090.. 7203, 

7095. .7202 



Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250. 13.0208.C68 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


6972' 




End 


7330 




GI 


none 




Score 


52 




Exons 


6972. .7007, 6976. .7005, 7092. .7310, 7096. .7326, 7098. .7328, 




7139. .7330 










Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14064 




End 


14690 




GI 


none 




Score 


73 * 




Exons 


14064. .14339, 14065. 


.14193, 


14103. .14327, 14355. .14420, 






1 vi o c ^ "iviviArt i vi vi o "1 

14356 .. 14409, 14421. 


. 14690, 


14446. .14685 




Seq. No. 


29315 




Seq. ID- 


OJ000250_13.0208 


.C68 


Gene No. 


60528 ' 




Strand 






Start - 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


,o7 . tm 


Method 


TBLASTX: Maize 




Start 


14694 




End 


15045 




GI 


none 




Score 


133 




Exons 


14694. .15044, 14746. 


.15045 








Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


14817 




End 


15325 




GI 


none 




Score 


76 




Exons 


14817. .15059, 15148. 


.15321, 


15167. .15325 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


. o4 .gs 


Method 


GENSCAN 




Start 


17398 


End 


24209 




GI 


none 




Score 


.47 




Exons 


17398. .19419, 19522. 


.20131, 


20208. .20935, 20999. .23380, 






23434. .23640, 23981. 


.24024, 


24140.. 24209 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208, 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


. o2 . np 


Method 


AAT/NAP 




Start 


17401 




End 


22857 




GI 


. 6498441 




Score 


7146 




Exons 


17401. .17682, 17776. 


.19173, 


19345. .20068, 20244 .. 20378 , 






20562 .. 20935, 20999. 


.21462, 


21793. .22857 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



29175 






retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250_13. 0208 .C68 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


17410 




End 


18012 




GI 


none 




Score 


77 




Exons 


17410 .. 17535, 17414. 


. 17536, 


17723. .17872, 17728. .18012, 






17826. .17879, 17909. 


. 18007, 


17949. . 18008 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


-17398 




End 


24209 




Name 


OJ000250 13 . 0208 . C68 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18013 




End 


18394 




GI 


none 




Score 


238 




Exons 


18013. . 18393, 18044 . 


. 18394 








Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250_13. 0208 .C68 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


18199 




End 


18531 




•GI 


none 




Score 


79 




Exons 


18199. . 18411, 18208 . 


. 18531, 


18221. .18502 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250_13. 0208 .C68 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


18724 




End 


19036 




GI 


none 




Score 


67 




Exons 


18724. .18984, 18860. 


. 19036 








Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


18784 




End 


19350 




GI 


5666795 




Score 


68 




Exons 


18784. .18984, 19039. 


.19173, 


19252. .19350 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


. o4 . tw 


Method 


T.BLASTX: Wheat 




Start 


19039 




End 


19497 




GI 


none 




Score 


-84 




Exons 


19039. .19188, 19040. 


.19162, 


19232. .19408, 19249. .19473, 






19276. .19497 










Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


.08 .tw 


Method 


TBLASTX: Wheat 





29176 




Start 


19855 




End 


20142 




GI 


none 




Score 


60 




Exons 


19855. .20142, 20048. 


20137 








Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


a n c o q 
bUozo 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


19906 




. End* 


20278 




GI 


none 




Score 


86 




Exons 


19906. .20136, 20132., 


20278, 


20136. .20261 




Seq. No. 


29315 




Seq. ID 


OJ000250JL3.0208 


.C68 


Gene No . 


bUozo 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68. 


06. tm 


Method 


TBLASTX: Maize 




Start 


20029 




End 


20414 




GI 


none 




Score 


194 




Exons 


20029. .20223, 20135.. 


20413, 


20136. .20414 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


bUozo 




Strand 






Start 


17398 .' 




End 


24209 




Name 


OJ00.0250 13.0208.C68. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start ■ 


20153 




End 


20459 




GI 


none 




Score 


182 




Exons 


20153. .20458, 20166.. 


20456, 


20361. .20459 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


a c\ c o o 
bUozo 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


20441 




End 


20797 




GI 


none 




Score 


124 




Exons 


20441. .20746, 20441.. 


20797, 


20646. .20762 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


_ _ _ XT — 

bene No . 


bUozo 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20465 




End 


20927 




GI 


none 




Score 


216 




Exons 


20465. .20926, 20471.. 


20926, 


20664. .20927 




Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


bUozo 




Strand 






Start 


17398 




End 


24209 




Name 


OJ000250 13.0208.C68. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


20522 




End 


20887 




GI 


none 




Score 


117 




Exons 


20522. .20656, 20663.. 


20887 








Seq. No. 


29315 




Seq. ID 


OJ000250_13.0208 


.C68 


Gene No. 


60528 




Strand 






*J J- 


-L / J 




End 


24209 




Name 


OJ000250 13.0208.C68. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


21092 




End 


21578 





29177 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



177 



21092. .21577, 21123 21383, 21405. .21578 



29315 
60528 
17398 

OJ000250_13.0208.C68.o6.tw 

22316 

none 



Seq. ID OJ000250_13.0208.C68 
Strand 

End 24209 

Method TBLASTX : Wheat 

End 22705 

Score 99 



22316. .22573, 22350 .. 22589, 22556 .. 22654 , 22557 .. 2264 9, 
22661. .22705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29315 
60528 
17398 

OJ000250_13.0208.C68.o9.tm 

22418 

none 

22418. .22666, 22419. .22664 



Seq. ID OJ000250_13.0208.C68 
Strand 

End 24209 

Method TBLASTX: Maize 

End 22666 

Score 106 



29316 
60529 
880 

OJ000250_13.0208.C69.ol.gp 
880 

uC-osflcypl58c04al 
880. .944 

■4581164/gb|AAD24647.1|AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] 1 



Seq. ID OJ000250_13.0208.C69 

Strand + 

End 944 

-Method AAT/GAP 

End 944 

Score 91 



29316 
60530 
939 

OJ000250_13.0208.C69.ol.gs 

939 

none 

939.. 1135, 2271.. 2352 

29317 
60531 
66 

OJ000250_13.0208.C70.ol.gs 
66 

none 

66. .234, 362. .602 

29318 
60532 
276 

OJ000250_13.0208.C74.ol.gs 

276 

none 

276. .2462 



Seq. ID OJ000250_13.0208.C69 
Strand 

End 2352 

Method GENSCAN 

End 2352 

Score .69 



Seq. ID OJ000250_13.0208.C70 

Strand + 

End 602 

Method GENSCAN 

End 602 

Score .98 



Seq. ID OJ000250_13.0208.C74 

Strand + 

End 2477 

Method GENSCAN 

End 24 62 

Score .97 



Gene No. 
Start 



60532 
276 



Seq. ID OJ000250_13.0208.C74 
Strand + 
End 2477 



29178 



Name 

Start 

GI 

Exons 



OJ000250_13.0208.C74 .o2.ts Method 

4 65 End 

none Score 
465. .758 



TBLASTX : Soybean 

758 

180 



Seq. No. 


29318 


Seq. ID 


OJ000250_13.0208.C74 


Gene No. 


60532 


Strand 


+ 


Start 


276 


End 


2477 


Name 


OJ000250 13. 


0208 y£74 . o2 . np Method 


AAT/NAP 


Start 


1417 


End 


2477 


bl 




Score 


710 


Exons 


1417. .2477 






GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 


Seq. No. 


29318 


Seq. ID 


OJ000250 13.0208.C74 


Gene No. 


60532 


Strand 


+ 


Start 


276 


End 


2477 


Name 


OJ000250 13. 


0208 . C74 . ol . tw Method 


TBLASTX: Wheat 


Start 


1839 


End 


2402 


GI 


none 


Score 


146 


Exons 


1839. .2075, 


1845. .2057, 2112. .2387, 2115. .2402, 2300. .2401 


Seq. No. 


29318 


Seq. ID 


OJ000250_13.0208.C74 


Gene No. 


60532 ' 


Strand 


+ 


Start 


276 


End 


2477 


Name 


OJ000250 13. 


0208 . C74 . ol . tm Method 


TBLASTX: Maize 


Start 


1968 


End 


2438 


GI 


none 


Score 


435 


Exons 


1968. .2438, 


2009. .2437 





Seq. No. 29318 

Gene No. 60532 

Start 276 

Name OJ000250JL3 . 0208 -C74 . ol . ts 

Start 2022 

GI none 

Exons 2022.. 2114, 2112.. 2423, 2225.. 2422 



Seq. ID OJ000250 13.0208.C74 



Strand 
End 

Method 
End 
Score 



+ 

2477 

TBLASTX: Soybean 

2423 

63 



Seq. ID OJ000250_13.0208.C75 



Seq. No. 29319 

Gene No. 60533 Strand + 

Start 1 End 1987 

Name OJ000250JL3. 0208.C75.ol.np Method AAT/NAP 

Start , 1 End 1984 

GI 6630685 Score 1723 

Exons 1..1984 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



Seq. No. 29319 Seq. ID 

Gene No. 60533 Strand 

Start 1 End 

Name OJ00.0250_13 . 0208 . C75 . ol . gs Method 

Start 54 End ■ 

GI none Score 

Exons 54 . . 1967 



OJ000250_13.0208.C75 
+ 

1987 
GENSCAN 
1987 
" .57 



Seq. No. 



29319 



Seq. ID OJ000250_13.0208.C75 



29179 




Gene No. 


60534 




Strand 


+ 




Start 


3562 




End 


4070 • 




Name 


UJUUUZDU Ij.U^Uo.L/j.Oi 


• gp 


Method 






Start 


3562 




End 


4070 




GI 


uC-osrocyp002b09bl 




Score 


975 




Exons 


3562. .4070 










GI Descrip. 


'4521193/dbj IAB013450.1 


IAB013450 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib 


gene 








Seq. No. 


29319 




Seq. ID 


OJ000250 


_13.0208.C75 


XT a 

Gene No. 


60535 




Strand 


+ 




Start 


12452 




End 


13500 




Name 


OJ000250 13.0208.C75.o3 


.gp 


Method 


AAT/GAP 




Start 


12452 




End 


13500 




GI 


2310781 




Score 


693 




Exons 


12452. .12526, 12777 .. 12902, 


13148. .13229, 13359 


. .13500 


Seq. No. 


29319 




Seq. ID 


OJ000250 


_13.0208.C75 


Gene No. 


60536 




Strand 






Start 


4282 




End 


4627 




Name 


OJ000250 13.0208.C75.o2 


■ gp 


Method 


AAT/GAP 




Start 


4282 




End 


4627 




GI 


uC-osrocyp002b09al 




Score 


477 




-Exons 


4282.. 4627 











GI Descrip. ' 4768980/gb IAAD29703 . 1 1 AF1404 90_1 1.0e-35 (AF140490) heat-shock 



protein [Oryza sativa] 1 



Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 


13.0208.C75.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


388 






End 


957 




GI 


5509260 






Score 


649 




Exons 


388. .957, 


428. .955 










GI Descrip. 














Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 


13.0208.C75.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


473 






End 


940 




GI 


none 






Score 


82 




Exons 


473. .562, 


479. .556, 596. 


.940, 


613. .741, 


772. .939 




Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 


13.0208.C75.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


572 






End 


838 




GI 


none 






Score 


244 




Exons 


572. .838, 


577. .837 










Seq. No. 


29319 






Seq. ID 


OJ000250_13.02C8 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 


13.0208.C75.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


619 






End 


1066 





29180 




GI 


none 






Score 


526 




Exons 


619. .1056, 


620. . 


1066, 774.. 1058 






Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 13 


.0208 


.C75.o3. ts 


Method 


TBLASTX: Soybean 




Start 


1099 






End 


1327 




GI 


none 






Score 


* 192 




Exons 


1099. .1266, 


1103 


. .1327 








Seq. No. 


29319 






Seq. ID 


OJ000250JL3.0208 


.C75 


Gene No . 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 13 


.0208 


one « o i- . . 

. C 75 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1127 






End 


1543 




GI 


none 






Score 


103 




Exons 


1127. .1279, 


1307 


..1543, 1318. 


.1542 






Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 13 


.0208 


.C75.ol. tc 


Method 


TBLASTX: Cress 




Start 


1307 






End 


1966 




GI 


none 






Score 


119 




Exons 


1307. .1480, 


1319 


..1489, 1601. 


.1735, 1753. .1872, 1754. .1966 


Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 13 


.0208 


. C75 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1310 






End 


1966 




GI 


none 






Score 


689 




Exons 


1310. .1966, 


1318 


. .1965 








Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 13 


.0208 


. C75 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


1328 






End 


2008 




GI 


none 






Score 


252 




Exons 


1328. .1717, 


1522 


..1632, 1745. 


.2008, 1750. .1911 




Seq. No. 


29319 






Seq. ID 


OJ000250_13.0208 


.C75 


Gene No. 


60537 






Strand 






Start 


9228 






End 


11843 




Name 


OJ000250 13 


.0208 


. C75.o3.gs 


Method 


GEN SCAN 




Start 


9228 






End 


11843 




GI 


none 






Score 


.63 




Exons 


9228. .9356, 


10958. .11034, 11148.. 11227 


, 11725.. 11843 




Seq. No. 


29320 






Seq. ID 


OJ000250JL3.0208 


.C76 


Gene No. 


60538 






Strand 


+ 




Start 


246 






End 


416 




Name 


UJUUUZOU 1J 


. U^Ub 


. c /b .ol . gs 


Method 


GENS CAN 




Start 


246 






End 


416 




GI 


none 






Score 


.93 





29181 




Exons 


246. .416 












Seq. No. 


29321 






Seq. ID 


OJ000250_ 


_13.0208.C77 


Gene No. 


60539 






Strand 


+ 




Start 


1143 






End 


5414 




Name 


OJ000250 13 


.0208.C77.ol 


. qs 


Method 


GENSCAN 




Start 


1143 






End 


5207 




GI 


none 






Score 


.57 




Exons 


1143. .1320, 


2077. .2278, 


3936. 


.4017, 4135. .4512, 


4599. .5207 


Seq. No. 


29321 






Seq. ID 


OJ000250_ 


13.0208.C77 


Gene No. 


. 60539 






Strand 


+ 




Start 


1143 






End 


5414 




Name 


OJ000250 13 


.0208.C77.ol 


.np 


Method 


AAT/NAP 




Start 


2089 






End 


3141 




GI 


4680186 






Score 


246 




Exons 


2089. .2246, 


2750. .3141 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


29321 






Seq. ID 


OJ000250 


13. 0208 ,C77 


Gene No. 


60539 






Strand 


+ 




Start 


1143 






End 


5414 




Name 


OJ000250 13 


.0208.C77.o2 


.np 


Method 


AAT/NAP 




Start 


2840 






End 


5414 




GI 


6069653 






Score 


910 




Exons 


2840. .2925, 


4142. .5072, 


5265. 


.5414 






GI Descrip. 


(AP000616) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


29322 






Seq. ID 


OJ000250_ 


_13.0208.C78 


Gene No. 


60540 






Strand 


+ 




Start 


625 






End 


762 




Name 


OJ000250 13 


.0208.C78.ol 


.gs 


Method 


GENSCAN 




Start 


625 






End 


7 62 




GI 


none 






Score 


.85 




Exons 


625. .762 












Seq. No. 


29322 






Seq. ID 


OJ000250_ 


_13.0208.C78 


Gene No. 


60541 






Strand 


+ 




Start 


1997 






End 


2278 




Name 


OJ000250 13 


.0208.C78.ol 


.gp 


Method 


AAT/GAP 




Start 


1997 






End 


2278 




GI 


none 






Score 


560 




Exons 


1997. .2278 












Seq. No. 


29322 






Seq. ID 


OJ000250_ 


13.0208.C78 


Gene No. 


60542 






Strand 






Start 


1684 






End 


5007 




Name 


OJ000250 13 


.0208.C78.o2 


. gs 


Method 


GENSCAN 




Start 


1684 




End 


4777 




GI 


none 






Score 


.92 




Exons 


1684. .1752, 


2334. .2516, 


2620. 


.2816, 2927.. 3292, 


3510. .3908, 




3997. .4403, 


4497. .4777 











Seq. No. 29322 Seq. ID OJ000250_13 . 0208 . C78 

uene No. 60b42 Strand 

Start 1684 End 5007 

Name OJ000250 13 . 0208 . C78 . o2 . tm Method TBLASTX: Maize 



29182 



Start 
GI 

Exons 



2264 End 2480 

none Score 70 

2264. .2314, 2271. .2315/ 2272. .2313, 2274. .2315, 2294. .2419, 

2317. .2415, 2319. .2480, 2319. .2441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29322 Seq. ID 

60542 Strand 

1684 End 

OJ000250_13 . 0208 . C78 . ol . np Method 

2268 End 

6692748 Score 



OJ000250_13.0208.C78 

5007 . 
AAT/NAP 
5007 
692 



2268. .2516, 2580. .2834, 2927. .3292, 3510.. 3749, 4959. .5007 
(AC012679) unknown protein [Arabidopsis thaliana] 



29322 
60542 
1684 

OJ000250_13.0208.C78.ol.tm 

2619 

none 



Seq. ID OJ000250_13.0208.C78 
Strand 

End 5007 

Method TBLASTX : Mai ze 

End 3093 

Score 62 



2619. .2678, 2620. .2682, 2623. .2679, 2665. .2817, 2672. .2794, 
2672. .2818, 2674. .2826, 2919. .3041, 2926.. 3090, 2927.. 3073, 
2928.. 3092, 2929.. 3093 



Seq. No. 29322 Seq. ID 

Gene No. 60542 Strand 

Start 1684 End 

Name OJ000250_13 . 0208 .C78 .ol . ts ' Method 

Start 2722 End 

GI none Score 

Exons 2722.. 2814, 2928.. 3068, 3123.. 3200 



OJ000250_13.0208.C78 
5007 

TBLASTX : Soybean 

3200 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29322 
60542 
1684 

OJ000250_13.0208.C78.ol.tc 

2943 

none 



Seq. ID OJ000250_13.0208.C78 
Strand 

End 5007 

Method TBLASTX: Cress 

End 3718 

•Score 76 



2943. .3080, 3108. .3173, 3228. .3296, 3514. .3642, 3521. .3640, 
3647.. 3718 



Seq. No. 29322 

Gene No. 60542 

Start 1684 

Name OJ000250JL3 . 0208 . C78 . o3 . tm 

Start 3099 

GI none 

Exons 3099.. 3209, 3100.. 3207 



Seq. ID OJ000250_13.0208.C78 
Strand 

End 5007 

Method TBLASTX : Mai ze 

End 3209 

Score 119 



Seq. No. 29322 

Gene No. 60542 

Start 1684 

Name OJ000250_13 . 0208 .C78 . o2 . gp 

Start 4620 

GI none 

Exons 4620.. 4914 



Seq. ID OJ000250_13.0208.C78 
Strand 

End 5007 

Method AAT/GAP 

End 4914 

Score 541 



29183 



Seq. No. 29323 

Gene No. 60543 

Start 272 

Name OJ000250_13 . 0208 . C79 . ol . gs 

Start 272 

GI none 
Exons 



Seq. ID OJ000250_13.0208.C79 

Strand + 

End 13956 

Method GENSCAN 

End 13956 

Score .74 



272. .307, 601. .660, 2596. .2668, 2687. .2827, 3151. .3326, 
4354. .4388, 4635. .4748, 7526. .7587, 9606. .9808, 12874 .. 12984 , 
13022. .13133, 13223. .13956 - 



Seq. No. 29323 

Gene No. 60543 

Start 272 

Name OJ000250_13 . 0208 . C79 . ol . tw 

Start 12919 

GI none 

Exons 12919. .13095, 12950.. 13099 

Seq. No. 29323 

Gene No. 60543 

Start 272 

Name OJ000250_13.0208.C79.ol.tc 

Start 12943 

GI none ■ 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
. Score 



OJ000250_13.0208.C79 
+ 

13956 

TBLASTX: Wheat 

13099 

207 



OJ000250_13 . 0208 . C79 
+ 

13956 

TBLASTX: Cress 

13359 

310 



12943. .13137, 12944 .. 13135, 13224 .. 13355, 13225.. 13359 



Seq. No. 29323 

Gene No. 60543 

Start 272 

Name OJ000250_13. 0208 ,C79.ol. ts 

Start 12943 

GI none 
Exons 



Seq. ID OJ000250_13.0208.C79 

Strand + 

End 13956 

Method TBLASTX : Soybean 

End 13359 

Score 316 



12943. .13137, 12944 .. 13132, 13217 .. 13318, 13221 .. 13358 , 
13222. .13359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29323 Seq. ID 

60543 Strand 

272 End 

OJ000250_13.0208.C79.ol.np Method 

12944 End 

4204277 Score 



OJ000250_13.0208.C79 
+ 

13956 
AAT/NAP 
13938 
504 



12944. .13133, 13223 .. 13479, 13634 1372 9, 13798. .13938 
(AC004146) Hypothetical protein [Arabidopsis thaliana] 



29323 
60543 
272 

OJ000250_13.0208.C79.ol.tm 

12958 

none 

12958. .13047, 12958 .. 13131, 
13222. .13350 



Seq. ID OJ000250_13.0208.C79 

Strand + 

End 13956 

Method TBLASTX : Maize 

^ End 13358 

Score 91 
12959. .13132, 1314 9 .. 13358 , 



Seq. No. 29324 Seq. ID 

Gene No. 6054 4 Strand 

Start 66 End 

Name OJ000250_13 . 0208 . C81 . ol . gs Method 



OJ000250_13.0208.C81 
+ 

1073 
GENSCAN 



29184 




Start 


66 


End 


1073 


GI 


none 


Score 


.52 


Exons 


. 66. .186, 964. .1073 






Seq. No. 


29324 


Seq. ID 


OJ000250_13.0208.C81 


Gene No. 


60545 


Strand 




Start 


2419 


End 


2794 


Name 


OJ000250 13.0208.C81.o2.gs 


Method 


GENSCAN 


Start 


2419 


End 


2794 


GI 


none 


Score 


.81 


Exons 


2419.. 2451, 2711.. 2794 






Seq. No. 


29325 


Seq. ID 


OJ000250_13.0208.C85 


Gene No. 


60546 


Strand 


+ 


Start 


87 


End 


434 


Name 


OJ000250 13.0208.C85.ol.gs 


Method 


GENSCAN 


Start 


87 


End 


434 


GI 


none 


Score 


.88 


Exons 


87. .434 






Seq. No. 


29326 


Seq. ID 


OJ000250_13.0208.C87 


Gene No. 


60547 


Strand 


+ 


Start 


310 


End 


391 


Name 


OJ000250 13.0208.C87.ol.gs 


Method 


GENSCAN 


Start 


310 


End 


391 


GI 


none 


Score 


.65 


Exons 


310. .391 






Seq. No. 


29327 


Seq. ID 


OJ000250_15.0222.C1 


Gene No. 


60548 


Strand 




Start 


1 


End 


484 


Name 


OJ000250 15.0222.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


484 


GI 


6721547 


Score 


319 


Exons 


1..484 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB0134 48) 


Seq. No. 


29327 


Seq. ID 


OJ000250_15.0222.C1 


Gene No. 


60548 


Strand 




Start 


1 


End 


484 


Name 


OJ000250 15.0222.Cl.ol.gs 


Method 


GENSCAN 


Start 


151 


End 


422 


GI 


none 


Score 


.58 


Exons 


151.. 422 






Seq. No. 


29327 


Seq. ID 


OJ000250_15.0222.C1 


Gene No. 


60548 


Strand 




Start 


1 


End 


484 


Name 


OJ000250 15.0222.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


155 


End 


484 


GI 


none 


Score 


62 


Exons 


155. .370, 263. .367, 368. .484 






Seq. No. 


29327 


Seq. ID 


OJ000250_15.0222.C1 


Gene No. 


60548 


Strand 




Start 


1 


End 


484 


Name 


OJ000250 15.0222.Cl.ol.tw 


Method 


TBLASTX: Wheat 



29185 



Start 


161 


End 


442 




GI 


none 


Score 


72 




Exons 


161. .442, 191. .361, 398. .442 








Seq. No. 


29327 


Seq. ID 


OJ000250_15.0222 


.CI 


Gene No. 




otrana 






Start 


1 


End 


484 




Name 


OJ000250 15.0222.Cl.ol.tm 


Method 


TBLASTX : Maize 




Start' 


197 


End 


484 




GI 


none 


Score 


74 




Exons 


197. .391, 398. .484 








Seq. No. 


29328 


Seq. ID 


OJ000250JL5.0222 


.C3 


Gene No. 




otrana 


+ 




Start 


1 


End 


139 




Name 


OJ000250 15.0222.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


139 




GI 


none 


Score 


266 




Exons 


1. .139 








Seq. No. 


29329 


Seq. ID 


OJ000250_15.0222 


.C4 


Gene No. 


60550 


Strand 


+ 




otart 


1 


End 


2006 




Name 


OJ000250 -15.0222.C4.6l.np 


Method 


AAT/NAP 




Start 


1 


End 


2006 




GI 


2462744 


Score 


595 




Exons 


1..1128, 1918. .2006 








GI Descrip. 


(AC002292) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29329 


Seq. ID 


OJ000250_15.0222 


.C4 


Gene No. 


60550 


Strand 


+ 




Start 


1 


End 


2006 




Name 


OJ000250 15.0222.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


4 


End 


564 




GI 


none 


Score 


310 




Exons 


4. .129, 19. .564, 196. .516 








Seq. No. 


29329 


Seq. ID 


OJ000250_15.0222 


.C4 


Gene No. 


60550 


Strand 


+ 




Start 


1 


End 


2006 




Name 


OJ000250 15.0222.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


43 


End 


410 




GI 


none 


Score 


78 




Exons 


43. .93, 43. .90, 64. .408, 83.. 


409, 93.. 


410 




Seq. No. 


29329 


Seq. ID 


OJ000250_15.0222 


.C4 


Gene No. 


60550 


Strand 


+ 




Start 


1 


End 


2006 




Name 


OJ000250 15.0222.C4.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


1215 




GI 


none 


Score 


.81 




Exons 


46. .1215 








Seq. No. 


* 29329 


Seq. ID 


OJ000250_15.0222 


.C4 


Gene No. 


60550 


Strand 


+ 




Start 


1 


End 


2006 




Name 


OJ000250 15.0222.C4.ol.ts 


Method 


TBLASTX : Soybean 





29186 




Start 


295 


End 


828 




GI 


none 


Score 


231 




Exons 


295. .681, 715. .828 








Seq. No. 


29329 


Seq. ID 


OJ000250_15.0222.C4 




Gene No. 


60550 


Strand 


+ 




Start 


1 


End 


2006 




Name 


OJ000250 15.0222.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


992 


End 


1209 




GI 


none 


Score 


134 




Exons 


992. .1165, 993. .1178, 994. .1203, 997.. 


1176, 1005. .1178, 






1168. .1209 








Seq. No. 


29330 


Seq. ID 


OJ000250_15.0222.C6 




Gene No. 


60551 . 


Strand 






Start 


41 


End 


2596 




Name 


OJ000250 15.0222.C6.ol.gs 


Method 


GENSCAN 




Start 


41 


End 


2596 




GI 


none 


Score 


.76 




Exons 


41. .120, 605. .707, 879. .981, 


1506.. 1814, 1944.. 2033, 2109. 


2240 




2358.-2485, 2527.. 2596 








Seq. No. 


29330 > "... 


Seq. ID 


OJ000250_15.0222.C6 




Gene No. 


'60551 


Strand 






Start 


41 


End 


2596 




Name 


OJ000250 15.0222.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


590 


End 


912 




GI 


none 


Score 


120 




Exons 


590.. 709, 591.. 710, 796.. 912, 


798. .905, 799. .906 




Seq. No. 


29331 


Seq. ID 


OJ000250_15.0222.C7 




Gene No. 


60552 


Strand 






Start 


1 


End 


3463 




Name 


OJ000250 15.0222.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3463 




GI 


6562295 


Score 


4 32 




Exons 


1..164, 251. .316, 952. .1062, 


1190.. 1291, 2204.. 2375, 3194.. 


3463 


GI Descrip. 


(AL133421) putative protein ( 


fragment) 


[Arabidopsis thaliana] 


Seq. No. 


29331 


Seq. ID 


OJ000250_15.0222.C7 




Gene No. 


60552 


Strand 






Start 


1 


End 


3463 




Name 


OJ000250 15.0222.C7.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


3403 




GI 


none 


Score 


.76 




Exons 


66. .164, 952. .1062, 1190. .1291, 2204.. 


2400, 3265.. 3403 




Seq. No. 


29332 


Seq. ID 


OJ000250_15.0222.C8 




Gene No. 


60553 


Strand 






Start 


82 


End 


3149 




Name 


OJ000250 15.0222.C8.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


3130 




GI 


none 


Score 


.56 




Exons 


82. .127, 845. .883, 2300. .2432, 2855. .3130 




Seq. No. 


29332 


Seq. ID 


OJ000250_15.0222.C8 




Gene No. 


60553 


Strand 







29187 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



82 End 3149 

OJ000250_15 . 0222 . C8 . ol . np Method AAT/NAP 
731 End 3149 

6562295 Score 520 

731.. 805, 1178. .1353, 2300. .2432, 2855.. 3149 

(AL133421) putative protein (fragment) [Arabidopsis thaliana] 



29332 
60553 
82 

OJ000250_15.0222.C8.ol.tm 

1183 

none 



Seq. ID OJ000250_15.0222.C8 
Strand 

End 3149 

Method TBLASTX : Mai ze 

End 2438 

Score 130 



1183. .1350, 1184. .1348, 1199. .1354, 2291. .2434, 2301. .2438, 
2304. .2435 



Seq. No. 29333 

Gene No. 60554 

Start 158 

Name OJ000250_15.0222.Cll.ol.gp 

Start 158 

GI 3061003 

Exons -158. .421 , 



Seq. ID OJ000250_15.0222.C11 
Strand 

End 421 

Method AAT/GAP 

End 421 

Score 445 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29334 
60555 
1 

OJ000250_15.0222.C13.ol.gp 
1 

431824 

1..55, 469. .542 

29334 
60556 
464 

OJ000250_15.0222.C13.ol.tc 

464 

none 



Seq. ID OJ000250_15.0222.C13 
Strand 

End 542 

Method AAT/GAP 

End 542 

Score 238 



Seq. ID OJ000250_15.0222.C13 
Strand 

End 1114 

Method TBLASTX: Cress 

End 1114 

Score 174 



464. .613, 481. .615, 484. .612, 528. .617, 1052. .1114, 1057. .1113 



29335 
60557 
55 

OJ000250_15.0222.C17.ol.gs 
55 

none 
55. .216 



Seq. ID OJ000250_15.0222.C17 

Strand + 

End 216 

Method GEN SCAN 

End 216 

Score .75 



Seq. No. 29336 

Gene No. 60558 

Start 79 

Name OJ000250_15 . 0222 . C18 . ol . gs 

Start 79 

GI none 

Exons 79. .243 



Seq. ID OJ000250_15. 0222.C18 

Strand + 

End 243 

Method GEN SCAN 

End 243 

Score .66 



Seq. No. 



29336 



Seq. ID OJ000250_15. 0222.C18 



29188 




Gene No . 


60559 


Strand 






Start 


811 


End 


1379 




Name 


OJ000250 15.0222.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


811 


End 


1180 




GI 


none 


Score 


114 




Exons 


811. .1044, 813. .1049, 1049. 


.1180 






Seq. No. 


29336 


Seq. ID 


OJ000250_15.0222 


.C18 


Gene No. 


60559 


Strand 






Start 


811 


End 


1379 




Name 


OJ000250 15.0222.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


906 


End 


1379 




GI 


none 


Score 


48 




Exons 


906. .974, 907. .975, 1062. .1379, 1067.. 


1378 




Seq. No. 


29337 


Seq. ID 


OJ000250JL5.0222 


.C19 


Gene No. 


60560 


Strand 






Start 


207 


End 


323 




Name 


OJ000250 15.0222.C19.ol.gs 


Method 


GENSCAN 




Start 


207 


End 


323 




GI 


none 


Score 


.83 




Exons 


207. .323 








Seq. No. 


29338 


Seq. ID 


OJ000250_15.0222 


.C20 


Gene No. 


60561 


Strand 


+ 




Start 


1 


End 


1187 




Name 


OJ000250 15.0222.C20.ol.gs 


Method 


GENSCAN 




Start 


1 


End 


1187 




GI 


none 


Score 


.97 




Exons 


1..68, 77. .1187 








Seq. No. 


29338 


Seq. ID 


OJ000250JL5.0222 


.C20 


Gene No. 


60561 


Strand 


+ 




C4- -> 4- 


1 


End 


1187 




Name 


OJ000250 15.0222.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


318 




GI 


3127838 


Score 


162 




Exons 


1..318 








GI Descrip. 


(AL0234 96) hypothetical protein [Streptomyces coelicolor] 


Seq. No. 


29339 


Seq. ID 


OJ000250_15.0222 


.C22 


Gene No . 


60562 ■ 


Strand 






Start 


38 


End 


955 




Name 


OJ000250 15.0222.C22.o2.tm 


Method 


TBLASTX: Maize 




.Start 


24 


End 


199 




GI 


none 


Score 


159 




Exons 


24. .197, 33. .197, 35. .199 








Seq. No. 


29339 


Seq. ID 


OJ000250_15.0222 


.C22 


Gene No. 


60562 


Strand 






Start 


38 


End 


955 




Name 


OJ000250 15.0222.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


35 


End 


910 




GI 


none 


Score 


208 






35. .520, 36. .404, 716. .910, 


717 . .839 






Seq. No. 


29339 


Seq. ID 


OJ000250JL5.0222 


.C22 



29189 




Gene No. 


60562 . 


Strand 




Start 


38 


End 


955 


Name 


OJ000250 15.0222.C22.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


955 


GI 


none 


Score 


.72 


Exons 


38. .517, 716. .955 






Seq. No. 


29339 


Seq. ID 


OJ000250_15.0222.C22 


Gene No. 


60562 


Strand 




Start 


38 


End 


955 


Name 


OJ000250 15.0222.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


200 


End 


934 


GI 


none 


Score 


258 


Exons 


200. .520, 200. .520, 706. .846, 711. .929, 


716. . 934, 809. . 934 


Seq. No. 


29340 


Seq. ID 


OJ000250 15.0222.C23 


Gene No. 


60563 


Strand 


+ 


Start 


944 


End 


1200 


Name 


OJ000250 15.0222.C23.ol.gp 


Method 


AAT/GAP 


Start 


944 


End 


1200 


GI 


LIB3432-059-P1-K1-D8 


Score 


4 63 


Exons 


944. .1200 






GI Descrip. 


1 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


29341 


Seq. ID 


OJ000250_15.0222.C24 


Gene No. 


60564 


Strand 




Start 


41 


End 


440 


Name 


OJ000250 15.0222.C24.ol.np 


Method 


AAT/NAP 


Start 


41 


End 


440 


GI 


6730739 


Score 


72 


Exons 


41. .175, 262. .440 






GI Descrip. 


(AC018849) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


29341 


Seq. ID 


OJ000250_15.0222.C24 


Gene No. 


60564 


Strand 




Start 


41 


End 


440 


Name 


OJ000250 15.0222.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


92 


End 


375 


GI 


none 


Score 


106 


Exons 


92. .181, 93. .176, 94. .195, 


256. .375, 257. .373, 286. .375 


Seq. No. 


29342 


Seq. ID 


OJ000250_15.0222.C25 


Gene No. 


60565 


Strand 


+ 


Start 


186 


End 


731 


Name 


OJ000250 15.0222.C25.ol.tc 


Method 


TBLASTX: Cress 


Start 


3 


End 


696 


GI 


none 


Score 


69 


Exons 


3. .107, 194. .376, 195. .392, 


469. .621, 615. .683, 616. .696 


Seq. No. 


29342 


Seq. ID 


OJ000250_15.0222.C25 


Gene No. 


60565 


Strand 


+ 


Start 


186 


End 


731 


Name 


OJ000250_15.0222.C25.ol.ts 


Method 


TBLASTX: Soybean 


C+- — J- 


i t- 

XO J 


End 


615 


GI 


none 


Score 


141 


Exons 


185. .376, 195. .392, 375. .40 


4, 376. .405, 


469. .615, 489. .614 



29190 




Seq. No. 


29342 






Seq. ID 


OJ000250_15 . 0222 . C25 


Gene No . 


60565 






Strand 


+ 


Start 


186 






End 


731 


Name 


OJ000250 


15.0222.C25.ol. 


as 


Method 


GEN SCAN 


Start 


186 






End 


718 


GI 


none 






Score 


.79 


Exons 


186. .371, 


514 . .718 








Seq. No. 


29342 






Seq. ID 


OJ000250_15.0222.C25 


Gene No. 


60565 






Strand 


+ 


Start 


186 






End 


731 


Name 


OJ000250 


15.0222.C25.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


215 






End 


731 


GI 


none 






Score 


144 


Exons 


215. .376, 


216.. 392, 225. 


.383, 


376. .405 


, 469. .621, 489. .620, 




615. .716, 


616.. 702, 708. 


.731 







Seq. No. 


29342 


Seq. ID 


OJ000250_15. 


0222 


.C25 


Gene No. 


60565 


Strand 


+ 






Start 


186 


End 


731 






Name 


OJ000250 15.0222.C25.ol.np 


Method 


AAT/NAP . 






Start 


219 


End 


621 






GI 


6598346 


Score- 


124 






Exons 


219. .442, 473. .621 










GI Descrip. 


(AC002336) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


29343 


Seq. ID 


OJ000250_15. 


0222 


.C26 


Gene No. 


60566 


Strand 


+ 






Start 


15 


End 


413 






Name 


OJ000250 15.0222.C26.ol.gs 


Method 


GEN SCAN 






Start 


15 


End 


413 






GI 


none 


Score 


.96 






Exons 


15. .105, 370. .413 










Seq. No. 


29343 


Seq. ID 


OJ000250_15. 


0222 


.C26 


Gene No. 


60567 


Strand 








Start 


181 


End 


1294 






Name 


OJ000250 15.0222.C26.ol.np 


Method 


AAT/NAP 






Start 


181 


End 


1294 






GI 


5777617 


Score 


91 






Exons 


181.. 278, 1268.. 1294 










GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 






Seq. No. 


29343 


Seq. ID 


OJ000250_15. 


0222 


.C26 


Gene No. 


60567 


Strand 








Start 


181 


End 


1294 






Name 


OJ000250 15.0222.C26.o2.gs 


Method 


GENSCAN 






Start 


1140 


End 


1271 






GI 


none 


Score 


.81 






Exons 


1140. .1271 










Seq. No. 


29344 


Seq. ID 


OJ000250_15. 


0222 


.C31 


Gene No. 


60568 


Strand 








Start 


180 


End 


550 






Name 


OJ000250 15.0222.C31.ol.gs 


Method 


GENSCAN 






Start 


180 


End 


550 







29191 



GI 


none 










Exons 


180. .550 










Seq. No. 


29345 










Gene No. 


60569 










Start 


110 










Name 


OJ000250 


15. 


0222.C32. 


,ol 


. as 


Start 


110 










GI 


none 




- . 






Exons 


110. .301 










Seq. No. 


29346 










Gene No. 


60570 










Start 


205 










Name 


OJ000250 


15. 


0222. C33. 


ol 


. as 


Start 


205 










GI 


none 










Exons 


205. .272 










Seq. No. 


29347 










Gene No. 


60571 










Start 


438 










Name 


OJ000250 


15. 


0222. C35. 


ol 


. as 


Start 


438. 










GI 


none 










Exons 


438. .541 










Seq. No. 


29348 










Gene No. 


60572 










Start 


201 










Name 


OJ000250 


15. 


0222. C36. 


ol 


. as 


Start 


201 










GI 


none 










Exons 


201. .207, 


380. .491 






Seq. No. 


29349 










Gene No. 


60573 










Start 


1 










Name 


OJ000250 


15. 


0222. C38. 


ol 


.np 


Start 


1 








GI 


6907089 










Exons 


1. .664 











Score . 97 



Seq. ID OJ000250_15.0222.C32 

Strand 

End 301 

Method GENSCAN 

End 301 

Score .84 



Seq. ID OJ000250_15.0222.C33 

Strand + 

End 272 

Method GENSCAN 

End 272 

Score .43 



Seq. ID OJ000250_15.0222.C35 

Strand + 

End 541 

Method GENSCAN 

End '541 

Score .81 



Seq. ID OJ000250_15.0222.C36 

Strand + 

End 4 91 

Method GENSCAN 

End 4 91 

Score .4 



Seq. ID OJ000250_15.0222.C38 

Strand + 

End . 1240 

Method AAT/NAP 

End 664 

Score 260 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 29349 

Gene No. 60573 

Start 1 

Name OJ000250_15 . 0222 . C38 . ol . gs 

Start 38 

GI none 

Exons 38.. 590, 757.. 881, 994.. 1092 

Seq. No. 29349 

Gene No. 60573 

Start I 

Name OJ000250_15 . 0222 .C38 .o2 .np 

Start 950 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_15.0222.C38 
+ 

1240 
GENSCAN 
1092 
.9 



OJ000250_15.0222.C38 
+ 

1240 

AAT/NAP 

1240 



29192 




GI 6721561 Score 66 

Exons 950.. 1094, 1217.. 1240 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. " No. 


29350 








Seq. ID 


OJ000250 


_15.0222.C40 


Gene No. 


60574 








Strand 


+ 




Start 


949 








End 


3398 




Name 


OJ000250 15 


. 0222 


.C40.ol 


. as 


Method 


GENSCAN 




Start 


949 ~ 








End 


2975 




GI 


none 








Score 


.49 




Exons 


949. . 1172, 


2236. 


.2387, 


2419. . 


2549, 2643.. 2975 




Sea No 


29350 








Seq. ID 


OJ000250 


15 . 0222 .C40 


Gene No. 


60574 








Strand 


+ 




Start 


949 








End 


3398 




Name 


OJ000250 15 


. 0222 


.C40 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2240 ~~ 








End 


2663 




GI 


none 








Score 


108 




]T von 


2240 2383. 


2496 


. .2663 










Sea No 


29350 








Seq. ID 


OJ000250 


15 0222 C40 


Gene No . 


60574 








Strand 


+ 




Start 


949 








End 


3398 




Name 


OJ000250 15 


.0222 


.C40.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2245 








End 


2939 




GI 


none 








Score 


131 




Exons 


2245 2385. 


2255 


. .2383, 


2541. 


.2678, 2591. .2644, 


2745 2882, 




2753 2881. 


2874 


. .2939, 


2876. 


.2926 






Sea. No 


29350 








Seq. ID 


OJ000250 


15.0222.C40 


Gene No 


60574 








Strand 


+ 




Start 


94 9 








End 


3398 




Name 


OJ000250 15 


.0222 


.C40.O1 


.np 


Method 


AAT/NAP 




Start 


2261 






End 


3398 




GI 


2911364 








Score 


388 




Exons 


2261. 2387. 


2494 


. .2660, 


2748. 


.2935, 3314.. 3398 




GI Dp^rri n 


(AF041046} 1 


NADPH 


HC toxin reductase [Zea mays] 




Spa Mo 


29350 








Seq. ID 


OJ000250 


15 0222 C40 


Gene No. 


60574 








Strand 


+ 




Start 


949 








End 


3398 




Name 


OJ000250 15 


.0222 


-C40.O1 


. tm 


Method 


TBLASTX:] 


Maize 


Start 


2282 








End 


2956 




GI 


none 








Score 


86 




Exons 


2282. .2377, 


2290 


. .2367, 


2290. 


.2385, 2291.. 2386, 


2496. .2678, 




2496.-2657, 


2748 


. .2882, 


2750. 


.2881, 2862.. 2930, 


2874. .2954, 




2876. .2956 














Seq. No. 


29351 








Seq. ID 


OJ000250 


_15.0222.C41 


Gene No. 


60575 








Strand 


+ 




Start 


30 / 








End 


405 




Name 


OJ000250 15 


.0222 


.C41.ol 


.gs 


Method 


GENSCAN 




Start 


307 








End 


405 





29193 




GI 


none 


Score 


. 66 




Exons 


307. .405 








Seq. No. 


29352 


Seq. ID 


OJ000250 15.0222 


.C44 


Gene No. 


60576 


Strand 






Start 


1 


End 


1148 




Name 


OJ000250 15.0222.C44.ol.np 


Method ' 


AAT/NAP 




Start 


1 


End 


114 8 




GI 


6721512 


Score 


83 




Exons 


1..66, 493..S99, 1109. .1148 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29352 


Seq. ID 


OJ000250_15.0222 


.C44 


Gene No. 


60576 


Strand 






Start 


1 


End 


1148 




Name 


OJ000250 15.0222.C44.ol.gs 


■ Method 


GEN SCAN 




Start 


229 


End 


609 




GI 


none 


Score 


. 5 




Exons 


229.-328, 348. .441, 563. .609 








Seq. No. 


29353 


Seq. ID 


OJ000250 15,0222 


.C45 


Gene No. 


60577 


Strand 


+ ~~ 




Start 


1 


End 


300 




Name 


OJ000250 15.0222.C45.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


300 




GI 


6562297 


Score 


250 




Exons 


1. .300 








GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


29353 


Seq. ID 


OJ000250_15.0222 


-C45 


Gene No. 


60577 


Strand 


+ 




Start 


1 


End 


300 




Name 


OJ000250 15.0222.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


9 


End 


291 




GI 


none 


Score 


243 




Exons 


9. .290, 10. .291 








Seq. No. 


29353 


Seq. ID 


OJ000250_15.0222 


.C45 


Gene No. 


60577 


Strand 


+ 




Start 


1 


End 


300 




Name 


OJ000250 15.0222.C45.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10 


End 


300 




GI 


none . 


Score 


246 




Exons 


10. .300, 12. .299 








Seq. No. 


29353 


Seq. ID 


OJ000250_15.0222 


.C45 


Gene No. 


60577 


Strand 


+ 




Start 


1 


End 


300 




Name 


OJ000250 15.0222.C45.ol.tc 


Method 


TBLASTX: Cress 




Start , 


49 


End 


297 




GI 


none 


Score 


41 




Exons 


49. .108, 123. .296, 124. .297 








Seq. No. 


29353 


Seq. ID 


OJ000250_15.0222 


.C45 




cncnn 


Strand 


+ 




Start 


1 


End 


300 




Name 


OJ000250_15.0222-C45.ol.gs 


Method 


GENSCAN 





29194 



Start 


85 








End 


294 




GI 


none 








Score 


.96 




Exons 


85, .294 














Seq. No. 


29354 








Seq. ID 


OJ000250_15.0222 


.C47 


Gene No . 


oUo to 








Strand 


+ 




Start 


192 








End 


728 




Name .' 


OJ000250 


15.0222.C47 


■ Ol. 


gs 


Method 


GENSCAN 




Start' 


192 








End 


617 




GI 


none 








Score 


.72 




Exons 


192. .302, 


426. .617 












Seq. No. 


29354 








Seq. ID 


OJ000250_15.0222 


.C47 


Gene No. 


60578 








Strand 


+ 




Start 


192 








End 


"7 O O 




Name 


OJ000250 


15.0222.C47 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


425 








End 


728 




GI 


none 








Score 


141 




Exons 


425. .523, 


426. .524, 


445. 


.525, 


546. .647, 


546.-626, 631.. 


663, 




632. .664, 


639. .695, 


659. 


.688, 


711. .728 






Seq. No. 


29355 








Seq. ID 


OJ000250_15.0222 


.C48 


Gene No. 


60579 








Strand 






Start 


1 








End 


1081 




Name 


OJ000250 


15.0222.C48 


.ol . 


np 


Method 


AAT/NAP 




Start 


1 








End 


1081 




GI 


3319345 








Score 


192 





Exons 1..24, 534.. 1081 

GI Descrip. (AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29355 
60579 
1 

OJ000250_15.0222.C48.ol.gs 

214 

none 

214. .414, 492. .814 



Seq. ID OJ000250_15.0222.C48 
Strand 

End 1081 

Method GENSCAN 

End 814 

Score .84 



29355 * 
60579 

' 1 

OJ000250_15.0222.C48.ol.ts 
588 
none 

588. .923, 595. .759, 741. .776, 811. .855 



Seq. ID OJ000250_15.0222.C48 
Strand 

End 1081 

Method TBLASTX : Soybean 

End 923 

Score 53 



Seq. No. 29355 

Gene No. 60579 

Start 1 

Name OJ000250_15 . 0222 . C4 8 . ol . tc 

Start 597 

GI none 

Exons 597. .677, 693 .. 938, 712 .. 843 

Seq. No. 29356 

Gene No. 60580 



Seq. ID OJ000250_15.0222.C48 
Strand 

End 1081 

Method TBLASTX : Cress 

End 938 

Score 58 



Seq. ID OJ000250_15.0222.C50 
Strand + 



29195 



* • 



Start 1 End 1231 

Name OJ000250JL5 . 0222 .C50 . ol .np Method AAT/NAP 

Start 1 End 578 

GI 6016874 Score 318 

Exons 1. .578 



GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 


29356 






Seq. ID 


OJ000250 


JL5 


0222 


.C50 


Gene No. 


60580 






Strand 


+ 








Start 


1 






End 


1231 








Name 


OJ000250 15.0222 


.CSO.ol 


. gs 


Method 


GEN SCAN 








Start 


356 ~ 




End 


1231 








GI 


none 






Score 


. 51 








Exons 


356. . 542, 1100 . . 


1231 














Seq. No. 


29357 






Seq. ID 


OJ000250_ 


_15. 


0222 


.C52 


Gene No. 


60581 






Strand 










Start 


461 






End 


600 








Name 


OJ000250 15.0222 


.C52.ol 




Mpt - hod 


AAT /GAP 








Start 


461 ~ 




End 


600 








GI 


none 






Score 


276 








Exons 


461 . . 600 
















Seq. No. 


29358 






Seq. ID 


OJ000250_ 


_15. 


0222 


-C53 


Gene No. 


60582 






Strand 


+ 








Start 


194 






End 


499 








Name 


OJ000250 15.0222 


.C53.ol 

• \mf W • Km/ -M- 


. gs 


Method 


GEN SCAN 








Start 


194 ~~ 






End 


499 








GI 


none 






Score 


. 49 








Exons 


194 . . 499 
















Seq. No. 


29358 






Seq. ID 


OJ000250_ 


_15. 


0222 


.C53 


Gene No. 


60583 






Strand 










Start 


888 






End 


1286 








Name 


OJ000250 15.0222 


. C53.o2 




Mpi" hod 


GEN SCAN 








Start 


888 ~ 




End 


1286 








GI 


none 






Score 


. 61 








Exons 


888 . . 1286 
















Seq. No. 


29359 






Seq. ID 


OJ000250_ 


JL5. 


0222 


.C54 


Gene No. 


60584 






Strand 


+ 








Start 


5366 






End 


6189 








Name 


OJ000250 15.0222 


.C54.o2 


.gs 


Method 


GEN SCAN 








Start 


5366 




End 


6189 








GI 


none 






Score 


.63 








Exons 


5366.. 5621, 6101 


. .6189 














Seq. No. 


29359 






Seq. ID 


OJ000250_ 


_15. 


0222 


.C54 


Gene No. 


60585 






Strand 










Start 


2295 






End 


4204 








Name 


OJ000250 15.0222 


.C54 .ol 


.gs 


Method 


GENSCAN 








Start 


2295 






End 


4204 








GI 


none 






Score 


.77 








Exons 


2295.. 2507, 2732 


. .2782, 


3905. 


.4204 











29196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29359 Seq. ID 

60586 Strand 

7204 End 

OJ000250_15 . 0222 . C54 . ol . tm Method 

7074 End 

none Score 



OJ000250_15.0222.C54 
7564 

TBLASTX: Maize 

7564 

47 



7074. .7139, 7074. 
7237. .7563, 7253. 



.7136, 7190. .7240, 7203. .7241, 7230. .7514, 
.7561, 7253.. 7564 



29359 Seq. ID 

60586 Strand 

7204 End 
OJ000250_15.0222.C54.o3.gs Method 

7204 End 

none Score 
7204. .7556 



OJ000250_15.0222.C54 

7564 
GENSCAN 
7556 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29360 
60587 
1 

OJ000250_15.0222.C56.ol.np 
1 

4680203 



Seq. ID OJ000250_15.0222.C56 

Strand + 

End 6923 

Method AAT/NAP 

End 6923 

Score 1957 



1..23, 502. .2170, 2330. .2559, 5987. .6923 
(AF114171) TNP2-l'ike protein [Sorghum bicolor] 



29360 Seq. ID 

60587 Strand 

1 End 

OJ000250_15.0222.C56.ol.gs Method 

826 End 

' none Score 



OJ000250_15.0222.C56 
+ 

6923 
GENSCAN 
3951 
.46 



826. .1509, 2038. .2166, 2287. .2823, 3595. .3642, 3739. .3951 



29360 Seq. ID 

60587 Strand 

1 End 
OJ000250_15 . 0222 . C56 . o3 . gs Method 

5948 End 

none Score 
5948. .6898 



OJ000250_15.0222.C56 
+ 

6923 
GENSCAN 
6898 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29360 Seq. ID 

60588 Strand 

21602 End 

OJ000250_15 . 0222 . C56 . o2 . gp Method 

21602 End 

2310235 Score 



OJ000250_15.0222.C56 
+ 

26292 
AAT/GAP 
23120 
304 



21602. .21639, 22049 .. 22188, 23065.. 23120 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 29360 Seq. ID 

Gene No. 60588 Strand 

StarL 21602 End 

Name OJ000250_15 . 0222 . C56. o2 . np Method 

Start 22049 End 



OJ000250_15 . 0222 . C56 
+ 

26292 

AAT/NAP 

25339 



29197 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680203 Score 3311 

22049. .23722, 23856 .. 24086, 24362.. 25339 
(AF114171) TNP2-like protein [Sorghum bicolor] 



29360 
60588 
21602 

OJ000250_15.0222.C56.o7.gs 

22049 

none 

22049. .23245, 23384 23764 , 
24770. .25360 



Seq. ID OJ000250_15.0222.C56 

Strand + 

End 26292 

Method GEN SCAN 

End • 25360 

Score .77 
23787. .23945, 24 317 .. 244 4 8 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29360 Seq. ID OJ000250_15 . 0222 . C56 

60588 Strand + 

21602 End 26292 

OJ000250_15 . 0222 . C56 . o3 . gp Method AAT/GAP 

22053 End 26142 

342JL.R1084 Score 6632 

22053. .25444, 25563.-25667, 25777.. 26142 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



29360 Seq. ID 

60588 Strand 

21602 End 

OJ000250_15 . 0222 . C56 . 06 . gp Method 

22053 End 

342 1.R1084 Score 



OJ000250_15.0222.C56 
+ 

26292 
AAT/GAP 
26120 
6592 



22053. .25444, 25563 .. 25667, 25777.. 26120 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



29360 
60588 
21602 

OJ000250_15.0222.C56.o7.gp 
22053 

342 1.R1084 



OJ000250_15.0222.C56 
+ 



Seq. ID 
Strand 

End 26292 
Method AAT/GAP 
End 26114 
_ Score " 6580 

22053. .25444, -25563. .25667, 25777. .26114 

'4574406/gb | AAD24042.il 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



29360 
60588 
21602 

OJ000250_15.0222.C56.o5.gp 
22053 

342 1.R1084 



OJ000250_15.0222.C56 
+ 



Seq. ID 
Strand 

End 26292 
Method AAT/GAP 
End 26122 
_ Score 6596 

22053. .25444, 25563.-25667, 25777.. 26122 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 29360 Seq. ID 

Gene No. 60586 Strand 

Start 21602 End 

Name OJ000250_15.0222.C56.o4 .gp Method 



OJ000250_15.0222.C56 
+ 

26292 
AAT/GAP 



29198 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22053 End 26144 

342_1.R1084 Score 6636 

22053. .25444, 25563 .. 25667, 25777.. 26144 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



29360 
60588 
21602 

OJ000250_15.0222.C56.o8.gp 
22195 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
22195. .25444, 25563 25667 , 25777.. 26292 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ000250_15.0222.C56 
+ 

26292 
AAT/GAP 
26292 
6699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29360 
60588 
21602 

OJ000250_15.0222.C56.o9.gp 
22199 

342 1.R1084 



OJ000250_15.0222.C56 
+ 



Seq. ID 
Strand 

End 262 92 

Method AAT/GAP 
End 26292 
_ Score 6694 

22199. .25444, 25563 25667, 25777.. 26292 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29360 Seq. ID OJ000250_15 . 0222 . C5 6 

60589 Strand 

3491 End 3872 

OJ000250_15.0222.C56.ol.gp Method AAT/GAP 

3491 End 3872 

uC-osflcyp033a04bl Score 651 

3491. .3872 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



29360 Seq. ID 

60590 Strand 

4745 End 
OJ000250_15 . 0222 . C56 . o2 . gs Method 

4745 End 

none Score 
4745. .5493, 5553. .5559 



OJ000250_15.0222.C56 

5559 
GENSCAN 
5559 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

O *T_ 

Start 
Name 



29360 
60591 
10110 

OJ000250_15 . 0222 . C56 . o4 . gs 

10110 

none 

10110. .10331, 10487. .10539, 
13174. .13305, 13383. .13421, 

29360 

/■Ar 

17857 

OJ000250 15.0222.C56.ol.ts 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10625. .10689, 
13548. .13954 



OJ000250 15.0222.C56 



13954 
GENSCAN 
13954 
.71 

12713. .12910, 



Seq. ID 

Strand 

End 

Method 



OJ000250_15.0222.C56 
25285 

TBLASTX : Soybean 



29199 



Start 


940 


End 


22813 




GI 


. none 


Score 


47 




Exons 


940. .987, 945. .989, 989. .1150, 993. .1277, 994. .1275, 






22523. .22741, 22531 .. 22737 , 


22748. .22813 




Seq. No. 


29360 


Seq. ID 


OJ000250_15.0222 


.C56 


Gene No. 


60592 


Strand 








17857 


End 


25285 




Name 


OJ000250 15.0222.C56.o4.tw 


Method 


TBLASTX: Wheat 




Start 


973 


End 


22743 




GI 


none 


Score 


234 




Exons 


973. .1236, 999. .1232, 22400. 


.22507, 22419. .22649, 22490 


. .227 




22491. .22694, 22498 .. 22740, 


22501. .22743 




Seq. No. 


29360 


Seq. ID 


OJ000250_15.0222 


.C56 


Gene No. 


60592 


Strand 






OLdl L 


17857 


End 


25285 




Name 


OJ000250 15.0222.C56.o2.tc 


Method 


TBLASTX: Cress 




Start 


1294 


End 


23182 




GI 


none 


Score 


306 




Exons 


1294.. 1644, 1302.. 1367, 1488 


..1643, 22834. .22986, 22841 


. .231 




23026. .23163 








Seq. No. 


29360 


Seq. ID 


OJ000250_15.0222 


.C5.6 




60592 


Strand 






Start 


17857 


End 


25285 




Name 


OJ000250 15.0222.C56.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1294 


End 


23101 




GI 


none 


Score 


207 




Exons 


1294. .1563, 1308. .1562, 22832 .. 23101, 


22859. .23083 




Seq. No. 


29360 


Seq. ID 


OJ000250JL5.0222 


.C56 


Gene No. 


60592 


Strand 






Start 


17857 


End 


25285 




Name 


OJ000250 15.0222.C56.o2.tw 


Method 


TBLASTX: Wheat 




oidi I. 


1476 


End 


23439 




GI 


none 


Score 


117 




Exons 


1476. .1583, 1486. .1590, 1597 


..1692, 1599. .1694, 1600. .1707, 




1704. .1898, 1738. .1893, 22970 .. 23023, 


22978. ,23022, 






23024. .23128, 23035 .. 23124 , 


23132. .23230, 23137 .. 23229, 






23210. .23434, 23230 .. 23439, 


23231. .23434, 23233.. 23439 




Seq. No. 


29360 


Seq. ID 


OJ000250_15.0222 


.C56 


Gene No. 


60592 


Strand 








17857 


End 


25285 




Name 


OJ000250 15.0222.C56.ol.tm 


Method 


TBLASTX: Maize 




Start 


1489 


End 


23473 




GI 


none 


Score 


222 




Exons 


1489. .1731, 1491. .1730, 1713 


-.1931, 1738. .1932, 23015. .23263 




23027. .23260, 23035 .. 23268, 


23279. .23473 




Seq. No. 


29360 


Seq. ID 


OJ000250_15.0222 


.C56 


Gene No. 


60592 ■ 


Strand 






Start 


17857 


End 


25285 






OJ000250 15.0222.C56.o4.ts 


Method 


TBLASTX : soybean 




Start 


1768 


End 


23545 




GI 


none 


Score 


208 





29200 



Exons 



1768.. 2001, 1791.. 1922, 23303.. 23545 



Seq. No. 29360 Seq. ID 

Gene No. 60592 Strand 

Start 17857 End 

Name OJ000250_15 . 0222 . C56 . o3 . tw Method 

Start 2014 End 

GI none Score 
Exons 



OJ000250_15.0222.C56 
25285 

TBLASTX: Wheat 

23954 

42 



2014.. 2079, 2113.. 2232, 2116 .. 2202, 23534 .. 23650, 23536. 
23657. .23803, 23659 .. 23805, * 23787 23954 , 23787 23945, 
23879. .23953 



.23679, 



Seq. No. 


29360 








Seq. ID 


OJ000250_15.0222.C56 


Gene No. 


60592 








Strand 




Start 


17857 








End 


25285 


Name 


OJ000250 15. 


0222. 


C56.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2077 








End 


23779 


GI 


none 








Score 


226 


Exons 


2077. .2301, 


2187. 


.2303, 


23669. 


, .23779, 


23671. .23778 


Seq. No. 


29360 








Seq. ID 


OJ000250_15.0222.C56 


Gene No. 


60592 








Strand 




Start 


17857 








End 


25285 


Name 


OJ000250 15. 


0222. 


C56.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2419 








End 


24325 


GI 


none 








Score 


44 


Exons 


2419. .2469, 


2484. 


.2780, 


2485. . 


2787, 24012. .24149, 24023 .. 24 157 , 




24158. .24325 


24214.. 24297 






Seq. No. 


29360 








Seq. ID 


OJ000250_15.0222.C56 


Gene No. 


60592 








Strand 




Start 


17857 








End 


25285 


Name 


OJ000250 15. 


0222. 


C56.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2455 








End 


25285 


GI 


none 








Score 


288 


Exons 


2455. .2787, 


2487. 


.2792, 


5933. . 


6139, 6034.. 6126, 6134.. 6316, 




6175. .6219, 


6340. 


.6480, 


6347. . 


6511, 6491.. 6547, 6504.. 6545, 




6548. .6601, 


6553. 


.6585, 


6619. . 


6711, 6620. .6724, 6725. .6844, 



23969. .24154, 23970 .. 24152, 24 159 .. 24434 , 24167 24886, 

24175. .24699, 24554 .. 24871, 24881 .. 24 925, 24885 .. 24920, 

24928. .25023, 24932 .. 24991, 24 970 .. 25110, 24971 25111, 

25124. .25204, 25193.. 25285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



29360 
60592 
17857 

OJ000250_15.0222.C56.ol.tc 

5933 

none 



Seq. ID OJ000250_15.0222.C56 
Strand 

End 25285 

Method TBLASTX : Cress 

End 24703 

Score 207 



5933.. 6139, 6034.. 6126, 6134.. 6307, 6175.. 6303, 24252 .. 24434 , 

24256. .24693, 24256 .. 24 699, 24260 .. 24703, 24266. .24703 

29360 Seq. ID OJ000250_15 . 0222 . C56 

60592 Strand 

17857 End 25285 

OJ000250_15 . 0222 . C56 . o3 . t s Method TBLASTX : Soybean 

6533 End 25183 



29201 




GI 


none 


Score 


227 


Exons 


6533. .6781, 6535. .6762, 24 908 .. 24 961 , 


24976. .25089, 




24977. .25090, 25121. .25183 






Seq. No. 


29360 


Seq. ID 


OJ000250_15.0222.C56 




60592 


Strand 




Start 


17857 


End 


25285 


Name 


OJ000250 15.0222.C56.o6.gs 


Method 


GENSCAN 


Start 


17857 


End 


19146 


GI 


. none 


Score 


.74 


Exons 


17857. .18054, 18189 .. 18380, 


19126. .19146 


Seq. No. 


29361 


Seq. ID 


OJ000250_15.0222.C57 


Gene No. 


60593 


Strand 


+ 




1 


End 


5354 


Name 


OJ000250 15.0222.C57.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


2175 


GI 


3845248 


Score 


49 


Exons 


1..31, 616. .774, 2108. .2175 






GI Descrip. 


(AE001410) hypothetical protein [Plasmodium falciparum] 


Seq. No. 


29361 


Seq. ID 


OJ000250_15.0222.C57 


Gene No. 


60593 


Strand 


+ 


C+- -» v-t- 


1 


End 


5354 


Name 


OJ000250 15.0222.C57.ol.gs 


Method 


GENSCAN 


Start 


311 


End 


5354 


GI 


none 


Score 


. 41 


Exons 


311.. 768, 1639.. 2913, 2919.. 


3078, 3153 


..3294, 3478. .4249, 




4359.. 4532, 4629.. 4739, 4991 


..5120, 5169. .5354 


Seq. No. 


29361 


Seq. ID 


OJ000250_15.0222.C57 


Gene No. 


60593 


Strand 


+ 




1 


End 


5354 


Name 


OJ000250 15.0222.C57.ol.np 


Method 


AAT/NAP 


Start 


1643 


End 


3204 


GI 


4680204 


Score 


751 


Exons 


1643. .3078, 3153. .3204 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No: 


29361 


,Seq. ID 


OJ000250_15.0222.C57 


Gene No. 


60593 


Strand 


+ 


O L.CLX L_ 


1 


End 


5354 


Name 


OJ000250 15.0222.C57.o3.np 


Method 


AAT/NAP 


Start 


1643 


End 


5336 


GI 


4680204 


Score 


1057 


Exons 


1643.. 3078, 3153.. 4249, 4359 


..4532, 4629. .4848, 5199. .5336 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


29361 


Seq. ID 


OJ000250_15.0222.C57 


Gene No. 


60594 


Strand 




Start 


5633 


End 


5773 


Name 


OJ000250 15.0222.C57.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2286 


End 


2689 


GI 


none 


Score 


60 


Exons 




..2524, 2288. .24J/, ^369..2bi)b, 




2519. .2689 







29202 



Seq. No. 


29361 


Seq. ID 


OJ000250_15.0222.C57 


bene no . 




Strand 




Start 


5633 


. End 


5773 


Name 


OJ000250 15.0222.C57.o2. 


tw Method 


TBLASTX: Wheat 


Start 


4176 


End 


4698 


GI 


none 


Score 


60 


Exons 


4176. .4256, 4345.-4527, 


4395. .4520, 4627. .4698 


Seq. No. 


29361 


Seq. ID 


OJ000250_15.0222.C57 ' 


Gene No. 


60594 


Strand 




Start 


5633 


End 


5773 


Name 


OJ000250 15.0222.C57.o2. 


gp Method 


AAT/GAP 


Start 


5633 


End 


5773 


GI 


21474 1.R1084 


Score 


229 


Exons 


5633. .5773 






GI Descrip. 


'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


29362 


Seq. ID 


OJ000250_15.0222.C58 


Gene No. 


60595 


Strand 




Start 


2905 


End 


3180 


Name 


OJ000250 15.0222.C58.ol. 


gp Method 


AAT/GAP 


Start 


2905 


End 


3180 


GI 


LIB3434-035-P1-K1-A7 


Score 


340 


Exons 


2905. .3180 






GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 l.Oe- 


114 Oryza sativa genomi 




DNA, chromosome 2, clone 


:P0437H03 (contig b) ■ 


Seq. No. 


29362 


Seq. ID 


OJ000250_15.0222.C58 


bene jno . 


60596 


Strand 




Start 


4327 


End 


4686 


Name 


OJ000250 15.0222.C58.o2. 


gs Method 


GENSCAN 


Start 


4327 


End 


4686 


GI 


none 


Score 


.84 


Exons 


4327. .4364, 4527. .4686 






Seq. No. 


29363 


Seq. ID 


OJ000250_15.0222.C59 


Gene No. 


60597 


Strand 


+ 


Start 


83 


End 


2329 


Name 


OJ000250 15.0222.C59.ol. 


np Method 


AAT/NAP 


o Lai t. 


83 


End 


2212 


GI 


4836883 


Score 


398 


Exons 


83. .291, 450. .913, 1132. 


.1400, 1520. .1619, 1714. .1830, 




2080. .2212 






GI Descrip. 


(AC007260) lcllprt seq No definition line found [Arabidopsis 




thaliana] 






Seq. No. 


29363 


Seq. ID 


OJ000250_15 . 0222 . C59 


bene jno . 


60597 


Strand 


+ 


Start 


83 


End 


2329 


Name 


OJ000250 15.0222.C59.o2. 


tc Method 


TBLASTX: Cress 


Start 


104 


End 


1400 


GI 


none 


Score 


186 


Exons 


104. .298, 157. .240, 435. 


.593, 445. .777 


, 1224. .1400 


Seq. No. 


29363 


Seq. ID 


OJ000250_15.0222.C59 


Gene No. 


60597 


Strand 


+ 



29203 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



83 End 2329 

OJ000250_15 . 0222 . C59 . ol . gs Method GENS CAN 

200 End 1982 

none Score .81 

200. .218, 569. .774, 872. .1024, 1149. .1400, 1520. .1609, 

1707. .1785, 1876. .1982 

29363 Seq. ID OJ000250_15 .,0222 . C59 

60597 Strand + ^ 

83 End 2329 

OJ000250_15.0222.C59.ol.gp Method AAT/GAP 

738 End 2329 

32731JL.R1084 Score 1541 

738. .774, 872. .1024, 1149. .1400, 1520. .1609, 1707. .1785, 

1876. .1982, 2085. .2212, 2301. .2329 

, 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] ' 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29363 Seq. ID OJ000250JL5 . 0222 . C59 

60597 Strand + 

83 End 2329 

OJ000250_15 . 0222 . C59 . o2 . np Method AAT/NAP 

1221 End 2309 

6635860 Score 309 

1221. .1400, 1520. .1587, 1687. .1785, 1876. .1982, 2085. .2309 

(AF216313) cytochrome P450 [Helianthus annuus] 



29363 
60597 
83 

OJ000250_15.0222.C59.ol.tc 

1513 

none 



Seq. ID OJ000250_15.0222.C59 

Strand + 

End 2329 

Method TBLASTX : Cress 

End 2216 

Score 69 



1513. .1587, 1517. .1615, 1695. .1787, 1706. .1786, 1875. .1979, 
1875. .1979, 2100. .2216 



Seq. No. 29363 

Gene No. 60597 

Start 83 

Name OJ000250_15 . 0222 .C59. ol . tm 

Start 1513 

GI none 
Exons 



Seq. ID OJ000250_15.0222.C59 

Strand + 

End 232 9 

Method TBLASTX: Maize 

End 2000 

Score 59 



1513. .1611, 1513. .1614, 1517. .1615, 1680. .1787, 1875. .2000, 
1875. .1979 



Seq. No. 29364 Seq. ID OJ000250_15 . 0222 . C60 

Gene No. 60598 Strand + 

Start 1 End 2564 

Name OJ000250_15 . 0222 .C60 . ol . gp Method AAT/GAP 

Start 1 End 918 

GI 32731_1.R1084 Score 978 

Exons 1..61, 164... 291, 572.. 918 

GI Descrip. ' 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 



29364 
60598 



Seq. ID OJ000250_15.0222.C60 
Strand + 



29204 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No." - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_15.0222.C60.ol.np 
1 

6635860 
1..61, 164. .291, 572. .662 

(AF216313) cytochrome P450 [Helianthus annuus] 



End 

Method 
End 
Score 



2564 
AAT/NAP 
662 
138 



End 

Method 
End 
Score 



29364 
60598 
1 

OJ000250_15.0222.C60.ol.gs 
55 

none 

55. .61, 1949. .2235, 2253.-2564 

29364 
60599 
5842 

OJ000250_15.0222.C60.o2.gs 
5842 
none 

5842.. 6008, 6023.. 6130, 7066. .7072 



Seq. ID OJ000250_15.0222.C60 
Strand + 

2564 
GEN SCAN 
2564 
.49 



Seq. ID OJ000250_15.0222.C60 
Strand 

7072 
GENSCAN 
7072 
.63 



End 

•Method 
End 
Score 



29365 
60600 
61 

OJ000250_15.0222.C61.ol.gs 
61 

none 



Seq. ID OJ000250_15.0222.C61 

Strand + 

End 6832 

Method GENSCAN 

End 6788 

Score .53 



61. .261, 3165. .3511, 3677. .3831, 4311. .5443, 5469. .6788 



29365 
60600 
61 

OJ000250_15 . 0222 . C61 . o2 . gp 
1291 

uC-osflcyp033a04bl 
1291. .1673 

•6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000250_15.0222.C61 

Strand + 

End 6832. 

Method AAT/GAP 

End 1673 

Score 656 



Seq. No. 


29365 


Seq. ID 


OJ000250_15.0222. 


C61 


Gene No. 


60600 


Strand 


+ 




Start 


61 


End 


6832 




Name 


OJ000250 15.0222.C61.ol.np 


Method 


AAT/NAP 




Start 


3165 


End 


6832 




GI 


2443320 


Score 


4899 




Exons 


3165. .6832 








GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


29365 


Seq. ID 


OJ000250_15.0222. 


C61 


Gene No. 


60600 


Strand 


+ 




Start 


61 


End 


' 6832 




Name 


OJ000250_15.0222.C61.o5.tw 


Method 


TBLASTX: Wheat 




Stare 


3363 


End 


3709 




GI 


none 


Score 


220 




Exons 


3363.. 3707, 3542.. 3709 









29205 




beq. wo. 










Seq. ID 


OJ000250_15.0222 


.Loi 


Gene No, 


60600 








Strand 


+ 




Start 


61 








End 


6832 




Name 


OJ000250 15 


.0222 


,C61.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4237 








End . 


4636 




GI 


none 








Score 


176 




Exons 


4237. .4413, 


4238 

- 


. .4414, 


4427. 


.4636, 4427. .4621 




beq. wo. 










Seq. ID 


OJ000250JL5.0222 




Gene No. 


60600 








Strand 


+ 




Start 


61 








End 


6832 




Name 


OJ000250 15 


.0222 


.C61.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


4637 








End 


5302 




GI 


none 








Score 


746 




Exons 


4637. .5302, 


4640 


. .5236, 


4653. 


.5252, 4759. .5256 




beq. no. 










Seq. ID 


OJ000250_15.0222 


.Lol 


Gene No. 


60600 








Strand 


+ 




Start 


61 








End 


6832 




Name 


OJ000250 15 


.0222 


.C61.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


4775 








End 


5320 




GI 


none 








Score 


198 




Exons 


4775. .5077, 


4900 


. .4995, 


5102. 


.5179, 5165. .5320 




beq. wo. 










Seq. ID 


OJ000250_15.0222 


• C61 


Gene No. 


60600 








Strand 


+ 




Start 


61 








End 


6832 




Name 


OJ000250 15 


.0222 


.C61.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


4871 








End 


5302 




GI 


none 








Score 


165 




Exons 


4871. .5098, 


4873 


. .5097, 


4904. 


.5104, 5099. .5179, 5165. .5302 


beq. NO. 










Seq. ID 


OJ000250_15.0222 


.C61 


Gene No. 


60600 








Strand 


+ 




Start 


61 








End 


6832 




Name 


OJ000250 15 


.0222 


.C61.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4883 








End 


5410 




GI 


none 








■ Score 


102 




Exons 


4883. .5089, 


5099 


. .5176, 


5195. 


.5410 ' 






Seq. No. 


29365 








Seq. ID 


OJ000250_15.0222 


.C61 


bene ino . 


DU DUU 








Strand 


+ 




Start 


61 








End 


6832 




Name 


OJ000250 15 


.0222 


.C61.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5499 








End 


5833 




GI 


5509260 








Score 


273 




Exons 


5499. .5825, 


5501 


. .5641, 


5675. 


.5833 






GI Descrip. 


- 














Seq. No. 


29365 








Seq. ID 


OJ000250 15.0222 


.C61 


Gene No. 


60600 








Strand 






Start 


61 








End 


6832 




Name 


OJ000250_15 


.0222 


.C61.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


c a an 

*J ~x 








End 


5736 




GI 


none 








Score 


189 




Exons 


5499. .5738, 


5504 


. .5650 











29206 




Seq. No. 


29365 








Seq. ID 


OJ000250_15.0222.C61 


Gene No . 


dUdUU 








Strand 


+ 


Start 


61 








End 


6832 


Name 


OJ000250 15 


.0222. 


C61.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5513 








End 


6314 


GI 


none 








Score 


469 


Exons 


5513. .5860, 


5514. 


.5864, 


5517. 


.5864, 5524. .5925, 5834. .6313, 




5850.. 6314 












beq. no. 










Seq. ID 


OJ000250_15.0222.C61 


Gene No. 


60600 








C f- ranH 

OLI CtllU 


-}. 


Start 


61 








End 


6832 


Name 


OJ000250 15 


.0222. 


C61.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5519 








End 


5951 


GI 


none 








Score 


314 


Exons 


5519. .5884, 


5538. 


.5951 








beq. no. 










Seq. ID 


OJ000250_15.0222.C61 


Gene No. 


60600 








O L idllU 


i 


Start 


61 








End 


6832 


Name 


OJ000250 15 


.0222. 


C61.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5964 








End 


6428 


GI 


none 








Score 


66 


Exons, 


5964. .6125, 


6102. 


.6407, 


6228. 


.6428 




oeq. no. 


z y O OD 








Seq. ID 


OJ000250_15.0222.C61 


Gene No. 


60600 








Strand 


+ 


Start 


61 








End 


6832 


Name 


OJ000250 15 


.0222. 


C61.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6285 








End 


6770 


GI 


none 








Score 


204 


Exons 


6285. .6587, 


6479. 


.6586, 


6663. 


.6770 




Seq. No. 


29365 








Seq. ID 


OJ000250_15.0222.C61 


L?ene no . 


DUDUU 








Strand 


+ 


Start 


61 








End 


6832 


Name 


OJ000250 15 


.0222. 


C61.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


6387 








End 


6832 


GI 


none 








Score 


266 


Exons 


6387. .6605, 


6388. 


.6507, 


6392. 


.6604, 6578. .6766, 6591. .6770, 




6767. .6832, 


6779. 


.6832 








beq. no. 


jdd 








Seq. ID 


OJ000250_15.0222.C62 


Gene No. 


60601 








Strand 




Start 


303 








End 


964 


Name 


OJ000250 15 


.0222. 


C62.ol 


.gs 


Method 


GEN SCAN 


Start 


303 






End 


917 


GI 


none 








Score 


.49 


Exons 


303. .917 












Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222.C62 


Gene No. 


60601 * 








Strand 




Start 


303 








End 


964 


*T 

Vi CHUG 








.np 


Method 


AAT/NAP 


Start 


437 








End 


964 


GI 


5257279 








Score 


802 



29207 




Exons 437. . 964 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq- No. 


29366 








Seq. ID 


OJ000250_15.0222.C62 


Gene No. 


60602 








Strand 




Start 


3563 








End 


6407 


Name 


OJ000250 15 


.0222. 


C62.o2 


.gs 


Method 


GENSCAN 


Start 


3563 








End 


5685 


GI 


none 








Score 


.54 


txonb 




3613. 


.3774, 


H £. O D . 


.4629, 5059.. 5181, 5299.-5685 


Seq. No. 


29366 








oeq. id 




Gene No. 


60602 








O 4- v -i « j-1 

btrand 




Start 


3563 










a a m 
o4 u / 


Name 


OJ000250 15 


.0222. 


C62.02 


.np 


Metnoa 


AAT / NAP 


Start 


4138 






End 


c a m 
o4 U / 


GI 


4680179 








Score 




Exons 


/Too c a m 
4 Loo . . 04 U / 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


29366 








Seq. ID 


OJ000250__15.0222.C62 


Gene No; r V - 


60602 








Strand 




Start 


3563 








End 


6407 


Name 


OJ000250 15 


. 0222 . 


C62 . o5 


.tw 


Method 


TBLASTX : Wheat 


Start 


4252 








End " 


4516 


GI 


none 








Score 


99 


Exons 


4ZOZ . . 40lO, 


4292. 


.4516 








Seq. No. 


29366 








Seq. ID 


OJ000250_15 . 0222 . C62 


Gene No. 


60602 








Strand 




Start 


3563 








End 


6407 


Name 


OJ000250 15 


.0222. 


C62.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4370 








End 


4959 


GI 


none 








Score 


250 


Exons 


4o /U. . 4 K)3o , 


4375. 


.4803, 


a o n c 
4o / o . 


.4804, 4660. .4863, 4674. .4808, 




4797. .4931, 


4801. 


.4959, 


4805. 


.4957 




Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222.C62 


Gene No. 


60602 








Strand 




Start 


35.63 








End 


6407 


Name 


OJ000250 15 


.0222. 


C62.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4516 








End 


5142 




none 








Score 


310 


Exons 


4516. .5142, 


4517. 


.5140 








Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222.C62 


Gene No. 


60602 








Strand 




Start 


3563 








End 


6407 


Name 


OJ000250 15 


.0222. 


C62.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4960 








End 


5184 


GI 


none 








Score 


194 


Exons 


4960. .5184, 


4964. 


.5182 








Seq. Mc . 


29355 








otsq. XU 


OJG00250_I5 . 0222 . C62 


Gene No. 


60602 








Strand 




Start 


3563 








End 


6407 



29208 




Name 


OJ000250 15 


.0222 


.C62.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


5104 








End 


5290 




GI 


none 








Score 


72 




Exons 


5104. .5190, 


5105 


. .5191, 


5198. 


.5290, 5202.. 5282 




Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222 


.C62 


Gene No. 


foOoO<£ 








Strand 






Start 


3563 








End 


6407 




Name 


OJ000250 15 


.0222 


.C62.o3 


.tw . 


Method 


TBLASTX: Wheat 




Start 


5149 








End 


5638 




GI 


none 








Score 


193 




Exons 


, 5149. .5196, 


5153 


. .5638, 


5174. 


.5287, 5193.. 5294, 5233.. 5637 


Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222 


. C62 


Gene No. 


60602 








Strand 






Start 


3563 








.End 


6407 




Name 


OJ000250 15 


.0222 


.C62.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


5189 








End 


5499 




GI " 


none 








Score 


65 




Exons 


5189. .5290, 


5193 


. .5288-, 


5293. 


.5499, 5335.. 5430 




Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222 


. C62 


Gene No. 


60602 








Strand 






Start 


3563 








End 


6407 




Name 


OJ000250 15 


.0222 


.C62.o2 


•tw . 


Method ' 


TBLASTX: Wheat 




Start 


5638 








End 


6141 




GI 


none 








Score 


242 




Exons 


5638. .6141, 


5720 


. .6106, 


5797. 


.6132 






Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222 


. C62 


Gene No. 


60602 








Strand 






Start 


3563 








End 


6407 




Name 


OJ000250 15 


.0222 


.C62.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5716 








End 


6069 




GI 


none 








Score 


91 




Exons 


5716. .6069, 


5720 


. .5908, 


5800. 


.6018, 5969.. 6067 




Seq. No. 


29366 








Seq. ID 


OJ000250JL5.0222 


.C62 


Gene No. 


60602 








Strand 






Start 


3563 








End 


6407 




Name 


OJ000250 15 


.0222 


.C62.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


5890 








End 


6135 




GI 


none 








Score 


199 




Exons 


5890. .6135 














Seq. No. 


29366 








Seq. ID 


OJ000250_15.0222 


.C62 


Gene No. 


60602 








Strand 






Start 


3563 








End 


6407 




Name 


OJ000250 15 


0222 


,C62.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


6076 








End 


6331 




GI 


none 








Score 


166 




Exons 


6076. .6330, 


6077 


. .6331 










Seq. No. 


29366 








Seq. ID 


OJ000250JL5.0222 


.C62 




/?r\ /r r\ o 








Strand 






Start 


3563 








End 


6407 




Name 


OJ000250 15 


0222 


,C62.o4 


.tw 


Method 


TBLASTX: Wheat 





29209 




Start 


6142 


End 


6405 




GI 


none 


Score 


168 




Exons 


6142.. 6372, 6158.. 6376, 6363 


. .6404, 6370. .6405 




Seq. No. 


29366 


Seq. ID 


OJ000250_15.0222 


.C62 


Gene No . 


60602 


Strand 






Start 


3563 


End 


6407 




Name 


OJ000250 15.0222.C62.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6157 


End 


6407 




GI 


none 


Score 


156 




Exons 


6157.. 6372, 6158.. 6361, 6354 


..6407, 6355.-6399 




Seq. No. 


29367 


Seq. ID 


OJ000250_15.0222 


.C63 


Gene No. 


60603 


Strand 






Start 


1 


End 


4 56 




Name 


OJ000250 15.0222.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


A C f 

4 56 




GI 


5257279 


Score 


732 




Exons 


1. .456 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


29367 


Seq. ID 


OJ000250 15.0222 


.C63 


Gene No. 


60604 


Strand - 






Start 


713 


End 


1135 




Name 


OJ000250 15.0222.C63.ol.tm 


Method 


TBLASTX: Maize 




Start 


5 


End 


235 




GI 


none 


Score 


193 




Exons 


5. .235, 6. .233 








Seq. No. 


29367 


Seq. ID 


OJ000250_15.0222 


.C63 


Gene No. 


60604 


Strand 






Start 


713 


End 


1135 




Name 


OJ000250 15.0222.C63.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5 


End 


244 




GI 


none 


Score 


. 150 




Exons 


5. .244, 61. 233 








Seq. No. 


29367 


Seq. ID 


OJ000250JL5.0222 


.C63 


Gene No. 


60604 


Strand 






Start 


713 


End 


1135 




Name 


OJ000250 15.0222.C63.o2.np 


Method 


AAT/NAP 




Start 


713 


End 


1135 




GI 


6721559 


Score 


289 




Exons 


713. .856, 885. .1135 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi| 6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 




[Oryza sativa] 








Seq. No. 


29368 


Seq. ID 


OJ000250JL5.0222 


.C66 


Gene No. 


60605 


Strand 


+ 




Start 


33 


End 


705 




Name 


OJ000250 15.0222.C66.ol.gp 


Method 


AAT/GAP 




Start 


33 


End 


340 




GI 




Score 


554 




Exons 


33. .340 









29210 



Seq. No. 


29368 




Seq. ID 


Gene No. 


60605 




Strand 


Start 


33 




End 


Name 


OJ000250 15.0222.C66. 


ol.ts 


Method 


Start 


33 




End 


GI 


none 




Score 


Exons 


33.. 503, 35.. 454, 313.. 507 




Seq. No. 


o n o c o 




Seq. ID 


Gene No. 


60605 , 




Strand 


Start 


33 




End 


Name 


UJUUUZOU lO.Ui^^.LOD. 


OI . tc 


Method 


Start 


33 




End 


GI 


none 




Score 


Exons 


33.. 386, 33.. 380, 35. 


o o c 

. 385 




Seq. No. 


29368 




Seq. ID 


Gene No. 


60605 




Strand 


Start 


33 




End 


Name 


OJUUUzoU 1o.Uzzz.Cdd. 


rt 1 +- w» 

ol . tm 


Method 


Start 


33 




End 


GI 


none 




Score 


Exons 


33. .704, 33. .704, 214 


t n c 

. . 705 




Seq. No. 


29368 




Seq. ID 


Gene No. 


60605 




Strand 


Start 


33 




End 


Name 


OJ000250 15.0222.C66. 


ol . gs 


Method 


Start 


42 




End 


GI 


none 




Score 


Exons 


42 . . 585 






Seq. No. 


29368 




Seq. ID 


Gene No. 


60605 




Strand 


Start 


33 




End 


XT _ _ 

Name 


OJ000250 15.0222.C66. 


o2 . gp 


Method 


Start 


376 




End 


GI 


LIB3434-037-P1-K1-A7 




Score 


Exons 


37.6. .705 






GI Descrip. 


'5852170/emb|AL117265 


.1IOST17804 l.Oe- 




indica (GLA4 ) genomic 


DNA, chromosome 4 


Seq. No. 


29368 




Seq. ID 


Gene No. 


60605 




Strand 


Start 


33 




End 


Name 


OJ000250 15.0222.C66. 


o2.tc 


Method 


Start 


389 




End 


GI 


none 




Score 


Exons 


389. .454, 390. .560, 400. .507 




Seq. No. . 


29369 




Seq. ID 


Gene No. 


60606 




Strand 


Start 


467 




End 


Name 


OJ000250_15.0222.C68. 


o2.gp 


Method 


Start 


467 




End 


GI 


uC-osflM202048cl2bl 




Score 


Exons 


467. .981 







OJ000250_15.0222.C66 
+ 

705 

TBLASTX : Soybean 

507 

723 



OJ000250_15.0222.C66 
+ 

705 

TBLASTX: Cress 

386 

502 



OJ000250_15.0222.C66 
+ 

705 

TBLASTX: Maize 

705 

1129 



OJ000250_15.0222.C66 
+ 

705 

GENSCAN 

585 

.5 



OJ000250_15.0222.C66 
+ 

705 

AAT/GAP 

705 

608 

149 Oryza sativa 
, BAC clone : tl7804 1 

OJ000250_15.0222.C66 
+ 

705 

TBLASTX: Cress 

560 

222 



OJ000250_15.0222.C68 
+ 

981 

AAT/GAP 

981 

707 



29211 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



' 5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 ' 



29369 Seq. ID 

60607 Strand 
6983 End 
OJ000250_15.0222.C68.o4 .np Method 
6983 End 
6063554 Score 
6983. .7019, 7858. .7919, 9002. .9281, 9399. .9656, 10582. .10742 
(AP000615) ESTs AU075609 (C63344 ) , C71850 {E0464 ) , C98 611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000250_15.0222.C68 
+ 

10742 
AAT/NAP 
10742 
340 



29369 Seq. ID 

60607 Strand 
6983 End 
OJ000250JL5 . 0222 . C68 . o4 . gp Method 
9037 End 
2312818 Score 
9037. .9347 

5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ000250_15.0222.C68 
+ 

10742 
AAT/GAP 
9347 
546 



29369 Seq. ID 

60607 Strand 
6983 End 
OJ000250_15 . 0222 . C68 . o5 . gp Method 
10139 End 
2427387 Score 
10139. .10514 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



OJ000250_15 . 0222 . C68 
+ 

10742 
AAT/GAP 
10514 
625 



Seq. No. 


29369 


Seq. ID 


OJ000250_ 


15.0222 


.C68 


Gene No. 


60608 


Strand 


+ 






Start 


16401 


End 


23179 






Name 


OJ000250 15.0222.C68.o6.np 


Method 


AAT/NAP 






Start 


16401 


End 


21037 






GI 


4 680203 


Score 


3072 






Exons 


16401. .16471, 17725. .19401, 


19555. .19785, 20062. 


.21037 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


29369 


Seq. ID 


OJ000250_ 


15.0222 


.C68 


Gene No. 


60608 


Strand 


+ 






Start 


16401 


End 


23179 






Name 


OJ000250 15.0222.C68.o4.gs 


Method 


GENSCAN 






Start 


17725 


End 


23179 






GI 


none 


Score 


.43 






Exons 


17725. .17846, 17848 .. 17942, 


18183. .18535, 18846. 


.19113, 






19250. .19615, 19967. .20148, 


20468. .2101 


8, 22258. 


.22450, 






22476. .22817, 22863. .22963, 


23116. .23179 






Seq. No. 


29369 


Seq. ID 


OJ000250_ 


15.0222 


.C68 


/— XI _ 


/- r\ /~ r\ <~\ 

yuouo 


Strand 


+ 






Start 


16401 


End 


23179 






Name 


OJ000250_15 . 0222 . C68 . o7 . gp 


Method 


AAT/GAP 







29212 



Start 17729 End 21243 

GI 342_1.R1084 Score 5341 

Exons 17729.. 21243 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 29369 Seq. ID 

Gene No. 60608 Strand 

Start 16401 End 

Name . OJ000250_15 . 0222 . C68 . 08 . gp Method 

Start 17729 End 

GI 342JL.R1084 Score 

Exons 17729. .21248 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ000250_15.0222.C68 
+ 

23179 
AAT/GAP 
21248 
5340 



Seq. No. 29369 Seq. ID 

Gene No. 60609 Strand 

Start 377 End 

Name OJ000250_15 . 0222 . C68 . ol . np Method 

Start 377 End 

GI 6063554 Score 

Exons 377.. 552, 1190.. 1217, 1687.. 1908, 2027. 
GI Descrip. 



OJ000250_15.0222.C68 

8125 
AAT/NAP 
4540 
458 

.2318, 4440. .4540 



(AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29369 Seq. ID OJ000250_15 . 0222 . C68 

60609 Strand 

377 End 8125 

OJ000250_15 . 0222 . C68 . o3 . gp Method AAT/GAP 

1137 End 1577 

61605_1.R1084 Score 118 

1137. .1217, 1546. .1577 

■5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, -'chromosome 4, BAC clone: tl7804 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250 15.0222.C68 



29369 
60609 
377 

OJ000250_15 . 0222 . C68 . o3 . np 
2001 
5257279 

2001.. 2074, 5232.. 6366, 6995. 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8125 
AAT/NAP 
8125 
2727 



.7231, 7580.. 8125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



29369 
60609 
377 

OJ000250_15.0222.C68.o2.np 
4259 
4680183 
4259. .4348, 4956. .5026 

(AF11I709) gag-poi protein [Oryza sativa subsp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 15.0222.C68 



8125 
AAT/NAP 
5026 
181 



29369 



indica] 

Seq. ID OJ000250 15.0222.C68 



29213 




Gene No. 


60609 


Strand 






OtdLt 


377 


End 


8125 




Name 


OJ000250 15.0222.C68.o2.gs 


Method 


GENSCAN 




Start 


4893 


End 


8125 




GI 


none 


Score 


.52 




Exons 


4893.. 5026, 5163. .5247, 5329. .6258, 6337.. 6514, 6996.. 7231, 




7481. .8125 








Seq. No. 


29369 


Seq. ID 


OJ000250_15.0222 


.C68 


Gene No. 


60610 


Strand 






Start 


11110 


End 


11411 




Name 


OJ000250 15.0222.C68.o6.gp 


Method 


AAT/GAP 




Start 


11110 


End 


11411 




GI 


61605 3.R1084 


Score 


439 




Exons 


11110. .11411 








GI Descrip. 


'1402920/emb ICAA66965I 2.0e- 


-20 (X98321) peroxidase [Arabidoi 




thaliana] 1 








Seq. No. 


29369 


Seq. ID 


OJ000250_15.0222 


.C68 


Gene No. 


60611 


Strand 


_ 




Start 


13079 


End 


21548 






OJ000250 15.0222.C68.o5.np 


Method 


AAT/NAP 




Start 


13079 


End 


21548 




GI 


5257279 


Score 


83 




Exons 


13079. .13319, 21478.. 21548 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


29369 


Seq. ID 


OJ000250_15.0222 


.C68 


laene wo. 


60612 


Strand 






Start 


23337 


End 


23850 




Name 


OJ000250 15.0222.C68.o5.tw 


Method 


TBLASTX: Wheat 




Start 


6088 


End 


6474 




GI 


none 


Score 


155 




Exons 


6088.. 6234, 6259.-6474 








Seq. No. 


29369 


Seq. ID 


OJ000250_15.0222 


.C68 


otitic LNO . 


60612 


Strand 






Start 


23337 


End 


23850 




Name 


OJ000250 15.0222.C68.o4.tw 


Method 


TBLASTX: Wheat 




Start 


18080 


End 


18425 




GI 


none 


Score 


77 




Exons 


18080. .18181, 18164. .18415, 


18172. .18414, 18174. .18425 




Seq. No. 


29369 


Seq. ID 


OJ000250_15,0222. 


.C68 




60612 


Strand 






Start 


23337 


End 


23850 




Name 


OJ000250 15.0222.C68.ol.ts 


Method 


TBLASTX: Soybean 




Start 


18347 


End 


18772 




GI 


none 


Score 


93 




Exons 


18347. .18421, 18422 .. 18484 , 


18479. .18772, 18533. .18757 




Seq. No. 


29369 


Seq. ID 


OJ000250_15.0222. 


,C68 


Gene No. 


60612 


Strand 






Start 


23337 


Li 


23850 




Name 


OJ000250 i5.0222.C68.o2.tc 


Method 


TBLASTX: Cress 




Start 


18514 


End 


18863 





29214 




GI none Score 193 

Exons 18514. .18660, 18515 .. 18772, 18709 .. 18759, 18777 .. 18863, 

18785. .18859 



Seq. No. 


29369 




Seq. ID 


OJ000250_15.0222 


.C68 


Gene No. 


60612 




Strand 






Start 


23337 




End 


23850 




Name 


OJ000250 15.0222.C68 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


* 18644 




End 


19120 




GI 


none 




Score 


54 




Exons 


18644. .18700, 18652. 


.18696, 


18697. .18813, 18698 .. 18775, 






18727. .18816, 18813. 


.18911, 


18818. .18910, 18821. .18913, 






1 ft Q1 9 1 Q1 1 ^ 1ft Q1 A 

1 O .71Z . . 1711 J; lO 314 , 


. 1 yi^u 








Seq. No. 


29369 




Seq. ID 


OJ000250_15.0222 


.C68 


Gene No. 


60612 




Strand 






Start 


23337 




End 


23850 




Name 


OJ000250 15.0222.C68 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


18692 




End 


19154 




GI 


none 




Score 


58 




Exons 


1ft£Q9 1R7£Q 1 Q7PI1 
10 Di7^. • . 10 / K>y t lo/Ul. 


1 Q "7 "7 9 


18777. .18950, 18785 .. 1894 9, 






18960. .19154 










Seq. No. 


29369 




Seq. ID 


OJ000250_15.0222 


-C68 


Gene No. 


60612 




Strand 






Start 


23337 




End 


23850 




Name 


OJ000250 15.0222.C68 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


18984 




End 


19226 




GI 


none 




Score 


213 




Exons 


1 ft Qft A 1 Q99£ 

1 O -7 0 fx • . 1 jZZD 










Seq. No. 


29369 




Seq. ID 


OJ000250_15.0222 


.C68 


Gene No. 


60612 




Strand 






Start 


23337 




End 


23850 




Name 


OJ000250 15.0222.C68 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


19260 




End 


19667 




GI 


none 




Score 


83 




Exons 


19260. .19307, 19261. 


.19320, 


19306. .19548, 19321 .. 19548 , 






19581. .19667, 19582. 


.19662 








Seq. No. 


29369 




tt 

Seq. ID 


OJ000250_15.0222 


.C68 


Gene No. 


60612 




Strand 






DLdJ. L 


9-3*3-37 




End 


23850 




Name 


OJ000250 15.0222.C68 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


19668 




End 


20968 




GI 


none 




Score 


513 




Exons 


19668. .20012, 19669., 


.20088, 


19706. .20104, 19876. .20157, 






20082. .20369, 20134., 


.20370, 


20254. .20388, 20369 .. 20584 , 






20375. .20551, 20439., 


.20552, 


20559. .20624, 2057 9 .. 20623, 






20626. .20688, 20630.. 


.20689, 


20668. .20799, ^20669. .20797, 






20699. .20815, 20822.. 


.20902, 


20822. .20875, 20885 20968 , 






20895. .20966 










Seq. No. 


29369 




Seq. ID 


OJ000250_15.0222 


.C68 




\J\J VIZ, 




Strand 






Start 


23337 




End 


23850 




Name 


OJ000250 15.0222.C68, 


>o2.tm 


Method 


TBLASTX: Maize 





29215 



Start 19711 End 20028 

GI none Score 295 
Exons . 19711. .20028, 19722.. 19997 

Seq. No. 29369 Seq. ID OJ000250_15 . 0222 . C68 

Gene No. 60612 Strand 

Start 23337 End 23850 

Name OJ000250_15 . 0222 . C68 . ol . tc Method TBLASTX : Cress 

Start 19956 - End 20388 

GI none Score 155 

Exons 19956. .20012, 19960 .. 20088, 19960 20157 , 19967 .. 20212, 

20082. .20369, 20134 .. 20370, 20254.. 20388 

Seq. No. 29369 Seq. ID OJ000250_15 . 0222 . C68 

Gene No. 60612 Strand 

Start 23337 End 23850 

Name OJ000250_15 . 0222 .C68 . o9 . gp Method AAT/GAP 

Start 23337 End 23850 

GI uC-osflM202048cl2bl Score 722 

Exons 23337. .23850 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 

^ Seq. No. 29370 Seq. ID OJ000250_15 . 0222 . C70 

"i; Gene No. 60613 Strand + 

W Start 1 End 67 6 

U'l Name OJ000250_15. 0222 .C70.ol .np Method AAT/NAP 

"LI Start 1 End 676 

ri GI 5257279 Score 794 

'{*\ Exons 1..505, 650. .676 

; s -[ GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 

[l s l homologues. (L35053) [Oryza sativa] 

: £ Seq. No. 29370 Seq. ID OJ000250_15 . 0222 . C70 

Gene No. 60613 Strand + 

T; Start 1 End 676 

Name OJ000250_15. 0222 .C70 .ol .gs Method GENSCAN 

i s * Start 8 End 613 

GI none Score .93 

i;^ Exons 8.. 613 

Seq. No. 29371 Seq. ID OJ000250_15 . 0222 . C71 

Gene No. 60614 Strand 

Start 1 End 587 

Name OJ000250JL5. 0222. C71 .ol .np Method AAT/NAP 

Start , 1 End 587 

GI 5257279 Score 827 

Exons 1..587 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 

homologues. (L35053) [Oryza sativa] 

Seq. No. 29371 Seq. ID OJ000250_15 . 0222 .C71 

Gene No. 60614 Strand 

Start 1 _ _ . _ End 587 

Name OJ000250_I5 . 0222 . (J?l . ol . gs Method GENSCAN 

Start 73 End 587 

GI none Score . 7 



29216 



Exons 



73. .587 



Seq. No. 29372 Seq. ID 

Gene No. 60615 Strand 

Start 80 End 

Name OJ000250_15 . 0222 . C72 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 162 



OJ000250_15.0222.C72 
+ 

162 

GENSCAN 

162 

.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29372 Seq. ID 

60616 Strand 

138 End 
OJ000250_15 . 0222 . C72 . ol . np Method 

138 End 

5852182 Score 
138. .493 

(AL117265) zhb0012.1 [Oryza sativa] 



OJ000250_15.0222.C72 
493 

AAT/NAP 

493 

416 



OJ000250 15.0222.C72 



29372 Seq. ID 

60616 Strand 

138 End 493 
OJ000250_15 . 0222 . C72 . ol . gp Method AAT/GAP 

327 End . 493 

2310235 Score 239 
327.. 493 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

r- t r\ - _ 

Seq. No. 



29373 Seq. ID OJ000250_08 . 0208 . CI 

60617 Strand 

1 End 298 

OJ000250_08 . 0208 . CI . ol . np Method AAT/NAP 

1 End 298 

2498930 Score 143 

1..64, 232. .298 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



29373 Seq. ID 

60617 1 Strand 

1 End 
OJ000250_08 . 0208 . CI . ol . gs Method 
20 End 
none Score 

20. .64, 232. .238 



OJ000250_08.0208.C1 
298 

GENSCAN 

238 

.83 



29374 Seq. ID 

60618 Strand 

1 End 

OJ000250_08 . 0208 . C2 . o3 . np Method 

1 End 

4680179 Score 
1..140, 330. .3067 

(AF1117G9) polyprotein [Oryza sativa subsp 



OJ000250_08.0208.C2 
+ 

5462 
AAT/NAP 
3067 
4239 



29374 



maicaj 

Seq. ID OJ000250_08.0208.C2 



29217 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start i 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



60618 Strand 

1 End 

OJ000250_08 . 0208 . C2 . ol . gs Method 

208 End 

none Score 



+ 

5462 
GENSCAN 
5462 
.4 



208. .210, 497. .1092, 1309. .1913, 2096. .2482, 2622. .3075, 
3851. .3889, 4097. .4170, 4351. .5169, 5202. .5259, 5270. .5462 



29374 
60618 
1 

OJ000250_08 . 0208 . C2 . o2 . np 
208 

6721561 
208. .298 
(AP001073) EST 
predicted gene 
gi| 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

5462 
AAT/NAP 
298 
113 



08. 0208. C2 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6) 
a region of the predicted gene.; hypothetical 
sativa] 



29374 
60618 
1 

OJ000250_08 . 0208 . C2 . o4 , 

4093 

6907087 



np 



Seq. ID OJ000250__08.0208.C2 

Strand + 

End ' 54 62 

Method AAT/NAP 

End 5388 

Score 662 



4093. .4457, 4487. .5184, 5302. .5388 

(AP001129) ESTs C7277KE2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



29374 Seq. ID 

60619 Strand 

6307 End 

OJ000250JD8 . 0208 . C2 . o5 .np Method 

6307 End 

5852180 Score 



6307.. 6360, 7338. .7460, 8554. .8636, 10471 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000250_08.0208.C2 
+ 

10939 
AAT/NAP 
10939 
459 

10792, 10852.. 10939 



29374 Seq. ID 

60619 Strand 
6307 End 
OJ000250JD8 .0208.C2.o3.gp Method 
8504 End 
101153_1.R1084 Score 
8504. .8695, 9010. .9238 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ000250_08.0208.C2 
+ 

10939 
AAT/GAP 
9238 
709 



29374 Seq. ID 

60619 Strand 

6307 End 

OJ000250_06 . 0208 .02. o4 . gp Method 

9256 End 

2428185 Score 



OJ000250_08.0208.C2 
+ 

10939 
AAT/GAP 
9688 
750 



29218 




Exons 


9256. .9688 










GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 






indica(GLA4) genomic DNA, 


chromosome 4, 


BAC clone :t 17804 


Seq. No. 


29374 




Seq. ID 


OJ000250_08.0208 


CO 


Gene No. 


60620 




Strand 








86 




End 


4136 




Name 


• OJ000250 08 . 0208 . C2 . ol . np 




Method 


AAT/NAP 




Start 


86 




End 


4136 




GI 


4680183 




Score 


101 




Exons 


86. .242, 4117. .4136 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


o oon A 




Seq. ID 


OJ000250__08.0208 


CO 


Gene No. 


C A CO 1 




Strand 






btart 


co n g 




End 


6590 




Name 


r\ t/\ A^ocft no n o n o r* o —yi +- . » 
OJUUUzoU Uo . UzUo . . 04 . tw 




Method 


TBLASTX: Wheat 




Start 


4bo 




End 


804 




GI 


none 




Score 


59 




Exons 


455. .523, 501. .584, 505.. 


582, 


506. .589, 


583. .717, 593.. 


790, 




CAE Q /"l A CQQ -JQ1 CAQ 

oyo..oU4, oy y . . / o i , bu y . . 


/ y 4 








Seq. No. 


2yj /4 




Seq. ID 


OJ000250_08.0208 


CO 


Gene No. 


oUo^l 




Strand 






Start 


co n o. 




End 


6590 




Name 


r\ m n n o c n no no no « o +-™ 
OJUUUzbU Do . U^Uo . . oj . tm 




Method 


TBLASTX: Maize 




Start 


602 




End 


1093 




GI 


none 




Score 


156 




Exons 


/•ft/) TOT H £1H 1 noo OCO 

dUz../o1, /o/..lUyj, boo. 


. yb4 , 


1009. .1086 




Seq. No. 


Zyo /4 




Seq. ID 


OJ000250_08.0208 


CO 


Gene No . 


oUozl 




Strand 






Start 


con a 

bzuy 




End 


6590 




Name 


y\ Tn n n o c n no nono o o —.1 j_ _ 
OJUUUzoU Uo . UzUo . C<£ . Ol . tS 




Method 


TBLASTX: Soybean 




Start 


656 




End 


1051 




GI 


none 




Score 


57 




Exons 


rr r CQQ CCQ CQ"7 CQO 

bob. .boo, boo. .bo/, by^.. 


1U01 , 


692.. 772, 808.. 1050 




Seq. No. 


29374 




Seq. ID 


OJ000250_08.0208 


CO 


Gene No . 


60621 




Strand 






Start 


6209 




End 


6590 




Name 


OJ000250 08.0208. C2. 06. tw 




Method 


TBLASTX: Wheat 




Start 


805 




End 


1066 




GI 


none 




Score 


335 




Exons 


805. .1065, 806.. 1066 










Seq. No. 


29374 




Seq. ID 


OJ000250_08.0208 


no 


Gene No . 


60621 




Strand 






Start 


6209 




End 


6590 




Name 


OJ000250 08.0208.C2.o2.tw 




Method 


TBLASTX: Wheat 




Start 


1067 




End 


1576 




GI 


none 




Score 


588 




Exons 


1067. .1576, 1069.. 1485 










s_ v-J • lit W • 


0 n*3-7 * 
/ 




Seq. ID 


OJ000250_06 . 0208 


.C2 


Gene No. 


60621 




Strand 






Start 


6209 




End 


6590 





29219 




Name 


OJ000250 08 


.0208 


.C2.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


1139 








End 


1502 




GI 


none 








Score 


460 




Exons 


1139. .1492, 


1141 


. .1485, 


1191. 


.1502 






Seq. No. 


29374 








Seq. ID 


OJ000250_08.0208 


.C2 


uene wo . 










Strand 






Start 


6209 








End 


6590 




Name 


OJ000250 08 


.0208 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1580 








End 


2058 




GI 


none 








Score 


395 




Exons 


1580. .1957, 


1678 


. .1956, 


1951. 


.2058, 1959.. 2057 




Seq. No. 


29374 








Seq. ID 


OJ000250_08.0208 


.C2 


Gene No . 


en 1 
OUOi 1 








Strand 






Start 


6209 








End 


6590 




Name 


OJ000250 08 


.0208 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1847 








End 


2106 




GI 


none 








Score 


93 




Exons 


1847. .1954, 


1852 


. .1956, 


1963. 


.2106, 1968. .2105 




Seq. No. 


29374 








Seq. ID 


OJ000250_08.0208 


.C2 


Gene No. 


oUdz 1 








Strand 






Start 


6209 








End 


6590 ' 




Name 


OJ000250 08 


.0208 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1907 








End 


2196 




GI 


none 








Score 


71 




Exons 


1907. .I960, 


1951 


. .2196, 


1960. 


.2190, 1965.. 2192 




Seq. No. 


29374 








Seq. ID 


OJ000250_08.0208 


.C2 


Gene No . 










Strand 






Start 


6209 








End 


6590 




Name 


OJ000250 08 


.0208 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2065 








End 


2689 




GI 


none 








Score 


552 




Exons 


2065. .2550, 


2067 


. .2549, 


2545. 


.2688, 2546.. 2689 




Seq. No. 


29374 








Seq. ID 


OJ000250_08.0208 


.C2 


Gene No. 


60.621 








Strand 






OLaiL 










End 


6590 




Name 


OJ000250 08 


.0208 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2245 








End 


2842 




GI 


none 








Score 


217 




Exons 


2245. .2406, 


2253 


. .2399, 


2403. 


.2534, 2404.. 2547, 2549. .2842 




2569. .2703, 


2752 


. .2829 










Seq. No. 


29374 








Seq. ID 


OJ000250_08.0208 


.C2 


bene No . 


bubZl 








Strand 






Start 


6209 








End 


6590 




Name 


OJ000250 08 


.0208 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2689 








End 


3022 




GI 


none 








Score 


354 




Exons 


2689. .3021, 


2690 


. .3022 










O XT _ 


£. Z7 J / 1 








Seq. ID 


OJ000250_08 . 0208 


.C2 


Gene No. 


60621 








Strand 






Start 


6209 








End 


6590 





29220 



Name 


OJ000250 08.0208.C2.o5.tm 


Method 


TBLASTX: Maize 


Start 


2846 


End 


3043 


GI 


none 


Score 


191 


Exons 


2846. .3043 






Seq. No. 


29374 


Seq. ID 


OJ000250_08.0208.C2 


Gene No. 


60621 


Strand 


- 


Start 


6209 


. End 


6590 


Name 


OJ000250 08.0208.C2.ol.gp 


Method 




Start 


6209 


End 


6590 


GI 


uC-osflcyp033a04bl 


Score 


675 


Exons 


6209. .6590 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom. 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


29375 


Seq. ID 


OJ000250_08.0208.C3 


bene ino. 


60622 


Strand 


i 

T 


Start 


537 


End 


3009 


Name 


OJ000250 08.0208.C3.ol.gs 


Method 


GENS CAN 


Start 


537 


End 


3009 


GI 


none 


Score 


.5 


Exons 


537. .618, 1178. .1305, 2573. 


.2722, 2727 


..2857, 2940. .3009 


Seq. No. 


29375 


Seq. ID 


OJ00.0250_08.0208.C3 


Gene No. 


60622 


Strand 


+ 


Start 


537 


End 


3009 


Name 


OJ000250 08.0208.C3.ol.np 


Method 


AAT/NAP 


Start 


537 


End 


638 


GI 


6907087 


Score 


134 


Exons 


537. .638 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_08.0208.C3 
+ 

4756 
AAT/NAP 
4756 
125 



29375 Seq. ID 

60623 Strand 
4202 End 
OJ000250_08 . 0208 . C3 . o5 . np Method 
4202 End 
6721561 Score 
4202. .4291, 4733. .4756 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 |dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



29375 Seq. ID 

60624 Strand 

1028 End 

OJ000250_08 . 0208 . C3 . o2 . np Method 

1028 End 

4680186 Score 
1028.. 1215, 2938.. 2981 

(AF111703) unknown [Oryza sativa subsp. indicaj 



OJ000250_08.0208.C3 

2981 
AAT/NAP 
2981 
138 



Seq. No. 



29375 



Seq. ID OJ000250 08. 0208. C3 



29221 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



60625 Strand 

4080 End 4756 

OJ000250_08.0208.C3.o4.np Method AAT/NAP 

4080 End 4756 

4680183 Score 110 
4080. .4171, 4712. .4756 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



29376 Seq. ID 

60626 . Strand 

1 End 

OJ000250_08 . 0208 . C4 . ol . np Method 

1 End 

2274845 Score 
1..269, 665. .746 

(D884 61) N-WASP [Rattus rattus] 



OJ000250_08.0208.C4 
746 

AAT/NAP 

746 

95 



Seq. No. 29376 Seq. ID 

Gene No. 60626 Strand 

Start 1 End 

Name OJ000250_08 . 0208 . C4 . ol . gs Method 

Start 4 4 End 

GI none Score 

Exons 44.. 232, 275.. 340, 433.. 493 



OJ000250_08.0208.C4 
746 

GENSCAN 

493 

.81 



Seq. No. 29377 Seq. ID 

Gene No. 60627 Strand 

Start 163 End 

Name OJ000250_08 . 0208 . C5 . ol . gs Method 

Start 163 End 

GI none Score 

Exons 163.. 205, 377.. 507 



OJ000250_08.0208.C5 
+ 

507 

GENSCAN 

507 

.84 



Seq. No. 29378 

Gene No. 60628 

Start 1041 

Name OJ000250_08.0208.C6.ol.gs 

Start 1041 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1041. .1084, 4889. .4998, 5130. .5232, 5647. .5846, 7395. .7610, 
8831. .8887, 9055. .9294, 9823. .9864, 10740 .. 10864 , 10873 1114 9, 
11362. .11537 



OJ000250_08.0208.C6 
+ 

12688 
GENSCAN 
11537 
.58 



Seq. No. 


29378 




Gene No. 


60628 




Start 


1041 




Name 


OJ000250 08 


.0208.C6.o3. 


Start 


3824 




GI 


6815052 




Exons 


3824. .3897, 


5880. .6204, 


GI Descrip. 


(AP001080) 


hypothetical 


Seq. No. 


29378 




Gene No. 


60628 




Slart 


1041 




Name 


OJ000250 08 


.0208.C6.o4. 


Start 


6665 





Seq. ID OJ000250_08.0208.C6 

Strand + 

End 12688 

np Method AAT/NAP 

End 7777 

Score 200 
6301. .6441, 7742. .7777 

protein [Oryza sativa] 

Seq. ID OJ000250_08.0208.C6 

Strand + 

End 12688 

np Method AAT/NAP 

End 12688 



29222 



GI 


6705984 


Exons 


6665. .6748, 


GI Descrip. 


(AB033235) 


Seq. No. 


29378 


Gene No. 


60628 


Start 


1041 


NT a m 
ln din" 


OJ000250 08 


Start 


8816 


GI 


6498436' 


Exons 


8816. .8858, 




12218. .1234 


GI Descrip. 


(AP000815) 


Seq. No. 


29378 


Gene No. 


60628 




1041 


Name 


OJ000250 08 


Start 


9065 


GI 


6705984 


Exons 


9065. .9539 


GI Descrip. 


(AB033235) 


Seq. No. 


29378 


Gene No. 


60629 


Start 


2508 


Name 


OJ000250 08 


o Lai u 




GI 


6630699 


Exons 


2508. .2586 


GI Descrip. 


(AP000969) 




gil 6721536) 




[Oryza sati 


Seq. No. 


29378 


Gene No. 


60630 


Start 


5177 


Name 




Start 


5177 


GI 


none 


Exons 


5177. .5449, 




9075. .9338, 




9362. .9526 


Seq. No. 


29378 


Gene No. 


60630 


a r-+- 


D X / / 


Name 


OJ000250 08 


Start 


5246 


GI 


none 


Exons 


5246. .5494, 




9114. .9383, 


Seq. No. 


29378 


Gene No . 


60630 


Start 


5177 



Score 
9571, 12584.. 12688 



411 



Seq. ID OJ000250_08.0208.C6 
Strand + 
End 12688 
08.C6.o5.np Method AAT/NAP 

End 12348 
Score 403 

8816. .8858, 9704. .9864, 9913. .10417, 10517 10643, 10898 .. 11078 , 
12218. .12348 

(AP000815) hypothetical protein [Oryza sativa] 

Seq. ID OJ000250_08.0208.C6 

Strand + 

End 12688 

08.C6.o2.np Method AAT/NAP 

End 9539 

Score 432 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_08.0208.C6 

2586 
AAT/NAP 
2586 
71 



(AP001073) hypothetical protein 



Seq. ID OJ000250_08.0208.C6 
Strand 

End 9553 

Method TBLASTX : Wheat 

End 9526 

Score 253 



.5637, 
,9497, 



Seq. ID OJ000250_08.0208.C6 
Strand 

End 9553 

Method TBLASTX : Soybean 

End 9497 

Score 165 



Name 



OJ000250 08.0208.C6.ol.tm 



Seq. ID 

Strand 

End 

Method 



OJ000250_08.0208.C6 
9553 

TBLASTX: Maize 



29223 



Start 
GI 

Exons 



5413 End 9553 

none Score 194 

5413. .5547, 5414. .5647, 5.423. .5665, 9302. .9436, 9303. .9497, 

9312.. 9485, 9470.. 9553 



Seq. No. 29379 Seq. ID 

Gene No. 60631 Strand 

Start 374 End 

Name • OJ000250_08 . 0208 . C7 .ol . gs Method 

Start 374 End 

GI none Score 

Exons 374.. 1517, 1631.. 2430 



OJ000250_08.0208.C7 
+ 

2430 
GEN SCAN 
2430 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29379 Seq. ID 

60631 Strand 

374 End 

OJ000250_08 . 0208 . C7 . ol . np Method 

453 End 

3645898 Score 



OJ000250_08.0208.C7 
+ 

2430 
AAT/NAP 
2172 
630 



453. .1417, 1484. .1952, 2025. .2172 

(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



Seq. No. 29379 Seq. ID 

Gene No. 60631 Strand 

Start 374 End 

Name OJ000250_08 . 0208 . C7 . ol . tm Method 

Start 677 End 

GI none Score 

Exons 677.. 1081, 778.. 1068 



OJ000250_08.0208.C7 

+ ■ 

2430 

TBLASTX: Maize 

1081 

244 



Seq. No. 29380 Seq. ID OJ000250 

Gene No. 60632 Strand + 

Start 1 End 282 6 

Name OJ000250_08 . 0208 . C8 . ol . np Method AAT/NAP 

Start 1 End 282 6 

GI 6630685 Score 3508 

Exons 1..1019, 1102.. 1138, 1169.. 2826 
GI Descrip. 



08. 0208. C8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



29380 
60633 
9000 

OJ000250_08 . 0208 . C8 . o3 . gs 

9000 

none 



Seq. ID OJ000250_08.0208.C8 

Strand + 

End 13622 

Method GENSCAN 

End 13622 

Score . 5 



9000. .9435, 10271. .10386, 10874 .. 11075, 11111 .. 11209, 
11300. .11368, 13168.. 13622 



Seq. No. 29380 Seq. ID 

Gene No. 60634 Strand 

Start 13777 End 

Name OJ000250_08 . 0208 . C8 . o2 . np Method 

Start 13777 End 

GI 6721516 Score 

Exons 13777. .14008, 15513.. 15529 



OJ000250_08.0208.C8 
+ 

15529 
AAT/NAP 
15529 
89 



29224 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


29380 Seq. ID 


OJ000250 


_08.0208 


.C8 


bene ino . 


ouojj otrana 








Start 


6740 End 


8501 






Name 


OJ000250 08.0208.C8.o2.gs Method 


GEN SCAN 






Start 


6740 End 


8501 






GI 


none Score 


.74 






Exons 


6740.. 6981, 7902.. 8117, 8345.. 8501 








Seq. No. 


29380 Seq. ID 


OJ000250_ 


_08.0208 


.C8 


Gene No. 


60636 Strand 








Start 


14456 End 


18785 






Name 


OJ000250 08.0208.C8.o3.np Method 


AAT/NAP 






Start 


14456 End 


18785 






GI 


6815052 Score 


2556 






Exons 


14456. .14575, 14857 .. 14931 , 15013 .. 15750 , 15799 


. .15934, 





16717. .16809, 17679. .17778, 18077 18194 , 18476 18550, 
18632. .18785 



\j± uescrxp. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29380 


Seq. ID 


OJ000250_08.0208 


.C8 


Gene No. 


60637 


Strand 






Start 


25332 


End 


25713 




Name 


OJ000250 08.0208.C8.o5.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


184 




GI 


none 


Score 


82 




Exons 


1..171, 11. .184, 11. .172, 13. 


.183 






Seq. No. 


29380 


Seq. ID 


OJ000250_08.0208 


.C8 


Gene No. 


60637 


Strand 






Start 


25332 


End 


25713 




Name 


OJ000250 08.0208.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start * 


2 


End 


520 




GI 


none 


Score 


201 




Exons 


2. .187, 25. .177, 208. .234, 214. ,519, 236. .520 




Seq. No. 


29380 


Seq. ID. 


OJ000250_08.0208 


.C8 


Gene No. 


60637 


Strand 






Start 


25332 


End 


25713 




Name 


OJ000250 08.0208.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


184 


End 


872 




GI 


none 


Score 


95 




Exons 


184. .258, 185. .256, 256. .834, 


257. .847, 


336. .872 




Seq. No. 


29380 


Seq. ID 


OJ000250_08.0208 


.C8 


Gene No. 


60637 


Strand 






Start 


25332 


End 


25713 




Name 


OJ000250 08.0208.C8.o3.ts 


Method 


TBLASTX: Soybean 




Start 


365 


End 


826 




GI 


none 


Score 


227 




Exons 


365.. 676, 385.. 570, 725.. 826 








Seq. No. 


29380 


Seq. ID 


OJ000250_08.0208 


.C8 


n * ~ ~ xt ^ 




Strand 






Start 


25332 


End 


25713 




Name 


OJ000250 08.0208.C8.o4 .tm 


Method 


TBLASTX: Maize 





29225 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1172 
none 

1172. .1237, 1228. .1455, 1231. 

29380 
60637 
25332 

OJ000250_08.0208.C8.ol.ts 

1193 

5509260 

1193. .1237, 1194.. 1244, 1230. 
1417. .1794 



End 1458 
Score . 90 
.1458, 1236.. 1457 

Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX : Soybean 

End 1799 

Score 71 

.1412, 1231. .1410, 1416. .1799 



29380 
60637 
25332 

OJ000250_08 . 0208 . C8 . ol . tw 

1333 

none 

1333.. 1407, 1408.. 1437, 1436. 



Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX : Wheat 

End 1785 

Score 82 

.1771, 1438. .1785, 1440. .1772 



29380 
60637 
25332 

OJ000250_08.0208.C8.ol.tc 

1399 

none 

1399. .1680, 1404. .1661 



Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX: Cress 

End 1680 

Score 214 



29380 
60637 
25332 

OJ000250_08 . 0208 . C8 . o3 . tm 

1459 

none 

1459.. 1926, 1461.. 1925 



Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX : Mai ze 

End 1926 

Score 64 9 



29380 
60637 
25332 

OJ000250_08.0208.C8.o6.tm 

1948 

none 

1948. .2151, 1968. .2150 



Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX : Mai ze 

End 2151 

Score 245 



29380 
60637 
25332 

OJ000250_08 . 0208 . C8 . o4 . tw 

1969 

none 

1969.. 2133, 2149.. 2385 . 



Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX : Wheat 

End 2385 

Score 89 



60637 
25332 



Seq. ID OJ000250_08 . 0208 .C« 
Strand 

End 25713 



29226 




Name 


OJ000250 08. 


0208. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2152 








End 


2829 




GI . 


none 








Score 


972 




Exons 


2152. .2823, 


2159. 


.2608, 


2379. 


.2762, 2536.. 2829 




Seq. No. 


29380 








Seq. ID 


OJ000250_08.0208 


.C8 


^ene wo. 


DUDj / 








Strand 






Start 


25332 








End' 


25713 




Name 


OJ000250 08. 


0208. 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2170 








End 


2811 




GI 


none 








Score 


291 




Exons 


2170. .2568, 


2203. 


.2547, 


2253. 


.2558, 2578.. 2811, 2595.. 2663 


Seq. No. 


29380 








Seq. ID 


OJ000250_08.0208 


.C8 


Gene No . 


oUoo / 








Strand 






Start 


25332 








End 


25713 




Name 


OJ000250 08. 


0208. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2395 








End 


2763 




GI 


none 








Score 


113 




Exons 


2395. .2565, 


2463. 


.2564, 


2587. 


.2763, 2593.. 2760 




Seq. No. 


29380 








Seq. ID 


OJ000250_08.0208 


.C8 


Gene No. 


60637 








Strand 






Start 


25332 








End 


25713 >:.- 




Name 


OJ000250 08. 


0208. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


15989 








End 


16483 




GI 


none 








Score 


67 




Exons 


15989. .16483 


, 16193.. 16459 









Seq. No. 29380 Seq. ID OJ000250_08 . 0208 . C8 

Gene No. 60637 Strand 

Start 25332 End 25713 

Name OJ000250_08 . 0208 . C8 . ol . gp Method AAT/GAP 

Start 24011 End 24158 

GI 702840 Score 233 

Exons 24011.. 24158 

GI Descrip. 3880432/emb | CAA91398 . 1 | 1.0e-10 (Z66521) similar to 

kinensin-like protein; cDNA EST ykl98el0.3 comes from this gene 
cDNA EST ykl98el0.5 comes from this gene; cDNA EST yk654gl0.3 
comes from this gene [Caenorhabditis elegans] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Stare 

GI 

Exons 



29380 
60637 
25332 

OJ000250_08.0208.C8.o7.tm 

24044 

none 

24044. .24154, 
25491. .25568, 



24045. .24155, 
25572. .25604, 



29380 
60637 
25332 

OJ000250_08.0208.C8.o4 .ts 

24050 

none 



Seq. ID OJ000250_08.0208.C8 
Strand 

End 25713 

Method TBLASTX : Mai ze 

End 25713 

Score 166 
.24045. .24161, 25485 .. 25559, 
25650. .25709, 25675.. 25713 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_08.0208.C8 
25713 

TBLASTX : Soybean 

25559 

68 



24050. .24151, 24053 .. 24 154 , 24054 .. 24 158 , 24081 .. 24161, 



29227 



24082. .24162, 25470. .25559 



Seq. No. 


29380 


Seq. ID 


OJ000250_ 


_08 


Gene No. 


60637 


Strand 


- 




Start 


25332 


End 


25713 




Name 


OJ000250 08.0208.C8.o6.gs 


Method 


GENSCAN 




Start 


25332 


End 


25700 




GI 


none 


Score 


.92 




Exons 


25332.. 25700 










29381 


Seq. ID 


UJ UUUZOU 


HQ 


Gene No. 


60638 


Strand 


+ 




Start 


1974 


End 


3493 




Name 


OJ000250 08.0208.C9.ol.np 


Method 


AAT/NAP 




Start 


1974 


End 


3493 




GI 


6815109 


Score 


513 




Exons 


1974.. 2738, 2910. .3155, 3198 


. .3493 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29381 


Seq. ID 


OJ000250_ 


_08 


Gene No. 


60639 


Strand 


+ 




Start 


20491 


End 


20840 




Name 


OJ000250_08 . 0208 . C9. o4 . gs 


Method 


GENSCAN 




Start 


20491 


End 


20840 • 




GI 


none 


Score 


.84 




Exons 


20491 .. 20557 , 20710. .20840 








Seq. No. 


29381 


Seq. ID 


OJ000250_ 


08 


Gene No. 


60640 


Strand 


+ 




Start 


oi COO 


End 


22466 




Name 


OJ000250_08 . 0208 . C9 . o5 . gs 


Method 


GENSCAN 




Start 


21629 


End 


22466 




GI 


none 


Score 


.7 




Exons 


21629. .21824, 22150. .22466 








Seq. No. 


29381 


Seq. ID 


OJ000250 


_08 


uene ino . 


60640 


Strand 


+ 




Start 


21629 


End 


22466 




Name 


OJ000250 08.0208.C9.o2.gp 


Method 


AAT/GAP 




Start 


21696 


End 


22328 




GI 


48804 1.R1084 


Score 


562 




Exons 


21696. .21824, 22150.. 22328 








GI Descrip. 


, 3445201/gb|AAC32431.1| 1 . Oe- 


-17 (AC004786) unknown 




[Arabidopsis thaliana] 1 








Seq. No. 


29381 


Seq. ID 


OJ000250_ 


08. 


Gene No. 


60641 


Strand 


+ 




Start 


22373 


End 


22961 




Name 


OJ000250 08.0208.C9.o3.gp 


Method 


AAT/GAP 




Start 


22373 


End 


22961 




GI 


none 


Score 


1040 




Exons 


22373.. 22961 








Seq. No. 


29381 


Seq. ID 


OJ000250_ 


08. 


Gent; No. 


60642 


Strand 


+ 




Start 


30800 


End 


32627 




Name 


OJ000250_08.0208.C9.o7.gs 


Method 


GENSCAN 





29228 



Start 


30800 




End 


32627 


GI 


none 




Score 


.53 


Exons 


30800. .30941, 32584. 


.32627 






Seq. No. 


29381 




Seq. ID - 


OJ000250_08 


Gene No. 


60643 




Strand 


+ 


Start 


36012 




End 


42615 


Name 




■a 

o y . gs 


Method 


GENSCAN 


Start 


36012 




End 


42602 


GI 


none 




Score 


.5 


Exons 


36012. .36282, 36530. 


.36658, 


38105. .38183, 39007.. 3 




39991. .40128, 40298. 


.40421, 


40691. .40886, 41028.. 4 




41662. .42602 








Seq. No. 


29381 




Seq. ID 


OJ000250_08 


Gene No. 


60643 




Strand 


+ 


Start 


36012 




End 


42615 


Name 


OJ000250 08. 0208. C9. 


o5 .np 


Method 


AAT/NAP 


Start 


39938 




End 


42203 


GI 


6539588 




Score 


217 


Exons 


39938. .39964, 40659. 


.40899, 


42159. .42203 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. t 


: 29381 




Seq. ID 


OJ000250 08 


Gene No. 


60643 




Strand 


+ 




36012 




End 


42615 


Name 


OJ000250 08. 0208. C9. 


o7 .np 


Method 


AAT/NAP 


Start 


42154 




End 


42615 


GI 


3645899 




Score 


204 


Exons 


42154. .42615 








GI Descrip. 


(U68408) 5' end not 


determined experimentally [Zea 


Seq. No. 


29381 




Seq. ID 


OJ000250_08 


Gene No. 


60644 




Strand 




Of a r f 


9709 




End 


16084 


Name 


OJ000250 08. 0208. C9. 


o3.gs 


Method 


GENSCAN 


Start 


9709 




End 


16084 


GI 


none 




Score 


.66 


Exons 


9709.. 9714, 9830.. 10011, 10240 .. 10365, 


10731. .1078: 




11407... 11516, 15172. 


.15603, 


16062. .16084 


Seq. No. 


29381 




Seq. ID 


OJ000250_08 


Gene No. 


60645 




Strand 




Start 


21598 




End 


21929 


Name 


OJ000250 08. 0208. C9. 


ol .gp 


Method 


AAT/GAP 


Start 


21598 




End 


21829 


GI 


48804 1.R1084 




Score 


392 


Exons 


21598. .21829 








GI Descrip. 


'3445201/gb|AAC32431 


.11 l.Oe 


-17 (AC004786) unknown 



,0208. C9 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29381 
60646 
25653 

^ V V \J W £. 

12689 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_08.0208.C9 
41044 

TBLASTX: Maize 

13155 

242 



29229 




Exons 


12689. .13036, 13074. 


.13151, 


13075. .13155 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No . 


C C\ C A C 




Strand 






Start 


25653 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


12884 




End 


13253 




GI 


none 




Score 


105 




Exons 


12884. .13051, 13042. 


.13149, 


13152. .13253 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No. 


60646 




Strand 






Start 






End 


41044 




Name 


OJ000250 08. 0208. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20665 




End 


21828 




GI 


none 




Score 


76 




Exons 


20665. .20757, 21604. 


.21819, 


21614. .21823, 21 615 .. 21824 , 






21620. .21823, 21646. 


.21828 








Seq. No. 


29381 




Seq. ID 


OJ000250JD8.0208 


.C9 


bene jno. 






Strand 






Start 


25653 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


21598 




End 


21834 




GI 


none 




Score 


212 




Exons 


21598. .21819, 21602. 


.21820, 


21617. .21823, 21646.. 21834 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No . 


C A C A C 




Strand 






Start 


25653 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


22167 




End 


22353 




GI 


none 




Score 


189 




Exons 


22167. .22307, 22172. 


.22306, 


22198.. 22353 




Seq. No. 


- 29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No. 


60646 




Strand 






Start 


25653 




End 


41044. 




Name 


OJuUU^DU Uo . UzUo . cy . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


22178 - 




End 


22562 




GI 


none 




Score 


147 




Exons 


22178. .22366, 22184. 


.22363, 


22185. .22370, 22186 22371, 






22368. .22463, 22369. 


.22485, 


22370. .22486, 22471 .. 22515, 






22488. .22514, 22533. 


.22562 








Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No. 


60646 




Strand 






Start 


25653 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


o4 . gp 


Method 


AAT/GAP 




Start 


25352 




End 


26064 




GI 


3955 1.R1084 




Score 


1096 




Exons 


25352. .25827, 25937. 


.26064 









GI Descrip. 1 3880432/emb | CAA91398 . 1 | 1.0e-10 (Z66521) similar to 

kinensin-like protein; cDNA EST ykl98el0.3 comes from this gene 
cDNA EST ykl96ei0.5 comes from this gene; cDNA EST yk654gl0.3 
comes from this gene [Caenorhabditis elegans] ' 



29230 



Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


-C9 


Gene No. 


60646 




Strand 






O Ldl U 


L JOJJ 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


25534 




End 


25841 




GI 


none 




Score 


51 




Exons 


25534. .25596, 25535. 


.25582, 


25574. .25624, 25574 .. 25624 , 






25653. .25841, 25659. 


.25829, 


25670. .25831 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No. 


60646 




Strand 






Start 


25653 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


o3.np 


Method 


AAT/NAP 




Start- 


25647 




End 


39287 




GI 


4586105 




Score 


488 




Exons 


25647. .25827, 25937. 


.26154, 


26244. .26480, 28094 .. 28288 , 






39207. .39287 










GI Descrip. 


(AL04 9638) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


Gene No. 


60646 




Strand 






q+- r +- 


«£ jDDj 




End 


41044 




Name 


ujuuuzdu Uo.u^uo.cy. 


06 . gs 


Method 


GENSCAN 




Start 


ZD DO J 




End 


28330 




GI 


none 




Score 


.56 




Exons 


9^£c;"5 9CiQ0T ocnon 


. Z DID H , 


26244. .26480, 26696 .. 26902, 






zoUy4 . . ZO J JU 










Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


-C9 


Gene No. 


oil o4 o 




Strand 






O L. O. J_ L. 






End 


41044 




Name 


a Tnnnoc a no Aorio r^o, 

ujuuuzou Uo.uzuo.cy. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


25917 




End 


26483 




GI 


none 




Score 


157 




Exons 


25917. .26150, 25939. 


.26160, 


25941. .26129, 2594 6 .. 2 6158, 






26244. .26483, 26245. 


.26301, 


26321. .26458, 26388. .264 83 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 




60646 




Strand 






Start 


25653 




/ End 


41044 




Name 


OJ000250 08. 0208. C9. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


25939 




End 


26160 




GI 


none 




Score 


139 




Exons 


25939. .26160, 25943. 


.26152, 


25945. .26157 




Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 


VJCUC LNtJ • 


60646 




Strand 






Start 


25653 




End 


41044 




Name 


OJ000250 08. 0208. C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


26098 




End 


26477 




GI 


none 




Score 


250 




Exons 


26098. .26151, 26247. 


.26477 








Seq. No. 


29381 




Seq. ID 


OJ000250_08.0208 


.C9 




r a /T a /? 




Strand 






Start 


25653 




End 


41044 




Name 


OJ000250_08.0208.C9. 


o5 . gp 


Method 


AAT/GAP 





29231 



Start 
GI 

Exons 



28122 
2442427 
28122. .28520 



End 
Score 



28520 
689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29381 
60646 
25653 

OJ000250_08.0208.C9.o8.gs 

34058 

none 



Seq. ID OJ000250_08.0208.C9 
Strand 

End 41044 

Method GENSCAN 

End 34788 

Score .42 



34058. .34181, 34344 .. 34527, 34728.. 34788 



29381 
60646 
25653 

OJ000250_08 . 0208 . C9 . o4 . np 

37044 

6721516 



Seq. ID OJ000250_08.0208.C9 
Strand 

End 41044 

Method AAT/NAP 

End 41044 

Score 544 



37044. .37083, 38392 38686, 39097 .. 39338 , 40153 .. 40318 , 
40987. .41044 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


29382 


Seq. ID 


OJ000250 08. 


0208 


.CH 


Gene No. 


60647 


Strand 


+ 






Start 


236 


End 


396 






Name 


OJ000250 08.0208.C10.ol.gs 


Method 


GENSCAN 






Start 


236 


End 


396 






GI 


none 


Score 


.97 






Exons 


236. .396 










Seq. No. 


29383 


Seq. ID 


OJ000250_09. 


0209 


.CI 


Gene No. 


60648 


Strand 








Start 


1 


End 


445 






Name 


OJ000250 09.0209.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


445 






GI 


479357 


Score 


280 






Exons 


1. .445 










GI Descrip. 


hypothetical protein 612 - 


maize transposon MuA2 








gi 122375 | emb | CAA44165 | (X62251) ORF [Zea mays] 






Seq. No. 


29383 


Seq. ID 


OJ000250_09. 


0209 


.CI 


Gene No. 


60648 


Strand 








Start 


1 


End 


445 






Name 


OJ000250 09.0209.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


191 


End 


445 






GI 


none 


Score 


90 






Exons 


191. .445, 192. .323 










Seq. No. 


29384 


Seq. ID 


OJ000250_09. 


0209 


.C2 


Gene No. 


60649 


Strand 


+ 






Start 


621 


End 


754 






Name 


OJ000250 09.0209.C2.ol.gs 


Method 


.GENSCAN 






Start 


621 


End 


754 






GI 


none 


Score 


.62 






Rvon q 


621 . . 754 











Seq. No. 



29385 



Seq. ID OJ000250 09. 0209. C4 



29232 



Gene No. 60650 Strand + 

Start 1 End 672 

Name OJ000250_09 . 0209. C4 .ol .np Method AAT/NAP 

Start 1 End 672 

GI 5441880 Score 299 
Exons 1..27, 154.-247, 494. .672 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


29385 






Seq. ID 


OJ000250_ 


_09. 


0209. 


C4 


Gene No. 


60650 






Strand 


+ 








Start 


1 






End 


672 








Name 


OJ000250 09. 


0209. C4. 


ol . gs 


Method 


GENSCAN 








Start 


150 






End 


625 








GI 


none 






Score 


.66 








Exons 


150. .247, 494. .625 














Seq. No. 


29386 






Seq. ID 


OJ000250_ 


_09. 


0209. 


C5 


Gene No. 


60651 






Strand 


- 








Start 


122 






End 


206 








Name 


OJ000250 09. 


0209. C5. 


ol - gs 


Method 


GENSCAN 








Start 


122 






End 


206 








GI 


none 






Score 


.57 • 








Exons 


122. .206 
















Seq. No. 


29387 






Seq. ID 


OJ000250_ 


09. 


0209. 


C6 


Gene No. 


60652 






Strand 










Start 


445 






End 


589 








Name 


OJ000250 09. 


0209. C6. 


ol . gs 


Method 


GENSCAN 








Start 


445 






End 


589 








GI 


none 






Score 


.58 








Exons 


445.-589 
















Seq. No. 


29388 






Seq. ID 


OJ000250 


_09. 


0209. 


C7 


Gene No. 


60653 






Strand 


+ 








Start 


1 






End 


577 








Name 


OJ000250 09. 


0209. C7. 


ol .np 


Method 


AAT/NAP 








Start 


1 




End 


577 








GI 


6714447 






Score 


332 








Exons 


1..33, 232.. 


350, 428 


. .577 













GI Descrip. (AC011620) putative phospholipase D [Arabidopsis thaliana] 



Seq. No. 29388 Seq. ID 

Gene No. 60653 Strand 

Start 1 End 

Name 0 JO 0025 0_0 9.0209.C7.ol.gs Method 

Start 211 End 

GI none Score 

Exons 211.. 350, 428.. 577 



OJ000250_09.0209.C7 
+ 

577 

GENSCAN 

577 

.69 



Seq. No. 29388 

Gene No. 60654 

Start 204 

Name OJ000250_09.0209-C7.ol 

Start 204 

GI uC-osflM202097d01bl 



Seq. ID 

Strand 
End 

M« ±- U ~ -J 

End 
Score 



OJ000250 09. 0209. C7 



278 



278 
119 



29233 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



204. .278 

'2773042 5.0e-26 (AF038440) phospholipase D2 [Homo sapiens]' 



29388 
60655 
440 

OJ000250_09.0209.C7.ol.tc 

440 

none 

440. .580, 441. .587, 445. .597 

29389 
60656 
204 

OJ000250_09.0209.Cll.ol.gs 

204 

none 

204. .319 



Seq. . ID OJ000250_09.0209.C7 

Strand 

End 597 

Method TBLASTX : Cress 

End 597 

Score 209 



Seq. ID OJ000250_09.0209.C11 

Strand + 

End 319 

Method GENSCAN 

End 319 

Score . 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29390 
60657 
1 

OJ000250_09.0209.C15.ol.np 
1 

5903070 
1..40, 100. .252, 441. .493 

(AC008017) Putative threonine synthase [Arabidopsis thaliana] 



Seq. ID OJ000250_09.0209.C15 

Strand 

End 4 93 

Method AAT/NAP 

End 4 93 

Score 68 



29391 
60658 
1 

OJ000250_09.0209.C16.ol.np 
1 

3169012 
1..33, 312. .923 

(AJ002610) putative calmodulin binding transporter protein 
[Hordeum vulgare] 



Seq. ID OJ000250_09.0209.C16 
Strand 

End 2444 

Method AAT/NAP 

End 923 

Score 616 



Seq. No. 


29391 


Seq. ID 


OJ000250_09 


0209. C16 


Gene No. 


60658 


Strand 






Start 


1 


End 


2444 




Name 


OJ000250 09.0209.C16.ol.gp 


Method 


AAT/GAP 




Start 


591 


End 


2444 




GI 


uC-osrocyp014h07bl 


Score 


937 




Exons 


591. .897, 2252.-2444 








GI Descrip. 


'3169012/emb|CAA05637| 5.0e- 


34 (AJ002610) putative 


calmodul 




binding transporter protein 


[Hordeum vulgare] ' 




Seq. No. 


29391 


Seq. ID 


OJ000250_09, 


0209. C16 


Gene No. 


60659 


Strand 






Start 


4770 


End 


7516 




Name 


OJ000250 09.0209.C16.o3.tm 


Method 


TBLASTX: Maize 


Start 


369 


End 


627 




GI 


none 


Score 


256 




Exons 


369, s 599 f 377.. 616, 379.. 627 








Seq. No. 


29391 


Seq. ID 


OJ000250_09. 


0209. C16 



29234 






60659 






o crana 




Start 


4770 






End 


7516 


Name 


OJ000250 09.0209. 


■C16.01 


.tc 


Method 


TBLASTX: Cress 


Start 


376 






End 


783 


GI 


none 






Score 


260 


Exons 


376. .783, 386. .733 








Seq. No. 


29391 






Seq. ID 


OJ000250__09.0209.C16 


CZono ftl r\ 


60659 






Of ran H 




Start 


4770 






End 


7516 


Name 


OJ000250 09.0209. 


C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


377 






End 


610 


GI 


none 






Score 


191 


Exons 


377. .610, 379. .609 








Seq. No. 


29391 






Seq. ID 


OJ000250_09.0209.C16 


Gene No. 


60659 






Strand 




ulai I 


4770 






End 


7516 


Name 


OJ000250 09.0209. 


C16.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4533 






End 


4781 


GI 


none 






Score 


65 


Exons 


4533. .4595, 4549. 


.4599, 


4600. 


.4656, 4601. .4660, 4657. .4701, 




4719. .4781, 4720. 


.4764 








Seq. No. 


29391 






Seq. ID 


OJ000250_09.0209.C16 


Gene No. 


60659 






Strand 




Start 


4770 






End 


7516 




OJ000250 09.0209. 


C16.o2 


.np 


Method 


AAT/NAP 


Start 


4770 




End 


7516 


GI 


6466937 






Score 


1006 


Exons 


4770. .7332, 7372. 


.7516 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops; 




thaliana] 










Seq. No. 


29391 






Seq. ID 


OJ000250__09.0209.C16 


Gene No. 


60659 






Strand 




O La J. L. 


4770 






End 


7516 


Name 


OJ000250 09.0209. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4848 






End 


5368 


GI 


none 






Score 


38 


Exons 


4848. .4880, 4848. 


.4895, 


4884. 


.5006, 4892. .4987, 4978. .5124, 




4992. .5129, 5118. 


.5201, 


5119. 


.5199, 5195. .5368, 5231. .5335 


Seq. No. 


29391 






Seq. ID 


OJ000250_09.0209.C16 


flono ftTi^\ 


60659 






Strand 




Start 


4770 






End 


7516 


Name 


OJ000250 09.0209. 


C16.o2, 


.ts 


Method 


TBLASTX : Soybean 


Start 


5118 






End 


5458 


GI 


none 






Score 


188 


Exons 


5118. .5201, 5195. 


.5458 








Seq. No. 


29391 






Seq. ID 


OJ000250_09. 0209.C16 


Gene No. 


60659 






Strand 




Start 


4770 






End 


7516 




r\ -r r\ r\ r> ^ c r\ r\ r\ r\ >-\ r\ r\ 


C16 . ol , 


. tw 


Method 


TBLASTX: wheat 


Start 


5202 






End 


5527 


GI 


none 






Score 


59 



29235 



Exons 



5202.. 5354, 5219.. 5527, 5228.. 5527 



Seq. No. 29391 . 

Gene No. 60659 

Start 4770 

Name OJ000250_09. 0209.C16 . o2 . tm 

Start 5387 

GI none 

Exons 5387.. 5611, 5415 5582, . 5483 . 
5638.. 5859, 5639.. 5857 



Seq. ID OJ000250_09.0209.C16 
Strand 

End 7516 

Method TBLASTX : Mai ze 

End 5859 

Score 96 

5614, 5613.. 5639, 5623.. 5769, 



Seq. No. 29391 

Gene No. 60659 

Start 4770 

Name OJ000250_09. 0209 . C16. o3 . ts 

Start 5681 

GI none 

Exons 5681.. 5860, 5683.. 5883 



Seq. ID OJ000250_09.0209.C16 
Strand 

End 7516 

Method TBLASTX : Soybean 

End 5883 

Score 88 



Seq. No. 29391 

Gene No. 60659 

Start 4770 

Name OJ000250_09 . 0209 . C16 . o5 . tm 

Start 6877 

GI none 

Exons 6877.. 7134, 7153.. 7275 



Seq. ID OJ000250_09.0209.C16 
Strand 

End 7516 

Method TBLASTX: Maize 

End 7275 

Score 101 



Seq. No. 29392 Seq. ID 

Gene No. 60660 Strand 

Start 127 End 

Name OJ000250_09 . 0209 . C17 . ol . gs Method 

Start 127 End 

GI none Score 

Exons 127.. 237, 945.. 1015 



OJ000250_09.0209.C17 
+ 

1015 
GENSCAN 
1015 
.68 



Seq. No. 29392 Seq. ID 

Gene No. 60661 Strand 

Start 1650 End ' 

Name OJ000250_09. 0209.C17 .ol . tm Method 

Start 1630 End 

GI none Score 

Exons 1630.. 1914, 1644.. 1916 



OJ000250_09.0209.C17 
1916 

TBLASTX: Maize 

1916 

270 



Seq. No. 29392 Seq. ID 

Gene No. 60661 Strand 

Start 1650 End 

Name OJ000250_09. 0209.C17 . ol . ts Method 

Start 1645 End 

GI none Score 

Exons 1645.. 1845, 1647.. 1901 



OJ000250_09.0209.C17 
1916 

TBLASTX : Soybean 

1901 

125 



Seq. No. 29392 Seq. ID 

Gene No. 60661 ' Strand 

Start 1650 End 

Name OJG00250_09 . 0209 . CI7 . ol . np Method 

Start 1650 End 

GI 3169012 Score 



OJ000250_09.0209.C17 

1916 
AAT/NAP 
1916 
389 



29236 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1650. .1916 

(AJ002610) putative calmodulin binding transporter protein 
[Hordeum vulgare] 



29393 
60662 
1 

OJ000250_09.0209.C18.ol.np 
1 

3169012 



Seq. ID OJ000250_09.0209.C18 
Strand 

End 2426 

Method AAT/NAP 

End 2423 . 

Score 701 



1..75, 1103. .1367, 1942. .2053, 2149. .2423 

(AJ002610) putative calmodulin binding transporter protein 
[Hordeum vulgare] 



29393 
60662 
1 

OJ000250_09.0209.C18.ol.gs 

390 

none 



Seq. ID OJ000250_09.0209.C18 
Strand 

End 2426 

Method GENSCAN 

End 2053 

Score .79 



390. .500, 1131. .1367, 1555. .1641, 1942. .2053 



29393 
60662 
1 

OJ000250_09.0209.C18.ol.gp 
1128 

LIB3432-060-P1-K1-B2 
1128. .1271 

1 3169012/emb | CAA05637 | 2.0e-85 (AJ002610) putative calmodulin 
binding transporter protein [Hordeum vulgare] 1 



Seq. ID OJ000250_09.0209.C18 
Strand 

End 2426 

Method AAT/GAP 

End 1271 

Score 251 



29393 
60662 
1 

OJ000250_09.0209.C18.ol.tc 

1128 

none 



Seq. ID OJ000250_09.0209.C18 
Strand 

End 2426 

Method TBLASTX : Cress 

End 2426 

Score 105 



1128. .1373, 1129. .1242, 1131. .1370, 1294. .1371, 1942. .2055, 
1943. .2056, 2143. .2217, 2151. .2222, 2316. .2426, 2316. .2423 



29393 
60662 
1 

OJ000250_09.0209.C18.ol.ts 

1128 

none 



Seq. ID OJ000250_09.0209.C18 
Strand 

End 2426 

Method TBLASTX : Soybean 

End 1361 

Score 80 



1128. .1361, 1129. .1242, 1176. .1343, 1297. .1344 



29393 
60662 

' 1 

OJ000250_09.0209.C18.ol.tm 

1128 

none 



Seq. ID OJ000250_09.0209.C18 
Strand 

End 2426 

Method TBLASTX : Mai ze 

End 1334 

Score 153 



1128. .1334, 1129. .1242, 1131. .1334 



29237 



# 



Seq. No. 


29393 


Seq. ID 


OJ000250_09.0209. 


,C18 


/Don d KT/-\ 


DUD D^ 


Strand 






Start 


1 


End 


2426 




Name 


OJ000250 09.0209.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


1942 


End 


2423 




GI 


none 


Score 


61 




Exons 


1942. .2055, 1946. .2074, 2116. 


.2265, 2151. .2249, 2358. .2423 


Seq. No. 


29394 


Seq. ID 


OJ000250_09.0209. 


C19 


Gene No. 


60663 


Strand 






Start 


1 


End 


3996 




IN CLIUG 


OJ000250 09.0209.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2345 




GI 


3169012 


Score 


911 




Exons 


1..35, 266. .482, 919. .1435, 2320.. 2345 






GI Descrip. 


(AJ002610) putative calmodulin binding 


transporter protein 




[Hordeum vulgare] 








Seq. No. 


29394 


Seq. ID 


OJ000250JD9.0209. 


C19 




60663 


Strand 






Start 


1 


End 


3996 




Name 


OJ000250 09.0209.C19.ol.gs 


Method 


GENSCAN 




Start 


270 


End 


3996 




GI 


none 


Score 


.69 




Exons 


270.. 482, 919.. 1254, 2320.. 2404, 3404., 


.3488, 3708. .3996 




Seq. No. 


29394 


Seq. ID 


OJ000250_09.0209. 


C19 


otrlltr in kj • 


60664 


Strand 






Start 


6328 


End 


6599 




Name 


OJ000250 09.0209.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


267 


End 


1312 




GI 


none 


Score 


138 




Exons 


267. .485, 268. .480, 913. .1278 


, 916. .1269, 923. .1312 




Seq. No. 


29394 


Seq. ID 


OJ000250_09.0209. 


C19 




60664 


Strand 






Start 


6328 


End 


6599 




Name 


OJ000250 09.0209.C19.o2.ts 


Method 


TBLASTX: Soybean 




Start 


270 


End 


485 




GI 


none 


Score 


143 




Exons 


270. .485, 274. .477 








Seq. No. 


29394 


Seq. ID 


OJ000250_09.0209. 


C19 




60664 


Strand 






Start 


6328 


End 


6599 




Name 


OJ000250 09.0209.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


270 


End 


1164 




GI 


none 


Score 


174 




Exons 


270. .485, 270. .485, 914. .1153 


, 916. .1164, 918. .1160 




Seq. No. 


29394 


Seq. ID 


OJ000250_09.0209. 


C19 


Gene No. 


60664 


Strand 






Start 


6328 


End 


6599 




Name 


OJ000250 09.0209.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


m a 


End 


1147 




GI 


none 


Score 


201 




Exons 


914. .1147, 916. .1146 









29238 



Seq. No. 29394 Seq. ID 

Gene No. 60664 Strand 

Start 6328 End 

Name OJ000250_09 . 020 9 . C19 . o2 . gs Method 

Start 6328 End 

GI none Score 

Exons 6328.. 6427, 6499.. 6599 



OJ000250_09.0209.C19 

6599 
GENSCAN 
6599 
.99 



Seq. No. 29395 Seq. ID OJ000250_09 . 0209 . C20 

Gene No. 60665 Strand + 

Start 307 End 618 

Name OJ000250_09 . 0209 . C20 . ol . gp Method AAT/GAP 

Start 307 End 618 

GI 72524_1.R1084 Score 418 

Exons 307.. 618 

GI Descrip. 1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29395 
60666 
156 

OJ000250_09.0209.C20.ol.np 
156 

5091513 



Seq. ID OJ000250_09.0209.C20 
Strand 

End 3824 

Method AAT/NAP 

End 3824 

Score 492 



156. .211, 1922. .2102, 2404. .2535, 3093. .3246, 3295. .3824 
(AB0234 82) Hypothetical protein [Oryza sativa] 



Seq. No. 29395 Seq. ID 

Gene No. 60666 Strand 

Start 156 End 

Name OJ000250_09. 0209.C20 .o2 . gs Method 

Start 2819 End 

GI none Score 

Exons 2819.. 3246, 3504.. 3741 



OJ000250_09.0209.C20 

3824 
GENSCAN 
3741 
.69 



Seq. No. 29396 Seq. ID 

Gene No. 60667 Strand 

Start 44 End 

Name OJ000250_09 . 0209 . C21 . ol . gs Method 

Start 44 End 

GI none Score 

Exons 44 . . 437 



OJ000250_09.0209.C21 
+ 

437 

GENSCAN 

437 

.52 



Seq. No. 


29396 




Seq. ID 


OJ000250_09.0209.C21 


Gene No. 


60668 




Strand 


+ 


Start 


2743 




End 


5928 


Name 


OJ000250 09 


.0209.C21.o2.np 


Method 


AAT/NAP 


Start 


2743 




End 


5928 


GI 


3281853 




Score 


461 


Exons 


2743. .2875, 


3731.. 3881, 3960 


..4058, 4162. .4323, 4690. .4773, 




4881. .4985, 


5295.. 5532, 5721 


. .5928 




GI Descrip. 


(AL031004) 


putative protein 


[Arabidops 


is thaliana] 


r> »f _ 


r\ r\ -\ r\ 




Seq. ID 


oj000250_0y . u^oy.czi 


Gene No. 


60668 




Strand 


+ 


Start 


2743 




End 


5928 



29239 



Name 

Start 

GI 

Exons 



OJ000250_09 . 0209 . C21 . o3 . gs Method GENS CAN 
3023 End 5867 

none Score .77 

3023. .3122, 3960. .4118, 4162. .4323, 4690. .4776, 4884. .4975, 
5458. .5532, 5697. .5867 



Seq. No. 29396 Seq. ID 

Gene No. 60668 Strand 

Start 2743 End 

Name OJ000250_09.0209.C21.o2.gp Method 

Start 3141 End 

GI 72524JL.R1084 Score 

Exons 3141.. 3452 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000250_09.0209.C21 
+ 

5928 
. AAT/GAP 
3452 
419 



Seq. No. 


29396 


Seq. ID 


OJ000250_09.0209.C21 


Gene No. 


60669 


Strand 


+ 


Start 


7156 


End 


11199 


Name 


OJ000250 09.0209.C21.o3.np 


Method 


AAT/NAP 


Start 


7156 


End 


10696 


GI 


3281853 


Score 


490 


Exons 


7156.. 7308, 8486.. 8613, 8700 


..8813, 8921. .9067, 9375. .9461, 




9569.. 9804, . 10143 .. 10229, 10492. .10696 




GI Descrip. 


(AL031004) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


29396 


Seq. ID 


OJ000250_09.0209.C21 


Gene No. 


60669 


Strand 


+ 


Start 


7156 


End 


11199 


Name 


OJ000250 09.0209.C21.o4.gs 


Method 


GENSCAN 


Start 


7997 


End 


11199 


GI 


none 


Score 


.8 


Exons 


7997.. 8343, 8686.-8837, 8906 


..9067, 9375.. 9461, 9569.. 9660, 




10155. .10229, 11017.. 11199 







Seq. No. 


29396 


Seq. ID 


OJ000250_ 


09.0209 


.C21 


Gene No. 


60670 


Strand 


+ 






Start 


12987 


End 


15316 






Name 


OJ000250 09.0209.C21.o5.gs 


Method 


GENSCAN 






Start 


12987 


End 


14351 






GI 


none 


Score 


.99 






Exons 


12987. .14351 










Seq. No. 


29396 


Seq. ID 


OJ000250_ 


09.0209 


.C21 


Gene No. 


60670 


Strand 


+ 






Start 


12987 


End 


15316 






Name 


OJ000250 09.0209.C21.o4.np 


Method 


AAT/NAP 






Start 


13191 


End 


15316 






GI 


3776025 


Score 


161 






Exons 


13191. .13234, 13520. .14347, 


14889. .14997, 15281. 


.15316 




GI Descrip. 


(AJ010474) RNA helicase [Arabidopsis thaliana] 






Seq. No. 


29396 


Seq. ID 


OJ000250_ 


09.0209 


• C21 


Gene No. 


60671 


Strand 








r> j j_ 

oiai l. 


X 


End 


2450 






Name 


OJ000250 09.0209.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2100 







29240 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



5091513 Score 1594 

1.-599, 1255. .2100 

(AB023482) Hypothetical protein [Oryza sativa] 



29396 
60671 
1 

OJ000250_09.0209.C21.o2.gs 

1167 

none 

1167.. 2143, 2312.. 2450 



Seq. ID OJ000250_09.0209.C21 
Strand 

End 2450 

Method GEN SCAN 

End 2450 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29396 
60672 
3752 

OJ000250_09.0209.C21.ol. ts 

3752 

none 



OJ000250 09.0209.C21 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3752. .3883, 3959. .4063, 4209. .4319, 4220. .4327, 4689. .4778, 
4879.-4977, 4880. .4975, 5452. .5532, 5715. .5837, 8484. .8615, 
8492. .8614, 8695.-8796, 8699. .8812, 8953. .9063, 8964. .9071, 
9374. .9463, 9574. .9660, 9574. .9663, 1014 9 .. 10229, 10486. .10608 



10623 

TBLASTX : Soybean 

10608 

108 



29396 • 

60672 

3752 

OJ000250_09.0209.C21.ol.tw 

3752 

none 



Seq. ID OJ000250_09.0209.C21 
Strand 

End 10623 

Method TBLASTX : Wheat 

End 9056 

Score 133 



3752. .3883, 3752. .3883, 3959. .4060, 3970. .4059, 4164. .4256, 

4212. .4304, 4220. .4312, 8483. .8614, 8484. .8615, 8484. .8615, 

8695. .8799, 8699. .8809, 8699. .8800, 8908. .9000, 8961. .9056, 
8962. .9048 



Seq. No. 29396 

Gene No. 60672 

Start 3752 

Name 0 JO 0 0 2 5 0_0 9 . 0 2 0 9 . 

Start 3755 

GI none 

Exons 3755.. 3883, 3808. 

.4322, 4211. 
.4977, 4889. 
5456.. 5533, 5715. 
8695.. 8799, 8699. 
9374.. 9463, 9390. 
10147. .10233, 101 
10491. .10613 



4209. 
4885. 



End 

C21.gl.tm Method 
End 
Score 

.3882, 3884. .4060, 3970 
.4342, 4668. .4769, 4689 
.4978, 4890. .4979, 5450 
.5852, 5715. .5849, 8483 
.8809, 8908.. 9000, 8962 
.9455, 9570.. 9662, 9574 



Seq. ID OJ000250_09.0209.C21 
Strand 

10623 

TBLASTX: Maize 
10623 
143 

4059, 4164, 



.4778, 4880.. 

.5542, 5452.. 

.8614, 8487.. 

.9078, 8964.. 

,9660, 9574.. 



4211, 
4975, 
5532, 
8615, 
9086, 
9675, 



49. .10229, 10153. .10230, 1048 6 10623, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29396 Seq. ID OJ000250_09 . 0209 . C21 

60672 Strand 

3752 End 10623 

OJ000250_09 . 0209 . C21 . ol . tc Method TBLASTX : Cress 

4221 End 10608 

ncnG Score 9 6 

4221. .4319, 4226. .4318, 4686. .4769, 4689. .4778, 4879. .5004, 

4880. .4975, 5476. .5532, 5715. .5837, 8965. .9063, 8970. .9062, 



29241 




9374. .9463, 9574. .9660, 10176. . 10229, 10486. .10608 



Seq. No. 


29396 


Seq. ID 


OJ000250_09 


.0209. 


C21 


Gene No. 


60673 


Strand 








Start 


13098 


End 


13271 






Name 


OJ000250 09.0209.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


13098 


End 


13271 






GI 


none 


Score 


190 






Exons 


13098. .13271, 13100.. 13270 










Seq. No. 


29397 


Seq. ID 


OJ000250_09 


.0209. 


C23 


Gene No. 


60674 


Strand 


+ 






Start 


1 


End 


12507 






Name 


OJ000250 09.0209.C23.o4.np 


Method 


AAT/NAP 






Start 


- 1 


End 


12507 






GI 


5262156 


Score 


250 






Exons 


1..119, 11538. .11669, 11737. 


.11844, 12244. .12507 






GI Descrip. 


(AL080237) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


29397 


Seq. ID 


OJ000250_09 


.0209. 


C23 


Gene No . 


60674 


Strand 


+ 






Start 


1 


End 


12507 






Name 


OJ000250 09.0209.C23.ol.np 


Method 


AAT/NAP 






Start 


98 


' ' End 


3873 






GI 


3776023 


Score 


1379 






Exons 


98. .167, 270. .494, 576. .782, 


853. .939, 


1061. .1156, 


1223. 


.1438, 




1674.. 1856, 3590.. 3873 










GI Descrip. 


(AJ010473) RNA helicase [Arabidopsis thaliana] 






Sea No 


29397 


Seq. ID 


OJ000250_09 


.0209. 




Gene No. 


60674 


Strand 


+ 






Start 


1 


End 


12507 






Name 


OJ000250 09.0209.C23.ol.gs 


Method 


GENSCAN 






Start 


270 


End 


4632 






GI 


none 


Score 


.95 






Exons 


270. .494, S76..782, 853.-939 


, 1061. .1156, 1250. .1438, 






1674.. 1856, 3590.. 3800, 4433 


..4470, 4582. .4632 






Seq. No. 


29397 


Seq. ID 


OJ000250_09 


.0209. 


C23 


Gene No. 


60674 


Strand 


+ 






Start 


1 


End 


12507 






Name 


OJ000250 09.0209.C23.o3.gs 


Method 


GENSCAN 






Start 


9895 


End 


12411 






GI 


none 


Score 


.85 






Exons 


9895.. 10103, 11745. .11844, 12244.. 12411 






Spa No 


29397 


Seq. ID 


OJ000250_09 


0209. 




Gene No. 


60675 


Strand 


+ 






Start 


14713 


End 


20226 






Name 


OJ000250 09.0209.C23.o4.gs 


Method 


GENSCAN 






Start 


14713 


End 


20226 






GI 


none 


Score 


.44 






Exons 


14713. .14922, 17072 .. 17287 , 


18213. .18340, 18673. . 1* 


3799, 






19957. .20226 










Seq. No. 


29397 


Seq. ID 


OJ000250_09 


0209. 


C23 


Gene No. 


.60675 


Strand 


+ 







29242 



Start 14713 End 20226 

Name OJ000250_09 . 0209 .C23 . o5 .np Method AAT/NAP 

Start 14800 End" 17891 

GI 4455351 Score 479 

Exons 14800. .14922, 17072 17287, 17662.. 17891 



GI Descrip. (AL035524) putative protein [Arabidopsis thaliana] 



Seq. No. 29397 Seq. ID 

Gene No. 60676 Strand 

Start 24397 End 

Name OJ000250_09 . 0209 . C23 . 06 . gs Method 

Start 24397 End 

GI none Score 

Exons 24397. .24960 



OJ000250_09.0209.C23 
+ 

24960 
GEN SCAN 
24960 
.7 



Seq. No. 


29397 


Seq. ID 


OJ000250_ 


09.0209.C23 


Gene No. 


60677 


Strand 


+ 




Start 


30815 


End 


31594 




Name 


OJ000250 09.0209.C23.o7.np 


Method 


AAT/NAP 




Start 


30815 


End 


31594 




GI 


4726116 


Score 


262 




P. von*? 


30815. .30996, 31049.. 31594 








GI Descrip. 


(AC006436) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


29397 


Seq. ID 


OJ000250__ 


09.0209.C23 


Gene No. 


60678 


Strand 






Start 


2827 


End 


11206 




Name 


OJ000250 09.0209.C23.o2.np 


Method 


AAT/NAP 




Start 


2827 


End 


7237 




GI 


2130141 


Score 


523 




Exons 


2827.. 2850, 5091.. 5690, 5781. 


.6108, 6142. .6272, 


7123. .7237 


GI Descrip. 


mudrA protein - maize transposon MuDR gi 1540581 


(M76978) mudrA 




[Zea mays] gi|595816 (U14597) 


mudrA gene product 


[Zea mays] 


Seq. No. 


29397 


Seq. ID 


OJ000250_ 


09.0209.C23 


Gene No. 


60678 


Strand 






Start 


2827 


End 


11206 




Name 


OJ000250 09.0209.C23.o2.gs 


Method 


GENSCAN 




Start 


5072 


End 


7661 




GI 


none 


Score 


.56 




Exons 


5072.. 5305, 5785.. 5966, 6041. 


.6162, 6170.. 6290, 


6333. .6394, 




6500. .6545, 6706. .6778, 7153. 


.7298, 7340. .7661 




Seq. No. 


29397 


Seq. ID 


OJ000250_ 


09.0209.C23 


Gene No. 


60678 


Strand 






Start 


2827 


End 


11206 




Name 


OJ000250 09.0209.C23.o3.np 


Method 


AAT/NAP 




Start 


6782 


End 


11206 




GI 


6815052 


Score 


364 




Exons 


6782.. 6903, 7184.. 7258, 7340. 


.7523, 11147.. 11206 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 





Seq. No. . 29397 Seq. ID 

Gene No. 60679 Strand 

Start 22319 End 

Name OJ000250_09 . 0209 . C23 . o5 . gs Method 

Start 22319 End 



OJ000250 09.0209.C23 



GENSCAN 
22793 



29243 




GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 65 

22319. .22393, 22472 .. 22618 , 22641.. 22793 . 



29397 
60680 
26730 

OJ000250_09.0209.C23.o5.tm 
84 

none 



Seq. ID OJ000250_09.0209.C23 
Strand 

End 30277 
Method TBLASTX : Maize 
End : . 401 
Score ' 105 - 



84. .170, 107. .169, 254. .400, 269. .361, 270. .401, 279. .398 



29397 
60680 
26730 

OJ000250_09.0209.C23.ol.tc 
98 

none 



Seq. ID OJ000250_09.0209.C23 
Strand 

End 30277 

Method TBLASTX: Cress 

End 3808 

Score 97 



98. .169, 99. .170, 254. .493, 269. .493, 270. .500, 279. .497, 
573. .785, 573. .782, 575. .802, 852. .932, 853. .942, 1052. .1159, 
1052. .1156, 1060. .1161, 1220. .1441, 1220. .1339, 1222. .1434, 
1388. .1441, 1656. .1865, 1658. .1858, 1689. .1859, 3587. .3808, 
3590. .3808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29397 Seq. ID OJ000250_09 . 0209 . C23 

60680 Strand 

26730 End 30277 

OJ000250_09 . 0209 . C23 . o4 . ts Method TBLASTX : Soybean 

378 End 653 

none Score 135 

378. .500, 404. .490, 560. .652, 573. .653 



29397 
60680 
26730 

OJ000250_09.0209.C23.ol.tm 

401 

none 



Seq. ID OJ000250_09.0209.C23 
Strand 

End 30277 

Method TBLASTX :Maize 

End 1131 

Score 170 



401. .493, 402. .500, 573. .785, 575. .784, 842. .940, 850. .942, 
852. .941, 853. .942, 1052. .1129, 1052. .1129, 1057. .1131, 
1057. .1131 



Seq. No. 29397 Seq. ID OJ000250_09 . 0209 . C23 

Gene No. 60680 Strand 

Start 26730 End 30277 

Name 0 J000250_09 . 0209 . C23 . o2 . ts Method TBLASTX : Soybean 

Start 656 End 942 

GI none Score 183 

Exons 656.. 784, 657.. 785, 852.. 941, 853.. 942 

Seq. No. 29397 Seq. ID OJ000250_09 . 0209 . C23 

Gene No. 60680 Strand 

Start 26730 End 30277 

Name OJ000250_09 . 0209 . C23 . ol . ts Method TBLASTX : Soybean 

Start 1081 End 1745 

GI none Score 87 

Exons 1081.. 1158, 1082.. 1159, 1220.. 1441, 1220.. 1339, 1222.. 1440, 
1665.. 1745, 1670.. 1744 



29244 




Seq. No. 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




O Lai l_ 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23.o3.tm 


Method 


TBLASTX: Maize 


Start 


1132 


End 


1857 


GI 


none 


Score 


45 


Exons 


1132. .1167, 1133. .1159, 1220. .1441, 1220. .1342, 1221. .1433, 




1222. .1434, 1382. .1438, 1665. .1856, 1669. .1857, 1669. .1854, 




1670. .1855, 1689. .1856 






Qf^rt No 

O C v-J • IN \J . 


29397 


Seq. ID 




Gene No. 


60680 


Strand 




Start 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23.o2.tm 


Method 


TBLASTX: Maize 


Start 


3589 


End 


3818 


GI 


none 


Score 


357 


Exons 


3589. .3816, 3590. .3817, 3597. .3818 




O C l«J . IN v> • 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




Start 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23.o6.tm 


Method 


TBLAS TX : Ma i z e 


Start 


5337 


End 


5673 


GI 


none 


Score 


65 


Exons 


5337.. 5462, 5338.-5673, 5339.. 5470 




Seq. No. 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




Art 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23.o2.tc 


Method 


TBLASTX: Cress 


Start 


11561 


End 


17858 


GI 


none 


Score 


131 


Exons 


11561. .11647, 11562. .11675, 


11737. .11826, 11745. .11825, 




11821. .11853, 12298. .12402, 


17071. .17202, 17072. .17269, 




17264. .17296, 17738 .. 17857, 


17739. .17858 


Seq. No. 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




Start 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23.o4.tm 


Method 


TBLASTX: Maize 


Start 


11561 


End 


17872 


GI 


none 


Score 


146 


Exons 


11561. .11647, 11562. .11675, 


11563. .11664, 11574. .11666, 




11727. .11840, 11737. .11844, 


12238. .122* 


38, 12241. .12402, 




12246. .12344, 12304 .. 12390, 


14786. .14 917, 14788. .14 919, 




17071. .17283, 17072. .17287, 


17084. .172$ 


37, 17685. .17867, 




17687. .17872 






Seq. No. 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




Start 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23.o3.ts 


Method 


TBLASTX : Soybean 


Start 


11562 


•End 


17858 


n t 

-i- 


none 


Score 


128 


Exons 


11562. .11675, 11737. .11844, 


12241. .12402, 12244. .12393, 




17063. .17284, 17072 .. 17287, 


17685. .17858, 17685 .. 1784 9, 



29245 



17687. .17857 



Seq. No. 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




Start 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23 


.o7.gs Method 


GENSCAN 


Start 


26730 


End 


30277 


GI 


none 


Score 


.72 


Exons 


26730. .26810, 28304. 


.28924, 29774. .30277 


Seq. No. 


29397 


Seq. ID 


OJ000250_09.0209.C23 


Gene No. 


60680 


Strand 




Start 


26730 


End 


30277 


Name 


OJ000250 09.0209.C23 


.06. np Method 


AAT/NAP 


Start 


27561 


End 


29869 


GI 


6862916 


Score 


268 


Exons 


27561. .27633, 28291. 


.28478, 28675. .28924, 29774. .29869 


GI Descrip. 


(AC018 907) putative 


helix-loop-helix 


DNA-binding protein 



[Arabidopsis thaliana] 



Seq. No. 


29397 






Seq. ID 


OJ000250_09.0209. 


C23 


Gene No. 


60681 






Strand 






Start 


31044 






End 


31477 




Name 


OJ000250 09. 


0209. C23 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


31044 






End 


31477 




GI 


none 






Score 


123 




Exons 


31044. .31154 


, 31045. 


.31218, 


31235. .31372, 31406.. 31477 




Seq. No. 


29397 






Seq. ID 


OJ000250_09.0209. 


C23 


Gene No. 


60681 






Strand 






Start 


31044 






End 


31477 




Name 


OJ000250 09. 


0209. C23 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


31062 






End 


31462 




GI 


none 






Score 


124 




Exons 


31062. .31172 


, 31063. 


.31218, 


31246. .31398, 31247. .31462 





Seq. No. 29398 Seq. ID 

Gene No. 60682 Strand 

Start 292 ^End 

Name OJ000250_09 . 0209 . C24 . ol . gs Method 

Start 292 End 

GI none Score 

Exons 292.. 458, 1019.. 1089 



OJ000250_09.0209.C24 
+ 

1089 

GENSCAN 1 

1089 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29398 Seq. ID OJ000250_09 . 0209 . C24 

60683 Strand + 

3040 End 7948 

OJ000250_09 . 0209 . C24 . ol . np Method AAT/NAP 

3040 End 7948 

6539553 Score 2154 

3040.. 3066, 6656.. 7948 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 

rr\— — j- j i 



Seq. No. 29398 Seq. ID OJ000250JD9 . 0209 . C24 

29246 




Gene No . 


60683 








Strand 






Start 


3040 








End 


7948 




Name 


.OJ000250 09 


.0209 


.C24.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6659 








End 


7051 




GI 


none 








Score 


298 




Exons 


6659. .7051, 


6722 


. . 6904 










Seq. No. 


29398 








Seq. ID 


OJ000250J)9.0209 


C24 


Gene No. 


60683 








Strand 


+ 




Start 


3040 








End 


7948 




Name 


OJ000250 09 


.0209 


,C24.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6659 








End 


6967 




GI 


none 








Score 


261 




Exons 


6659. .6967, 


6728 


. . 6961 










Seq. No. 


29398 








Seq. ID 


OJ000250_09.0209. 


C24 


Gene No. 


60683 








Strand 


+ 




Start 


3040 








End 


7948 




Name 


OJ000250 09 


.0209 


.C24.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6659 








End 


7132 




GI 


none 








Score 


251 




Exons 


6659. . 6931, 


6734 


. . 6907, 


6926. 


.7132, 7000.. 7122 




Seq. No. 


29398 








Seq. ID 


OJ000250_09.0209. 


C24 


Gene No. 


60683 








Strand 


+ 




Start 


3040 








End 


7948 




Name 


OJ000250 09 


0209 


.C24.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


6985 








End 


7330 




GI 


none 








Score 


314 




Exons 


6985. .7185, 


6986 


. .7330 










Seq. No. 


29398 








Seq. ID 


OJ000250_09.0209. 


C24 


Gene No. 


60683 








Strand 


+ 




Start 


3040 








End 


7948 




Name 


OJ000250 09. 


0209 


,C24.ol 


tm 


Method 


TBLASTX: Maize 




Start 


7141 








End 


7479 




GI 


none 








Score 


317 




Exons 


7141. .7479, 


7142 


. .7468 










Seq. No. 


29398 








Seq. ID 


OJ000250_09.0209. 


C24 


Gene No. 


60683 








Strand 


+ 




Start 


3040 








End 


7948 




Name 


OJ000250 09. 


0209 


C24.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7336 








End 


7812 




GI 


none 








Score 


101 




Exons 


7336. .7407, 


7337 


.7411, 


7338. 


.7409, 7426.. 7812, 7427.. 7774 


Seq. No. 


29398 








Seq. ID 


OJ000250J39.0209. 


C24 


Gene No. 


60683 








Strand 


+ 




Start 


3040 








End 


7948 




Name 


OJ000250 09. 


0209. 


C24.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


7343 ; 








End 


7684 




GI 


none 








Score 


91 




Exons 


7343. .7456, 


7369. 


.7449, 


7468. 


.7605, 7469. .7684 




Seq. No. 


29399 








Seq. ID 


OJ000250_09.0209. 


C25 


Gene No. 


60684 








Strand 


+ 





29247 




Start 


1189 




End 


4077 


Name 


OJ000250 09.0209. 


C25.ol.gs 


Method 


GENSCAN 


Start 


1189 




End 


4077 


GI 


none 




Score 


.66 


Exons 


1189.. 1204, 2278. 


.2414, 3847 


. .4077 




Seq. No. 


29399 




Seq. ID 


OJ000250_09.0209 


ocllc vivJ • 


DUOO J 








Start 


4712 




End 


5602 


Name 


OJ000250 09.0209. 


C25.o2.gs 


Method 


GENSCAN 


Start 


4712 




End 


5527 


GI 


none 




Score 


.95 


Exons 


4712. .5527 








Seq. No. 


29399 




Seq. ID 


OJ000250_09.0209 


Gene No. 


60685 




Strand 




Start 


4712 




End 


5602 


Name 


OJ000250 09.0209. 


C25.ol.np 


Method 


AAT/NAP 


Start 


4715 




End 


5602 


GI 


6498441 




Score 


1360 


Exons 


4715.. 4996, 5090. 


.5602 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 



predicted gene.; Similar to Sorghum bicolor Gypsy^Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


29399 








Seq. ID 


OJ000250 


_09.0209 


.C25 


Gene No. 


60685 








Strand 








Start 


4712 








End 


5602 






Name 


OJ000250 09. 


0209. 


C25.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4715 








End 


4855 






GI 


none 








Score 


109 






Exons 


4715. .4855, 


4716. 


.4850 












Seq. No. 


29399 








Seq. ID 


OJ000250 


_09.0209 


.C25 


Gene No. 


60685 








Strand 








Start 


4712 








End 


5602 






Name 


OJ000250 09. 


0209. 


C25-.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


5222 








End 


5602 






GI 


none 








Score 


121 






Exons 


5222. .5602, 


5225. 


.5581, 


5529. 


.5597 








Seq. No. 


29399 








Seq. ID 


OJ000250 


_09.0209 


.C25 


Gene No. 


60685 








Strand 








Start 


4712 








End 


5602 






Name 


OJ000250 09. 


0209. 


C25.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


5309 








End 


5590 






GI 


none 








Score 


54 






Exons 


5309. .5422, 


5355. 


.5402, 


5420. 


.5590, 5456.. 5590 






Seq. No. 


29400 








Seq. ID 


OJ000250 


_09.0209 


.C26 


Gene No. 


60686 








Strand 


+ 






Start 


1 








End 


11668 






Name 


OJ000250 09. 


0209. 


C26.o3 


.np 


Method 


AAT/NAP 






Start 


1 








End 


11668 






GI 


A OQ^OC 

-i *y — / ^ -*J \J \J 








Score 


74 






Exons 


1..135, 398. 


.456, 


3054. 


.3340, 


4086. .4176, 5920. 


. 6231, 





8059. .8143, 11156. .11245, 11336. .11668 

29248 



m 



GI Descrip. (AL035526) extensin-like protein [Arabidopsis thaliana] 



Seq. No. 29400 Seq. ID 

Gene No. 60686 Strand 

Start 1 End 

Name 0 J000250_09 . 0209 . C2 6 . o2 . np Method 

Start 5032 End 

GI 5922623 Score 

Exons 5032.. 5112, 5500.. 5658, 5826.. 5901, 7497.. 7530 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 1 dbj | BAA85199 . 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



OJ000250_09 . 0209 . C26 
+ 

11668 
AAT/NAP 
7530 
279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29400 Seq. ID 

60687 Strand 

12698 End 

OJ000250_09.0209.C26.o4 .np Method 

12698 End 

5852176 Score 
12698. .13128, 13886.. 13906 

(AL117265) zhb0006.1 [Oryza sativa] 



29400 
60688 
1 

OJ000250_09.0209.C26.ol.np 
1 

6498441 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_09.0209.C2 6 
+ 

13906 
AAT/NAP 
13906 
245 



OJ000250 09.0209.C26 



1837. 



4449 
AAT/NAP 
4449 
4971 

.1971, 2155. .2528, 



1..573, 745. .1229, 1422. .1660, 
2592.. 3055, 3386.. 4449 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 29400 

Gene No. 60688 

Start 1 

Name OJ000250_09. 0209.C26 .06. tw 

Start 142 

GI none 

Exons 142. .384, 235. .423, 260. .436 



Seq. ID OJ000250_09.0209.C26 
Strand 

End 4449 . 

Method TBLASTX : Wheat 

End 436 

Score 80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29400 
60688 
1 

OJ000250_09.0209.C26.o2.ts 
184 

5666795 

184. .384, 439. .576, 652. .750 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000250_09.0209.C26 
Strand 

End 4449 

Method TBLASTX : Soybean 

End 750 

Score 68 



29400 
60688 
1 

OJ000250 09 . 0209 . C26 . o4 

439 

none 



Seq. ID 

Strand 

End 

^«+-U 1 

L-JC LilWU 

End 
Score 



OJ000250 09.0209.C26 



4449 



3901 
92 



29249 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



439. .588, 440. .577, 635. .808, 649. .858, 649. .873, 3848. .3901 



29400 
60688 
1 

OJ000250_09.0209.C26.ol.ts 

1498 

none 

1498. .1740, 1728. .1871, 1729. 

29400 
60688 
1 

OJ000250_09.0209.C26.o2.tw 

1523 

none 

1523. .1708, 1528. .1740, 1728. 

29400 
60688 
1 

OJ000250_09.0209.C26.o2.tm 

1621 

none 

1621. .1731, 1713. .2006, 1714., 

29400 
60688 
1 

OJ000250_09.0209.C26.ol.tm 
2034 
none 

2034.. 2150, 2034. .2390, 2044, 

29400 
60688 
1 

OJ000250_09.0209.C26.ol.tw 
2058 
none 

2058.. 2519, 2059.. 2520 

29400 
60688 
1 

OJ000250_09.0209.C26.o3.ts 
2115 
none 

2115. .2249, 2256. .2480 

29400 
60688 
1 

OJ000250_09.0209.C26.o3.tw 
none 

2685. .3170, 2716. .2976, 2742.. 



Seq. ID OJ000250_09.0209.C26 
Strand 

4449 

TBLASTX: Soybean 
1871 
83 



End 

Method 
End 
Score 
1854 



Seq. ID OJ000250_09.0209.C26 
Strand 

End 4449 

Method TBLASTX : Wheat 

End 1950 

Score 126 

1949, 1729.. 1950 

Seq. ID OJ000250_09.0209.C26 
Strand 

4449 

TBLASTX: Maize 
2007 
203 



End 

Method 
End 
Score 
2007 



Seq. ID OJ000250_09.0209.C26 
Strand 

4449 

TBLASTX: Maize 
2390 
67 



End 

Method 
End 
Score 
.2355 



Seq. ID OJ000250_09.0209.C26 
Strand 

End 4449 

Method TBLASTX : Wheat 

End 2520 

Score 392 



Seq. ID OJ000250_09.0209.C26 
Strand 

End 4449 

Method TBLASTX : Soybean 

End 2480 

Score 117 



Seq. ID OJ000250_09.0209.C26 
Strand 

End 4449- 

Method TBLASTX : Wheat 

T7>~ J T 1 T 1 

l^liVJ. Jl / -L 

Score 175 
3170, 2998.. 3171 



29250 




o e q • LM U . 


o qa nn 


Seq. ID 


OJ000250_09.0209. 


C26 


Gene No. 


60688 


Strand 






Start 


1 


End 


4449 




Name 


OJ000250 09.0209.C26.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3909 


End 


4301 




GI 


none 


Score 


79 




Exons 


3909.. 4166, 4021.. 4182, 4149 


►..4247, 4150. .4230, 4254. .4301 






Seq. ID 


OJ000250_09.0209. 


C26 


Gene No. 


60688 


Strand 






Start 


1 


End 


4449 




Name 


OJ000250 09.0209.C26.o3.tm 


Method 


TBLASTX: Maize 




Start 


4011 


End 


4296 




GI 


none 


Score 


85 




Exons 


4011.. 4259, 4012.. 4296 








oeq. in o * 


9 nn 


Seq. ID 


OJ000250_09.0209. 


K^Z O 


Gene No. 


60689 


Strand 






Start 


12307 


End 


13375 




Name 


OJ000250 09.0209.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


12307 


End 


13375 




GI 


none 


Score 


90 




Exons 


12307. ,12438, 12956 .. 13153, 


13151. .m315 




Seq. No. 


29401 


Seq. ID 


ojuuu^ou uy.uzuy. 


/ 




60690 


Strand 


+ 




Start 


430 


End 


2700 




Name 


OJ000250 09.0209.C27.ol.np 


Method 


AAT/NAP 




Start 


430 


End 


2700 




GI 


5852176 


Score 


171 




Exons 


430. .616, 677. .800, 2633. .2700 






GI Descrip. 


(AL117265) zhb0006.1 [Oryza 


sativa] 






oeq. ino . 


29401 


Seq. ID 


OJ000250_09.0209. 


C27 


Gene No. 


60691 


Strand 






Start 


5871 


End 


6068 




Name 


OJ000250 09.0209.C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


443 


End 


637 




GI 


none 


Score 


196 




Exons 


443. .637 








O c q . LN o . 


29401 


Seq. ID 


OJ000250_09.0209. 


C27 


Gene No. 


60691 


Strand 






Start 


5871 


End 


6068 




Name 


OJ000250 09.0209.C27.ol.tw 


Method 


TBLASTX: Wheat 




Start 


446 


End 


754 




GI 


none 


Score 


302 




Exons 


446. .754, 448. .750, 479. .751 








Seq. No. 


29401 


Seq. ID 


OJ000250_09.0209. 


C27 


Gene No. 


60691 


Strand 






Start 


5871 


End 


6068 




Name 


OJ000250 09.0209.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


c a a 

~x W 


Eud 


816 




GI 


none 


Score 


148 




Exons 


546. .653, 547. .660, 548. .655 


, 557. .691, 


582. .656, 670. .786, 



29251 




671. .790, 714. .818, 720. .797 



Seq. No. 


29401 




Seq. ID 


OJ000250 


_09. 


0209 


.C27 


Gene No. 


60691 




Strand 


- 








Start 


5871 




End 


6068 








Name 


OJ000250 09.0209.C27.o3 


.gs 


Method 


GENSCAN 








Start 


5871 


End 


6068 








GI 


none 




Score 


.58 








Exons 


5871. .6068 














Seq. No. 


29402 




Seq. ID 


OJ000250_ 


_09. 


0209 


.C28 


Gene No. 


60692 




Strand 


- 








Start 


2590 




End 


3087 








Name 


OJ000250 09.0209.C28.ol 


. gs 


Method 


GENSCAN 








Start 


2590 


End 


3087 








GI 


none 




Score 


.9 








Exons 


2590. .3087 














Seq. No. 


29403 




Seq. ID 


OJ000250 


_09. 


0209 


.C29 


Gene No. 


60693 




Strand 


+ 








Start 


130 




End 


780 








Name 


OJ000250 09.0209.C29.ol 


gs 


Method 


GENSCAN 








Start 


130 




End 


780 










none 




Score 


.93 








Exons 


130. .780 














>J G 14 * l-'U < 


J *i \J *i 




Seq. ID 


OJ000250_ 


09. 


0209 




Gene No. 


60694 




Strand 


+ 








Start 


552 




End 


731 








Name 


OJ000250 09.0209.C30.ol. 


np 


Method 


AAT/NAP 








Start 


552 




End 


731 








GI 


4895172 




Score 


85 








Exons 


552. .731 














GI Descrip. 


(AC007662) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


29405 




Seq. ID 


OJ000250_ 


09. 


0209 


.C31 


Gene No. 


60695 




Strand 


+ 








Start 


17 




End 


268 








Name 


OJ000250 09.0209.C31.ol. 


gs 


Method 


GENSCAN 








Start 


17 


End- ■ 


268 








GI 


none 




Score 


.98 








Exons 


17. .93, 190. .268 














0 • IH vj • 


29406 




Seq. ID 


OJ000250_ 


_09. 


0209 


. too 


Gene No. 


60696 




Strand 


+ 








Start 


1 




End 


410 








Name 


OJ000250 09.0209.C33.ol. 


np 


Method 


AAT/NAP 








Start 


1 


End 


410 








GI 


5042463 




Score 


85 








Exons 


1..65, 159. .410 














GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


29407 




Seq. ID 


OJ000250_ 


09. 


0209 


.C34 


Gene No. 


60697 




Strand 


+ 








O-l 4- 

u a. j. i_ 






End 










Name 


OJ000250 09.0209.C34.ol. 


gs 


Method 


GENSCAN 








Start 


292 


End 


368 









29252 




GI 


none 






Score 


.79 


Exons 


292. .368 










Seq. No. 


29408 






Seq. ID 


OJ000250_09.0209.C36 


VJCllC L\\J • 








Of- r-anH 

otianu 




Start 


40 






End 


231 


Name 


OJ000250 


_09.0209.C36.ol. 


gs 


Method 


GENSCAN 


Start 


40 






End 


231 


GI 


none 






Score 


1 


Exons 


40. .231 










Seq. No. 


29409 






Seq. ID 


OJ000250_09.0209.C39 


Gene No. 


60699 






Strand 


+ 


Start 


1 






End 


705 


Name 


OJ000250 


_09.0209.C39.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


705 


GI 


3549626 






Score 


268 


Exons 


1. .705 










GI Descrip. 


(AJ009696) wall-associated kinase 1 [Arabidopsis thaliana] 


Seq. No. 


29409 






Seq. ID 


OJ000250_09.0209.C39 


Gene No. 












O (_ CI.L t_ 


i 








7 fi c; 


Name 




U . VJ^Uj.^J^7.01 . 


tc 


TUT 4~ r\ s*\ 


idlaoia: Lress 


Start 


1 ft 7 








£fi ft 

DO O 


GI 


none 






Score 




Exons 


1 ft 7 OA Q 


Oct: 094 

ZOO. . f Jfi^. 


4ft 1 


O C f\ / QQ 

jj u . . 4 y y , 


COC COO £Q/I 




596. .688 










Seq. No. 


9Q4 HQ 






Cart t n 
oeq. iu 


ujuuuz ou u y . uz u y . y 


Gene No. 


(Tf|CQQ 






Strand 


+ 




X 






hna 


1 C\ c 


Name 


OJ000250 


09.0209.C39.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


204 






End 


686 


GI 


none 






Score 


66 


Exons 


204. .260, 


205. .264, 252. 


.296, 


263. .340, 


265. .339, 337. .684, 




338. .685, 


342. .686 








Seq. No. 


29409 






Seq. ID 


OJ000250_09.0209.C39 




60699 






Strand 


+ 


Start 


1 






End 


705 


Name 


OJ000250 


09.0209.C39.ol. 


gs 


Method 


GENSCAN 


Start 


218 




End 


573 


GI 


none 






Score 


.75 


Exons 


218. .573 










Seq. No. 


29409 






Seq. ID 


OJ000250_09.0209.C39 


flpnp Wo 
uCllC INtJ . 


60699 






Strand 


+ 


Start 


1 






End 


705 


Name 


OJ000250 


09.0209.C39.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


262 






End 


688 


GI 


none 






Score 


194 


Exons 


262. .489, 


263. .502, 505. 


.585, 


506. .586, 


596, .688, 610. .681 


Seq. Mo. 


29410 






Seq. ID 


OJ000250_09 . 0209 . C40 


Gene No. 


60700 






Strand 


+ 


Start 


48 






End 


240 



29253 




Name 


OJ000250 09.0209 


.C40.ol.gs 


Method 


GENSCAN 


Start 


48 




End 


240 


GI 


none 




Score 


. .94 


Exons 


48. .50, 160. .240 








Seq. No. 


29411 




Seq. ID 


OJ000250_09.0209.C43 


Gene No . 


60701 




Strand 


+ 


Start 


124 




End 


282 


Name 


OJ000250 09.0209 


,C43.ol .gs 


Method 


GENSCAN 


Start 


124 




End 


282 


GI 


none 




Score 


.66 


Exons 


124. .282 








Seq. No. 


29412 




Seq. ID 


OJ000250_09.0209.C44 


Gene No . 


60702 




Strand 


+ 


Start 


9 




End 


107 


Name 


OJ000250 09.0209 


.C44 .ol.gs 


Method 


GENSCAN 


Start 


9 




End 


107 


GI 


none 




Score 


.95 


Exons 


9. .107 








Seq. No. 


29413 




Seq. ID 


OJ000250_09.0209.C46 


Gene No. 


60703 




Strand 


- 


Start . 


1 : 




End 


616 


Name 


OJ000250 09.0209 


.C4 6.ol .np 


Method 


AAT/NAP 


Start 


1 




End 


616 


GI 


1345132 




Score 


188 


Exons 


I. .20, 240. .616 








GI Descrip. 


(U47029) ERECTA 


[Arabidopsis 


thaliana] 


gil 1389566 |dbj |BAA118 69| 



(D83257) receptor protein kinase [Arabidopsis thaliana] 
gil 3075386 | gb | AAC14518.il (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



Seq. No. 


29413 






Seq. ID 


OJ000250_09.0209. 


C46 


Gene No. 


60703 






Strand 






Start 


1 






End 


616 




Name 


OJ000250 


_09.0209.C46.ol 


.gs 


Method 


GENSCAN 




Start 


22 






End 


549 




GI 


none 






Score 


.75 




Exons 


22. .549 












Seq. No. 


29413 






Seq. ID 


OJ000250_09.0209. 


C46 


Gene No. 


60703 






Strand 






Start 


1 






End 


616 




Name 


OJ000250 


09.0209.C46.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


298 






End 


567 




GI 


none 






Score 


76 




Exons 


298. .486, 


298.. 567, 314 


. .562 








Seq. No. 


29413 






Seq. ID 


OJ000250_09.0209. 


C46 


Gene No. 


60703 






Strand 






Start 


1 






End 


616 




Name 


OJ000250 


09.0209.C46.ol 


-tc 


Method 


TBLASTX: Cress 




Start 


427 






End 


615 




GI 








Score 


65 




Exons 


427. .615, 


428.. 550, 526 


. .606 









29254 



Seq. No. 29413 

Gene No. 60703 

Start 1 

Name OJ000250_09 . 0209 .C4 6. ol . ts 

Start 427 

GI none 

Exons 427.. 615, 428.. 604, 442.. 606 

Seq. No. 29414 

Gene No. 60704 

Start 384 

Name OJ000250_09 . 0209 . C47 . ol . gs 

Start 384 

GI none 

Exons 384.. 459 



Seq. ID OJ000250_09.0209.C46 
Strand 

End 616 

Method TBLASTX : Soybean 

End 615 

Score 92 



Seq. ID OJ000250_09.0209.C47 

Strand + 

End 459 

Method GENS CAN 

End 459 

Score .44 



Seq. No. 29415 Seq. ID OJ000250_09 . 0209 . C48 

Gene No. 60705 t Strand 

Start i '"End 197 

Name . OJ000250_09 . 0209.C48 .ol .np Method AAT/NAP 

Start 1 End 197 

GI 5441880 Score 311 

Exons 1..197 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 





(AC003981) [Oryza sativa] 






Seq. No. 


29416 


Seq. ID 


OJ000120_02.0218.C2 


Gene No. 


60706 


Strand 


+ 


Start 


507 


End 


5585 


Name 


OJ000120 02.0218.C2.ol.np 


Method 


AAT/NAP 


Start 


507 


End 


5585 


GI 


6069667 


Score 


671 


Exons 


507.. 760, 1117.. 1226, 2111.. 2291, 2351 


..2379, 5404. .5585 


GI Descrip. 


(AP000616) similar to UMP/CMP 


kinase (AF000147) [Oryza sativa] 


Seq. No. 


29416 


Seq. ID 


OJ000120_02.0218.C2 


Gene No. 


60706 


Strand 


+ 


Start 


507 


End 


5585 


Name 


OJ000120 02.0218.C2.ol.gs 


Method 


GENS CAN 


Start 


1115 


End 


2429 


GI 


none 


Score 


.85 


Exons 


1115.. 1226, 2111.. 2291, 2308. 


.2429 




Seq. No. 


29416 


Seq. ID 


OJ000120 02. 0218. C2 


Gene No. 


60706 


Strand 


+ 


Start 


507 


End 


5585 


Name 


OJ000120 02.0218.C2.ol.gp 


Method 


AAT/GAP 


Start 


5115 


End 


5287 


GI 


LIB3433-026-P1-K1-C1 


Score 


258 


Exons 


5115. .5287 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


44 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 1 


Seq. No. 


29416 


c ~ ~ rn 




Gene No. 


60707 


Strand 




Start 


3159 


End 


3528 



29255 



Name 


OJ000120 02.0218.C2.o2.gs 


Method 


GEN SCAN 


Start 


3159 


End 


3528 


GI 


none 


Score 


.96 


Exons 


3159. .3386, 3406. .3528 






Seq. No. 


29417 


Seq. ID 


OJ000120_02.0218.C3 


Gene No. 


60708 


Strand 


+ 


Start 


6259 


End 


6717 


Name 


OJ000120 02.0218.C3.o3.gp 


Method 


AAT/GAP 


Start 


6259 


End 


6717 


GI 


LIB3431-028-P1-N1-A10 


Score 


558 


Exons 


6259.. 6330, 6358.. 6717 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e- 


■33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 






Seq. No. 


29417 


Seq. ID 


OJ000120_02.0218.C3 


Gene No. 


60709 


Strand 


— 


Start 


178 


End 


3918 


Name 


OJ000120 02.0218.C3.ol.gs 


Method 


GENSCAN 


Start 


178 


End 


3903 


GI 


none 


Score 


.72 


Exons 


178. .366, 446. .544, 647. .719, 


807. .917, 


1014. .1187, 1299.. 1698 




1776.. 1956, 1974.. 2119, 2245. 


.2386, 248 


2. .2601, 2647. .3164, 




3243. .3903 . 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No = 
Start 
Name 



29417 
60709 
178 

OJ000120_02 . 0218 . C3 . ol . np 
199 

4680204 



OJ000120 02. 0218. C3 



Seq. ID 

Strand 

End 3918 
Method AAT/NAP 
End 3918 
Score 985 

199. .336, 695. .917, 1014. .1187, 1299. .2386, 2482. .3918 
(AF114171) hypothetical protein [Sorghum bicolor] 



OJ000120 02. 0218. C3 



29417 
60709 
178 

OJ.000120_02.0218.C3.ol.gp 
1399 

uC-osflcypl76fl0bl 
1399. .1864 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID 

Strand 
End 

Method 

End 

Score 



3918 
AAT/GAP 
1864 
858 



29417 Seq. ID 

60710 Strand 

4 994 End 

OJ000120_02.0218 .C3.o6. tw Method 

2174 End 

none Score 

2174. .2395, 2476. .2550, 2791. .2871 

Seq. ID 



29417 
60710 
4994 

OJ000120 02.0218.C3.o5.tw 



End 

Method 



OJ000120_02.0218-C3 
11689 

TBLASTX: Wheat 

2871 

69 



OJ000120_02.0218.C3 
11689 

TBLASTX: Wheat 



29256 



Start 
GI 

Exons 



2872 End 3275 

none Score 42 

2872, .2967, 2872. .3042, 3005. .3172, 3037. .3273, 3124. .3273, 

3135.. 3275, 3165.. 3275 



Seq. No. 29417 Seq. ID 

Gene No. 60710 Strand 

Start - 4994 End 

Name OJ000120_02 . 0218 . C3 . o2 . gs Method- 

Start 4 994 End 

GI none Score 

Exons 4994.. 5284, 5361.. 5459, 6374.. 6622 



Seq. No. 29417 

Gene No. 60710 

Start 4994 

Name OJ000120_02 . 0218 . C3 . o2 . gp 

Start 5619 

GI 342_1.R1084 

Exons 5619.. 6063, 8260.. 9707 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0. 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000120_02.0218.C3 

11689 
GENSCAN 
6622 
.74 



OJ000120_02.0218.C3 

11689 
AAT/GAP 
9707 
3458 



0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 29417- - Seq. ID 

Gene No. 60710 Strand 

Start 4 994 End 

Name OJ000120JD2 . 0218 . C3 . ol . tw Method 

Start 6398 End 

GI none Score 
Exons 



OJ000120_02.0218.C3 
11689 

TBLASTX: Wheat 

9783 

54 



6398. .6490, 6399. .6464, 6479. .6559, 6507. .6560, 6566.. 6601, 

8592. .8684, 8685. .8753, 8766. .8906, 8767. .8907, 8854. .8949, 

8886. .8945, 8952. .8993, 8952.-8996, 8991. .9779, 9006. .9323, 

9007. .9780, 9184. .9783, 9443. .9781 



Seq. No. 29417 Seq. ID 

Gene No. 60710 Strand 

Start 4994 End 

Name OJ000120_02 . 0218 . C3 .o3.gs Method 

Start 7119 End 

GI none Score 

Exons 7119.. 7490 



Seq. No. 29417 

Gene No. 60710 

Start 4994 

Name OJ000120_02 . 0218 .C3 .o4 . gp 

Start 7824 

GI 342_1.R1084 

Exons 7824.. 10071, 10110.. 11636 

GI Descrip. ' 4574406/gb IAAD24042 . 1 | 0, 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000120_02.0218.C3 

11689 
GENSCAN 
7490 
.94 



OJ000120_02.0218.C3 

11689 
AAT/GAP 
11636 
6262 



0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 29417 Seq. ID 

Gene No. 60710 Strand 

Start 4994 End 

Name OJ000120_02 . 0218 . C3 . o4 . gs Method 

Start 8517 End 



OJ000120_02.0218.C3 

1166 9 

GENSCAN 

11640 



29257 




GI 


none 






Score 


.62 




Exons 


8517. .9610, 


9829 


..10120, 10186. .10692, 


10828. .11640 




Seq. No. 


29417 






Seq. ID 


OJ000120_02.0218 


.C3 


Gene No. 


60710 






Strand 






Start 


4994 






End 


11689 




Name 


OJ000120 02. 


0218 


.C3.o2 .np 


Method 


AAT/NAP 




Start 


8538 






End 


11640 




GI 


4680203 






Score 


2911 




Exons 


8538. .9737, 


9914 


..10071, 10110. .11640 






GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


on/in 
Z y 4 1 1 






Seq. ID 


OJ000120_02.0218 


.C3 


OCIIC INVJ • 


cm l n 
oU / 1U 






Strand 






Start 


A CkClA 

4 y y 4 






End 


11689 




Name 


r\ innn i on no 
UJ UUU 1Z u uz . 


n o i q 

UZ 10 


.C3.ol.tc 


Method 


TBLASTX : Cress 




Start 


Q1 *7 /I 

yj. / 4 






End 


9625 




GI 


none 






Score 


193 




Exons 


9174. .9611, 


9174 


..9617, 9178. 


.9621, 9184.. 9621, 9443.. 9625 


Seq. No. 


OQA '\ H 

zy4i / 






Seq. ID 


OJ000120_02.0218 


. C3 




DU / 1U 






Strand 






Start 


A QQA 

4 y y h 






End 


11689 




Name 


n mnn i on no 
UJUUU1ZU uz . 


noi q 
uz±o 


.C3.o2. tm 


Method 


TBLASTX: Maize 




Start 


yooz 






End 


9780 




GI 


none 






Score 


107 




Exons 


9552. .9779, 


9580 


. .9780 








Seq. No. 


zy4± / 






Seq. ID 


OJ000120_02.0218 


. C3 




cmi n 
DU / 1 u 






Strand 






Start 


4 y y4 






End 


11689 




Name 


n Tfinm on no 

vJUUUU-LZU uz . 


noi q 
UZlo 


.C3.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


y / oj 






End 


10117 




GI 


none 






Score 


148 




Exons 


9785. .9997, 


9815 


..9985, 9819. 


.9998, 9972.. 10106, 9995.. 


10117 


Seq. No. 


O Q /I 1 H 

z y4 1 / 






Seq. ID 


OJ000120_02.0218 


.C3 




cm i n 
OU / 1 u 






Strand 






Start 


A QO A 

4 yy4 






End 


11689 




Name 


UJUUU1ZU Uz . 


0218 


.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10144 






End 


10374 




GI 


none 






Score 


204 




Exons 


10144.'. 10374 












Seq. No. 


29417 






Seq. ID 


OJ000120_02.0218 


-C3 




60710 






Strand 






Start 


4994 






End 


11689 




Name 


OJ000120 02. 


0218 


.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


10216 






End 


10674 




GI 


none 






Score 


105 




Exons 


10216. .10410 


, 10420. .10674, 10420.. 10662 




Seq. No. 


29417 






Seq. ID 


OJ000120J32.0218 


.C3 


Gene No. 


60710 






Strand 






Start 


A C\CkA 
-x _/ -a 






End 


11689 




Name 


OJ000120 02. 


0218 


C3.o2. tw 


Method 


TBLASTX: Wheat 




Start 


10250 






End 


10719 





29258 




GI 


none 




Score 


165 


Exons 


10250. .10456, 10252. 


.10458, 


10252. .10458, 104 42 .. 10552 , 




10457. .10549, 10459. 


.10554, 


10459. .10557, 10540 .. 10662 , 




10561. .10665, 10565. 


.10675, 


10645. .10701, 10666. .10719, 




10667. .10711 








Seq. No. 


29417 




Seq. ID 


OJ000120_02.0218.C3 


UC11C L\\J . 


60710 




Strand 




Start 


4 994 




End 


11689 


Name 


OJ000120 02. 0218. C3. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


10507 




End 


10855 


GI 


none 




Score 


90 


Exons 


10507. .10851, 10511. 


.10663, 


10703. .10855 


Seq. No. 


29417 




Seq. ID 


OJ000120_02.0218.C3 


flc±Ti £± Mr) 


60710 




Strand 




Start 


4994 




End 


11689 


Name 


OJ000120 02. 0218. C3. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


10588 




End 


11017 


GI 


none 




Score 


121 


Exons 


10588. .10884, 10606. 


.10830, 


10934. .11017, 10942. .11016 


Seq. No. 


29417 




Seq. ID 


OJ000120_02.0218.C3 




60710 ■ v - 




Strand 




Start 


4994 




End 


11689 


Name 


OJ000120 02. 0218. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


10938 




End 


11289 


GI 


none 




Score 


178 


Exons 


10938. .11189, 10948. 


.11199, 


10949. .11191, 11182. .11289 


Seq. No. 


29417 




Seq. ID 


OJ000120_02.0218.C3 


Gene No. 


60710 




Strand 




Start 


4994 




End 


11689 


Name 




UU • 


Method 


AAT/GAP 


Start 


11185 




End 


11689 


GI 


2310235 




Score 


239 


Exons 


11185. .11213, 11501. 


.11689 






GI Descrip. 


5852182/emb | CAB55420 


f.ll 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


29418- 




Seq. ID 


OJ000120_02.0218.C4 




fifm i 




Strand 


+ 


Start 


16974 




End 


17735 


Name 


OJ000120 02. 0218. C4. 


o6.gs 


■ Method 


GENSCAN 


Start 


16974 




End 


17735 


GI 


none 




Score 


.47 


Exons 


16974. .17103, 17602. 


.17735 






Seq. No. 


29418 




Seq. ID 


OJ000120_02.0218.C4 


Gene No. 


60712 




Strand 




Start 


457 




End 


2053 


Name 


OJ000120 02. 0218. C4. 


ol .np 


Method 


AAT/NAP 


Start 


414 




End 


2053 


GI 


5921932 




Score 


1276 



r„ Ay » „ a i a 1 a n ii-ir* — i 

v^no 1X1. . 1W J / r X X X :7 . , 

GI Descrip. CYTOCHROME P450 84A1 (FERULATE- 5 -HYDROXYLASE) (F5H) gi 11488255 
(U38416) ferulate-5-hydroxylase [Arabidopsis thaliana] 



29259 



gi 1 2961381 1 emb | CAA18128 | (AL022141) f erulate-5-hydroxylase 
(FAH1) [Arabidopsis thaliana] gi 1 3925365 (AF068574) 
ferulate-5-hydroxylase [Arabidopsis thaliana] 



Seq. No. 29418 Seq. ID 

Gene No. 60712 Strand 

Start 457 End 

Name OJQ00120_02 . 0218 . C4 . ol . gs Method 

Start 457 End 

GI none Score 

Exons 457.. 1037, 1115.. 2033 



OJ000120_02.0218.C4 

2053 
GENSCAN 
2033 
.79 



Seq. No. 29418 

Gene No. 60713 

Start 19850 

Name OJ000120_02 . 02 18 . C4 . ol . ts 

Start 408 

GI none 

Exons 408.. 656, 411..656> 538.. 657, 
1119. .1157, 1260. .1883, 1261. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000120 02. 0218. C4 



20317 

TBLASTX : Soybean 
1904 
151 

714. .1037, 723. .854, 936. .1067, 
.1875, 1812. .1904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29418 
60713 
19850 

OJ000120_02 . 0218 . C4 . ol . tm 

409 

none 



Seq. ID OJ000120_02.0218.C4 
Strand 
End 

Method 
End 
Score 



20317 

TBLASTX: Maize 

1157 

37 



409. .447, 417. .671, 450..671, 538. .696, 673. .708, 675. .707, 
714. .1037, 726. .857, 1119. .1157 



Seq. No. 29418 

Gene No. 60713 

Start 19850 

Name OJ000120_02 . 0218 . C4 . ol . tc 

Start 414 

GI none 

Exons 414.. 656, 426.. 545, 538.. 657, 
1215.. 1262, 1260.. 1526, 1279. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000120 02. 0218. C4 



20317 

TBLASTX: Cress 
1877 
74 

672. .710, 714. .1037, 1119. 
1875, 1548.. 1877 



.1157, 



Seq. No. 29418 

Gene No. 60713 

Start 19850 

Name OJ000120_02 . 0218 . C4 . ol . tw 

Start 426 

GI none 

Exons 426.. 671, 438.. 656, 550.. 675 



Seq. ID OJ000120_02.0218.C4 
Strand 

End 20317 

Method TBLASTX : Wheat 

End 675 

Score 108 



Seq. No. 29418 Seq. ID 

Gene No. 60713 Strand 

Start 19850 End 

Name OJ000120_02 . 0218 . C4 . o2 . tm Method 

Start 1546 End 

GI none Score 

Exons 1546.. 1875, 1548.. 1883 



OJ000120_02.0218.C4 
20317 

TBLASTX: Maize 

1883 

234 



Seq. No. 
Gene No. 



29418 
60713 



Seq. ID 
Strand 



OJ000120 02. 0218. C4 



29260 



Start 


19850 


Name 


OJ000120 02.0218.C4.ol.gp 


Start 


19612 


GI 


none 


Exons 


19612. .19986 


Seq. No. 


29418 


bcUc LNL>. 


OU ( 1 J 


Start 


19850 


Name , 


OJ000120 02.0218.C4.o7.gs 


Start 


19850 


GI 


none 


Exons 


19850. .20317 


Seq. No. 


29419 


Gene No. 


60714 


04-a r f 
O Ldl L. 


i 
j- 


Name 


OJ000120 02,0218. C5.ol.np 


Start 


1 


GI 


4680203 


Exons 


1..78, 154. .449, 483. .1394, 1 


GI Descrip. 


(AF114171) TNP2-like protein 


Seq. No. 


29419 


bene ino • 


£071 ^ 


Start 


4453 . 


Name 


OJ000120 02.0218.C5.o3.gs 


Start 


4453 


GI 


none 


Exons 


4453. .4677, 4756. .4998, 5272. 


Seq. No. 


29419 


bene ino • 


6071 
OU f J. D 


Start 


6832 


Name 


OJ000120 02.0218.C5.o3.tw 


Start 


128 


GI 


none 


Exons 


128. .427, 241. .399, 490. .597, 


Seq. No. 


29419 


bene ino . 


£07 1 £ 
DU / J. O 


Start 


6832 


Name 


OJ000120 02.0218.C5.ol.ts 


Start 


296 


GI 


none 


Exons 


296. .418, 491. .757, 517. .756 


Seq. No. 


29419 


bene wo. 


DU /ID 


Start 


6832 


Name 


OJ000120 02.0218.C5.o2.tm 


Start 


353 


GI 


none 


Exons 


353. .457, 572. .616, 602. .883, 


Seq. No. 


29419 


Gene No. 


60716 



End 

Method 

End 

Score 



20317 
AAT/GAP 
19986 
694 



Seq. ID OJ000120_02.0218.C4 
Strand 

End 20317 

Method. GENSCAN 

End 20317 

Score .45 



Seq. ID OJ000120_02.0218.C5 

Strand + 

End 3026 

Method AAT/NAP 

End 3026 

Score 1523 
>54..1779, 2056. .3026 



Seq. ID OJ000120_02.0218.C5 

Strand + 

End 6330 

Method GENSCAN 

End 6330 

Score .77 



Seq. ID OJ000120_02.0218.C5 

Strand + 

End 12770 

Method TBLASTX : Wheat 

End 598 

Score 159 



Seq. ID OJ000120_02.0218.C5 

Strand + 

End 12770 

Method TBLASTX : Soybean 

End 757 

Score 90 



Seq. ID OJ000120_02.0218.C5 

Strand + 

End 12770 

Method TBLASTX: Maize 

End 883 

Score 78 



Strand 



29261 




Start 


6832 






End 


12770 


Name 


OJ000120 02 


.0218, 


.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


497 






End 


838 


GI 


none 






Score 


292 


Exons 


497. .838, 499. .642, 682. .831 






Seq. No. 


29419 






Seq. ID 


OJ000120_02.0218.C5 




60716 






OL.XTa.nQ 


4. 


Start 


6832 






End 


12770 


Name 


OJ000120 02 


.0218. 


,C5.o2. tw 


Method 


TBLASTX: Wheat 


Start 


601 






End 


925 


GI 


none 






Score 


317 


Exons 


601. .870, 611. .925, 611. .910 






Seq. No. 


9 Q4 1 Q 






Seq. ID 


OJ000120_02.0218.C5 




Dw / X D 






Strand 


+ 


Start 


DO Jl 






End 


12770 


Name 


o Tonni 90 H9 


H91 P 
• UZ X O . 


Lj .ox. urn 


Method 


TBLASTX: Maize 


Start 


1644 






End 


2028 


GI 


none 






Score 


60 


Exons 


1 fi4 4 1719 

X U*i *± . • X / XZ , 




171? 171? 
• X / X O , 1 / 1 j . 


.2027, 1714. .2028, 1720. .2028 


Seq. No. 


OQA 1 Q 
Z ^4 X J 






Seq. ID 


OJ000120_02.0218.C5 


Gene No. 


£071 fy 

DU / ID 






Strand 


+ 


q-t- a-rf- 
o L ai L 


(CO oo 






End 


12770 


Name 


n.Tnnni 9n n9 


ri9i p 

• UZ X o . 


• OX . LW 


•Method 


TBLASTX: Wheat 


Start 


1669 






End 


2870 


GI 


none 






Score 


529 


Exons 


1 fifiQ 99PQ 

XUOZ7. ■ Z Z O ./ , 


1799 
X / z z • 


9999 94?? 


.2591, 2444. .2575, 2579. .2683, 




ocqo 9£P4 
i JOU . . Z DO 4 , 


97 on 
Z / UU . 


ooril 9P0P 
. ZoUX , zouo • 


.2870 




Seq. No. 


9 Q4 1 Q 

Z !7fi X 5 






Seq. ID 


OJ000120_02.0218.C5 




Du / ID 






Strand 


+ 


Start 


£P ? 9 
DO OZ 






End 


12770 


Name 


UJUUUXZU UZ 


09 1 Q 
. UZ 10 . 


to . oz . tc 


Method 


TBLASTX: Cress 


Start 


1960 






End 


2289 


GI 


none 






Score 


273 


Exons 


1960. .2289, 


1968. 


.2222 






Seq. No. 


29419 






Seq. ID 


OJ000120_02.02i8.C5 




60716 






Strand 


+ 


Start . 


6832 






End 


12770 . 


Name 


OJ000120 02 


.0218. 


C5.o3.tm 


Method 


TBLASTX :Maize 


Start 


2289 






End 


2567 


GI 


none 






Score 


130 


Exons 


2289.-2447, 


2291. 


.2446, 2462. 


.2566, 2463.. 2567 


Seq. No. 


29419 






Seq. ID 


OJ000120 02. 0218. C5 


Gene No. 


60716 






Strand 


+ 


Start 


6832 






End 


12770 


Name 


OJ000120 02, 


.0218. 


C5 . o4 . gs 


Method 


GENSCAN 


Start 


6832 






. End 


12770 


GI 


none 






Score 


.53 


Exons 


6832. .6890, 


6974. 


.7231, 7309. 


.7419, 7511. .7589, 7689. .7801, 




Q7£1 QQOH 










Seq. No. 


29420 






Seq. ID 


OJ000120_02.0218.C6 



29262 




UCllC • 


OU fx/ 








Strand 


+ 








Start 


42 








End 


3825 








Name 


OJ000120 02 


0218 


.C6.ol 


.gs 


Method 


GENSCAN 








Start 


42 






End 


3825 








GI 


none 








Score 


.55 








Exons 


42. .98, 666 


.703 


, 3315 


. .3569, 


3639.. 3667, 3773. 


.3825 




Seq. No. 


29420 








Seq. ID 


OJ000120 


02 


. 0218 


.C6 




fifi71 R 








St rand 


"+ 








Start 


4334 








End 


5001 








Name 


OJ000120 02 


0218 


.C6.ol 


.gp 


Method 


AAT/GAP 








Start 


4334 








End 


5001 








GI 


3768663 








Score 


1 71 Q 








Exons 


4334. .5001 


















Seq. No. 


29420 








Seq. ID 


ojnnm 70 


07 


0?1 R 


.C6 


(2ono Mo 










Oil ClllH 










Start 


5307 








End 


5588 








Name 


OJ000120 02. 


0218 


.C6.o2 


.gp 


Method 


AAT/GAP 








Start 


5307 








FnH 


JJOO 








GI 


701547 










S ^ 








Exons 


5307. .5588 


















Seq. No. 


29420 








Can- T D 
oc^ • xu 


n.Tnnm 70 


07 


07 1 fl 


-C6 


ocllc LNvJ • 










OLldllLl 










Start 


5692 








End 


7453 








Name 


OJ000120 02. 


0218 


.C6.o2 


.gs 


Method 


GENSCAN 








Start 


5692 . 








FnH 


7 4 

/ T J J 








GI 


none 








Score 










Exons 


5692. .5810, 


7132 


. .7453 














Seq. No. 


29421 








q^arr TV) 


O.TDDDI ?f) 

UUUUU X ^L. w 


07 


n?i r 

• u ^ x o 


.C7 






















Start 


1596 








End 


1843 








Name 


OJ000120 02. 


0218 


.C7.ol 


. gs 


Method 


GENSCAN 








Start 


1596 








FnH 

X_i 11 Li 


1 R4 ^ 








GI 


none 








Score 


• o o 








Exons 


1596. .1843 


















Seq. No. 


29422 








Oct] • X JJ 


o.Tnnm 70 


07 


n? 1 r 


.C8 












q+* ranH 
OLidllU 










Start 


3824 








End 


4330 








Name 


OJ000120 02. 


0218 


.C8.o3 


. gs 


Method 


GENSCAN 








Start 


3824 






FnH 
Hill CI 










GI 


none 








Score 


. Dj 








Exons 


3824. .4330 


















Seq. No. 


29422 








Seq. ID 


OJ000120_ 


02 


.0218 


.C8 


("Zona Mo 


£079 ^ 

QU / c J 








Strand 


+ 








Start 


8921 








End 


9448 








Name 


OJ000120 02. 


0218 


.C8 .o5 


.gs 


Method 


GENSCAN 








Start 


8921 








End 


9448 








GI 


none 








Score 


.97 








Exons 


8921. .9448 


















Seq. No. 


29422 








Seq. ID 


OJ000120_ 


_02 


.0218 


.C8 


Gene No. 


60723 








Strand 


+ 









29263 



Cfarf 


8921 








End 




Name 


OJ000120 02 


.0218 


.C8-ol- 


np 


Method 


AAT/NAP 


Start 


8930 








End 


9412 


GI 


3290004 








Score 


455 


Exons 


8930. .9412 












GI Descrip. 


(U82200) pathogenesis related protein- 


1 [Zea mays] 


Seq. No. 


OQ499 








Seq. ID 


OJ000120_02.0218.C8 


uene ino . 


DU / Zh 








Strand 




Start 


3068 








End 


3715 


Name 


OJ000120_02 


.0218 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


^Cl CQ 








End 


3715 


GI 


none 








Score 


.56 


Exons 


jU OO • . J±H U , 








..3562, 3678. .3715 


Seq. No. 










Seq. ID 


OJ000120_02.0218.C8 


bene ino • 










Strand 




Start 


5367 








End 


7944 


Name 


OJ000120 02 


.0218 


.C8.o4. 


gs 


Method 


GENSCAN 


Start 


5367 








End 


7944 


GI 


none 








Score 


.69 


Exons 


5367. .5693, 


6408 


. .6541, 


6651 


..6692, 7590. .7944 


Seq. No. 


29422 








Seq. ID 


OJ000120_02.0218.C8 


Gene No. 


60726 








Strand 




o car l 


14070 








End 


16914 


Name 


OJ000120 02 


.0218 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


277 








End 


9412 


GI 


none 








Score 


181 


Exons 


277. .369, 8966.. 


9178, 8992.. 


9093, 8996 


..9166, 9179.. 9343, 




9208. .9345, 


9335 


. .9412 








Seq. No. 


29422 








Seq. ID 


OJ000120_02.D218.C8 


bene ino . 


60726 








Strand 




Start 


14070 








End 


16914 


Name 


OJ000120 02 


.0218 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8972 








End 


9412 


GI 


none 








Score 


189 


Exons 


8972. .9178, 


9004 


. .9162, 


9194 


..9262, 9277. .9357, 9278. .9412 


Seq. No. 


29422 








Seq. ID 


OJ000120_02.0218.C8 


be lie INO . 


60726 








Strand 




Start 


14070 








End 


16914 


Name 


OJ000120 02 


.0218 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8987 








End 


9412 


GI 


none 








Score 


113 


Exons 


8987. .9103, 


8992 


. .9093, 


9110 


..9343, 9121. .9345, 9335. .9412 


Seq. No. 


29422 








Seq. ID 


OJ000120_02.0218.C8 


bene ino . 


60726 








Strand 




Start 


14070 








End 


16914 


Name 


OJ000120 02. 


.0218 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8992 








End 


9412 


GI 


none 








Score 


403 


Exons 


8992 . . 9099, 


QQQO 

V -/ *J 


no c c 
• . ~/ ~> u u f 




. . 9354 , 9344 . .9412 


Seq. No. 


29422 








Seq. ID 


OJ000120_02.0218.C8 



29264 



Gene No. 60726 Strand 

Start 14070 End 16914 

Name OJ000120_02 . 0218 .C8 . o2 .np Method AAT/NAP 

Start 14070 End 16914 

GI 4006833 Score 417 

Exons 14070. .14104, 15800.. 16914 

GI Descrip. (AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq.. No. 


29422 




Seq. ID 


OJ000120_02.0218 


.C8 


Gene No . 


60726 




Strand 






Start 


14070 




End 


16914 




Name 


OJ000120 02. 0218. C8. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


■ 15760 




End 


16125 




GI 


none 




Score 


46 




Exons 


15760. .15867, 15761. 


.15877, 


15892. .15978, 15937 .. 15993, 






15985. .16125, 16016. 


.16075 








Sea No 


29422 




Seq. ID . 


OJ000120_02.0218 




Gene No. 


60726 




Strand 






Start 


14070 




End 


16914 




Name 


OJ000120 02. 0218. C8. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


15823 




End 


16126 




GI 


none 




Score 


73 




Exons 


15823. .15993, 15859. 


.15993, 


15988. .16104, 15995.. 16126 




Seq. No. 


29422 




Seq. ID 


OJ000120_02.0218 


-C8 


Gene No. 


60726 




Strand 






Start 


14070 




End 


16914 




Name 


OJ000120 02. 0218. C8. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


16126 




End 


16794 




GI 


none 




Score 


70 




Exons 


16126. .16275, 16130. 


.16252, 


16285. .16569, 16621.. 16794 




Seq. No. 


29422 




Seq. ID 


OJ000120_02.0218 


.C8 


Gene No. 


60727 




Strand 






Start 


16994 




End 


17401 




Name 


OJ000120 02. 0218. C8. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


16994 




End 


17401 




GI 


none 




Score 


153 




Exons 


16994. .17386, 17076. 


.17390, 


17108. .17401 





Seq. No. 29423 Seq. ID 

Gene No. 60728 Strand 

Start 1662 End 

Name OJ000120_02 . 0218 . C9 . ol . np Method 

Start 1662 End 

GI 4680186 Score 

Exons 1662.. 1719, 2554.. 2754 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ000120_02.0218.C9 
+ 

2754 
AAT/NAP 
2754 
372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29423 
60729 
2306 

2306 

uC-osflcyp033a04bl 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000120_02.0218.C9 

2687 
AAT/GAP 
2687 
679 



29265 




Exons 2306.. 2687 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq, No. 


29423 




Seq. ID 


OJ000120_02.0218.C9 


Gene No. 


60730 




Strand 


- 


Start 


3118 




End 


3602 


Name 


OJ000120 02.0218.C9.o2. 


gs 


Method 


GENS CAN 


Start 


3118 




End 


3602 


GI 


none 




Score 


.64 


Exons 


3118. .3203, 3530. .3602 








Seq. No. 


29424 




Seq. ID 


OJ000120_02. 0218. C10 


Gene No. 


60731 




Strand 


+ 


Start 


5057 




End 


5600 


Name 


OJ000120 02. 0218. C10. ol 


.np 


Method 


AAT/NAP 


Start 


5057 




End 


5600 


GI 


6539585 




Score 


136 


Exons 


5057. .5225, 5525. .5600 








GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


29424 




Seq. ID 


OJ000120_02. 0218. C10 


Gene No. 


60732 




Strand 


+ 


Start 


6700 




End 


9064 


Name 


OJ000120 02. 0218. C10. o2 


. np 


Method 


AAT/NAP 


Start 


6700 




End 


9064 


GI 


6815052 




Score 


1201 




67f)0 681? 7S7S 7798 


7764. 


.8480, 8562. .8633, 8936. .9064 


GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


29424 




Seq. ID 


OJ000120_02. 0218. C10 


Gene No. 


60733 




Strand 




Start 


644 




End 


3042 


Name 


OJ000120 02. 0218. C10. ol 


.gs 


Method 


GENSCAN 


Start 


644 


End 


3042 


GI 


nonsf - 




Score 


.58 


Exons 


644^.1578, 3039. .3042 








Seq. No. 


29424 




Seq. ID 


OJ000120_02. 0218 -C10 


Gene No. 


60734 




Strand 




Start 


7218 




End 


7520 


Name 


OJ000120 02. 0218. C10. ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7218 




End 


7520 


GI 


none 




Score 


180 


Exons 


7218. .7520 








Seq. No. 


29425 




Seq. ID 


OJ000120_02.0218.C14 


Gene No. 


60735 




Strand 


+ 


Start 


1 




End 


186 


Name 


OJ000120 02.0218.C14.ol 


. np 


Method 


AAT/NAP 


Start 


1 


End 


186 


GI 


1074100 




Score 


153 


Exons 


1. .186 








GI Descrip. 


formylglycineamide ribonucleotide synthetase (purL) homolog - 



Haemophilus influenzae (strain Rd KW20) gi | 1573760 (U32759) 
phosphoribosylformylglycinamidine synthase (purL) [Haemophilus 
influenzae Rd] 



29266 




o e (_J . LN U . 






Gem T H 


n.Tnnm 9 0 n? 09ifl 


PI A 


Gene No. 


60735 




Strand 


+ — 




Start 


1 




End 


186 




Name 


OJ000120 02 


.0218.C14.ol.gs 


Method 


GEN SCAN 




Start 


52 




End 


165 




GI 


none 




Score 


.92 




Exons 


52. .165 












29426 




Qprr TO 


OJ000120 02 0218 


C16 

• X V 


Gene No. 


60736 




Strand 


+ ~" 




Start 


9 




End 


241 




Name 


OJ000120 02 


.0218.C16.ol.gs 


Method 


GENSCAN 




Start 


9 




End 


241 




GI 


none 




Score 


.92 




Exons 


9. .80, 179. 


.241 








Seq. No. 


29426 




Seq. ID 


OJ000120_02.0218 


.C16 


Gene No. 


60737 




Strand 






Start 


143 




End 


316 




Name 


OJ000120 02 


.0218.C16.ol.np 


Method 


AAT/NAP 




Start 


143 




End 


316 




GI 


6685891 




Score 


104 




Exons 


143. .316 










GI Descrip. 


RIBONUCLEASE H (RNASE H) gi 13089615 (AF086791) ribonuclease H 




[Zymomonas 


mobilis] 








Seq. No. 


29427 




Seq. ID 


OJ000120_02.0218 


.C18 




60738 




Strand 






Start 


1 




End 


627 




Name 


OJ000120 02 


.0218.C18.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


627 




GI 


6742729 




Score 


475 




Exons 


1..536, 584 


. .627 








GI Descrip. 


(AF121139) 


RIM2 protein [Oryza sativa] 








29427 




Seq. ID 


OJ000120_02.0218 


.C18 


Gene No. 


60738 




Strand 






Start 


1 




End 


627 




Name 


OJ000120 02 


.0218.C18.ol.tc' 


Method 


TBLASTX: Cress 




Start 


12 




End 


388 




GI 


none 




Score 


156 




Exons 


12.. 92, 109 


..366, 110.. 388 










29427 




Seq. ID 


OJ000120_02.0218 


-C18 


Gene No. 


60738 




Strand 






Start 


1 




End 


627 




Name 


OJ000120 02 


.0218.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12 




End 


538 




GI 


none 




Score 


256 




Exons 


12.. 92, 109 


..528, 110. .535, 


119. .538, 


432. .536 




Seq, No. 


29428 




Seq. ID 


OJ000250_05.0209 


.CI 


Gene No. 


60739 




Strand 


+ 




C4-- —4- 
l_> (_ CIJL L. 






End 


743 




Name 


OJ000250 05 


.0209.Cl.ol.gs 


Method 


GENSCAN 




Start 


261 




End 


743 





29267 



GI 

Exons 



none 

261. .743 



Score 



.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29428 
60740 
1544 

OJ000250_05.0209.Cl.o2.gs 

1544 

none 



Seq. ID OJ000250_05.0209.C1 
Strand 

End 2795 

Method GENSCAN 

End 27 95 

Score .84 



1544. .1568, 1616. .1755, 2610. .2795 



29429 
60741 
1 

OJ000250_05.0209.C2.ol.np 
1 

6498436 
1..87, 462. .685 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_05.0209.C2 
Strand 

End 6198 

Method AAT/NAP 

End 685 

Score 93 



29429 
60741 
1 

OJ000250_05.0209.C2.o2.np 
1 

6705984 

1..75, 960. .1425, 2337. .2525 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000250_05.0209.C2 
Strand 

End " 6198 

Method AAT/NAP 

End 2525 

Score 163 



29429 
60741 
1 

OJ000250_05.0209.C2.ol.gs 

755 

none 



Seq. ID OJ000250_05.0209.C2 
Strand 

End 6198 

Method GENSCAN 

End 6198 

Score .51 



755.-962, 1108. .1137, 2526. .2618, 2922. .3017, 4421. .4460, 
6191. .6198 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_05.0209.C3 
Strand + 

1105 
GENSCAN 
1105 
.5 



End 

Method 

End 

Score 



29430 
60742 
378 

OJ000250_05.0209.C3.ol.gs 
378 
none 

378. .576, 727. .864, 1050. .1105 

29430 
60743 
26968 

OJ000250_05 . 0209 . C3 . ol . gp 
26968 

8199JL.R1084 

26968. .27091, 28448 .. 28658, 2874 6 .. 28 954 , 29299 .. 294 32, 
29513. .29617 

1 1514643/embiCAA94437 j 2 . Ge-58 (Z70524) PDK5-Iike ABC 
transporter [Spirodela polyrrhiza] ' 



Seq. ID OJ000250 05. 0209. C3 



Strand 
End 

Method 

End 

Score 



+ 

29617 
AAT/GAP 
29617 
1298 



29268 



Seq. No. 29430 
Gene No. 60744 
Start 1911 

Name OJ000250_05 . 0209 . C3 . o2 . gs 

Start 1911 
GI none 
Exons 1911., 

4588. , 

6996. . 

9958. . 

20611. 



Seq. ID OJ000250_05.0209.C3 
Strand 

End 25921 
Method GENSCAN 
End 25921 
Score .54 

.3226, 3764. .3897, 4199. .4489, 
.5649, 5723.. 5826, 6780.. 6900, 
.8037, 8118.. 8303, 9279.. 9318, 
10078, 15913. .16244, 18669 .. 18830, 20201 .. 204 17 , 
.20961, 25752.. 25921 



2168, 2715. .2886, 2999. 
4725, 5040. .5182, 5493. 
733.8, 7379.. 7455, 7961. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29430 
60744 
1911 

OJ000250_05.0209.C3.ol.np 

1914 

1514643 



Seq. ID OJ000250_05.0209.C3 
Strand 

End 25921 

Method AAT/NAP 

End 11792 

Score 3698 



1914. .2168, 2313. .2567, 2715. .2886, 2999.-3226, 3764. .3897, 
3981. .4064, 4199. .4489, 4588. .4920, 5040. .5149, 5276. .5392, 
5493. .5649, 5723. .5826, 5941. .6101, 6187. .6503, 6619. .6900, 
6996. .7297, 7365.. 7506, 7961.. 8037, 8118.. 8277, 8407.. 8491, 
8567. .8655, 9958.. 10095, 11757.. 11792 

(Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 



29430 
60745 
26921 

OJ000250_05.0209.C3.ol.tm 
1903 
none 

1903. .2175, 1911. .2132, 2316.. 
2337.. 2570, 2685.. 2735, 2691.. 
27560. .27598, 27561 .. 27614 , 27 
27668. .27817, 27675 .. 27812, 27 
27916. .28164, 27932 .. 28186, 27 
28436. .28579, 28438.. 28581 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 05. 0209. C3 



29783 

TBLASTX: Maize 
28581 
197 

2552, 2320.. 2493, 2336. .2569, 
2735, 2712.. 2858, 2713. .2856, 
631.. 27651, 27650. .27805, 
735.. 27875, 27912 .. 28 166, 
939. .28187, 28435. .28581, 



Seq. No. 29430 Seq. ID 

Gene No. 60745 Strand 

Start 26921 End 

Name OJ000250_05 . 020 9 . C3 . ol . ts Method 

Start 1911 End 

GI none Score 

Exons 1911.. 2051, 1912.. 2052, 2070 

2322.. 2552, 2328.. 2426, 2329 
2713.. 2874, 2985.. 3131, 2998 
3764.. 3889, 3976.. 4065, 3981 
4197. .4493, 4206. .4490, 4585 
4668. .4922, 5031.. 5132, 5497 
5730.. 5825, 5942.. 6103, 6165 
27554. .27598, 27555 . .27695, 
27722. .27817, 27737 27805, 
27913. .28167, 28435 .. 28623, 



OJ000250 05. 0209. C3 



29783 
TBLASTX : 
29783 
79 



Soybean 



29511. .29618, 29511 .. 29597 , 



..2132, 2071. .2169, 2086. .2166, 
..2493, 2466. .2570, 2664. .2894, 
..3231, 3005.. 3229, 3763.. 3930, 
..4067, 4177. .4215, 4196. .4486, 
..4917, 4589. .4915, 4601. .4921, 
..5625, 5528. .5638, 5708. .5827, 
..6227, 7098.. 7181, 7191.. 7289, 
27659. .27700, 27720 .. 27815, 
27851. .27868, 27912 .. 28166, 
28436. .28597, 28465 .. 28632, 
29296 .. 29439, 29297 .. 29422, 
29673.-29783, 29674.. 29781 



29269 



Seq. No. 


29430 


Seq. ID 


OJ000250_05.0209.C3 


Gene No. 


60745 


Strand 




Start 


26921 


End 


29783 


Name 


OJ000250 05.0209.C3.o2.tc 


Method 


TBLASTX: Cress 


Start 


2043 


End 


29783 


GI 


none 


Score 


94 


Exons 


2043.. 2165, 2070.. 2132, 2077 


..2169, 2080.. 2169, 2316.. 2552, 




2320.. 2493, 2712 2891, . 2725 


..2874, 2998.. 3231, 2999.-3223, 




"3 7 £ ^ *3 Q 1 Q "}QQ1 40^*7 V ^Qfl9 

j/dj. .jyj-t), jyoi . . ^ u o / jyoi 


..4056, 4188. .4289, 4196. .4288, 




5744. .5824, 7077 .. 7118 , 7098 


..7181, 7191.-7265, 27561. .2767 




27728. .27817, 27729 .. 27815, 


27912. .28166, 27913 .. 28164 , 




27963. .28181, 28435 .. 28611 , 


28438. .28560, 28448 .. 28597, 




28724. .28957, 29296 .. 29439, 


29511. .29597, 29514 .. 29588 , 




29665. .29781, 29670 .. 29783, 


29670. .29783 


Seq. No. 


29430 


Seq. ID 


OJ000250_05.0209.C3 


Gene No. 


60745 


Strand 




Start 


26921 


End 


29783 


Name 


OJ000250 05.0209.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2082 


End 


28166 


GI 


none 


Score 


102 


Exons 


2082.. 2129, 2083.. 2166, 2086 


-.2166, 2322.. 2549, 2395.. 2493, 




2469.. 2549, 27731 .. 27814, 27732.. 27815 


, 27738. .27815, 




27912. .28166, 27991. .28122 






Seq. No. 


29430 


Seq. ID 


OJ000250_05.0209.C3 


bene ino. 


60745 


Strand 




Start 


26921 


End 


29783 


Name 


OJ000250 05.0209.C3.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2671 


End 


28623 


GI 


none 


Score 


187 


Exons 


2671.. 2877, 2712.. 2894, 2714 


..2890, 28405. .28623, 28436. .28' 


Seq. No. 


29430 


Seq. ID 


OJ000250__05.0209.C3 


Gene No. 


60745 


Strand 




Start 


26921 


End 


29783 . 


Name 


OJ000250 05.0209.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


2993 


End 


29783 




none 


Score 


217 


Exons 


2993.. 3226, 3001.. 3231, 3001 


..3231, 3763.-3927, 3770. .3904, 




3981.. 4067, 3982.. 4065, 4196 


..4351, 4197. .4352, 4201.. 4353, 




7098. .7181, 7191. .7268, 28718 .. 28957 , 


28743. .28919, 




29273. .29416, 29296 .. 29439, 


29299. .29418, 29303 .. 29422, 




29511. .29618, 29511 .. 29597, 


29673. .29783, 29674. .29781 


Seq. No. 


29430 


Seq. ID 


OJ000250_05.0209.C3 


Gene No. 


60745 


Strand 




Start 


26921 


End 


29783 


Name 


OJ000250 05.0209.C3.o2.tw 


Method 


TBLASTX: Wheat 


otart 


2999 


End 


29783 


GI 


none 


Score 


119 


Exons 


2999.-3229, 3007.. 3231, 3763 


..3930, 3818. .3904, 3976. .4053, 




3981.. 4067, 4196.. 4327, 4199 


..4327, 4200. .4328, 7080. .7118, 




7098. .7181, 28733. .28957, 28743. .28919 


, 29296. .29439, 




29297. .29428, 29sII . . 295y /, : 


29670. .29783, 29676.. 29783 


Seq. No. 


29430 


Seq. ID 


OJ000250_05.0209.C3 



29270 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



60745 
26921 

OJ000250_05. 

4289 

none 

4289. .4486, 
5043. .5117 

29430 
60745 
26921 

OJ000250JD5. 

4383 

none 

4383. .4493, 

29430 
60745 
26921 

OJ000250_05. 

5497 

none 

5497. .5625, 

29430 
60745 
26921 

OJ000250_05. 

5792 

none 

5792. .5824, 
7884. .7946 

29430 
60745 
26921 

OJ000250_05. 

6231 

none 

6231. .6389, 



0209.C3.ol.tc 



Strand 
End 

Method 

End 

Score 



29783 

TBLASTX: Cress 

5117 

163 



4290. .4433, 4606. .4917, 4610. .4906, 4636. .4908, 



0209.C3.o2.tm 
4385. .4486, 4585. 

0209.C3.o3.tc 
5948.. 6118, 6174. 

0209.C3.o3.tw 
5942.. 6103, 6160. 



0209.C3.o3.ts 
6232. .6390 



Seq. ID OJ000250_05.0209.C3 
Strand 

End 29783 

Method TBLASTX : Mai ze 

End 4917 

Score 80 
.4917, 4589. .4915 

Seq. ID OJ000250_05.0209.C3 
Strand 

End 29783 

Method TBLASTX : Cress 

End 64 34 

Score 82 
.6434, 6175. .6378 

Seq. ID OJ000250_05.0209.C3 
Strand 

End 29783 

Method TBLASTX : Wheat 

End 7 94 6 

Score 143 

.6348, 6170. .6331, 6174. .6356, 



Seq. ID OJ000250_05.0209.C3 
Strand 

End 29783 

Method TBLASTX : Soybean 

End 6390 

Score 104 



Seq. No. 


29430 








Seq. ID 


OJ000250_05.0209.C3 


Gene No. 


60745 








Strand 




Start 


26921 








End 


29783 


Name 


OJ000250 05 


.0209. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6616 








End 


7097 


GI 


none 








Score 


84 


Exons 


6616. .6900, 


6629. 


.6901, 


6736. 


.6903, 6988.. 7092, 6990. .7097 


Seq. No. 


29430 








Seq. ID 


OJ000250_05.0209.C3 


Gene No. 


60745 








Strand 




Start 


26921 








End 


29783 


Name 


OJ000250 05 


.0209. 


C3.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


6775 








End 


7076 


r> t 
<j j. 


none 








Score 


74 


Exons 


6775. .6900, 


6796. 


.6903, 


6797. 


.6901, 6988. .7062, 6990. .7076 



2927ir 



Seq. No. 


29430 


Seq. ID 


OJ000250J)5.0209 


.C3 


Gene No. 


60745 


Strand 






Cfa r f 
O LdX L 




End 


29783 




Name 


OJ000250 05.0209.C3.o3.gs 


Method 


GENSCAN 




Start 


26921 


End 


29768 




GI 


none 


Score 


.75 




Exons 


26921. .27081, 27664 .. 27817, 


27909. .28163, 28438 .. 28609, 






28725. .28952, 29297 .. 29430,. 


29511. .29594, 29676.. 29768 




Seq. No. 


29430 


. Seq. ID 


OJ000250_05.0209 


.C3 


Gene No. 


60745 


Strand 






Start 


26921 


End 


29783 




Name 


OJ000250 05.0209.C3.o2.np 


Method 


AAT/NAP 




Start 


27563 


End 


29783 




GI 


1514643 


Score 


1430 




Exdns 


27563. .27817, 27909. .28163, 


28438. .28609, 28725 28 952 , 






29297. .29430, 29511 29594, 


29676. .29783 




GI Descrip. 


(Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 


Seq. No. 


29431 


Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60746 


Strand 


+ 




Start 


16567 


End 


16775 




Name 


OJ000250 05.0209.C4.o3.gp 


Method 


AAT/GAP 




Start 


16567 


End 


16775 




GI 


1631463 


Score 


301 




Exons 


16567. .16775 








GI Descrip. 


4 680178/gb|AF111709. 1IAF111709 5.0e-81 


Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retro 




retrotransposon, complete sequences; and unknown genes 




Seq. No. 


29431 


Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60747 


Strand 


+ 




Start 


18506 


End 


23068 




Name 


OJ000250 05.0209.C4.o2.np 


Method 


AAT/NAP 




Start 


18506 


End 


23068 




GI 


4680179 


Score 


7832 




Exons 


18506. .23068 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


29431 


Seq. ID 


OJ000250J35.0209 


.C4 


Gene No. 


60748 


Strand 






Start 


1 


End 


5782 




Name 


OJ000250 05.0209.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


217 




GI 


uC-osrocyp002e09bl 


Score 


423 




Exons 


1. .217 








GI Descrip. 


, 1514643/emb|CAA94437| 6.0e- 


76 (Z70524) 


PDR5-like ABC 






transporter [Spirodela polyrrhiza] ' 






Seq. No. 


29431 


Seq. ID 


OJ000250_05.0209 


C4 


Gene No. 


60748 


Strand 






Start 


1 


End 


5782 




Name 


OJ000250 05.0209.C4.o7.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


441 




r>T 

O J. 


none 


Score 


116 





Exons 



1..153, 2. .109, 105. .242, 106. .246, 376. .441 



29272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



29431 Seq. ID 

60748 Strand 

1 End 

OJ000250_05 . 0209 . C4 . ol . np Method 

1 End 

1514643 Score 



OJ000250_05.0209.C4 

5782 
AAT/NAP 
5782 
2628 



1..245, 373. .480, 605. .723, 814. .970, 1053. .1156, 1258.-1418, 
1501. .1817, 1917. .2198, 2547. .2843, 2940. .3086, 3393. .3469, 
3554.. 3713, 3813.. 3897, 3975.. 4063, 5131.. 5251, 5444.. 5782 
(Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 



Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60748 






Strand 






Start 


1 






End 


5782 




Name 


OJ000250 05. 0209. C4 . 


o3. tc 




Method 


TBLASTX: Cress 




Start 


1 






End 


3713 




GI 


none 






Score 


105 




Exons 


1..153, 2. .109, 105. 


.242, 


106 


..246, 376. .450, 377. .451, 






3582. .3713 












Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


-C4 


Gene No. 


60748 






Strand 






Start 


1 






End 


5782 




Name 


OJ000250 05. 0209. C4. 


06 . ts 




Method 


TBLASTX : Soybean 




Start 


1 






End 


215 




GI 


none 






Score 


146 




Exons 


1.-114, 2. .109, 105. 


.155, 


106 


..162, 15C 


..215, 151. .204 




Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60748 






Strand 






Start 


1 






End 


5782 




Name 


OJ000250 05. 0209. C4. 


ol . gs 




Method 


GENSCAN 




Start 


373 






End 


5772 




GI 


none 






Score 


.73 




Exons 


373. .515, 610. .723, 


814. . 


953, 


1501. .1817, 1917. .2198, 





2547.. 2827, 3554.. 3766, 3813.. 3897, 5131.. 5251, 5444.. 5772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene Np. 

Start 

Name 

Start 

GI 



29431 Seq. ID OJ000250_05 . 0209 .C4 

60748 Strand 

1 End 5782 

OJ000250_05 . 0209 . C4 . o2 . gp Method AAT/GAP 

613 End 1142 

LIB3431-058-P1-N1-A2 Score 1048 

613. .1142 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



29431 Seq. ID 

60748 Strand 

1 ' End 

OJ000250_05 . 0209 . C4 . o4 . ts Method 

833 End 

none Score 



OJ000250_05.0209.C4 
5782 

TBLASTX : Soybean 

1167 

76 



Seq. No, 



29431 



Seq. ID OJ000250_05.0209.C4 



29273 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1154, 1260. 
1616, 1486. 



60748 
1 

OJ000250_05 . 0209 . C4 . o7 . tw 

1119 

none 

1119. .1154, 1119 
1484. .1615, 1485 



29431 
60748. 
1 

OJ000250_05.0209, 

1486 

none 

1486. .1704, 1500, 



Strand 

End 5782 

Method TBLASTX: Wheat 

End 1673 

Score 4 0 

.1421, 1260. .1421, 1339. .1422, 
.1662, 1488.. 1673 



29431 
60748 
1 

OJ000250_05. 

1512 

none 

1512. .1682, 

29431 
60748 
1 

OJ000250_05. 

1536 

none 

1536. .1832, 

29431 
60748 
1 

OJ000250_05. 

2073 

none 

2073. .2198, 
2563. .2727 



0209, 
1513. 



C4.o5.ts 
.1706 

C4.ol0.tm 
.1683 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_05.0209.C4 
5782 

TBLASTX : Soybean 

1706 

157 



Seq. ID OJ000250_05.0209.C4 
Strand 

End 5782 

Method TBLASTX : Mai ze 

End 1683 

Score 107 



0209.C4.ol.tc 



1570.. 1734, 1908. 



Seq. ID OJ000250_05.0209.C4 
Strand 

5782 

TBLASTX: Cress 
1973 
118 



End 

Method 
End 
Score 
.1973 



Seq. ID OJ000250_05.0209.C4 
Strand 

End 5782 

Method TBLASTX : Cress 

End 2727 

Score 7 6 

2094.. 2201, 2538.. 2726, 2541.. 2705, 2542.. 2727, 



0209.C4.o2.tc 



Seq. No. 29431 

Gene No. 60748 

Start 1 

Name OJ000250_05 . 0209 . C4 . o2 . ts 

Start 2097 

GI none 

Exons 2097.. 2198, 2097.. 2198, 2538.. 2807, 2541.. 2798, 2542.. 2811, 
2686. .2808 



Seq. ID OJ000250_05.0209.C4 
Strand 

End 5782 

Method TBLASTX : Soybean 

End 2811 

Score 92 



Seq. No. 
Gene No. 
Start 
Name 

C+- 

GI 

Exons 



29431 
60748 
1 

OJ000250_05.0209. 

O /T O O 

none 

2628.. 2846, 2629, 



C4 ,o3.tm 
.2847, 2631. 



Seq. ID OJ000250_05.0209.C4 
Strand 

End 5782 

Method TBLASTX : Mai ze 

End 3039 

Score 216 

.2849, 2934.. 3011, 2937.. 3038, 



29274 




2944. .3039 



Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60749 






Strand 






Start 


18769 






End 


19309 




Name 


OJ000250 05. 0209. C4. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


18769 






End 


19132 




GI 


none 






Score 


308 




Exons 


18769. 


.18873, 18773. 


.19132, 


18898. .19131 




Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


• C4 


Gene No. 


60749 






Strand 






Start 


18769 






End 


19309 




Name 


OJ000250 05. 0209. C4. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


19013 






End 


19309 




GI 


none 






Score 


210 




Exons 


19013. 


.19309, 19030. 


.19200 










29431 






Seq. ID 


OJ000250_05.0209 




Gene No. 


60750 






Strand 






Start 


19652 






End 


20074 




Name 


OJ000250 05. 0209. C4. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


19652 . 






End 


20074 




GI 


none 






Score 


152 




Exons 


19652. 


.19861, 19702. 


.19800, 


19861. .20001, 19883. .20074, 






19903. 


.20067 










Seq. No. 


29431 






Seq. ID 


OJ000250__05.0209 


.C4 


Gene No. 


60751 






Strand 






Start 


20231 






End 


21100 




Name 


OJ000250 05. 0209. C4. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20231 






End 


20713 




GI 


none 






Score 


542 




Exons 


20231. 


.20713, 20335. 


.20670, 


20360. .20704 




Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60751 






Strand 






Start 


20231 






End 


21100 




Name 


OJ000250 05. 0209. C4. 


06. tm 


Method 


TBLASTX: Maize 




Start 


20243 






End 


20532 




GI 


none 






Score 


317 




Exons 


20243. 


.20530, 20341. 


.20532 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29431 
60751 
20231 

OJ000250_05 . 0209 . C4 . o4 . tm 

20600 

none 



Seq. ID OJ000250_05.0209.C4 
Strand 
End 

Method 
End 
Score 



21100 

TBLASTX: Maize 

21100 

161 



20600. .20779, 20765 .. 21100, 20851 .. 20982 , 21007.. 21093 



Seq. No. 
Gene No. 
Start 

Start 
GI 



29431 
60751 
20231 

20654 
none 



Seq. ID 

Strand 

End 

Me Lhud 

End 

Score 



OJ000250_05.0209.C4 
21100 

TBLASTX : Soybean 

21049 

57 



29275 



Exons 



20654. .20686, 20654 20698, 20686 . . 20733, 20690 2104 9, 
20690. .20833, 20785.. 21048 



Seq. No. 29431 Seq. ID 

Gene No. 60751 Strand 

Start 20231 End 

Name 0 J000250_05 . 0209 . C4 . o5 . tw Method 

Start 20762 End 

GI none Score 
Exons 



OJ000250_05.0209.C4 
21100 

TBLASTX: Wheat 

21064 

402 



20762. .21064, 20762 .. 21055, 20782.. 21063 



Seq. No. 


29431 




Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60752 




Strand 






Start 


21065 




End 


21574 




Name 


OJ000250 05. 0209. C4. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


21065 




End 


21574 




GI 


none 




Score 


624 




Exons 


ZXUDO. . Zl j ' t , Z1UD / . 


oi / no 


21143. .21490 




Seq. No. 


29431 




Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60752 




Strand 






Start 


21065 




End 


21574 




Name 


OJ000250 05. 0209. C4 . 


o7.ts 


Method 


TBLASTX: Soybean . 




Start 


21071 




End 


21316 




GI 


none 




Score 


206 




Exons 


21071. .21316, 21076. 


.21201, 


21256. .21315 




Seq. No. 


29431 




Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60752 




Strand 






Start 


21065 




End 


21574 




Name 


OJ000250 05. 0209. C4. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


21137 




End 


21502 




GI 


none 




Score 


487 




Exons 


21137. .21490, 21139. 


.21405, 


21191. .21502 




Seq. No. 


29431 




Seq. ID 


OJ000250_05.0209 


.C4 


Gene No. 


60753 




Strand 






Start 


21578 




End 


23058 




Name 


OJ000250 05. 0209. C4 . 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


21578 




End 


22057 




GI 


none 




Score 


584 




Exons 


21578. .22057, 21611. 


.21937, 


21649. .22056 





Seq. No. 29431 

Gene No. 60753 

Start 21578 

Name OJ000250_05 . 0209 .C4 . o4 . 

Start 21764 

GI none 

Exons 21764. .21937, 21938.. 22 

Seq. No. 29431 

Gene No. 60753 

Start 21578 

Name GJ000250_05 . 0209 . C4 . o3 . 

Start 21845 

GI none 



Seq. ID OJ000250_05.0209.C4 
Strand 

End 23058 

tc Method TBLASTX: Cress 

End 22081 

Score 87 
081, 21940. .22080 

Seq. ID OJ000250_05.0209.C4 
Strand 

End 23058 

ts Method TBLASTX: Soybean 

End 22105 

Score 299 



29276 



Exons 


21845. .22105, 21850 


. .22104 








Seq. No. 


29431 




Seq. ID 


OJ000250_05.0209. 


C4 


Z™ 1 s\ t"» M f\ 

(aene wo . 


OU / JJ 




otrana 






Start 


21578 




End 


23058 




Name 


OJ000250 05. 0209. C4 


,o5 . tm 


Method 


TBLASTX: Maize 




Start 


21904 




End 


22195 




GI 


none 




Score 


38 9 




Exons 


21904. .22191, 21905 


. .22195 








Seq. No. 


29431 




Seq. ID 


OJ000250_05.0209. 


C4 


Gene No. 


60753 




Strand 






Start 


21578 




End 


23058 




Name 


OJ000250 05. 0209. C4 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


22064 




End 


22690 




GI 


none 




Score 


717 




Exons 


22064. .22690, 22066 


. .22689 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29431 
60753 
21578 

OJ000250_05.0209.C4.ol.tm 

22244 . 
none 



Seq. ID OJ000250_05.0209.C4 
Strand 
End 

Method 
End 
Score 



23058 

TBLASTX: Maize 

22843 

224 



22244. .22405, 22252 .. 22398 , 22403 22843, 22405.. 22830 



Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


Gene No. 


60753 






Strand 




Start 


21578 






End 


23058 


Name 


OJ000250 05. 


0209. C4 


,o6.tw 


Method 


TBLASTX: Wheat 


Start 


22690 






End 


23058 


GI 


none 






Score 


374 


Exons 


22690. .22743 


, 22691 


. .23023, 


22718. .22798, 22783 .. 22899, 




22862. .23002 


, 23005 


. .23058 






Seq. No. 


29431 






Seq. ID 


OJ000250_05.0209 


Gene No. 


60753 






Strand 




Start 


21578 






End 


23058 


Name 


OJ000250 05. 


0209. C4 


. o9. tm 


Method 


TBLASTX: Maize 


Start 


22847 






End 


23044 


GI 


none 






Score 


197 


Exons 


22847. .23044 











Seq. No. 29432 Seq. ID OJ000250_05 . 0209. C7 

Gene No. 60754 Strand + 

Start 1 End 138 

Name OJ000250_05 . 0209.C7 . ol . gp Method AAT/GAP 

Start 1 End 138 

GI 1631463 Score 208 

Exons 1. .138 

GI Descrip. 4680178/gb | AF111709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Gene No. 
Start 



60755 
2690 



Seq. ID OJ00025U_U5.0209.C7 
Strand + 
End 3221 



29277 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method 

End 

Score 



AAT/GAP 

3221 

817 



OJ000250_05 . 0209 . C7 . o2 . gp 
2690 

38782_1.R1084 
2690. .3221 

■6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ000250 05. 0209. C7 



29432 
60756 
893 

OJ000250_05 . 0209 . C7 . ol . np 
893 

6907088 

893. .1291, 1789. .2027, 2205. .2342 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 

End 2342 

Method AAT/NAP 

End 2342 

Score 1044 



29432 Seq. ID 

60757 Strand 
3973 End 
OJ000250_05 . 0209 . C7 . o2 . np Method 
3973 End 
2522230 Score 
3973. .4626 

(AB007467) retrotransposon-like gene; 
determined to be leucine [Vicia faba] 



OJ000250_05.0209.C7 

4626 
AAT/NAP 
4626 
302 

the first amino acid was 



29433 Seq. ID 

60758 Strand 
1473 End 
OJ000250_05. 0209.C8.ol.gp Method 
1473 End 
4879016 Score 
1473. .2040 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ000250_05.0209.C8 
+ 

2040 
AAT/GAP 
2040 
859 



Seq. No. 


29433 


Seq. ID 


OJ000250_05.0209. 


C8 


Gene No. 


60759 


Strand 






Start 


1 


End 


1100 




Name 


OJ000250 05.0209.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1100 




GI 


4417306 


Score 


221 




Exons 


1..25, 512. .1100 








GI Descrip. 


(AC006446) putative Athila 


.retroelement 0RF1 protein 






[Arabidopsis thaliana] 








Seq. No. 


29433 


Seq. ID 


OJ000250_05.0209. 


C8 


Gene No. 


60760 


Strand 






Start 


4619 


End 


6305 




Name 


OJ000250 05.0209.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


335 


End 


700 




GI 


none 


Score 


192 




Exons 


335. .700 








Seq. No. 


29433 


Seq. ID 


OJ000250_05.0209. 


C8 


Gene No. 


60760 


Strand 







29278 




Start 


4619 




End 


6305 


Name 


OJ000250 05.0209.C8.o3. 


tw 


Method 


TBLASTX : Wheat 


Start 


500 




End 


847 


GI 


none 




Score 


84 


Exons 


500. .715, 731. .847 








Seq. No. 


29433 




Seq. ID 


OJ000250_05.0209.C8 


Gene No. 


60760 




Strand 




Start 


4619 




End 


6305 


Name 


OJ000250 05.0209.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4616 




End 


5416 


GI 


none 




Score 


206 


Exons 


4616. .4837, 4617. .4874, 


4617. 


.4871, 4765. .4902, 4958. .5215, 




4965. .5216, 5328. .5411, 


5339. 


.5416 





Seq. No. 


29433 








Seq. ID 


OJ000250_05.0209.C8 


Gene No. 


60760 








Strand 




Start 


4619 








End 


6305 


Name 


OJ000250 05 


.0209. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4617 








End 


5861 




none 








Score 


72 


Exons 


4617. .4730, 


4748. 


.4864, 


4775. 


.4837, 4785.-4874, 4785. .4898, 




4964. .5215, 


4982. 


.5218, 


5328. 


.5492, 5339.. 5515, 5628.. 5861 


Seq. No. 


29433 








Seq. ID 


OJ000250_05.0209.C8 


Gene No. 


60760 








Strand 




Start 


4619 








End 


6305 


Name 


OJ000250 05 


.0209. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


b tar c 


4617 








End 


5491 


GI 


none 








Score 


208 


Exons 


4617. .4880, 


4709. 


.4837, 


4795. 


.4860, 4964. .5215, 4965. .5213, 




4982. .5215, 


5328. 


.5483, 


5329. 


.5433, 5339.. 5491, 5339.. 5485 


Seq. No. 


29433 








Seq. ID 


OJ000250_05.0209.C8 


Gene No. 


60760 








Strand 




Start 


4619 








End 


6305 


Name 


OJ000250 05 


0209. 


C8.o2. 


np 


Method 


AAT/NAP 


Start 


4619 








End 


6305 


GI 


1514643 








Score 


923 


Exons 


4619. .4873, 


4958. 


.5212, 


5342. 


.5513, 5629.. 5861, 6276.. 6305 


GI Descrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


Seq. No. 


29433 








Seq. ID 


OJ000250_05.0209.C8 


Gene No. 


60760 








Strand 




Start 


4619 








End 


6305 


Name 


OJ000250 05. 


0209. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4848 








End 


5144 


GI 


none 








Score 


45 


Exons 


4848. .4874, 


4967. 


.5143, 


4977. 


.5144 




Seq. No. 


29433 








Seq. ID 


OJ000250_05.0209.C8 


Gene No. 


60760 








Strand 




Start 


4619 








End 


6305 


Name 


OJ000250 05. 


0209. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


cm 








End 


5511 


GI 


none 








Score 


63 


Exons 


5147. .5215, 


5157. 


.5216, 


5339. 


.5503, 5340. .5504, 5341. .5511 



29279 



oeq. wo. 


4 0 j 


Seq. ID 


OJ000250 


uo . Uzuy 


Gene No. 


60760 


Strand 






Start 


4619 


End 


6305 




Name 


OJ000250 05.0209.C8.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


5417 


End 


5861 




GI 


none 


Score 


76 




Exons 


5417. .5515, 5418. .5510, 5628 


..5861, 5638. .5811 




oeq. in u • 


LjT JJ 


Seq. ID 


OJ000250 


u 0 . u z. u y 


Gene No. 


60760 


Strand 






Start 


4619 


End 


6305 




Name 


OJ000250 05.0209.C8.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


5605 


End 


5865 




GI 


none 


Score 


109 




Exons 


5605. .5805, 5616. .5861, 5638 


. .5865 






064. fsio . 




Seq. ID 


OJ000250 


uo . uzuy 


Gene No. 


60760 


Strand 






Start 


4619 


End 


6305 




Name 


OJ000250 05.0209.C8.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


5626 


End 


5883 




GI 


none 


Score 


162 




Exons 


5626.. 5841, 5631.. 5861, 5631 


..5861, 5644. .5883 




oeq. NO. 


z y*t o4 


Seq. ID 


OJ000250 


Uo . U^U y 


Gene No. 


60761 


Strand 


+ 




Start 


423 


End 


789 




Name 


OJ000250 05.0209.C9.ol.gs 


Method 


GENSCAN 




Start 


423 


End 


789 




GI 


none 


Score 


.54 




Exons 


423. .789 








Seq. No. 


29434 


Seq. ID 


OJ000250 


_05.0209 


Gene No. 


60762 


Strand 


+ 




0 tar r. 




End 


21810 




Name 


OJ000250 05.0209.C9.o3.gs 


Method 


GENSCAN 




Start 


12828 


End 


21810 




GI 


none 


Score 


.71 




Exons 


12828. .12999, 13178 .. 13335, 


13560. .13635, 15194 


. .15215, 




18275. .18335, 19101 19247, 


19281. .19458, 19558 


. .19790, 




19796. .20100, 20415. .20563, 


20834. .21012, 21736 


. .21810 


Seq. No. 


29434 


Seq. ID 


OJ000250 


_05.0209, 




60762 


Strand 


+ 




Start 


12828 


End 


21810 




Name 


OJ000250 05.0209.C9.o2.np 


Method 


AAT/NAP 




Start 


19910 


End 


21283 




GI 


6742729 


Score 


1799 




Exons 


19910. .21283 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


29434 


Seq. ID 


OJ000250 


_05.0209. 


Gene No. 


60763 


Strand 






Start 




End 


11301 





Name 
Start 



OJ000250JD5 . 0209 . C9 . o2 . gs Method GENSCAN 

1412 End 11295 



29280 



GI 

Exons 



none Score . 7 

1412. .1549, 1853. .2143, 2390. .2719, 2840. .2982, 3284. .3440, 

3524. .3627, 3737. .3816, 3978. .4294, 4576. .4689, 4785. .5086, 

5162. .5252, 5576. .5652, 5742. .5901, 5996. .6080, 6152. .6240, 

7137. .7257, 10958. .11295 



Seq. No. 29434 

Gene No. 60763 

Start 1412 

Name OJ000250_05. 0209.C9.ol .np 

Start 1416 

GI 1514643 
Exons 



Seq. ID OJ000250_05.0209.C9 



Strand 
End 

Method 

End 

Score 



11301 
AAT/NAP 
11301 
3080 



1416. .1549, 1633. .1716, 1853. .2143, 2390.. 2703, 2821. .2949, 
3067. .3183, 3284. .3440, 3524. .3627, 3737. .3897, 3978. .4294, 
4408. .4689, 4785. .5086, 5162. .5252, 5391. .5441, 5576.-5652, 
5742. .5901, 5996. .6080, 6152. .6240, 7137.. 7257, 10958. .11301 
GI Descrip. (Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 



Seq. No. 29434 Seq. ID OJ000250_05 . 0209.C9 

Gene No. 60764 Strand 

Start 11392 End 11798 

Name OJ000250_05 . 0209.C9 . ol . gp Method AAT/GAP 

Start 11392 End 11798 

GI LIB3477-003-P1-K1-E9 Score 126 

Exons 11392. .11486, 11776.. 11798 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29434 Seq. ID 

60765 Strand 

25856 End 

OJ000250_05.0209.C9.o5.tc Method 

1409 End 

none Score 

1409. .1546, 1628. .1720, 1630. .1722 



OJ000250_05.0209.C9 
26578 

TBLASTX: Cress 

1722 

91 



Seq. No. 29434 
Gene No. 607 65 

Start 25856 

Name OJ000250_05.0209.C9.ol. ts 

Start 1415 
GI none 

Exons 1415.. 1558, 1416.. 1541, 1628. 

1851.. 2105, 2387.. 2698, 2391. 
2844.. 2912, 3288.. 3425, 3316. 
3738.. 3899, 3977.. 4018, 4887. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 05. 0209. C9 



26578 

TBLASTX : Soybean 
5078 
109 

1717, 1633. .1719, 1850. .2146, 
2690, 2391.. 2699, 2840.. 2941, 
3429, 3510.. 3626, 3527.. 3625, 
4970, 4980.. 5078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29434 
60765 
25856 

OJ000250_05.0209.C9.o6.tm 

1415 

none 

X -* X ,J . . 1JJO/ 

1851. .2006 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1719, 



OJ000250 05. 0209. C9 



26578 

TBLASTX: Maize 
2006 
98 

1634 . .1717, 1850.. 20 05, 



29281 



Seq. No. 29434 Seq. ID OJ000250_05 . 0209.C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name OJ000250_05.0209.C9.ol.tc Method TBLASTX: Cress 

Start 1944 End 6079 

GI none Score 185 

Exons 1944. .2102, 1967. .2143, 2408. .2701, 2415. .2702, 2433. .2705, 

2843. .2914, 5022. .5078, 5166. .5258, 5770. .5901, 6017. .6079 

Seq. No. 29434 Seq. ID OJ000250JD5 . 0209 . C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name OJ000250_05 . 0209. C9. o2 . tm Method TBLASTX: Maize 

Start 2037 End 2935 

GI none Score 97 

Exons 2037.. 2096, 2039.. 2146, 2387.. 2701, 2391.. 2702, 2405.. 2713, 
2843. .2935 

Seq. No. 29434 Seq. ID OJ000250_05 . 0209 . C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name OJ000250_05 . 0209 . C9 . o2 . tw Method TBLASTX : Wheat 

Start 3590 End 4150 

GI none Score 56 

Exons 3590.. 3625, 3591.. 3632, 3738 .. 38 99, 3739 .. 3900, 3739.. 3900, 

3925. .4125, 3977. .4150, 3978. .4139 

Seq. No. 29434 Seq. ID OJ000250_05 . 0209 . C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name OJ000250_05 . 0209 . C9 . o7 . tm Method TBLASTX : Maize 

Start 3989 End 4159 

GI none Score 97 

Exons 3989.. 4159, 3990.. 4139 

Seq. No. 29434 Seq. ID OJ000250_05 . 0209 . C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name OJ000250_05 . 0209 . C9 . o3 . tc Method TBLASTX : Cress 

Start 4013 x End 4464 

GI none Score 65 

Exons 4013.. 4300, 4014.. 4163, 4088.. 4264, 4399.. 4464 

Seq. No. 29434 Seq. ID OJ000250_05 . 0209 . C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name OJ000250_05 . 0209 . C9 . o5 . t s Method TBLASTX : Soybean 

Start 4022 End 4267 

GI none Score 200 

Exons 4022.. 4081, 4061.. 4267 

Seq. No. 29434 . Seq. ID OJ000250_05 . 0209. C9 

Gene No. 60765 Strand 

Start 25856 End 26578 

Name GJ000250_G5 . 0209 .C9 . o2 . ts Method TBLASTX : Soybean 

Start 4399 End 4886 

GI none Score 84 



29282 




Exons 


4399. .4689, 


4421 


..4690, 4552. 


.4692, 4586. .4690, 4758. .4886 




4768. .4881 










Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 


uene ino . 


DU / DO 






Strand 




Start 


25856 






End 


26578 


Name 


OJ000250 05 


.0209 


.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


4564 






End 


4964 


GI 


none 






Score 


55 


Exons 


4564. .4689, 


4585 


..4692, 4767. 


.4964, 4768. .4941, 4779. .4943 


Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 


Gene No . 


DU / Dj 






Strand 




Start 


25856 






End 


26578 


Name 


OJ000250 05 


.0209 


.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


4866 






End 


5256 


GI 


none 






Score 


256 


Exons 


4866. .5090, 


4867 


..5097, 5148. 


.5255, 5161.. 5256 


Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 


Gene No. 


60765 






Strand 




ouaru 








End 


26578 


Name 


OJ000250 05 


.0209 


.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


7587 






End 


8558 


GI 


none 






Score 


229 


Exons 


7587. .7817, 


7610 


..7813, 7626. 


.7817, 7824.. 8558, 7851.. 8015 




7949. .8038, 


8079 


..8207, 8081. 


.8218 




Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 


Gene No. 


60765 






Strand 












End 


26578 


Name 


OJ000250 05 


.0209 


.C9.o6.tw 


Method 


TBLASTX: Wheat 


Start 


7641 






End 


7967 


GI 


none 






Score 


225 


Exons 


7641. .7835, 


7653 


..7835, 7836. 


.7919, 7841. .7918, 7896. .7961 




7923. .7967 










Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 


uene ino • 


DU / DO 






Strand 




Start 


25856 






End 


26578 


Name 


OJ000250 05. 


0209 


.C9.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8163 






End 


8621 


GI 


none 






Score 


227 


Exons 


8163. .8516, 


8279 


..8488, 8505. 


.8621 




Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 


bene wo . 


DU / DO 






Strand 




Start 


25856 






End 


26578 


Name 


OJ000250 05. 


0209 


.C9.o7.tw 


Method 


TBLASTX: Wheat 


Start 


8328 






End 


8850 


GI 


none 






Score 


219 


Exons 


8328. .8621, 


8668 


.8706, 8734. 


.8850 




Seq. No. 


29434 






Seq. ID 


OJ000250_05.0209.C9 




/r r» -l /r c 

VJ V ( UJ 






Strand 




Start 


25856 






End 


26578 


Name 


OJ000250 05. 


0209. 


C9.o4 .tm 


Method 


TBLASTX: Maize 



29283 




Start 


8748 




End 


9219 




GI 


none 




Score 


288 




Exons 


8748. .8915, 8749. .9120, 9133. .9219 






Seq. No. 


29434 




Seq. ID 


OJ000250_05.0209. 


C9 




60765 




Strand 






Start 


25856 




End 


26578 




Name 


OJ000250 05. 0209. C9 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


8944 




End 


9314 




GI 


none 




Score 


323 




Exons 


8944. .9312, 9081. .9314 








Seq. No. 


29434 




Seq. ID 


OJ000250_05.0209. 


C9 


Gene No. 


60765 




Strand 






Start 


25856 




End 


26578 




Name 


OJ000250 05 0209 C9 


. o5 * tw 


Method 


TBLASTX: Wheat 




Start 


19455 ~~ 




End 


19789 




GI 


none 




Score 


74 




Exons 


19455 19541 19472 


19534 , 


19540. .1974 3, 19547 .. 19747 ,, 






19560. .19754, 19750 


. .19788, 


19751. .19789 




Seq. No. 


29434 




Seq. ID 


OJ000250_05.0209. 


C9 


Gene No. 


60765 




Strand 






Start 


25856 




End 


26578 




Name 


OJ000250 05 0209 C9 




Method 


TBLASTX : Soybean 




Start 


19722 ~~ 




End 


20158 




GI 


none 




Score 


42 




Exons 


19722. .19754, 19751 


.19795, 


19796. .19858, 19856 .. 20158 , 






19885. .20157 










Seq. No. 


29434 




Seq. ID 


OJ000250J35.0209. 


C9 


fZpne* No 


60765 




Strand 






Start 


25856 




End 


26578 




Name 


OJ000250 05. 0209. C9 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


19888 ~~ 




End 


20226 




GI 


none 




Score 


255 




Exons 


19888. .20034, 19889 


.20212, 


20080. .20211, 20092.. 20226 




Seq. No. 


29434 




Seq. ID 


OJ000250_05.0209. 


C9 


Gene No 


60765 




Strand 






Start 


25856 




End 


26578 




Name 


OJ000250 05. 0209. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20017 




End 


20298 




GI 


none 




Score 


194 




Exons 


20017. .20286, 20017. 


.20298, 


20018. .20290 




Seq. No. 


29434 




Seq. ID 


OJ000250_05.0209. 


C9 


Gene No . 


60765 




Strand 






Start 


25856 




End 


26578 




Name 


OJ000250 05. 0209. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


20066 




End 


20520 




GI 


none 




Score 


191 




Exons 


2006-6. .20290, 20075. 


.20299, 


20356. .20520 






^ i i 




oeq. iu 


OJ000250_05 . 0209 . 




Gene No. 


60765 




Strand 






Start 


25856 




End 


26578 





29284 




Name 


OJ000250 05.0209.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


20626 


End 


21069 


GI 


none 


Score 


.71 


Exons 


20626. .20688, 20674 20916, 


20694. .20876, 20698 .. 20916, 




20946. .21068, 20949. .21068, 


20950. .21069 


Seq. No. 


29434 


Seq. ID 


OJ000250_05.0209.C9 


Gene No. 


60765 


Strand 




Start 


25856 


End 


26578 


Name 


OJ000250 05.0209.C9.o8.tw 


Method 


TBLASTX: Wheat 


Start 


21076 


End 


21281 


GI 


none 


Score 


45 


Exons 


21076. .21105, 21114. .21281, 


21149. .21274 


Seq. No. 


29434 


Seq. ID 


OJ000250_05.0209.C9 


Gene No. 


60765 


Strand 




Start 


25856 


End 


26578 


Name 


OJ000250 05.0209.C9.o4 .gs 


Method 


GENS CAN 


Start 


25856 


End 


26578 


GI 


none 


Score 


.68 


Exons 


25856. .25890, 26040. .26106, 


26543. .26578 


Seq. No. 


29435 


Seq. ID 


OJ000250_05. 0209. C10 


Gene No. 


60766 


Strand 


+ 


Start- 


1 


End 


3409 


Name 


OJ000250 05,0209. ClO'.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3409 


GI 


5295955 


Score 


303 


Exons 


1..19, 1468. .1561, 2103. .2217, 2899. .3409 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


29435 


Seq. ID 


OJ000250_05. 0209. C10 


Gene No. 


60767 


Strand 




Start 


2911 


End 


3409 


Name 


OJ000250 05.0209.C10.o2.np 


Method 


AAT/NAP 


Start 


2911 


End 


3409 


GI 


1947160 


Score 


50 


Exons 


2911. .3409 






GI Descrip. 


(AF000298) weak similarity to collagens; glycine- and 




proline-rich [Caenorhabditis 


elegans] 




Seq. No. 


29436 


Seq. ID 


OJ000250_05.0209.C11 


Gene No. 


60768 


Strand 




Start 


317 


End 


3434 


Name 


OJ000250 05.0209.Cll.ol.gs 


Method 


GENSCAN 


Start 


317 


End 


3353 


GI 


none 


Score 


.45 


Exons 


317. .1111, 1295. .1471, 1526. 


.1765, 1871 


'..2215, 2288. .2849, 




3080. .3353 






Seq. No. 


29436 


Seq. ID 


OJ000250_05.0209.C11 


Gene No. v 


60768 


Strand 




Start 


317 


End 


3434 


Name 


n.Tnnnoc;n nc; nonn ol Hp 


Method 


AAT/NAP 


Start 


320 


End 


3434 


GI 


4680179 


Score 


4717 



29285 




Exons 


320. .3434 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


29436 




Seq. ID 


OJ000250J35.0209. 


Cll 


UCllC IN (J • 


OU / QO 




our ana 






Start 


317 




End 


3434 




Name 


OJ000250 05.0209.Cll.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


344 




End 


556 




GI 


none 




Score 


89 




Exons 


344. .556, 345. .527 










Seq. No. 


29436 




Seq. ID 


OJ000250J35.0209. 


Cll 








O LIT all (J 






Start 


317 




End 


3434 




Name 


OJ000250 05.0209.Cll.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


365 




End 


698 




GI 


none 




Score 


57 




Exons 


365. .697, 366. .452, 561 


. .698 








Seq. No. 


29436 




Seq. ID 


OJ000250_05.0209. 


Cll 




OU f DO 




Strand 






Start 


317 




End 


3434 




Name 


OJ000250 05.0209.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


557 




End 


1144 




GI 


none 




Score 


222 




Exons 


557. .985, 558.. 983, 983 


. .1144 


, 990. .1136 




Seq. No. 


29436 




Seq. ID 


OJ000250_05.0209. 


Cll 




OU / DO 




Strand 






Start 


317 




End 


3434 




Name 


OJ000250 05.0209.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


698 




End 


1324 




GI 


none 




Score 


388 




Exons 


698. .1324, 699. .1268 










Seq. No. 


29436 




Seq. ID 


OJ000250_05.0209. 


Cll 




OU ! DO 




Strand 






Start 


317 




End 


3434 




Name 


OJ000250 05.0209.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1196 




End 


1484 




GI 


none 




Score 


134 




Exons 


1196. .1414, 1198. .1422, 


1200. 


1484, 1202. .1483 




Seq. No. 


29436 




Seq. ID 


OJ000250_05.0209. 


Cll 


f^ono Mo 


607 6ft 

OU / DO 




Strand 






Start 


317 




End 


3434 




Name 


OJ000250 05.0209.Cll.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1283 




End 


1543 




GI 


none 




Score 


154 




Exons 


1283.. 1543, 1284.. 1538 










Seq. No. 


29436 




Seq. ID 


OJ000250_05.0209. 


Cll 


Gene No. 


60768 




Strand 






Start 


317 




End 


3434 




Name 


OTAnnocn nc nonn m -i - -i 


. to 


Method 


TBLASTX : Cres s 




Start 


1307 




End 


1633 




GI 


none 




Score 


98 





29286 



Exons 



1307. .1450, 1308. .1448, 1457. .1633 



Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250 05 


Start 


1331 


GI 


none 


Exons 


1331. .1810, 


Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250 05 


Start 


1814 


GI 


none 


Exons 


1814. .2317, 


Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250 05 


Start 


1898 


GI 


none 


Exons 


1898. .2251, 


Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250 05 


Start 


2072 


GI 


none 


Exons 


2072. .2314 


Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250 05 


Start 


2288 


GI 


none 


Exons 


2288. .2578, 


Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250 05, 


Start 


2322 


GI 


none 


Exons 


2322. .2585, 


Seq. No. 


29436 


Gene No. 


60768 


Start 


317 


Name 


OJ000250_05, 


Start 


o n o r\ 
*j \j 


GI 


none 


Exons 


2330. .2695, 



.0209.Cll.o3.tw 
1332. .1715, 1336. 

■0209.Cll.o2.tw 
1815. .2315, 1904. 

, 0209. Cll.o2. tin 
1983. .2231 

0209.Cll.o3.ts 



Seq. ID OJ000250_05.0209.C11 
Strand 

End 3434 

Method TBLASTX : Wheat 

End 1810 

Score 309 
,1719, 1364. .1792 

Seq. ID OJ000250_05.0209.C11 
Strand 

3434 

TBLASTX: Wheat 
2317 
319 



End 

Method 
End 
Score 
.2317 



Seq. ID OJ000250_05.0209.C11 
Strand 

End 3434 

Method TBLASTX : Mai ze 

End 2251 

Score 198 



Seq. ID OJ000250_05.0209.C11 
Strand 

End 3434 

Method TBLASTX : Soybean 

End 2314 

Score 190 



0209.Cll.o4.tm 



2406.. 2537, 2645. 



0209.Cll.o6.tw 



2324.. 2584, 2545, 



0209.Cll.ol.ts 



2339.. 2584, 2500. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2788 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2616 

Seq. ID 
Strand ' 
End ' 
Method 



OJ000250_05.0209.C11 
3434 

TBLASTX: Maize 

2788 

82 



OJ000250_05.0209.C11 
3434 

TBLASTX: Wheat 

2616 

226 



OJ000250 05.0209.C11 



3434 

TBLASTX : Soybean 
End 2734 
Score 156 

,2691, 2556.-2696, 2702.. 2734, 



29287 



2702. .2734 



Seq. No. 


29436 


Seq. ID 


OJ000250 


_05.0209.C11 


Gene No. 


60768 


Strand 






Start 


317 


End 


3434 




Name 


OJ000250 05.0209.Cll.o4.tw 


Method 


TBLASTX : 


Wheat 


Start 


2675 


End 


3160 




GI 


none 


Score 


75 




Exons 


2675.. 2830, 2718.. 2819, 2783. 


.3160, 2821. .3156 




Seq. No. 


29436 


Seq. ID 


OJ000250 


_05.0209.C11 


Gene No. 


60768 


Strand 






Start 


317 


End 


3434 




Name 


OJ000250 05.0209.Cll..o5.tm 


Method 


TBLASTX: 


Maize 


Start 


2855 


End 


3145 




GI 


none 


Score 


136 




Exons 


2855. .3046, 2857. .3144, 3074. 


. 3145 






Seq. No. 


29437 


Seq. ID 


/-\ T A A A O C A 

OJ000250 


_07.0208.C2 


Gene No. 


60769 


Strand 


+ 




Start 


204 


End 


406 




Name 


OJ000250 07.0208.C2.ol.gs 


Method 


GENSCAN 




Start 


204 


End 


406 




GI 


none 


Score 


. 94 




Exons 


204. .406 








Seq. No. 


29437 


Seq. ID 


OJ000250 


_07.0208.C2 


/"i _ _ _ XT — 

bene No. 


60770 


Strand 






Start 


781 


End 


859 




Name 


OJ000250 07.0208.C2.ol.gp 


Method 


AAT/GAP 




Start 


781 


End 


859 




GI 


90742 1.R1084 


Score 


101 




Exons 


781. .859 








GI Descrip. 


•5734616/dbj I AP000391 . 1 | AP000391 4 . Oe- 


29 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


29438 


Seq. ID 


OJ000250 


_07.0208.C3 


Gene No. 


60771 


Strand 


+ 




Start 


1597 


End 


2560 




Name 


OJ000250 07.0208.C3.ol.gs 


Method 


GENSCAN 




Start 


1597 


End 


2556 




GI 


none 


Score 


.94 




Exons 


1597. .2556 








Seq. No. 


29438 


Seq. ID 


OJ000250 


_07.0208.C3 


Gene No. 


60771 


Strand 


+ 




Start 


1597 


End 


2560 




Name 


OJ000250 07.0208.C3.ol.np 


Method 


AAT/NAP 




Start 


1597 


End 


2560 




GI 


5668813 


Score 


586 




Exons 


1597. .2560 








GI Descrip. 


(AC007519) Similar to gb|X77136 HSR203J protein 


from Nicotiana 



tabacum and is a member of the PF| 00135 Carboxylesterase family. 
ESTs gb|Z25688 and gb|F14025 come from this gene. [Arabidopsis 

wnuxxaiia j 



Seq. No. 29438 Seq. ID OJ000250_07 . 0208 . C3 

29288 




OCllc LNU • 


60772 




Strand 


+ 




Start 


9811 




End 


11496 




Name . 


OJ000250 07.0208.C3.o4.gs 




Method 


GENS CAN 




Start 


9811 




End 


11496 




GI 


none 




Score 


.88 




Exons 


9811.. 10728, 10840. .10977, 11086 .. 11216, 11349. 


.11496 


Seq. No. 


29438 




Seq. ID 


OJ000250 


_07.0208.C3 


UCllC V*\J • 


60773 




O Li OilU 






Start 


3477 




End 


4583 




Name 


OJ000250 07.0208.C3.ol.gp 




Method 


AAT/GAP 




Start 


3197 




End 


3605 




GI 


\J \J £. *4 Zs -J 




€1 /~> r\ v pi 






Exons 


J i -7 / . i JOU J 










Seq. No. 


29438 




Qf^n TD 

OCLj i X u 




_07.0208.C3 




6077 ^ 




Oil di ILi 






Start 


3477 




End 


4583 




Name 


OJ000250_07 . 0208 . C3 . o2 . gs 




Method 


GENSCAN 




Start 








A Sft ^ 

T .J O J 




GI 


none 




Score 


ft 9 




Exons 


J4 / / • • 1 JO J 










Seq. No. 


t74 JO 








_07.0208.C3 


bene incj * 


fi077d 

OU 1 ( *i 




OIL Gil lu 






Start 






End 


9046 




Name 






Method 


GENSCAN 




Start 


8000 




End 


9046 




GI 


none 




Score 


.56 




Exons 


8000.. 8503, 8942.. 9046 










Seq. No. 


29438 




Seq. ID 


OJ000250 


_07.0208.C3 


Gene No. 


60775 




Strand 






Start 


13712 




End 


14686 




Name 


OJ000250 07.0208.C3.ol.tw 




Method 


TBLASTX: 


Wheat 


Start 


1564 




End 


14671 




GI 


none 




Score 


88 






1564.. 1710, 1597.. 1695, 1644 




.1712, 1704. .1805, 


1705. .1806, 




1786. .1896, 1818. .1895, 4149 




.4238, 4150. .4239, 


4248. .4424, 




4249.. 4428, 9963 .. 10076, 9982 


. .10077, 


10086. .10151, 




10087. .10161, 10209. .10241, 


10210. .10278, 14381 


. .14464, 




14409. .14465, 14471 .. 14572, 


14538. .14573, 14570 


. .14671, 




14571. .14636 










Seq. No. 


29438 




Seq. ID 


OJ000250 


_07.0208.C3 


Gene No. 


60775 




Strand 






Start 


13712 




End 


14686 




Name 


OJ000250 07.0208.C3.ol.ts 




Method 


TBLASTX: 


Soybean 


Start 


1630 




End 


14665 




GI 


none 




Score 


135 




Exons 


1630.. 1818, 1630.. 1707, 1813 




.1983, 1818. . 1949, 


2031. .2123, 




2032.. 2124, 2148.. 2198, 2149 




.2199, 2272. .2307, 


2323. .2487, 




3546.-3698, 3708.. 3836, 3825 




.3884, 38 


88. .4013, 


3931. .4011, 




4071. .4235, 4248. .4325, 4341 




.4424, 9979. .10161 


, 9981. .1015 




10210 .. 10404 , 10212 .. 10397, 


10278 . . 10406, 10404 


. . 105^6, 




10405. .10527, 10543. .10602, 


10720. .10884, 13775 


. .13942, 




13779. .13910, 13949. .14071, 


13959. .14042, 14060 


. .14119, 



29289 



14126. .14461, 14127. .14459, 14519.. 14665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29438 

60775 

13712 

OJ0002 

1630 

none 

1630. . 

2329. . 

4153. . 

9988. . 

10363. 

13721. 

14306. 



Seq. ID OJ000250_07.0208 .C3 
Strand 

End 14686 
Method TBLASTX : Cress 
End 14668 
Score 113 
1818. .1949, 1819. .1971, 2032. .2121, 2158. .2250, 
3486.-3695, 3810. .3875, 3900. .4010, 4074. .4238, 
4248. .4334, 4249.. 4335, 4335.-4424, 4336. .4428, 
9999.. 10121, 10210. .10353, 10212 .. 10349, 
10411. .10524, 10458. .10523, 10552. .10617, 
1404 8. .14110, 14099. .14296, 14133. .14294, 
14310. .14 459, 14426. .14 668 



50 07.0208.C3.ol.tc 



1797, 

2550, 

4227, 

10161, 

.10395 

.13936 

.14458 



Seq. No. 29438 
Gene No. 60775 
Start 13712 

Name OJ000250_07 . 0208 . C3 . o3 . tm 

Start 1636 
GI none 

Exons 1636.. 1710, 1650.. 1754, 1705. 

4491. .4580, 4547. .4579, 9966. 
14480. .14566, 14564. .14671 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 07. 0208. C3 



14686 

TBLASTX: Maize 
14671 
76 

1782, 4230. .4424, 4231. .4428, 
10160, 9976.. 10089, 10087 .. 10161, 



Seq. No. 29438 

Gene No. 60775 

Start 13712 

Name OJ000250_07 . 0208 . C3 . o2 . tm 

Start 1804 

GI none 

Exons 1804.. 1983, 1815.. 1940, 1959. 

3910. .4011, 3912.. 4229, 4156. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 07. 0208. C3 



14686 

TBLASTX: Maize 
14471 
185 

2018, 2029.. 2127, 2034.. 2126, 
4227, 10210. .10422, 10212 10397 , 



10410. .10514, 10411. .10515, 14 123 .. 14470, 14124.. 14471 



Seq. No. 


29438 


Seq. ID 


OJ000250_07.0208.C3 


Gene No. 


60775 


Strand 




Start 


13712 


End 


14686 


Name 


OJ000250 07. 


0208 . C3 . ol . tm Method 


TBLASTX: Maize 


Start 


2149 


End 


14122 


GI 


none 


Score 


60 


Exons 


2149. .2217, 


2281.. 2313, 2428.. 2544, 3477.. 3776, 3477.. 3908, 




3610. .3858, 


3834. .3896, 10515 .. 10685, 


10516. .10716, 




10723. .10929 


13715. .13927, 13952.. 14122 


Seq. No. 


29438 


Seq. ID 


OJ000250_07.0208.C3 


Gene No. 


60775 


Strand 




Start 


13712 


End 


14686 


Name 


OJ000250 07. 


0208 . C3 . o2 . tw Method 


TBLASTX: Wheat 


Start 


2281 


End 


14074 


GI 


none 


Score 


108 


Exons 


2281. .2385, 


10588. .10743, 13874.. 14074 


, 13875.. 14066 


Seq. No. 


29438 


Seq. ID 


OJ000250_07.0208.C3 


Gene No. 


60775 


Strand 




Start 


13712 


End 


14686 



29290 



Name 

Start 

GI 

Exons 



OJ000250_07 . 0208 . C3 . o2 . gp 

13574 

5005104 

13574. .13823 



Method AAT/GAP 
End 13823 
Score 387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29438 Seq. ID OJ000250_07 . 0208 . C3 

60775 Strand 

13712 End 14686 

OJ000250__07 . 0208 . C3 . o2 . np Method AAT/NAP 

13706 End 14677 

5668813 Score 560 

13706. .14677 

(AC007519) Similar to gb 1X77136 HSR203J protein from Nicotiana 
tabacum and is a member of the PF 100135 Carboxylesterase family 
ESTs gb|Z25688 and gb|F14025 come from this gene. [Arabidopsis 
thaliana] 



29438 Seq. ID 

60775 Strand 

13712 End 

OJ000250_07 . 0208 . C3 . o5 . gs Method 

13712 End 

none Score 
13712. .14686 



OJ000250_07.0208.C3 

14686 
GENS CAN 
14686 
.91 



Seq. No. 29439 Seq. ID OJ000250_07 . 0208 . C4 

Gene No. 60776 Strand + 

Start 1 End 664 

Name OJ000250_07 . 0208 .C4 .ol .np Method AAT/NAP 

Start 1 End 664 

GI 5668813 Score 425 

Exons 1..664 

GI Descrip. (AC007519) Similar to gb 1X77136 HSR203J protein from Nicotiana 
tabacum and is a member of the PF | 00135 Carboxylesterase family 
ESTs gb|Z25688 and gb|F14025 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


29439 


Seq. ID 


OJ000250_07 


.0208. 


Gene No. 


60776 


Strand 


+ 




Start 


1 


End 


664 




Name 


OJ000250 07.0208.C4.ol.gs 


Method 


GENSCAN 




Start 


212 


End 


661 




GI 


none 


Score 


.84 




Exons 


212. .661 








Seq. No. 


29439 


Seq. ID 


OJ000250_07 


.0208. 


Gene No. 


60777 


Strand 


+ 




Start 


997 


End 


11292 




Name 


OJ000250 07.0208.C4.o3.np 


Method 


AAT/NAP 




Start 


997 


End 


10945 




GI 


5107822 


Score 


48 




Exons 


997.. 1050, 10821. .10945 








GI Descrip. 


(AF149413) contains similarity to retrotransposon 


Tall-1 




[Arabidopsis thaliana] 








Seq. No. 


29439 


Seq. ID 


OJ000250_07 


.0208. i 


Gene No. 


60777 


Strand 


+ 





29291 




O L. CI J- L. 


997 


End 


11292 


Name 


OJ000250 07.0208.C4.o2.gs 


Method 


GENSCAN 


Start 


3901 


End 


6463 


GI 


none 


Score 


.87 


Exons 


3901. .4038, 4707. .4888, 4966 


..5152, 5423.. 5590, 5736.. 6038 




6133. .6314, 6406. .6463 






Seq. No. 


29439 


Seq. ID 


OJ000250_07.0208.C4 


Gene No. 


60777 


Strand 


+ 


Start 


997 


End 


11292 


Name 


OJ000250 07.0208.C4.o2.np 


Method 


AAT/NAP 


Start 


3901 


End 


6481 


GI 


2739381 


Score 


1147 


Exons 


3901. .4038, 4707. .4888, 4966 


..5155, 5432. .5590, 5736. .6038 




6133.. 6287, 6388. .6481 






GI Descrip. 


(AC002505) similar to latex 


allergen from Hevea brasiliens. 




[Arabidopsis thaliana] 






Seq. No. 


29439 


Seq. ID 


OJ000250_07.0208.C4 




60777 


Strand 


+ 


Start 


997 


End 


11292 


Name 


OJ000250 07.0208.C4.o3.gs 


Method 


Kd Cj 1M O ^,M.LN 


Start 


6818 


End 


9155 


GI 


none 


Score 


.7 


Exons 


6818.. 6895, 6955.. 7049, 8630 


. .9155 




Seq. No. 


29439 


Seq. ID 


OJ000250_07.0208.C4 


Gene No. 


60777 


Strand 


+ 


Start 


997 


End 


11292 


Name 


OJ000250 07.0208.C4.o4.np 


Method 


AAT/NAP 


Start 


10480 


End 


11292 


GI 


6815109 


Score 


192 


Exons 


10480. .10657, 11081. .11292 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29439 


Seq. ID 


OJ000250_07.0208.C4 


Gene No. 


60778 


Strand 




Start 


10349 


End 


11132 


Name 


OJ000250 07.0208.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10 


End 


652 


GI 


none 


Score 


136 


Exons 


10. .30, 11. .112, 23. .58, 124 


..285, 125, 


..283, 385. .570, 386 




392. .601 






Seq. No. 


29439 


Seq. ID 


OJ000250_07.0208.C4 




60778 


Strand 




Start 


10349 


End 


11132 


Name 


OJ000250 07.0208.C4.o3.tc 


Method 


TBLASTX: Cress 


Start 


11 


End 


658 


GI 


none 


Score 


53 


Exons 


11. .55, 65.-247, 112. .252, 251. .283, 434. .658 


Seq. No. 


29439 


Seq. ID 


OJ000250_07.0208.C4 


Gene No. 


60778 


Strand 




Start 


10349 


r-i— -a 
CjLLKJ. 


111 JZ 


Name 


OJ000250 07.0208.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


124 


End 


553 



29292 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 268 

124. .285, 125. .286, 152. .286, 308. .397, 309. .398, 331. .396, 
332.. 397, 391.. 552, 392.. 553, 392.. 553 



29439 
60778 
10349 

OJ000250_07.0208.C4.o3.ts 

3894 

none 



Seq. ID OJ000250_07.0208.C4 
Strand 

End 11132 

Method TBLASTX : Soybean 

End 5038 

Score 145 



3894. .4034, 3898. .4038, 3901. .4038, 4701. .4883, 4701. .4883, 
4706.. 4891, 4973.. 5038 



29439 
60778 
10349 

OJ000250_07.0208.C4.o2.tc 

3933 

none 

3933. .4025, 
4709. .4879, 



3934.. 4038, 3937. 
4967.. 5155, 5005. 



29439 
60778 
10349 

OJ000250_07 . 0208 . C4 . o2 . tm 

3933 

none 

3933. .4025, 3934. .4038, 4701. 
5009.. 5152, 5411.. 5539, 5461. 
5739.. 6038, 5741.. 6028, 6111. 

29439 
60778 
10349 

OJ000250_07.0208.C4.ol.tc 

5524 

none 

5524. .5598, 5525. .5590, 5734. 
6133.. 6258 



Seq. ID OJ000250_07.0208.C4 
Strand 

End 11132 

Method TBLASTX : Cress 

End 5518 

Score 127 
.4041, 4701. .4883, 4709. .4903, 
.5166, 5444. .5518 

Seq. ID OJ000250_07.0208.C4 
Strand 

End 11132 
Method TBLASTX : Mai ze 
End 6258 
Score 131 

.4883, 4709. .4882, 5008. .5142, 
.5538, 5546.. 5590, 5557.. 5589, 
.6257, 6130.. 6258 

Seq. ID OJ000250JD7.0208.C4 
Strand 

End 11132 

Method TBLASTX : Cress 

End 6258 

Score 98 

.5913,.. 5735. .6025, 5736. .6047, 



Seq. No. 29439 Seq. ID 

Gene No. 60778 Strand 

Start 10349 End 

Name OJ000250_07 . 0208 . C4 . o2 . ts Method 

Start 5786 End 

GI none Score 

Exons 5786.. 5911, 5787.. 5915, 5924.. 6034, 
6132. .6257 



OJ000250_07.0208.C4 
11132 

TBLASTX: Soybean 
6270 
132 

5925.. 6038, 6130.. 6270, 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 



29439 Seq. ID 

60778 Strand 

10349 End 

OJ000250_07 . 0208 . C4 . o4 . gs Method 



none 

10349. .10491, 10780. 



OJ000250_07.0208.C4 

11132 
GENSCAN 



Score .7 
.10804, 10958.. 11132 



29293 



Seq. No. 


29440 


Seq. ID 


OJ000250 


_07 




60779 


Strand 


-i_ 




Start 


1 


End 


2215 




Name 


OJ000250 07.0208.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2215 




GI 


5042454 


Score 


330 




Exons 


1.-305, 884. .1311, 2137. .2215 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




o c q . in u . 


29440 


Seq. ID 




m 


Gene No. 


cm ft n 


o tranci 






Start 




End 


1903 




Name 


uouuuzou u / . uzuo . Co . ox . gs 


Metnoa 


GEN SCAN 




Start 




hna 


1903 




GI 


none 


Score 


.43 




Exons 










ot;q ■ IN (J • 


29441 


Seq. ID 


vJJ uuuzou 


U / 


Gene No. 


OU /ox 


Strand 


+ 




Start 




End 


423 




Name 


OJUUUzoU U / . UzUo . Co . ol . gs 


Method 


GEN SCAN 




Start 




End 


423 




GI 


none 


Score 


.42 




Exons 


Jol . . 4zo 








C /-\ /t NT/-\ 

oeq. Dio . 


29441 


Seq. ID 


OJ000250_ 


_07 


Gene No. 


60782 


Strand 






Start 


1278 


End 


1457 




Name 


OJ000250 07.0208.C6.ol.tm 


Method 


TBLASTX : Mai 


Start 


1278 


End 


1457 




GI 


none 


Score 


186 




Exons 


1278. .1457, 1278. .1451 








Seq. No. 


29442 


Seq. ID 


OJ000250 


_07 


VJC11C LiU • 


60783 


Strand 






Start 


1 


End 


2810 




Name 


OJ000250 07.0208.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1431 




GI 


2586082 


Score 


868 




Exons 


1. .1431 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


29442 


Seq. ID 


OJ000250_ 


_07 




60783 


Strand 






Start 


1 


End 


2810 




Name 


OJ000250 07.0208.C7.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2810 




GI 


2586082 


Score 


866 




Exons 


1..1431, 2779. .2810 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


29442- 


Seq. ID 


OJ000250_ 


_07 


Gene No. 


60784 


Strand 






Start 


4527 


End 


4614 




Name 


OJ000250 07.0208.C7.o3.np 


Method 


AAT/NAP 




Start 


4527 


End 


4614 





29294 




GI 6721547 

Exons 4527.. 4614 

GI Descrip. (AP001073) Similar to 




Score 74 
za sativa gene for. Pib. (AB013448) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29442 
60785 
5647 

OJ000250_07 . 0208 . C7 . o2 . tm 
2 

none 



Seq. ID OJ000250_07.0208.C7 
Strand 
End 

Method 
End 
Score 



6711 

TBLASTX: Maize 

365 

40 



2. .73, 3. .47, 76. .141, 86. .151, 185. .226, 228. .365, 233.-355 



Seq. No. 29442 Seq. ID 

Gene No. 60785 Strand 

Start 5647 End 

Name OJ000250_07 . 0208 . C7 . o2 . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 73, 185.. 508 



OJ000250_07.0208.C7 
6711 

TBLASTX : Soybean 

508 

259 



Seq. No. 29442 Seq. ID 

Gene No. 60785 Strand 

Start 5647 End 

Name OJ000250_07 . 0208 .C7 . o2 . tw Method 

Start 293 End 

GI none Score 

Exons 293.. 508 



OJ000250_07.0208.C7 
6711 

TBLASTX: Wheat 

508 

194 



Seq. No. 29442 Seq. ID 

Gene No. 60785 Strand 

Start 5647 End 

Name OJ000250_07 . 0208 . C7 . ol . tm Method 

Start 538 End 

GI none Score 

Exons 538.. 816, 644.. 796 



OJ000250_07.0208.C7 
6711 

TBLASTX: Maize 

816 

73 



Seq. No. 


29442 






Seq. ID 


OJ000250_07.0208 


.C7 


Gene No. 


60785 






Strand 






Start 


5647 






End 


6711 




Name 


OJ000250 


07. 0208. C7 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


628 






End 


1097 




GI 


5509260 






Score 


64 




Exons . 


628. .801, 


637. .801, 


827. .1096, 


828. .1097 




GI Descrip. 














Seq. No. 


29442 






Seq. ID 


OJ000250_07.0208 


.C7 


Gene No. 


60785 






Strand 






Start 


5647 






End 


6711 




Name 


OJ000250 


07. 0208. C7 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


631 






End 


947 




GI 


none 






Score 


89 




Exons 


631. .801, 


644. .790, 


827. .931, 


828. .947 






Seq. No. 


29442 






Seq. ID 


OJ000250_07.0208 


.C7 


r* »i- 


60785 






Strand 






Start 


5647 






End 


6711 




Name 


OJ000250 


07. 0208. C7 


.ol . tc 


Method 


TBLASTX: Cress 





29295 



Start 
GI 

Exons 



730 End 980 

none Score 37 

730. .822, 738. .788, 845. .979, 84.9. .980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
"Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29442 
60785 
5647 

OJ000250_07 . 0208 . C7 . o2 . gs 

5647 

none 

5647. .5850, 6484. .6711 

29443 
60786 
1 

OJ000250_07 . 0208 . C8 . ol . np 
1 

2708532 



Seq. ID OJ000250_07.0208.C7 
Strand 

End 6711 

Method GENS CAN 

End 6711 

Score .58 



Seq. ID OJ000250_07.0208.C8 

Strand + 

End 3694 

Method AAT/NAP 

End 3424 

Score 839 



1..23, 1291. .1785, 2676. .2749, 2831. .2961, 3061. .3157, 
3260. .3424 

(AF029351) putative RNA binding protein [Nicotiana tabacum] 



29443 
60786 * 
1 

OJ000250__07.0208.C8.ol.gs 

476 

none 



Seq. ID OJ000250_07.0208.C8 

Strand + 

End 3694 

Method GENSCAN 

End 3683 

Score .79 



476. .547, 1298. .1691, 2691. .2749, 2831. .2961, 3061. .3157, 
3260.. 3415, 3636.. 3683 



29443 
60786 
1 

OJ000250_07 . 0208 . C8 . ol . gp 

3256 

none 

3256. .3694 



Seq. ID OJ000250_07.0208.C8 

Strand + 

End 3694 

Method AAT/GAP 

End 3694 

Score 809 



Seq. No. 29443 
Gene No. 60787 
Start 4230 

Name OJ000250_07 . 0208 . C8 . ol . tm 

Start 1284 
GI none 

Exons 1284.. 1607, 1295.. 1747, 1297. 

1626. .1754, 2830. .2907, 2831. 
3056. .3157, 3058. .3156, 3251. 
3364. .3423, 3365. .3421 



Seq. ID -OJ000250_07.0208.C8 
Strand 

End 11803 
Method TBLASTX : Maize 
End 3423 
Score 663 

.1752, 1297. .1752, 1305. .1754, 
.2896, 2842. .2955, 2900.. 2962, 
.3307, 3302. .3346, 3313.. 3351, 



Seq. No. 
Gene No. 
Start 
Name 

PJ 

ULOl L 

GI 

Exons 



29443 
60787 
4230 

OJ000250_07.0208.C8.ol.tc 

i *^ r\ rr 

none 



Seq. ID OJ000250_07.0208.C8 



Strand 
End 

Method 

End 

Score 



11803 

TBLASTX: Cress 

2923 

226 



1295. .1483, 1297. .1473, 1298. .1366, 1474. .1737, 1475. .1744, 



29296 





1503. .1742, 


1538. 


.1696, 


2831. 


.2923, 2833.. 2922 




Seq. No. 


29443 








Seq. ID 


OJ000250 


_07.0208.C8 


Gene No. 


60787 








Strand 






Start 


4230 








End 


11803 




Name 




0208 




lb 


Method 


TBLASTX: 


ouyucdn 


Start 


1295 








End 


3337 




GI 


none 








Score 


255 




Exons 


1295. .1495, 


1296. 


.1367, 


1297. 


.1491, 1475. .1747, 


1480. .1755, 




1538. .1693, 


2684. 


.2752, 


2831. 


.2962, 2832..2957, 


2833. .2964, 




3058. .3165, 


3059. 


.3166, 


3062. 


.3172, 3287.. 3337 




Seq. No. 


29443 








Seq. ID 


OJ000250 


_07.0208.C8 


(~2. ana 

bene lnu . 


607A7 








Strand 






Start 


4230 








End 


11803 




Name 


OJ000250 07 


.0208. 


C8.ol. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


1310 








End 


1700 




GI 


none 








Score 


59 




Exons 


1310. .1366, 


1468. 


.1698, 


1469. 


.1699, 1470. .1700, 


1578. .1700 


Seq. No. 


29443 








Seq. ID 


OJ000250 


_07.0208.C8 


Gene No. 


60787 








Strand 
















End 


11803 




Name 


OJ000250 07 


.0208. 


C8.o2. 


gs 


Method 


GENSCAN 




Start 


4230 








End 


11803 




GI 


none 








Score 


.51 




Exons 


4230. .4359, 


4776. 


.4977, 


6837. 


.6886, 7297. .7370, 


8152. .8211, 




8308. .8553, 


9510. 


.9784, 


10157 


. .10264, 


10457. .10726, 11695.. 


Seq. No. 


29443 








Seq. ID 


OJ000250 


_07.0208.C8 


Gene No. 


60787 








Strand 






Start 


4230 








End 


11803 




Name 


OJ000250 07 


.0208. 


C8.o2. 


np 


Method 


AAT/NAP 




Start 


7049 








End 


10790 




GI 


1706082 








Score 


832 




Exons 


7049. .7221, 


7297. 


.7402, 


7941. 


.8023, 8095. .8305, 


8385. .8553, 




9510. .9784, 


10157 


..10264, 10382.. 10790 






GI Descrip. 


SERINE CARBOXYPEPTIDASE 


II-3 


PRECURSOR 


(CP-MII. 


3) 



gi| 629787 |pir||S44191 serine-type carboxypeptidase (EC 3.4.16.1) 
II-3 - barley gi | 619350 |bbs | 153536 CP-MII . 3=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 516 aa] gi | 474392 | emb | CAA55478 . 1 | (X78877) serine 
carboxylase II-3 [Hordeum vulgare] 



Seq. No. 29443 

Gene No. 60787 

Start 4230 

Name OJ000250_07 . 0208 . C8 . o3 . ts 

Start 7138 

GI none 

Exons 7138.. 7176, 7294.. 7404, 7934, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_07.0208.C8 
11803 

TBLASTX: Soybean 

9788 

155 



.8020, 8122. .8202, 8347. .8391, 



8425. .8553, 9507. .9788, 9583. .9783 



Seq. No. 29443 

Gene No. 60787 

Start 4230 

Name OJ000250 07 . 0208 . C8 . o5 . tm 



Seq. ID 

Strand 

End 

Method 



OJ000250_07.0208.C8 
11803 

TBLASTX: Maize 



29297 



Start 
GI 

Exons 



7154 End 7421 

none Score 52 

7154. .7210, 7155. .7211, 7156. .7215, 7294. .7404, 7295. .7405, 
7296. .7421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29443 Seq. ID 

60787 Strand 

4230 End 

OJ000250JD7 . 0208 . C8 . o4 . tm Method 

7943 End 

none Score 



OJ000250_07.0208.C8 
11803 

TBLASTX: Maize 

9725 

90 



7943. .8017, 8122, 
9583. .9723 



.8205, 8425.. 8553, 9507.. 9725, 9531.. 9692, 



Seq. No. 29443 Seq. ID 

Gene No. 60787 Strand 

Start 4230 End 

Name OJ000250_07 . 0208 . C8 . o3 . tw Method 

Start 8768 End 

GI none Score 

Exons 8768.. 8911, 8769.. 8930 



OJ000250_07.0208.C8 
11803 

TBLASTX: Wheat 

8930 

176 



Seq. No. 29443 Seq. ID 

Gene No. 60787 Strand 

Start 4230 End . 

Name 0 J000250_07 . 0208 . C8 . o3 . tm Method 

Start 8870 End 

GI none Score 

Exons 8870.. 9151, 8874.. 9149 



OJ000250_07.0208.C8 
11803 

TBLASTX: Maize 

9151 

320 



Seq. No. 29443 Seq. ID 

Gene No. 60787 Strand 

Start 4230 End 

Name OJ000250_07 . 0208 . C8 . o2 . tw Method- 

Start 8 937 End 

GI none Score 

Exons 8937.. 9086, 9165.. 9338 



OJ000250_07.0208.C8 
11803 

TBLASTX: Wheat 

9338 

101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29443 Seq. ID 

60787 Strand 

4230 End 

OJ000250_07 . 0208 . C8 . o2 . tc Method 

9552 End 

none Score 



OJ000250_07.0208.C8 
11803 

TBLASTX: Cress 

9783 

126 



9552.. 9782, 9565.. 9693, 9576.. 9770, 9742.. 9783 



29443 
60787 
4230 

OJ000250_07 . 0208 . C8 . o2 . tm 

9726 

none 



Seq. ID OJ000250_07.0208.C8 
Strand 
End 

Method 
End 
Score 



11803 

TBLASTX: Maize 

10748 

67 



9726.. 9788, 9728.. 9784, 9742.. 9786, 10158 .. 10262 , 10158 .. 10265, 
10159. .10266, 10362. .10511, 10381 .. 10479, 10383 .. 10511, 

1 A IT n A 1 A i' - /M 1 Ari /" -I I- r- ~> - ^ ^ 

iujuj. .iUUUl, 1UJ J.O . . ±UDD I , iU / U / . . 1U / ft O 



Seq. No. 



29443 



Seq. ID OJ000250 07. 0208. C8 



29298 



ucnc LNO • 


60787 


Strand 






Start 


4230 


End 


11803 




Name 


OJ000250 07.0208.C8.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


10161 


End 


10574 




GI 


none 


Score 


58 




Exons 


10161. .10262, 10162. .10263, 10383 10574 , 10384 


. .10548 


Seq. No. 


29443 


Seq. ID 


OJ000250 


_07.0208.C8 


ucllc LNU . 


60787 


Strand 






Start 


4230 


End 


11803 




Name 


OJ000250 07.0208.C8.o3.tc 


Method 


TBLASTX : 


Cress 


Start 


10161 


End 


10544 




GI 


none 


Score 


115 




Exons 


10161. .10265, 10380. .10412, 10428.. 10544 




Seq. No. 


29444 


Seq. ID 


OJ000250 


_07.0208.C9 


Gene No. 


60788 


Strand 






Start 


360 


End 


5343 




Name 


OJ000250 07.0208.C9.ol.gs 


Method 


GENS CAN 




Start 


360 


End 


5343 




GI 


none 


Score 


.71 




Exons 


360. .380, 604. .651, 749. .857, 


946.. 1035, 1275.. 


1384, 1503.. 1748, 




2113.. 2202, 2847. .3124, 3336. 


.3464, 3529. .3853, 


4852. .4907, 




4965. .5035, 5187. .5248, 5338. 


.5343 






Seq. No. 


29444 


Seq. ID 


OJ000250 


_07.0208.C9 


Gene No. 


60788 


Strand 






Start 


360 


End 


5343 




Name 


OJ000250 07.0208.C9.ol.np 


Method 


AAT/NAP 




Start 


4 94 


End 


3928 




GI 


1706082 


Score 


838 




Exons 


494. .664, 753. .857, 946. .1030 


, 1267.. 1422, 1541 


. .1748, 




2847. .3124, 3336.-3443, 3529. 


.3928 






GI Descrip. 


SERINE C ARBOX Y PE PT I DAS E II-3 


PRECURSOR 


(CP-MII. 


3) 



gi I 629787 Ipir | | S44191 serine-type carboxypeptidase (EC 3.4.16.1) 
II-3 - barley gi | 619350 | bbs 1 153536 CP-MII . 3=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 516 aa] gi | 474392 | emb | CAA55478 . 1 | (X78877) serine 
carboxylase II-3 [Hordeum vulgare] 



Seq. No. 29444 Seq. ID 

Gene No. 60789 Strand 

Start 6105 End 

Name OJ000250_07 . 0208 . C9 . o2 . gs Method 

Start 6105 End 

GI none Score 

Exons 6105.. 6250, 6434.. 6443 



OJ000250_07.0208.C9 

6443 
GEN SCAN 
6443 
.73 



Seq. No. 29444 Seq. ID 

Gene No. 60790 Strand 

Start 13074 End 

Name OJ000250_07 . 0208 .C9.o2 . ts Method 

Start 4 99 End 

GI none Score 



OJ000250_07.0208.C9 
13129 

TBLASTX : Soybean 

3125 

57 



499. .615, 545. .622, 645. .692, 755. .862, 948. .1022, 1304. .13/5, 
1542. .1592, 1611. .1754, 2904. .3125, 2923. .3123 



29299 



Seq. No. 29444 

Gene No. 60790 

Start 13074 

Name OJ000250_07 . 0208 . C9 . o3 . tm 

Start 544 

GI none 

Exons 544.. 618, 551.. 631, 563.. 652, 



Seq. ID OJ000250_07.0208.C9 
Strand 
End 

Method 
End 
Score 
570. .653, 



948. .1031, 951. .1031, 1301. .1384, 1305 



13129 

TBLASTX: Maize 
1388 
82 

767. .862, 771. .863, 
.1388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29444 Seq. ID 

60790 Strand 

13074 End 

OJ000250_07 . 0208 .C9 .o2 . tm Method 

1644 End 

none Score 



OJ000250_07.0208.C9 
13129 

TBLASTX: Maize 

3065 

107 



1644. .1748, 2844. .3065, 2919. .3011, 2920. .3063 



Seq. No. 29444 Seq. ID 

Gene No. 607 90 Strand 

Start 13074 End 

Name OJ000250_07 . 0208 . C9 . ol . tc Method 

Start 2850 End 

GI none Score 

Exons 2850.. 3122, 2920.. 3108 



OJ000250_07.0208.C9 
13129 

TBLASTX: Cress 

3122 

173 



Seq. No. 


29444 






Seq. ID 


-OJ000250_07.0208.C9 


Gene No. 


60790 






Strand 




Start 


13074 






End 


13129 


Name 


OJ000250 07 


.0208.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3070 






End 


3724 


GI 


none 






Score 


87 


Exons 


3070. .3126, 


3072. .3125, 


3075. 


.3149, 3337. .3444, 3338. .3445 




3527. .3658, 


3528. .3659, 


3656. 


.3724, 3657. .3686 


Seq. No. 


29444 






Seq. ID 


OJ000250_07.0208.C9 


Gene No . ' 


60790 






Strand 




Start 


13074 






End 


13129 


Name 


OJ000250 07 


.0208.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3340 






End 


3841 


GI 


none 






Score 


101 


Exons 


3340. .3441, 


3341. .3442, 


3530. 


.3841, 3531. .3686 


Seq. No. 


29444 






Seq. ID 


OJ000250_07.0208.C9 


Gene No. 


60790 






Strand 




Start 


13074 






End 


13129 


Name 


OJ000250 07 


.0208.C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3340 






End 


3712 


GI 


none 






Score 


84 


Exons 


3340. .3444, 


3368. .3463, 


3527. 


.3559, 3572. .3712, 3573. .3674 


Seq. No. 


29444 






Seq. ID 


OJ000250_07.0208.C9 


Gene No. 


60790 






Strand 




Start 


13074 






End 


13129 


Name 


OJ000250_07 


.0208.C9.ol. 


gp 


Method 


AAT/GAP 


Star L 


9784 






fcnd 


9850 


GI 


90742 1.R1084 




Score 


59 


Exons 


9784. .9850 











29300 



GI Descrip. 1 5734616/dbj I AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


29444 




Seq. ID 


OJ000250_07.0208.C9 


Gene No. 


60790 




Strand 


- 


Start 


13074 




End 


13129 


Name 


OJ000250 07.0208.C9.o3. 


gs 


Method 


GENSCAN 


Start 


13074 




End 


13129 


GI 


none 




Score 


.58 


Exons 


13074. .13129 








OclJ. IN U • 


29445 




Seq. ID 


OJ000250_07.0208.C11 


Gene No. 


60791 




Strand 


+ 


Start 


203 




End 


4593 


Name 


OJ000250 07.0208.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


203 


End 


4593 


GI 


none 




Score 


.79 


Exons 


203. .292, 962. .1306, 1428. .1877, 1997. 


.2364, 2498.. 2597, 




3175.. 3234, 3350.. 3433, 


3563. 


.3688, 3808. .3975, 3988.. 4097, 




4455. .4593 








Cpff Ma 

O C ^ . IN \J a 


29445 




Seq. ID 


OJ000250_07.0208.C11 


Gene No. 


60791 




Strand 


+ 


Start 


203 




End 


4593 


Name 


OJ000250 07.0208.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


944 


End 


4113 


GI 


4006868 




Score 


907 


Exons 


944. .1090, 1190. .1306, 


1428. . 


2143, 2213.. 2364, 2498.. 2597, 




3175.. 3234, 3350.. 3440, 


3579. 


.3688, 3808. .4113 


GI Descrip. 


(Z99707) putative protein [Arabidopsis 


thaliana] 


Sea No 


29445 




Seq. ID 


OJ000250_07.0208.C11 


Gene No. 


60791 




Strand 


+ 


Start 


203 




End 


4593 


Name 


OJ0.00250 07.0208.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


2321 




End 


3648 


GI 


LIB3433-031-P1-K1-G8 




Score 


652 


Exons 


2321.. 2364, 2498.. 2597, 


3175. 


.3234, 3350.. 3433, 3563.. 3648 


GI Descrip. 


, 4006868/emb|CAB16786.1| 4.0e 


-33 (Z99707) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


29445 




Seq. ID 


OJ000250_07.0208.C11 


Gene No. 


60792 




Strand 




Start 


4835 




End 


5959 


Name 


OJ000250 07.0208.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1043 




End 


1324 


GI 


none 




Score 


54 


Exons 


1043.. 1093, 1190.. 1324 








Seq. No. 


29445 




Seq. ID 


OJ000250_07.0208.C11 


Gene No. 


60792 




Strand 




Start 


4835 




End 


5959 


Name 


OJ000250 07.0208.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1190 




End 


1490 


/"> T 
KJJ. 


none 




Score 


182 


Exons 


1190.. 1306, 1235.. 1306, 


1311. 


.1490 





29301 



Seq. No. 29445 

Gene No. 60792 

Start 4835 

Name OJ000250_07 . 0208 .Cll .ol . tm 

Start 1496 

GI none 
Exons 



Seq. ID OJ000250_07. 0208. Cll 
Strand 

End 5959 

Method TBLASTX : Mai ze 

End 2289 

Score 110 



1496. .1633, 1496. .1633, 1641. .1832, 1670. .1705, 1729. .1845, 
1730. .1834, 1731. .1838, 2012. .2080, 2034. .2141, 2068. .2142, 
2074.. 2160, 2075.. 2161, 2131. .-2220, 2191.. 2289, 2222.. 2287 



beq. No. 


O Q A A Q 






Seq. ID 


OJ000250 


Gene No. 


60792 






Strand 




Start 


4835 






End 


5959 


Name 


OJ000250 07. 


0208. Cll. ol 


.ts 


Method 


TBLASTX : , 


Start 


3650 






End 


4116 


GI 


none 






Score 


68 


Exons 


3650. .3694, 


3808. .3873, 


3918 


..4031, 3919. .4095, 




4057. .4116 










Seq. No. 


29445 






Seq. ID 


OJ000250 


Gene No. 


60792 






Strand 




Start 


4835 






End 


5959 


Name 


OJ000250 07. 


0208. Cll. o2 


.gs 


Method 


GEN SCAN 


Start 


4835 






End 


5959 


GI 


none 






Score 


.55 


Exons 


4835.-4893, 


4991. .5183, 


5270 


..5350, 5954. .5959 


Seq. No. 


29446 






Seq. ID 


OJ000250 


Gene No. 


60793 






Strand 


+ 


Start 


1 






End 


1152 


Name 


OJ000250 07. 


0208.C12.ol 


.gs 


Method 


GENSCAN 


Start 


1 






End 


1152 


GI 


none 






Score 


.64 


Exons 


1..296, 357. 


.590, 704.. 


799, 


1026. .1152 




Seq. No. 


29446 






Seq. ID 


OJ000250 


Gene No. 


60793 






Strand 


+ 


Start 


1 






End 


1152 


Name 


OJ000250 07. 


0208.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


296 


GI ■ 


100920 






Score 


257 


Exons 


1. .296 











GI Descrip. rab28 protein - maize gi | 22460 | emb | CAA4 1854 | (X59138) abscisic 
acid-inducible [Zea mays] 



Seq. No. 29446 

Gene No. 60793 

Start 1 

Name OJ000250_07 . 0208 . C12 . ol . ts 

Start 4 

GI none 

Exons 4.. 225, 6.. 260, 7.. 261 



Seq. ID OJ000250_07.0208.C12 

Strand + 

End 1152 

Method TBLASTX : Soybean 

End 261 

Score 224 



Seq. No. 

/-> IT _ 

VJCilC L\KJ . 

Start 
Name 



29446 
607 33 
1 

OJ000250 07.0208.C12.ol.tc 



Seq. ID OJ000250_07.0208.C12 

Strand + 

End 1152 

Method TBLASTX: Cress 



29302 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7 End 261 

none Score 189 

7. .261, 24. .185, 207. .260 



07.0208.C13 



29447 Seq. ID OJ000250_ 

60794 Strand + 

1 End 634 

OJ000250_07 . 0208 . C13 . ol . np Method AAT/NAP 
1 End 634 

5668813 Score 374 

1. .634 

(AC007519) Similar to gb 1X77136 HSR203J protein from Nicotiana 
tabacum and is a member of the PF| 00135 Carboxylesterase family. 
ESTs gb|Z25688 and gb|F14025 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 29447 

Gene No. 60794 

Start 1 

Name OJ000250_07.0208.C13.ol.tc 

Start 2 

GI none 

Exons 2.. 58, 19.. 54, 68.. 97, 115. 
530. .619 



Seq. ID OJ000250_07.0208.C13 



Strand 
End 

Method 

End 

Score 



+ 

634 

TBLASTX: Cress 

619 

59 



.210, 116. .223, 233. .364, 412. .618, 



Seq. No. 29447 

Gene No. 60794 

Start 1 

Name OJ000250_07 . 0208 . C13 . ol . ts 

Start 14 

GI none 

Exons 14. .121, 17. .106, 110. .229, 
323. .460, 355. .480 



Seq. ID OJ000250_07.0208.C13 

Strand + 

End 634 

Method TBLASTX : Soybean 
End ' 480 

Score 115 
112. .189, 223. .264, 224. .292, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29447 Seq. ID 

60794 Strand 

1 End 
0 J000250_07 . 0208 . C13 . ol . tm Method 

34 End 

none Score 

34. .210, 35. .220, 223. .381, 224. .382 

29447 Seq. ID 

60794 Strand 

1 End 
OJ000250_07.0208.C13.ol.gs Method 

66 End 

none Score 
66. .631 



OJ000250_07.0208.C13 
+ 

634 

TBLASTX: Maize 

382 

217 



OJ000250_07.0208.C13 
+ 

634 

GENSCAN 

631 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29448 
60795 
1 

OJ000250_07 . 0208 . C14 . ol . gp 
i 

6024932 
1. .107 



Seq. ID 

Strand 

End 

Method 

T-l„ -1 

HiliU 

Score 



OJ000250_07.0208.C14 
107 

AAT/GAP 
xu / 
210 



29303 






?Q44 Q 




UJUUUt OU U/.UZUo 


. C± D 


Gene No. 


60796 


Strand 


+ ~~ 




Start 


59 


End 


448 




Name 


OJ000250 07.0208.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


56 


End 


448 




GI 


none 


Score 


88 




Exons 


56. .208, 79. .207, 196. .432, 


197. .448, 


341. .448 




Qe±n No 


2944 9 


Qorr T H 
oc^. ± U 


UuUUU^ jU u/.uzuo 




Gene No. 


60796 


Strand 


+ ~~ 




Start 


59 


End 


448 




Name 


OJ000250 07.0208.C16.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


442 




GI 


none 


Score 


.99 




Exons 


59. .133, 224. .442 








Qfzrt No 


9944 Q 


o orf t n 
oeq. ±u 


nioooo^n m hoop 




Gene No. 


60796 


Strand 


+ 7 




Start 


59 


End 


448 




Name 


OJ000250 07.0208.C16.ol.ts 


Method 


TBLASTX .-Soybean 




Start 


133 


End 


430 




GI 


none 


Score 


184 




Exons 


133. .354, 134. .430 








Oapt Ma 




oeq. iu 


UJUUUZOU U/.U^Uo 


. LI / 


Gene No. 


60797 


Strand 


+ ~~ 




Start 


241 


End 


1176 




Name 


OJ000250 07.0208.C17.ol.gs 


Method 


GENSCAN 




Start 


241 


End 


1176 




GI 


none 


Score 


1 




Exons 


241. .1176 








Seq. No. 


29450 


Seq. ID 


OJ000250 07.0208 


.C17 


G@n@ No. 


60797 


Strand 


+ 




Start 


241 


End 


1176 




Name 


OJ000250 07.0208.C17.ol.np 


Method 


AAT/NAP 




Start 


241 


End 


1176 




GI 


6523100 


Score 


588 




Exons 


241. .1176 








GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 




9 e*n No 


9 Q 4 r n 


Seq. ID 


OJ000250_07.0208 


. CI / 


Gene No. 


60798 


Strand 


+ 




Start 


1575 


End 


3415 




Name 


OJ000250 07.0208.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


285 


End 


528 




(IT 


none 


Score 


296 




Exons 


285.. 521, 289.. 528 








Seq. No. 


29450 


Seq. ID 


OJ000250 07.0208 


.C17 


Gene No. 


60798 


Strand 


+ 




Start 


1575 


End 


3415 




Name 


OJ000250 07.0208.C17.ol.tc 


Method 


TBLASTX: Cress 






o o o 










£~ KJ 


Eiid 


1164 




GI 


none 


Score 


114 




Exons 


289. .435, 300. .431, 429. .521 


, 430. .603 


, 613. .642, 625. .774, 



29304 



648. .773, 778. .831, 949. .1164, 1071. .1163 



Seq. No. 


29450 




Seq. ID 


OJ000250_07.0208.C17 


Gene No. 


60798 




Strand 


+ 


Start 


1575 




End 


3415 


Name 


OJ000250 07.0208.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


315 




End 


1164 


GI 


none 




Score 


248 


Exons 


315. .521, 334. .651, 658 


. .759, 


865. .1164 




29450 




Seq. ID 


OJ000250_07.0208.C17 


Gene No. 


60798 




Strand 


+ 


Start 


1575 




End 


3415 


Name 


OJ000250 07.0208.C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


580 




End 


1038 


GI 


none 




Score 


94 


Exons 


580. .651, 643. .768, 648 


. .767, 


745. .879, 


758. .847, 771. .926, 




772.. 927, 1003.. 1038 








Seq. No. 


29450 




Seq. ID 


OJ000250_07.0208.C17 


Gene No. 


60798 




Strand 


+ 


Start 


1575 




End 


3415 


Name 


OJ000250 07.0208.C17.o2 


.gs 


Method 


GENS CAN 


Start 


1575 




End 


3415 


GI 


none 




Score 


.52 


! =«f Exons 
i * F"§ 


1575.. 1686, 1734. .1928, 


3086. 


.3279, 3308.. 3415 


nf Seq. No. 


29451 




Seq. ID 


OJ000250_07.0208.C18 


Gene No. 


60799 




Strand 


+ 


i7i Start 


469 




End 


1012 


; =! p Name 


OJ000250 07.0208.C18.ol 


.gs 


Method 


GENSCAN 


hJ Start 


469 


End 


1012 


ry GI 


none 




Score 


.74 


,= Exons 


469..S82, 932. .1012 








^ Seq. No. 


29452 




Seq. ID 


OJ000250_07.0208.C19 


"= Gene No 


60800 




Strand 


+ 


H= Start 


4156 




End 


4500 


^ 1 Name 


OJ000250 07.0208.C19.ol 


.gp 


Method 


AAT/GAP 


fi Start 


4156 


End 


4500 




uC-osrocyp002b09al 




Score 


482 


Exons 


4156. .4500 








GI Descrip. 


, 4768980/gb|AAD29703.1|AF140490 1 1 . Oe- 


■35 (AF140490) heat-shock 




protein [Oryza sativa] 1 








Seq. No. 


29452 




Seq.. ID 


OJ000250_07.0208.C19 


Gene No. 


60801 




Strand 




Start 


1 




End 


5265 


Name 


OJ000250 07.0208.C19.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1254 


GI 


3645899 




Score 


854 


Exons 


1. .1254 








GI Descrip. 


(U684 08) 5 f end not determined experimentally [Zea mays] 


1 • -'^ • 


29452 






OJ000250_07 . 0208 . u!9 


Gene No. 


60801 




Strand 




Start 


1 




End 


5265 



29305 



Name 


OJ000250 07 0208 C19 ol as 


Method 


GENSCAN 


Start 


218 ~ 


End 


5265 


(IT 


n fin 


Score . 


.56 


Exons 


218 1247 1566 3799 4647 


4969, 5183.. 5265 


Seq. No. 


29452 


Seq. ID 


n.ic) nn 9sn oi n9na n 


Hpnp No 


60801 


Strand 




Start 


1 


End 


JtDJ 


Name 


OJ000250 07.0208.C19.o3.gp 


Method 


AAT /GAP 


Start 


4712 


End 




GI 


uC-osrocyp002b09bl 


Score 


QQ1 
y j. 


E xons 


4712. .5222 






GI DescriD 


M521193/dbj I ABO 134 50 . 1 1 ABO 134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene' 






Seq. No. 


29452 


Seq. ID 


OJ000250_07.0208.C1 


Gene No. 


60802 


Strand 




Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.o3.ts 


Method 


TBLASTX: Soybean 


Start 


3 


End 


8752 


GI 


none 


Score 


39 


Exons 


3. .92, 7. .102, 114. .425, 121. 


.414, 8660. .8752 


Spa Nn 


29452 


Seq. . ID 


OJ000250_07.0208.C1 


Gene No. 


60802 


Strand 




Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.o3.tc 


Method 


TBLASTX: Cress 


Start 


6 


End 


383 


GI 


none 


Score 


65 


Exons 


6. .101, 117. .383, 186. .383 






Sea No 


29452 


Seq. ID 


OJ000250_07.0208.C1 


n_J ~ 1 1 LiU • 


60802 


Strand 




Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.o3.tm 


Method 


TBLASTX: Maize 


Start 


9 


End 


8752 


GI 


none 


Score 


275 


Exons 


9. .116, 98. .199, 111. .533, 112. .441, 516. .599, 536. .568, 




8660. .8752 






Sea No 


29452 


Seq. ID 


OJ000250_07.0208.C1! 


Gene No. 


60802 


Strand 




Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.o2.tw 


Method 


TBLASTX: Wheat 


Start 


267 


End 


830 


GI 


none 


Score 


131 


Ex on s 


267. .554, 268. .447, 282. .557, 


594. .830, 612. .824 


cpa Wo 


29452 


Seq. ID 


OJ000250_07.0208.C1! 


Gene No. 


60802 


Strand 




Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6767, 


End 


7447 


GI 


none 


Score 


75 


Excns 


an en n r\n r\ /- r\ /~ * -i « ^n^C 


.7447, 7143 . . /253 



Seq. No. 



29452 



Seq. ID OJ000250_07.0208.C19 

29306 



Gene No. 60802 Strand 

Start 6791 End 8753 

Name OJ000250_07 . 0208 .C19. o3 . np Method AAT/NAP 

Start 6791 End 8753 

GI 6630685 Score 1704 

Exons 6791.. 8753 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



Seq. No. 29452 Seq. ID 

Gene No. 60802 Strand 

Start 6791 End 

Name OJ000250_07 . 0208 . C19 . ol . tm Method 

Start 6809 End 

GI none Score 

Exons 6809.. 7465, 6810.. 7457 



OJ000250_07.0208.C19 
8753 

TBLASTX: Maize 

7465 

299 



OcCj. IN V • 










Seq. ID 


OJ000250_07 . 0208 . C19 


Gene No. 


60802 








Strand 




Start 


6791 








End 


8753 


Name 


OJ000250 07 


.0208 


.C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6809 








End 


7468 


GI 


none 








Score 


70 


Exons 


6809. .7021, 


6903 


. .7022, 


7040. 


.7174, 7286. .7456, 7295. .7468 


Seq. No. 


29452 








Seq. ID 


OJ000250_07.0208.C19 


Gene No. 


60802 








Strand 




Start 


6791 








End 


8753 


Name 


OJ000250 07 


.0208 


.C19.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


7232 








End 


7648 


GI 


none 








Score 


81 


Exons 


7232. .7468, 


7233 


. .7457, 


7496. 


.7648 




Seq. No. 


29452 








Seq. ID 


OJ000250_07.0208.C19 


Gene No. 


60802 








Strand 




Start 


6791 








End 


8753 


Name 


OJ000250 07 


.0208 


.C19.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


7448 








End 


7676 


GI 


none 








Score 


70 


Exons 


7448. .7672, 


7509 


. .7676 








Seq. No. 


29452 








Seq. ID 


OJ000250_07.0208.C19 


Gene No. 


60802 








Strand 




Start 


6791 








End 


8753 


Name 


OJ000250 07 


.0208 


.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7709 








End 


8156 


GI 


none 








Score 


347 


Exons 


7709. .8155, 


7719 


. .8156 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29452 
60802 
6791 

OJ000250_07 . 0208 . CI 9 . ol . ts 
7818 

rr c n a o 

7818. .8387, 7820. .8347 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_07.0208.C19 
8753 

TBLASTX: Soybean 

8387 

403 



29307 




Seq. No. 


29452 


Seq. ID 


OJ000250_07.0208.C19 






Strand 




Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7835 


End 


8302 


GI 


none 


Score 


155 


Exons 


7835. .8179, 7836. .8003, 7918 


..8004, 8034. .8162, 8213. .8302, 




8219. .8296 








29452 


Seq. ID 


OJ000250_07.0208.C19 


Gene No. 


60802 


Strand 


- 


Start 


6791 


End 


8753 


Name 


OJ000250 07.0208.C19.ol.tc 


Method 


TBLASTX: Cress 


Start 


7937 


End 


8203 


GI 


none 


Score 


116 


Exons 


7937. .8203, 7938. .8198 






Seq. No. 


29453 


Seq. ID 


OJ000250_07.0208.C20 


Gene No. 


60803 


Strand 


- 


Start 


1 


End 


245 


Name 


OJ000250 07.0208.C20.ol.gp 


Method 


AAT /GAP 


Start 


1 


End 


245' 


GI 


uC-osrocyp002b09bl 


Score 


458 


Exons 


1. .245 






GI Descrip. 


'4521193/dbj |AB013450.1|AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 


t 






29453 


Seq. ID 


OJ000250_07.0208.C20 


Gene No. 


60804 


Strand 




Start 


638 


End 


1173 


Name 


OJ000250 07.0208.C20.ol.gs 


Method 


GENSCAN 


Start 


638 


End 


1173 


GI 


none 


Score 


.52 


Exons 


638. .729, 768. .879, 1096. .1173 




Seq. No. 


29453 


Seq. ID 


OJ000250_07.0208.C20 


Gene # 


60805 


Strand 




Start 


3415 


End 


4567 


Name 


OJ000250 07.0208.C20.ol.np 


Method 


AAT /NAP 


Start 


3415 


End 


4363 


GI 


6523101 


Score 


493 


Exons 


3415. .4363 






GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


29453 


Seq. ID 


OJ000250_07.0208.C20 


Gene No. 


60805 


Strand 




Start 


3415 


End 


4567 


Name 


OJ000250 07.0208.C20.o2.gp 


Method 


AAT /GAP 


Start 


3712 


End 


4142 


GI 


LIB3434-007-P1-K1-C12 


Score 


777 


Exons 


3712. .4142 






GI Descrip. 


•5668813/gb|AAD46039.1|AC007519_24 8.0e-27 (AC007519) Similar 



gb_X77136 HSR203J protein from Nicotiana tabacum and is a member 
of the FF_00135 Carboxyiesterase family. ESTs gb_£25686 and 
gb_F14025 come from this gene. [Arabidopsis thaliana] ' 



29308 




Seq- No. 


29453 








Seq. ID 


OJ000250 


_07.0208.C20 




DUO UJ 








C-f- v-3 nH 






Start 


3415 








End 


4567 




Name 


OJ000250 07 


.0208 


.C20.o3 


.gp 


Method 


AAT/GAP 




Start 


4189 








End 


4567 




GI 


none 








Score 


712 




Exons 


4189. .4567 














Seq. No. 


29453 








Seq. ID 


OJ000250 


_07.0208.C20 




fiOft (\fi 

DUOUD 








Strand 






Start 


5805 








End 


6721 




Name 


OJ000250 07 


.0208 


.C20.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3412 








End 


3643 




GI 


none 








Score 


133 




Exons 


3412. .3522, 


3413 


. .3511, 


3558. 


.3620, 3559.. 3642, 


3584 . .3643 


Seq. No. 


29453 








Seq. ID 


OJ000250 


_07.0208.C20 


ueric LNU • 


DUOvD 








Strand 






Start 


5805 








End 


6721 




Name 


OJ000250 07 


.0208 


.C20.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3424 








End 


4252 




GI 


none 








Score 


80 




Exons 


3424. .3522, 


3589 


. .3690, 


3760. 


.3963, 3955. .4101, 


4145. .4252 


Seq. No. 


29453 








Seq. ID 


OJ000250 


_07.0208.C20 


Gene No. 


60806 








Strand 
















End 


6721 




Name 


OJ000250 07 


.0208 


.C20.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3766 








End 


4303 




GI 


none 








Score 


94 




Exons 


3766. .3828, 


3829 


. .3954, 


3869. 


.3955, 3946.. 4053, 


3947. .4240, 




4051. .4104, 


4145 


. .4303 










Seq. No. 


29453 








Seq. ID 


OJ000250 


_07.0208.C20 


Gene No. 


60806 








Strand 






O Lai, i_ 


JOUJ 








End 


6721 




Name 


OJ000250 07 


.0208 


.C20.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3805 








End 


4351 




GI 


none 








Score 


43 




Exons 


3805. .3951, 


3961 


• .4002, 


4012. 


.4104, 4031. .4120, 


4161. .4343, 




• 4184. .4351 














Seq. No. 


29453 








Seq. ID 


OJ000250 


_07.0208.C20 


belle INU . 


ououo 








Strand 






Start 


5805 








End 


6721 




Name 


OJ000250 07 


.0208 


.C20.o3 


.gs 


Method 


GEN SCAN 




Start 


5805 








End 


6721 




GI 


none 








Score 


.54 




Exons 


5805. .6049, 


6520 


. .6721 










Seq. No. 


29454 








Seq. ID 


OJ000250 


_07.0208.C21 


Gene No. 


60807 








Strand 






Start 


169 








End 


898 




Name 


OJ000250_07 


.0208 


.C21.ol 


. gs 


Method 


GENSCAN 




O J j_ 


i /- r\ 
X U ^ 






End 


696 




GI 


none 








Score 


.61 





Exons 169.. 466, 585.. 746, 791.. 898 



29309 



Seq. No. 29455 Seq. ID 

Gene No. 60808 Strand 

Start 16 End 

Name OJ000250_07 . 0208 . C22 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16.. 78, 89.. 244 



OJ000250_07.0208.C22 
+ 

244 

GEN SCAN 

244 

.7 



Seq. No. 29456 Seq. ID 

Gene No. 60809 Strand' 

Start 71 End 

Name OJ000250_07 . 0208 . C24 . ol . ts Method 

Start 68 End 

GI none Score 

Exons 68. .127, 81. .137, 89. .274, 153. .275 



OJ000250_07.0208.C24 
276 

TBLASTX : Soybean 

275 

54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29456 Seq. ID 

60809 Strand 

71 End 276 
OJ000250_07 . 0208 . C24 . ol . np Method AAT/NAP 

71 End 276 

40068.68 Score 168 
71. .276 

(Z99707) putative protein [Arabidopsis thaliana] 



OJ000250 07.0208.C24 



29457 Seq. ID 

60810 Strand 

1 End 

OJ000150_09 . 0218 . C3 . ol . gp Method 

1 End 

4107133 Score 
1. .344 



OJ000150_09.0218.C3 
+ 

9300 
AAT/GAP 
344 
604 



Seq. No. . 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



29457 Seq. ID OJ000150_09 . 0218 . C3 

60810 Strand + 

1 End 9300 

OJ000150_09 . 0218 . C3 . ol . np Method AAT/NAP 

1 End 4936 

2149640 Score 95 

1..54, 2424. .2525, 2978. .3064, 3158. .3189, 4856. .4936 

(U91995) Argonaute protein [Arabidopsis thaliana] 

gi|5733867|gb|AAD49755.1|AC007932_3 (AC007932) Identical to 

gb|U91995 Argonaute protein from Arabidopsis thaliana. ESTs 

gb|H76075, gb|AA720232, gb|N65911 and gb|AA651494 come from this 

gene. 



29457 Seq. ID 

60810 Strand 

1 End 

OJ000150_09.0218.C3.ol.tm Method 

10 End 

none Score 



OJ000150_09.0218.C3 
+ 

9300 

TBLASTX: Maize 

280 

363 



10. .276, 11. .217, 12. .275, 23. .280, 46. .276 



29457 
60810 



Seq. ID OJ000150_09.0218.C3 
Strand + 



29310 



Start 


1 


End 


9300 




Name 


OJ000150 09.0218.C3.o2.np 


Method 


AAT/NAP 




Start 


4515 


End 


8339 




GI 


5295959 


Score 


202 




Exons 


4515. .4587, 4767. .4981, 5965. 


.6040, 8312.. 8339 




GI Descrip. 


(AB026295) hypothetical protein [Oryza sativa] 




Seq. No. 


?94 S7 


Seq. ID 


OJ000150_ 


_09.0218.C3 


Gene No. 


U \J O ± \J 


Strand 


+ 




o Lai U 


1 

± 


End 


9300 




Name 




Method 


GENSCAN 




Start 


6727 


End 


9300 




GI 


none 


Score 


.72 




Exons 


6797 7D1 fl 74*3Q 77^S 7ftQ7 


.7927, 8000. .8111, 


8222. .8576 












Seq. No. 


2Q4 Rfl 


Seq. ID 


OJ000150_ 


_09.0218.C4 


Gene No. 




Strand 


+ 






1 1 QQ 


End 


6888 




Name 


njnnni mi oq n?ift r*4 rrc 


Method 


GENSCAN 




Start 


1199 


End 


6888 




GI 


none 


Score 


.4 




Exons 


1199. .1526, 2676. .2774, 4470. 


.4496, 5129. .5411, 


5479. .6020 




6731.. 6888 








Seq. No. 


29458 


Seq. ID 


OJ000150_ 


09. 0218. C4 


Gene No. 


60812 


Strand 






Start 


5279 


End 


8810 




Name 


OJ000150 09.0218.C4.o2.np 


Method 


AAT/NAP 




Start 


5279 


End 


8798 




GI 


5430752 


Score 


332 




Exons 


5279.. 5325, 7611. .8168, 8208. 


.8798 






GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


29458 


Seq. ID 


OJ000150_ 


_09.0218.C4 


Gene No. 


60812 


Strand 






Start 


5279 


End 


8810 




Name 


OJ000150 09.0218.C4.ol.gp 


Method 


AAT/GAP 




Start 


7299 


End 


7917 




GI 


65125 1.R1084 


Score 


1058 




Exons 


7299. .7917 








GI Descrip. 


'2781362 5.0e-12 (AC003113) F2401.18 


[Arabidopsis thaliana 




>gi 5454187 gb AAD43602.1 AC005698 1 


(AC005698) 


T3P18.1 




[Arabidopsis thaliana] 1 








Seq. No. 


29458 


Seq. ID 


OJ000150_ 


_09.0218.C4 




60812 


Strand 






Start 


5279 


End 


8810 




Name 


OJ000150 09.0218.C4.o2.gs 


Method 


GENSCAN 




Start 


7509 


End 


8810 




GI 


none 


Score 


.99 




Exons 


7509. .8810 








Seq. No. 


29458 


Seq. ID 


OJ000150_ 


09. 0218. C4 




60812 


Strand 






Start 


5279 


End 


8810 




Name 


OJ000150_09.0218.C4.ol.np 


Method 


AAT/NAP 





29311 




Start 


7563 








End 


8636 




GI 


3687240 








Score 


350 




Exons 


7563. .8636 














GI Descrip. 


(AC005169) 


putative disease 


resistance 


protein 


[Arabidopsi 




thaliana] 














Seq. No. 


29458 








Seq. ID 


OJ000150 


_09.0218.C4 


bene wo . 


DUO 1J 








Strand 






Start 


10515 








End 


10676 




Name 


OJ000150 09 


.0218. 


C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7591 








End 


7874 




GI 


none 








Score 


263 




Exons 


7591. .7788, 


n c "3 o 


. /o 1 / , 


1 C "3 "3 

/ boo 


..7821, 7818. .7874, 


7819. .7872 


Seq. No. 


29458 








Seq. ID 


OJ000150 


_09.0218.C4 


Gene No. 


60813 








Strand 






o car l 


lUDi 0 








End 


10676 




Name 


OJ000150 09 


.0218. 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7632 








End 


8444 




GI 


none 








Score 


80 




Exons 


7632. .7793, 


/bob. 


inn a 
. / / / 0, 


/ ozl 


..8030, 7828.. 8031, 


7839. .8009 




8382. .8444 














Seq. No. 


29458 








Seq. ID 


OJ000150 


_09.0218.C4 


Gene No . 


DUO 1 0 








Strand 






Start 


10515 








End 


10676 




Name 


OJ000150 09 


.0218. 


C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7704 








End 


8099 




GI 


none 








Score 


143 




Exons 


7704. .7799, 


7818. 


.8030, 


7837 


..8031, 8034. .8099, 


8037. .8099 


Seq. No. 


29458 








Seq. ID 


OJ000150 


_09.0218.C4 


Gene No. 


60813 








Strand 






Start 


10515 








End 


10676 




Name 


U J UUU1DU U.7 


.0218. 


C4.ol. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


7875 








End 


8809 




GI 


none 








Score 


199 




Exons 


7875. .8162, 


7875. 


.8213, 


7876 


..8214, 8193. .8261, 


8194. .8256 




8280. .8408, 






Q O T C 


..8497, 8379. .8501, 


8380. .8505 




8387. .8506, 


8511. 


.8669, 


8511 


..8789, 8513.. 8686, 


8771. .8809 


Seq. No. 


29458 








Seq. ID 


OJ000150 


_09.0218.C4 


bene no . 


uUo l o 








Strand 






Start 


10515 








End 


10676 




Name 


OJ000150 09 


.0218. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7938 








End 


8168 




GI 


none 








Score 


76 




Exons 


7938. .8168, 


7944. 


.8096 










Seq. No. 


29458 








Seq. ID 


OJ000150 


_09.0218.C4 


Gene No. 


60813 








Strand 






Start 


10515 








End 


10676 




Name 


OJ000150 09 


.0218. 


C4 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


8388 








End 


8660 




GI 


none 








oCOie 


113 




Exons 


8388. .8513, 


8550. 


.8660 











29312 



Seq- No. 


29458 


Seq. ID 


OJ000150 


bene jno . 


DUOIJ 


o trana 




Start 


10515 


End 


10676 


Name 


OJ000150 09.0218.C4.o3.gs 


Method 


GEN SCAN 


Start 


10515 


End 


10676 


GI 


none 


Score 


. 66 


Exons 


10515. .10676 






Seq. No. 


29459 


Seq. ID 


OJ000150 


Gene No. 


60814 


. Strand 


+ 


o Lai u 


1 


End 


4 fi Q 


Name 


OJ000150 09.0218.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


489 


GI 


5042454 


Score 


163 


Exons 


1..168, 440. .489 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


29459 


Seq. ID 


OJ000150 


Gene No. 


60815 


Strand 


+ 


Start 


1226 


End 


6383 


Name 


OJ000150 09.0218.C5.o2.np 


Method 


AAT/NAP 


Start 


1226 


End 


6383 


GI 


6498441 


Score 


6207 



Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1226. .2290, 2620. .3083, 3147. .3864, 4057. .4439, 4611. .6008, 
6102. .6383 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



29459 Seq. ID 

60816 Strand 
6545 End 
OJ000150_09.0218.C5.ol.gp Method 
6545 End 
2428323 Score 
6545. .7010 

5803242/dbj | AP000399.il AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ000150_09.0218.C5 
+ 

7010 
AAT/GAP 
7010 
812 



29459 Seq. ID 

60817 Strand 
10798 End 
OJ000150_09 . 0218 . C5 . o2 . gp Method 
10798 End 
uC-osflcyp033a04bl Score 
10798.. 11180 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000150_09.0218.C5 
+ 

11180 
AAT/GAP 
11180 
668 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



29459 
60818 
15498 

OJ000150_09.0218.C5.o4.gs 
15498 



Seq. ID OJ000150_09.0218.C5 

Strand + 

End 21133 

Method GENSCAN 

End 17623 

Score . 68 



15498. .15554, 15932 .. 16000, 16536 .. 16585, 17407.. 17623 



29313 




Seq. No. 


29459 


Seq. ID 


OJ000150 


_09.0218 


.C5 


Gene No. 


60818 


Strand 


+ 








1 S4QR 


End 


21133 






Name 


OJ000150 09.0218.C5.o4.np 


Method 


AAT/NAP 






Start 


15995 


End 


21133 






GI 


5852180 


Score 


427 






Exons 


15995. .16064, 19483 .. 19536, 


20517. .20635, 20687 


. .21133 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


29459 


Seq. ID 


OJ000150 


_09.0218 


.C5 






Strand 


+ 






Start 


23879 


End 


24775 






Name 


OJ000150 09.0218.C5.o6.gs 


Method 


GENS CAN 






Start 


23879 


End 


24775 






GI 


none 


Score 


.68 






Exons 


23879. .23901, 24115 .. 24213, 


24463. .24775 






Seq. No. 


29459 


Seq. ID 


OJ000150 


_09.0218 


.C5 


Gene No. 


60820 


Strand 








o Lai L. 


701 8 


End 


14319 






Name 


OJ000150 09.0218.C5.o2.gs 


Method 


GENSCAN 






Start 


7018 


End 


10838 






GI 


none 


Score 


.48 






Exons 


7018. .7944, 8041. .8090, 8503 


..8576, 8699.. 9259, 


9304. .9854 




10470. .10517, 10701.. 10838 










Seq. No. 


29459 


Seq. ID 


OJ000150 


_09.0218 


.C5 


Gene No. 


60820 


Strand 








Start 


7018 


End 


14319 






Name 


OJ000150 09.0218.C5.o3.np 


Method 


AAT/NAP 






Start 


7021 


End 


14319 






GI 


5803259 


Score 


4920 






Exons 


7021. .7929, 11888. .12667, 12752. .12962 


, 13058.. 


14319 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


29459 


Seq. ID 


OJ000150_ 


_09.0218 


.C5 


UC11C LNvJ • 


60820 


Strand 








Start 


7018 


End 


14319 






Name 


OJ000150 09.0218.C5.o3.gs 


Method 


GENSCAN 






Start 


11843 


End 


14319 






GI 


none 


Score 


.99 






Exons 


11843. .12962, 13058.. 14319 










Seq. No. 


29459 


Seq. ID 


OJ000150_ 


_09.0218 


.C5 


Gene No. 


60821 


Strand 








u Lcti L 


18453 


End 


25379 






Name 


OJ000150 09.0218.C5.o5.gs 


Method 


GENSCAN 






Start 


18453 


End 


22807 






GI 


none 


Score 


.6 






Exons 


18453. .18585, 20220 .. 20280, 


20576. .20747, 20840 


. .21079, 






22685. .22807 










Seq. No. 


29459 


Seq. ID 


OJ000150_ 


_09.0218 


.C5 


Gene No. 


60821 


Strand 








Start 


i o a c r> 

1U 1 *J J 


End 


253/9 






Name 


OJ000150 09.0218.C5.o3.gp 


Method 


AAT/GAP 






Start 


19385 


End 


19766 







29314 



GI uC-osflcyp033a04bl Score 639 

Exons 19385. .19766 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

Seq. No. 29459 Seq. ID OJ000150_09 . 0218 . C5 

Gene No. 60821 Strand 

Start 18453 End 25379 

Name OJ000150_09 . 0218 . C5 . o4 . gp Method AAT/GAP 

Start 22183 End 25379 

GI LIB3477-003-P1-K1-E9 Score' 97 

Exons 22183. .22241, 25339.. 25379 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 29459 Seq. ID 

Gene No. 60822 Strand 

Start 26131 End 

Name OJ000150_09 . 0218 . C5 . 06 . tw Method 

Start 1374 End 

GI none . Score 

Exons 1374.. 1421, 1375.. 1422, 1429.. 1527, 1434 
1510. .1767 



OJ000150_09.0218.C5 
29495 

TBLASTX: Wheat 
1767 
57 

.1526, 1494. .1733, 



Seq. No. 29459 

Gene No. 60822 

Start 26131 

Name OJ000150_09 . 0218 . C5 . 06 . tm 

Start 1380 

GI none 

Exons 1380.. 1664, 1417.. 1665 

Seq. No. 29459 

Gene No. 60822 

Start 26131 

Name OJ000150_09 . 0218 . C5 . o4 . tw 
Start ■ 1775 

GI none 

Exons 1775. .1828, 
4596. .4745, 



4183.. 4203, 4311. 
4605. .4742, 4607. 



Seq. No. 29459 

Gene No. 60822 

Start 26131 

Name OJ000150_09 . 0218 . C5 . o2 . tw 

Start 2504 

GI none 

Exons 2504.. 2641, 2505.. 2963, 2699. 
3131. .3265 



Seq. ID OJ000150_09.0218.C5 
Strand 

End 29495 

Method TBLASTX : Mai ze 

End -1665 

Score 197 



Seq. ID OJ000150_09.0218.C5 
Strand 

End 29495 

Method TBLASTX : Wheat 

End 4745 

Score 233 

.4535, 4326. .4535, 4376. .4561, 
.4744 

Seq. ID OJ000150_09.0218.C5 
Strand 

End 29495 

Method TBLASTX : Wheat 

End 3265 

Score 400 

.2959, 3096.. 3260, 3096.. 3260, 



Seq. No. 
Gene No. 
Start 

Start 
GI 



29459 
60822 
26131 

r\ -rr\ r\ r 

3271 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_09.0218.C5 
29495 

TBLASTX: Wheat 

3656 

423 



29315 



Exons 


3271. .3426, 


3276 


.3656, 


3294. 


.3515, 3302.. 3649 




Seq. No. 


29459 








Seq. ID 


OJ000150_09.0218 


• C5 


bene ino . 


fiflft 99 








Strand 






Start 


26131 










zy 4 yo 




Name 


OJ000150 09. 


0218. 


C5.o2. 


ts 


Method 


i DiiAo i a : ooyoean 




Start 


3315 










JOO d 




GI 


none 








Score 


97 Q 
Z / y 




Exons 


3315. .3686, 


3332. 


.3475 










Seq. No. 


29459 








Seq. ID 


OJ000150__09.0218 


.C5 


bene ino . 










Strand 






Start 


26131 








End 


29495 




Name 


OJ000150 09. 


0218. 


C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3380 








End 


3770 




GI 


none 








Score 


235 




Exons 


3380. .3637, 


3384. 


.3638, 


3657. 


.3770, 3701.. 3739 




Seq. No. 


29459 








Seq. ID 


OJ000150_09.0218 


.C5 


bene ino . 


£0Q99 
OUoZZ 








O +- v —t -n 

otrana 






Start 


26131 








T~< _ -J 

bna 


z y 4 yo 




Name 


OJ000150 09. 


0218. 


C5.o8. 


tw 


Metnoa 


i bLAo I a : wneat 




Start 


4748 








bna 


c n £ n 


- 


GI 


none 








Score 


1 in 
± / / 




Exons 


4748. .4846, 


4800. 


.5060 










Seq. No. 


29459 








Seq. ID 


OJ000150_09.0218 


.C5 


bene ino . 


£PlQ99 
OUuZZ 








Strand 






Start 


26131 








End 


29495 




Name 


OJ000150 09. 


0218. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5253 








End 


5564 




GI 


none 








Score 


356 




Exons 


5253. .5564, 


5282. 


.5563 










Seq. No. 


29459 








Seq. ID 


OJ000150_09.0218 


.C5 


bene ino . 


fiOfl 99 








Strand 






Start 


26131 








End 


29495 




Name 


OJ000150 09. 


0218. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5390 








End 


5771 




GI 


none 








Score 


368 




Exons 


5390. .5446, 


5391. 


.5771, 


5492. 


.5740 






Seq. No. 


29459 








Seq. ID 


OJ000150_09.0218 


-C5 


Gene No. 


60822 








Strand 






o tar u 










End 


29495 




Name 


OJ000150 09. 


0218. 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5772 








End 


6374 




GI 


none 








Score 


262 




Exons 


5772. .6062, 


5772. 


.6188, 


5773. 


.6063, 5912.. 6082, 6144.. 6218 




6248. .6370, 


6249. 


. 6374 










Seq. No. 


29459 








Seq. ID 


OJ000150_09.0218 


.C5 


Gene No. 


60822 








Strand 






Start 


26131 








End 


29495 




Namo 






C5 . o7 . 


Liu 


Method 


TBLASTX: Maize 




Start 


6243 








End 


6398 




GI 


none 








Score 


192 





29316 



Exons 



6243.-6398, 6248. .6382 



Seq. No. 29459 . Seq. ID OJ000150_09 . 0218 . C5 

Gene No. 60822 Strand 

Start 26131 End 29495 

Name OJ000150J)9 . 0218 ,C5 ,o5.np Method AAT/NAP 

Start 26131 End 29495 

GI 2130082 Score 1053 

Exons 26131. .26159, 27150 27515, 27642.. 29495 

.GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 Iprf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 29459 

Gene No. 60822 

Start 26131 

Name OJ000150_09 . 0218 . C5 . o7 . gs 

Start 27127 

GI none 

Exons 27127. .27515, 27642 .. 28593, 29290.. 29360 



Seq. ID OJ000150 09. 0218. C5 



Strand 
End 

Method 

End 

Score 



29495 
GENSCAN 
29360 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29459 
60822 
26131 

OJ000150_09.0218.C5.o2.tm 

27160 

none 



Seq. ID OJ000150_09.0218.C5 
Strand 
End 

Method 
End 
Score 



29495 

TBLASTX: Maize 

27691 

87 



27160. .27300, 27176 .. 27274 , 27183 .. 27293, 27307 .. 27516, 
27316. .27513, 27368 27529, 27632.. 27691 



Seq. No. 29459 

Gene No. 60822 

Start 26131 

Name OJ000150_09. 0218 .C5.o3.ts 

Start 27240 

GI none 

Exons 27240. .27266, 27334 .. 27516, 
27643.-27939, 27712 27876, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
27383. .27517, 
27722. .27895, 



OJ000150 09. 0218. C5 



29495 

TBLASTX: Soybean 
28092 
82 

27464. .27529, 
28003. .28092 



Seq. No. 29459 
Gene No. 60822 
Start 26131 

Name OJ000150_09. 0218 .C5 .ol.tc 

Start 27421 
GI none 
Exons 27421, 

27728. 

28433. 

28504. 

28582. 

28717. 

28721. 
oocno 



28994. 
29161. 



.27516, 
.27895, 
.28660, 
.28980, 
.28815, 
,28986/ 
.28963, 

om ad 

. £~ ^ J. \J *J , 

,29074, 
,29319, 



27458. 
27991. 
28501. 
28504. 
28634. 
28720. 
28775. 

on no -i 
ju / . 

28996. 
29305. 



.27529, 
.28092, 
.28770, 
.28671, 
.28747, 
.28983, 
.28984, 

O A A ^ /" 

. £. yu f D, 

,29064, 
,29487 



Seq. ID 
Strand 
End 

Method 
End 
Score 
27643. .27690, 



OJ000150 09. 0218. C5 



28318. 
28504, 
28504. 
28637. 
28720, 
28793. 
28990 . 
29012. 



.28392, 
.29007, 
.28974, 
.28804, 
.28989, 
.28957, 
.29076, 
.29038, 



29495 

TBLASTX: Cress 
29487 
75 

27694 
28432 
28504 
28505 
28709 
28720 
28978 
28993 
29158 



.27894, 
.28983, 
.28842, 
.28810, 
.28879, 
.28989, 
.29079, 
.290/6, 
.29301, 



29317 




Seq. No. 


29459 








Seq. ID 


OJ000150 


_09 . 0218 


. C5 


Gene No. 


60822 








Strand 








Start 


26131 








End 


29495 






Name 


OJ000150 09. 0218. C5. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


27700 








End 


27945 






GI 


none 








Score 


237 






Exons 


27700. 


.27939, 


27701. 


.27937, 


27709. .27945, 27710 


. .27940 




Seq. No. 


29459 








Seq. ID 


OJ000150 


_09.0218 


.C5 


Gene No. 


60822 








Strand 








Start 


26131 








End 


29495 






Name 


OJ000150 09. 0218. C5. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


28318 








End 


29301 






GI 


none 








Score 


119 






Exons 


28318. 


.28392, 


28430. 


.28747, 


28435. .28 


983, 28499 


. .28834, 






28501. 


.28671, 


28501. 


.28671, 


28504. .28980, 28504 


. .28920, 






28505. 


.28741, 


28579. 


.28989, 


28643.-28825, 28712 


. .28975, 






28720. 


.28995, 


28720. 


.28983, 


28721. .28948, 28793 


. .28978, 






28933. 


.29061, 


28978. 


.29079, 


28987. .29076, 28994 


. .29050, 






29005. 


.29079, 


29158. 


.29301, 


29161. .29301, 29167 


. .29277 




Seq. No. 


29459 








Seq. ID 


OJ000150 


_09.0218 


.C5 


Gene No. 


60822 








Strand 








Start 


26131 








End 


29495 






Name 


OJ000150 09. 0218. C5. 


o5. tm 


Method 


TBLASTX: 


Maize 




Start 


28501 








End 


29292 






GI 


none 








Score 


99 






Exons 


28501. 


.28770, 


28504. 


. 28 980, 


28504. .28974, 28549 


. . 29007, 






28550. 


.28879, 


28577. 


.28672, 


28577. .28771, 28597 


. .28983, 






28666. 


.28962, 


28670. 


.28807, 


28703. .28813, 28712 


. .28888, 






28775. 


.28816, 


28793. 


.28963, 


28810. .28968, 28933 


. .29076, 






28978. 


.29076, 


28990. 


.29076, 


28990. .29076, 28996 


. .29076, 






28999. 


.29067, 


29000. 


.29053, 


29161. .29292, 29161 


. .29205, 






29167. 


.29277 














Seq. No. 


29459 








Seq. ID 


OJ000150 


_09.0218 


.C5 


Gene No. 


60822 








Strand 








Start 


26131 








End 


29495 






Name 


OJ000150 09. 0218. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


28504 








End 


29379 






GI 


none 








Score 


105 






Exons 


28504. 


.28665, 


28720. 


.28902, 


28720. .28821, 28739 


. .29089, 






28741. 


.29094, 


28810. 


.28983, 


28978. .29103, 29158 


. .29379, 






29194. 


.29319 














Seq. No. 


29460 








Seq. ID 


OJ000150 


_09.0218 


. C6 


Gene No. 


60823 








Strand 


+ 






Start 


784 








End 


1186 






Name 


OJ000150 09. 0218. C6. 


ol . gs 


Method 


GENSCAN 






Start 


784 








End 


1186 






GI 


none 








Score 


.67 






Exons 


784. .1186 














Seq. No, 


29461 








Seq. ID 


OJ000150 


_09 .0218 


.C7 


Gene No. 


60824 








Strand 


+ 






Start 


6041 








End 


8720 







29318 



Name 


OJ000150 09.0218 


.C7.o3. 


np 


Method 


AAT/NAP 




Start 


6041 






End 


8720 




GI 


4680203 






Score 


1083 




Exons 


6041.. 6064, 7302 


. .8720 










GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


29461 






Seq. ID 


OJUUUlou 


_09.0218.C7 




anno* 






o urana 


+ 




Start 


6041 






bna 


o n o n 
o / zU 




Name 


OJ000150 09.0218 


CI n? 




J. it. L. i 1(JU 


O Hi IN O ^rt.LN 




Start 


7300 






End 


8568 




GI 


none 






Score 


.42 




Exons 


7300. .8194, 8467 


. .8568 . 










Seq. No. 


29461 






Seq. ID 


OJ000150 


_09.0218.C7 


Gene No. 


60825 






Strand 






Start 


166 






End 


6591 




Name 


OJ000150 09.0218 


.C7.ol. 


gs 


Method 


GEN SCAN 




Start 


166 






End 


5944 




GI 


none 






Score 


.64 




Exons 


166.. 1399, 1509. 


.1673, 


2350. . 


3050, 3143 


1. .4664, 


5320. .5436, 



5454. .5944 



Seq. No. 29461 * Seq. ID 

Gene No. 60825 Strand 

Start 166 End 

Name OJ000150_09 . 0218 . C7 . ol . rip Method 

Start 187 End 

GI 4544372 Score 

Exons 187.. 1374, 6554-. .6591 

GI Descrip. (AC006920) putative retroelement pol 
thaliana] 



OJ000150_09.0218.C7 

6591 
AAT/NAP 
6591 
588 

polyprotein [Arabidopsis 



Seq. No. 29461 

Gene No. 60825 

Start 166 

Name OJ000150_09 . 0218 . C7 . o3 . ts 

Start 193 

GI none 

Exons 193.. 426, 194.. 220, 296.. 424 



Seq. ID OJ000150_09.0218.C7 
Strand 
End 

Method 
End 
Score 



6591 

TBLASTX : Soybean 

426 

42 



Seq. No. 29461 Seq. ID 

Gene No. 60825 Strand 

Start 166 End 

Name OJ000150J39 . 0218 . C7 . o3 . tw Method 

Start 202 End 

GI none Score 

Exons 202.. 618, 350.. 601 



OJ000150_09.0218.C7 
6591 

TBLASTX: Wheat 

618 

59 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n t 
ux 

Exons 



29461 
60825 
166 

OJ000150_09.0218.C7.o2.ts 
766 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_09.0218.C7 
6591 

TBLASTX : Soybean 

1161 

90 



766. .1161, 884. .1060, 889. .1128 



29319 




Seq. No. 


29461 








Seq. ID 


OJ000150_09.0218.C7 


VJC11C V* \J . 


60825 








O LX ail (J. 




Start 


166 








End 


6591 


Name 


OJ000150 09, 


.0218 


.C7.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


934 








End 


1326 


GI 


none 








Score 


114 


Exons 


934. .990, 1015.. 


1128, 1165.. 


1326 




Seq. No. 


294 61 

£. Zf *i \J -L 








Seq. ID 


OJ000150_09.0218.C7 




60825 








on diiu 




Start 


166 








End 


6591 


Name 


OJ000150 09 


0218 

, \J C. J. o 


C7 o2 


' — nt 


Method 


TBLASTX: Maize 


Start 


i m s ~ 








End 


1368 


GI 










Score 


217 


Exons 


i m s i ^fift 

lUlJ . • -L _) U O 












Seq. No. 










Seq. ID 


OJ000150_09.0218.C7 




60826 








Strand 




Start 


7666 








End 


8710 


Name 




091 ft 


P7 n9 


u w 


Method 


TBLASTX: Wheat 


Start 


/ODD 








End 


8227 


GI 










Score 


244 


Exons 


7666 ftf)4Q 


77 


77QQ 


7ft Qfl 


..8066, 8085. .8210, 8120. .8227 


Seq. No. 


9 Qd 61 








Seq. ID 


OJ000150_09.0218.C7 




60826 








Strand 




Start 


7666 








End 


8710 


Name 


O.T0D01 ^0 HQ 


f)91 ft 


CI n1 




Method 


TBLASTX : Soybean 


Start 


77 ^ft _ 








End 


8075 


GI 


1 lUl.lt: 








Score 


47 


Exons 


77*38 77ftR 

/ / JO . • / / O D f 


774 "3 


77ft7 


77ft7 


..7948, 7791. .8075, 7792. .8049 


Seq. No. 


9Q4 61 

.7 *x U J- 








Seq. ID 


OJ000150_09.0218.C7 




60826 








Strand 




Start 


7666 








End 


8710 


Name 




D91 ft 


P7 n4 




Method 


TBLASTX: Soybean 


Start 


ftHft9 ~~ 








End 


8369 


GI 


n on o 








Score 


225 


Exons 


ftf!ft9 ft^6Q 


ft 1 1 A 

O X X H 


ft ?6ft 
• . 0 J DO 








Seq. No. 


9 Q4 61 








Seq. ID 


OJ000150_09.0218.C7 




6nft96 








Strand 




Start 


7666 








End 


8710 


Name 


OJ000150 09. 


0218 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8100 








End 


8450 


GI 


none 








Score 


314 


Exons 


8100. .8450, 


8108 


. .8257, 


8297 


. .8449 




Seq. No. 


29461 








Seq. ID 


OJ000150_09.0218.C7 


Gene No. 


60826 








Strand 




Start 


7666 








End 


8710 


Name 


OJ000150 09. 


0218 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8238 








End 


8704 


GI 


none 








Score 


60 




o o -> n n ^ r\ a 


0^4 D 




8282 


..6369, 6292. .«j96, 8403. .8498, 




8404. .8499, 


8405 


. .8500, 


8543 


..8704, 8544.-8699 



29320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29461 
60826 
7666 

OJ000150_09 . 0218 . C7 . ol . tm 

8294 

none 



Seq, ID OJ000150_09.0218.C7 
Strand 
End 

Method 
End 
Score 



8710 

TBLASTX : Maize 

8710 

223 



8294. .8536, 8295. .8537, 8519. .8710, 8544. .8708 



29462 Seq. ID 

60827 Strand 
1 End 
OJ000150_09 . 0218 .C12 . ol . np Method 
1 End 
2879805 Score 
1. .519 

(AL021813) hypothetical protein; extensin-like; with SH3 Src 
homology domain [Schizosaccharomyces pombe] 



OJ000150_09.0218.C12 
+ 

519 

AAT/NAP 

519 

130 



Seq. No. 29462 Seq. ID 

Gene No. 60828 Strand 

Start 335 End 

Name OJ000150_09. 0218 .C12 . ol . gs Method 

Start 335 End 

GI none Score 

Exons 335.. 470 



OJ000150_09.0218.C12 
470 

GENSCAN 

470 

.6 



Seq. No. 29463 Seq. ID 

Gene No. 60829 Strand 

Start 211 End 

Name OJ000150_09 . 0218 . C13 . ol . gs Method 

Start 211 End 

GI none Score 

Exons 211.. 337 



OJ000150_09.0218.C13 
+ 

337 

GENSCAN 

337 

.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Start 
GI 



29464 
60830 
1 

OJ000150_09 . 0218 . C15 . ol . np 
1 

2586083 



OJ000150 09.0218.C15 



Seq. ID _ 
Strand 

End 2475 
Method AAT/NAP 
End 2475 
Score 916 
1..566, 1255. .2068, 2138. .2475 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



29464 
60830 
1 

OJ000150_09.0218.C15.ol.gs 
23 

none 

23. .544, 621. .902, 1545. .2454 

294 64 
60830 



51 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_09 . 0218 . C15 

2475 
GENSCAN 
2454 
.45 



OJ000150_09.0218.C15 
2475 

TBLASTX: Cress 

2343 

66 



29321 



Exons 



51. .575, 51. .398, 
123.. 572, 123.. 470 
196.. 387, 246.. 584 
610.. 669, 727.. 903 
736.. 903, 739.. 912 
1471. .1674, 1480.. 
1498. .1683, 1498.. 
1651.. 1791, 1690.. 
1702.. 2109, 1730.. 
2131. .2271, 2131.. 



52. .255, 120. .566, 123. .416, 123. .566, 
126. .218, 186. .491, 190. .567, 195. .584, 
321. .566, 405. .563, 498. .566, 529. .687, 
736. .915, 736. .912, 736. .903, 736. .873, 
742. .912, 775. .915, 787. .912, 1246. .1362, 
1674, 1489. .1794, 1489. .1614, 1498. .1677, 
1650, 1501. .1683, 1504. 
2100, 1690.. 1941, 1693. 
1864, 1756. .2109, 1846, 
2241, 2131. .2271, 2134. 



.1791, 1534 . .1677, 
.2250, 1693.. 1938, 
.2118-,, i'900. .2118, 
,2343 ' . 



Seq. No. 29464 
Gene No. 60830 
Start 1 

Name OJ000150_09 . 0218 . C15 . ol . ts 

Start 51 
GI none 

Exons 51.. 218, 51.. 314, 51.. 506, 11 

123. .566, 123. .572, 123. .530, 
196. .429, 225. .344, 261. .572, 
340. .591, 441. .560, 607. .696, 
736.. 912, 736.. 921, 736.. 903, 
1246.. 1365, 1246.. 1356, 1246. 
1369. .1437, 1372. .1449, 1480. 
1498.. 1686, 1498.. 1680, 1513. 
1687.. 1932, 1690.. 2085, 1693. 
1829.. 2059, 1843. .2118, 1843. 
2128. .2241, 2128. .2235, 2131. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 09.0218.C15 



2475 

TBLASTX: Soybean 
2253 
66 

4. .248, 120. .386, 123. .566, 
124. .228, 192. .572, 193. .360, 
312. .566, 339. .566, 339. .575, 
619. .678, 628. .696, 736. .924, 
739. .849, 742. .903, 793. .912, 
.1362, 1247. .1423, 1369. .1455, 
.1683, 1489. .1791, 1489. .1683, 
.1578, 1585.. 1674, 1681. .1788, 
.1941, 1702. .2124, 1775. .1891, 
.2133, 1846.. 1929, 2128. .2250, 
.2253, 2131.. 2250, 2131. .2241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29464 Seq. ID 

60830 Strand 

1 End 

OJ000150JD9 . 0218 . C15 . ol . tm Method 

52 End 

none Score 



OJ000150_09.0218.C15 
2475 

TBLASTX :Maize 

2346 

59 



52. .147, 123. .254, 195. .326, 330. .554, 339. .449, 396. .569, 
414. .530, 486. .572, 486. .584, 610. .705, 610. .699, 610. .669, 
787. .912, 793. .903, 1369. .1458, 1549. .1677, 1555. .1665, 
1846.. 2037, 1903.. 2322, 1910.. 2293, 1918.. 2310, 2311.. 2346 



29464" Seq. ID 

60830 Strand 

1 End 

OJ000150_09 . 0218 . C15 . ol . tw Method 

210 End 

none Score 



OJ000150_09.0218.C15 
2475 

TBLASTX: Wheat 

2271 

108 



210. .398, 565. .912, 566. .877, 587. .655, 1243. .1362, 1246. .1413, 
1313. .1405, 1316. .1468, 1318. .1491, 1372. .1458, 1477. .1725, 
1648. .1767, 1840. .1941, 2131. .2214, 2146. .2271 



Seq. No. 
Gene No. 
Start 
Name 
St a r f 
GI 

Exons 



29465 
60831 
1 

OJ000150_09.0218.C16.ol.np 

-L. 

4234852 
1..862 



Seq. ID OJ000150_09.0218.C16 

Strand + •. 

End 5149 

Method AAT/NAP 

End 8 62 

Score 1122 



29322 




GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



Seq. No. 


29465 






Seq. ID 


OJ000150_09.0218 


.C16 


Gene No. 


60831 






Strand 


+ 




Start 


1 






End 


5149 




Name 


OJ000150 09.0218.C16 


.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


256 




GI 


none 






Score 


223 




Exons 


2.\ 256, 4. .252 












Seq. No. 


29465 






Seq. ID 


OJ000150_09.0218 


.C16 


Gene No. 


60831 






Strand 


+ 




Start 


1 






End 


5149 




Name 


OJ000150 09.0218.C16 


.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


56 






End 


352 




GI 


none 






Score 


267 




Exons 


56.. 352, 196.. 351 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29465 
60831 
1 

OJ000150_09.0218.C16.ol.gs 
92 

none 

92. .711, 1152. .1411, 2623. .3046, 3208. .5125 



Seq. ID OJ000150_09.0218.C16 



Strand 
End 

Method 

End 

Score 



+ 

5149 
GEN SCAN 
5125 
.75 



29465 
60831 
1 

OJ000150_09.0218.C16.o2.ts 
242 
none 

242. .424, 433. .534, 437. .628, 617. .808 



Seq. ID OJ000150_09.0218.C16 



Strand 
End 

Method 

End 

Score 



+ 

5149 

TBLASTX: Soybean 

808 

131 



Seq. No. 29465 Seq. ID 

Gene No. 60831 Strand 

Start 1 End 

Name OJ000150_09 . 02 18 . C16 . o4 . tm Method 

Start 365 End 

GI none Score 

Exons 365.. 424, 407.. 583, 632.. 823 



OJ000150_09.0218.C16 
+ 

5149 

TBLASTX: Maize 

823 

55 



Seq. No. 29465 Seq. ID 

Gene No. 60831 Strand * 

Start 1 End 

Name OJ000150_09 . 0218 . CI 6 . o2 . tw Method 

Start 408 End 

GI none Score 

Exons 408. .521, 412. .645, 416. .811 



OJ000150_09.0218.C16 
+ 

5149 

TBLASTX: Wheat 

811 

51 



Seq. No. 29465 

Gene No. 60831 

Start 1 

Name OJ000150_09 . 0218 . C16 . o2 . np 

Start 2631 

GI 4234852 

Exons 2631.. 2791, 2834.. 5149 



Seq. ID OJ000150_09.0218.C16 

Strand + 

•End 5149 

Method AAT/NAP 

End- 5149 

Score 2250 



29323 



GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29465 
60831 
1 

OJ000150_09 . 0218 . C16 . ol . tm 

2723 

none 



Seq. ID OJ000150_09.0218.C16 

Strand + 

End 514 9 

Method TBLASTX : Mai ze 

End 3733 

Score 462 



2723. .3202, 2724. .3203, 3048. .3203, 3185. .3331, 3208. .3300, 
3341.. 3472, 3412. .3453, 3577.. 3627, 3577.. 3669, 3668.. 3733 



Seq. No. 29465 

Gene No. 60831 

Start 1 

Name OJ000150_09 . 0218 . C16. o4 . tw 

Start 3653 

GI none 

Exons 3653.. 3850, 3920.. 4090 



Seq. ID OJ000150_09.0218.C16 

Strand + 

End 514 9 

Method TBLASTX : Wheat 

End 4090 

Score 110 



Seq. No. 29465 

Gene No. 60831 

Start 1 

Name OJ000150_09 . 0218 .C16 . ol . ts 

Start 3947 

GI none 

Exons 3947.. 4333, 3958.. 4164 



Seq. ID OJ000150_09.0218.C16 

Strand + 

End 5149 

Method TBLASTX : Soybean 

End 4333 

Score 345 



Seq. No. 29465 

Gene No. 60831 

Start 1 

Name OJ000150_09. 0218 .C16. ol . tw 

Start 4109 

GI none 
Exons 



Seq. ID OJ000150_09.0218.C16 

Strand + 

End 5149 

Method TBLASTX : Wheat 

End 4771 

Score 257 



4109. .4348, 4123. .4347, 4388.-4693, 4411. .4671, 4672. .4746, 
4673. .4771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29465 
60831 
1 

OJ000150_09 . 0218 . C16 . o3 . tm 

4124 

none 



Seq. ID OJ000150_09.0218.C16 

Strand + 

End 5149 

Method TBLASTX: Maize 

End 4582 

Score 130 



4124. .4348, 4397. .4582, 4399. .4560 



Seq. No. 29465 
Gene No. • 60831 

Start 1 

Name OJ000150_09 . 0218 . C16 . ol . tc 

Start 4388 

GI none 

Exons 4388.. 4588, 4601.. 4768 



Seq. ID OJ000150_09.0218.C16 
Strand 
End 

Method 
End 
Score 



+ 

5149 

TBLASTX: Cress 

4768 

123 



Seq. No. 29465 

Gene No. 60831 

Start I 

Name OJ000150_09. 0218 .C16. o3 . ts 

Start 4388 



Seq. ID OJ000150_09.0218.C16 

Strand + 

End 5149 

Method TBLASTX : Soybean 

End 4774 



29324 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 186 

4388. .4597, 4390. .4569, 4601. .4774 



29466 
60832 
1 

OJ000150_09.0218.C17.ol.np 
1 

1345502 
.1..527 

(X57297) TNP2 [Antirrhinum majus] 



Seq. ID OJ000150_09.0218.C17 

Strand + 

End 527 

Method AAT/NAP 

End 527 

Score 377 



29467 Seq. ID 

60833 Strand 

1481 End 

OJ000150_09 . 0218 . CI 9 . o2 . np Method 

1481 End 

4680183 Score 
1481. .1525, 5392.. 5531 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000150_09.0218.C19 
+ 

5531 
AAT/NAP 
5531 
123 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 09.0218.C19 



5409 
AAT/NAP 
5409 
84 



29467 
60834 
1 

OJ000150_09.0218.C19.ol.np 
1 

6721561 
1..80, 5303.. 5409 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 29467 Seq. ID OJ000150_09 . 0218 . C19 

Gene No. 60834 Strand 

Start 1 End 5409 

Name OJ000150_09. 0218 .C19 . ol . gp Method AAT/GAP 

Start 1856 End 2421 

GI 4879016 Score 877 

Exons 1856.. 2421 

GI Descrip. 6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 

Seq. No. 29467 Seq. ID OJ000150_09 . 0218 . C19 

Gene No. 60834 Strand 

Start 1 End 5409 

Name OJ000150_09. 0218 .C19. o2 . gp Method AAT/GAP 

Start 4243 End 4811 

GI uC-osflcyp088bl2bl Score 156 

Exons 4243.. 4264, 4697.. 4811 

GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ■ 



Seq. No. 
Gene No. 



29468 
60835 



Seq. ID OJ000150_09.0218.C20 
Strand + 



29325 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_09.0218.C20.o2.np 
1 

4680183 
1..73, 2563. .2750 

(AF111709) gag-pol protein [Oryza sativa subsp 



End 

Method 
End 
Score 



8404 
AAT/NAP 
2750 . 
125 



indica] 



29468 
60835 

1 . 

OJ000150_09.0218.C20.ol.gs 
84 

none 
84. .365 



Seq. ID OJ000150_09.0218.C20 

Strand + 

End 8 4 04 

Method GEN SCAN 

End 365 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29468 Seq. ID 

60835 Strand 

1 End 

OJ000150_09.0218.C20.o4.np Method 

785 End 

5042447 Score 



OJ000150_09.0218.C20 
+ 

8404 
AAT/NAP 
8404 
54 



785. ,844, 3501. .3620, 7584. .7648, 8287. .8404 
(AC007789) putative polyprotein [Oryza sativa] 



29468 Seq. ID 

60835 Strand 

1 End 
OJ000150_09 . 0218 . C20 . o2 . gs Method 

1338 End 

none Score 

1338.. 1453, 2393.. 2498 



OJ000150_09.0218.C20 
+ 

8404 
GENSCAN 
2498 
.84 



Seq. No. 29468 Seq. ID OJ000150_09 . 0218 . C20 

Gene No. 60835 Strand + 

Start 1 End 8404 

Name OJ000150_09 . 0218 .C20 .ol .gp Method AAT/GAP 

Start 4862 End 5246 

GI uC-osflcyp033a04bl Score 678 

Exons 4862.. 5246 

GI Descrip. ' 6016845/dbj | AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



Seq. No. 29468 Seq. ID 

Gene No. 60835 Strand 

Start 1 End 

Name OJ000150_09 . 0218 . C20 . o5 . gs Method 

Start 6627 End 

GI none Score 

Exons 6627.. 7943 



Seq. No. 
-Gene No. 
Start 
Name 
SLax c 
GI 

Exons 



OJ000150_09.0218.C20 
+ 

8404 
GENSCAN 
7943 
.96 



29468 
60836 
1 

OJ000150_09.0218.C20.o3.np 
I 

5852180 



Seq. ID OJ000150_09.0218.C20 



Strand 
End 

Method 

End 

Score 



5159 
AAT/NAP 
5159 
683 



1..20, 2758. .2816, 3521. .3933, 3985. .4102, 5095. .5159 



29326 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 


29468 


Seq. ID 


OJ000150_09.0218.C20 


Gene No. 


60836 


Strand 




Start 


1 


End 


5159 


Name 


OJ000150 09.0218.C20.ol.np 


Method 


AAT/NAP 


Start 


566 


End 


2628 


GI 


6721561 


Score 


81 


Exons 


566. .594, 2522. .2628 






GI Descrip. 


(AP.001073) EST AU082058 (C12976) corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6815086 |dbj IBAA90372. 1 | 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of- 


the predicted gene.; hypothetica 




protein [uryza sacivaj 






Seq. No. 


29468 


Seq. ID 


OJ000150_09.0218 .C20 


Gene No. 


60836 


Strand 


- 


Start 


1 


End 


5159 


Name 


OJ000150 09.0218.C20.o3.gs 


Method 


GENSCAN 


Start 


3397 


End 


3867 


GI 


none 


Score 


.99 


Exons 


jjj / . .ODD/ 






Seq. No. 


29468 


Seq. ID 


OJ000150_09.0218.C20 


Gene No. 


60836 


Strand 




Start 


1 


End 


5159 


Name 


OJ000150 09.0218.C20.o4.gs 


Method 


GENSCAN 


Start 


4285 , 


End 


4902 


GI 


none 


Score 


.94 


Exons 


4285.-4385, 4764. .4902 






Seq. No. 


29469 


Seq. ID 


OJ000150_09.0218.C21 


Gene No. 


60837 


Strand 


+ 


Start 


998 


End 


4698 


Name 


OJ000150 09.0218.C21.ol.gs 


Method 


GENSCAN 


Start 


998 


End 


4698 


GI 


none 


Score 


.49 


Exons 


998. .1620, 2674. .2902, 3117 


..3515, 3680. .4446, 4524.-4698 


Seq. No. 


29469 


Seq. ID 


OJ000150_09.0218.C21 


Gene No. 


60838 


Strand 


+ 


Start 


7957 


End 


8281 


Name 


OJ000150 09.0218.C21.ol.gp 


Method 


AAT/GAP 


Start 


7957 


End 


8281 


GI 


69014 1.R1084 


Score 


585 


Exons 


7957. .8281 






GI Descrip. 


, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp 



Seq. No. 
Gene No. 
Start 
Name" 

C+- 

GI 

Exons 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes* 



29469 Seq. ID 

60839 Strand 
644 8 End 

OJ000150 09.0218.C21.o2.gs Method 



OJ000150_09.0218.C21 

8834 
GENSCAN 



6448 . Ena b»J4 

none Score .79 

6448. .6494, 7616. .7666, 7961. .8234, 8613. .8715, 8782. .8834 



29327 



OJ000150 09.0218.C21 



Seq. No. 29469 Seq. ID _ 

Gene No. 60840 Strand 

Start - 10428 End 10487 

Name OJ000150_09 . 0218 .C21 .o2 . gp Method AAT/GAP 

Start 10428 End 10487 

GI 2315_6.R1084 Score 69 

Exons 10428. .10487 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 4.0e-38 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 29469 Seq. ID OJ000150_09 . 0218 . C21 

Gene No. 60841 Strand 

Start 14309 End 14542 

Name OJQ00150_09. 0218 .C21.o3.gp Method AAT/GAP 

Start 11793 End 12055 

GI 2315_5.R1084 Score 343 

Exons 11793. .12055 

GI Descrip. 1 6016845/dbj IAP000570. 1 IAP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. No. 29469 Seq. ID 

Gene No. 60841 Strand 

Start - 14309 End 

Name 0 JO 0015 0_0 9.0218.C21.o3.gs Method 

Start 14309 End 

GI none Score 

Exons 14309. .14542 



OJ000150_09.0218.C21 

14542 
GEN SCAN 
14542 
.9 



Seq. No. 29470 Seq. ID 

Gene No. 60842 Strand 

Start 808 End 

Name OJ000150_09 . 0218 . C22 . ol . gs Method 

Start 808 End 

GI none Score 

Exons 808.. 882, 1153.. 1383 



OJ000150_09.0218.C22 
+ 

1383 
GEN SCAN 
1383 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29470 
60843 
2493 

OJ000150_09.0218.C22.o2.gs 



2493 
none 

2493. .2559, 
5638. .5703, 



3550. 
7651. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3571, 4009.. 4234, 5093.. 5165, 5293 
8096 



OJ000150_09.0218.C22 
+ 

8096 • 
GENSCAN 
8096 
.42 

5514, 



Seq. No. 29470 Seq. ID 

Gene No. 6084 4 Strand 

Start 11062 End 

Name 0 JO 0015 0_0 9.0218.C22.o3.gs Met hod 

Start 11062 End 

GI none Score 

Exons 11062. .11103, 11679.. 11813 



OJ000150_09.0218.C22 
+ 

11813 
GENSCAN 
11813 
.8 



Gene No. 
Start 



/ U 

60845 
10444 



Seq. ID 

Strand 

End 



OJ000150 09.0218.C22 



13240 



29328 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_09 . 0218 . C22 . ol . np Method AAT/NAP 

10444 End 13240 

2586081 Score 732 
10444. .10490, 11882. .13240 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



29470 
60845 
10444 

OJ000150_09.0218.C22.ol.tc 
11879 
none 

11879. .12046 
11882. .12082 



12038, 
12152. 



,12151, 
,12223, 



12323. .12466, 
12335. .12457, 



12554. 
12647. 
12827. 



,12844, 
12829, 
13021, 



Seq. ID OJ000150_09.0218.C22 
Strand 

End 13240 
Method TBLASTX : Cress 
End 13030 
Score 70 
11879. .12010, 11882. .12154, 11882 .. 1214 5, 
11882. .12121, 11882. .12145, 11969 .. 12229, 
12134. .12241, 121.49. .12238, 12152 .. 12238 , 
12320. .12394, 12320 .. 12457 , 12320 12412 , 
12323. .12463, 12329 .. 12481, 12332 .. 12388 , 
12347. .12481, 12398 .. 12565 , 12473 .. 12562 , 
12555. .12716, 12626 .. 12706, 12626. . 12715, 
12770. .13030, 12770. .12865, 12770 .. 1284 1, 
12911. .13030, 12911. .13024, 12923.. 13021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29470 
60845 
10444 

OJ000150_09. 
11879 
none 

11879. .12145, 
11882. .12145, 
11972. .12148, 
12173. .12238, 
12326. .12445, 
12626. .12880, 
12770. .12892, 
12908. .13021, 
12911. .13021, 



0218.C22.ol.ts 



11882. 
11882, 
12144, 
12173. 
12335. 
12626. 
12770. 
12909. 
12911. 



.12220, 
.12145, 
.12221, 
.12238, 
.12466, 
.12712, 
.12913, 
,13004, 
,13000 



Seq. ID OJ000150_09.0218.C22 
Strand 

End 13240 
Method TBLASTX : Soybean 
End 13033 
Score 67 
11882. .12145, 11882. .12235, 
11882. .12145, 11927. .12157, 
12152. .12238, 12155 .. 12238, 
12320. .12565, 12326 124 63, 
12497. .12565, 1254 6 12809, 
12696. .12860, 12770. 

13024, 12908. 



12908, 
12911. .13033, 12911. 



12907, 
13021, 
13030, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29470 Seq. ID 

60845 Strand 

10444 End 

OJ000150_09 . 02 18 . C22 . ol . tm Method 

11879 End 

none Score 



OJ000150_09.0218.C22 
13240 

TBLASTX: Maize 

13100 

83 



11879. .12091, 11939. .12145, 12143 .. 12241 , 12323 .. 124 66, 
12325. .12378, 12329 .. 12487 , 12683 .. 13099, 12684 .. 12791, 
12816. .13100 



Seq. No. 29470 

Gene No. 60845 

Start 10444 

Name OJ000150_09 . 0218 .C22 . ol . tw 

Start 11903 

GI none 

Exoxis 11903. . 12256, 1 1 91 9. .12251, 
12320. .12541, 12770.. 12907 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_09.0218.C22 
13240 

TBLASTX: Wheat 

12907 

86 



11972. .12145, 12140. .12265, 



29329 




Seq. No. 


29470 




Seq. ID 


OJ000150_09.0218.C22 


Gene No. 


60845 




Strand 




Start 


10444 




End 


13240 


Name 


OJ000150 09.0218.C22 


.o2. tw 


Method 


TBLASTX: Wheat 


Start 


12555 




End 


13169 


GI 


none 




Score 


59 


Exons 


12555. .12677, 12908. 


.13000, 


12992. .13168, 12993. .13169 


Seq. No. 


29471 




Seq. ID 


OJ000150_09.0218.C23 


Gene No. 


60846 




Strand 




Start 


• 1 




End 


803 


Name 


OJ000150 09.0218.C23 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


803 


GI 


2130082 




Score 


446 


Exons 


1..291, 370. .803 








GI Descrip. 


protein kinase Xa21 


(EC 2.7 


.1.-) - rice 


: gi|1122443 (U37133) 



receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 Iprf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 





Seq. No. 


29471 




Seq. ID 


OJ000150_09.0218.C23 




Gene No. 


60846 




Strand 






Start 


1 




End 


803 


:! 


Name 


OJ000150 09.0218.C23.o2 


. tm 


Method 


TBLASTX: Maize 


-.3 


Start 


8 




End 


419 




GI 


none 




Score 


54 


; J 


Exons 


8 . . 67, 12. . 68, 95. .292, 


96. . 


272, 97. .366, 97. .300, 369. .410 


3 




377. .415, 378. .419 










Seq. No. 


29471 




Seq. ID 


OJ000150_09.0218.C23 


j 


Gene No. 


60846 




Strand 






Start 


1 




End 


803 




Name 


OJ000150 09.0218.C23.ol 


.gs 


Method 


GENSCAN 




Start 


16 


End 


747 




GI 


none 




Score 


.99 




Exons 


16. .291, 370. .747 








"i 


Seq. No. 


29471 




Seq. ID 


OJ000150_09.0218.C23 


1 


Gene No. 


60846 




Strand 






Start 


1 




End 


803 




Name 


OJ000150 09.0218.C23.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


110 




End 


802 




GI 


none 




Score 


65 




Exons 


110. .292, 198. .293, 443 


. .625 


, 462. .611, 


659. .802, 669. .800 




Seq. No. 


29471 




Seq. ID 


OJ000150_09.0218.C23 




Gene No. 


60846 




Strand 






Start 


1 




End 


803 




Name 


OJ000150 09.0218.C23.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


174 




End 


802 




GI 


none 




Score 


69 




Exons 


174.. 293, 194. .292, 458, 


. .625 


, 462. .605, 


635. .715, 636. .716, 






728. .802 










Seq. No. 


29471 




Seq. ID 


OJ000150_09.0218.C23 




Gene No. 


60846 




Strand 





29330 



Start 


1 


End 


803 


Name 


OJ000150 09.0218.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


435 


End 


796 


GI 


none 


Score 


297 


Exons 


435. .575, 437. .793, 438. .794, 


445. .795 


, 445. .795, 653. .796 


Seq. No. 


29472 


Seq. ID 


OJ000150_09.0218.C24 


bene no . 


C AO A 1 

DUo4 / 


Strand 


+ 


Start 


393 


End 


592 


Name 


OJ000150 09.0218.C24.ol.gs 


Method 


GENSCAN 


Start 


393 


End 


541 


GI 


none 


Score 


.5 


Exons 


393.. 541 






Seq. No. 


29472 


Seq. ID 


OJ000150_09.0218.C24 


Gene No. 


60847 


Strand 


+ . 


Start 


393 


End 


592 


Name 


OJ000150 09.0218.C24.ol.np 


Method 


AAT/NAP 




393 


End 


592 


GI 


6016874 


Score 


169 


Exons 


393. .471, 554. .592 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to 




region of the predicted gene. 


Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


29473 


Seq. ID 


OJ000150_09.0218.C25 


Gene No. 


60848 


Strand 


+ 


Start 


3372 


End 


6292 


Name 


OJ000150 09.0218.C25.ol.np 


Method 


AAT/NAP 


Start 


3372 


End 


6292 


n t 


6016874 


Score 


2217 


Exons 


3372. .3450, 3534. .3671, 3736. 


.3968, 4359. .4518, 4912. .5091, 




5209.. 5549, 6029.. 6292 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 ( 


R3116) correspond to ■ 




region of the predicted gene. 


; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


29473 


Seq. ID 


OJ000150_09.0218.C25 


Gene No . 


60848 


Strand 


+ 


Start 


3372 


End 


6292 


Name 


OJ000150 09.0218.C25.o2.gs 


Method 


GENSCAN 


Start 


3372 


End 


5552 


GI 


none 


Score 


.65 


Exons 


3372.. 3450, 3534.. 3671, 3736. 


.3824, 4359. .4518, 5092. .5552 


Seq. No. 


29473 


Seq. ID 


OJ000150_09.0218.C25 


Gene No. 


60848 


Strand 


+ 


Start 


3372 


End 


6292 


Name 


OJ000150 09.0218.C25.o2.gp 


Method 


AAT/GAP 


Start 


4061 


End 


4569 


GI 


uC-osflcypll0c07bl 


Score 


950 


Exons 


4061. .4569 






GI Descrip. 


, 4 680178/gb|AF111709.1|AF111709 5.0e-8 


1 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 

Seq. No. 29473 Seq. ID OJ000150_09 . 0218 . C25 



29331 




UCHC Vt\J . 


60849 












Start 


443 






End 


2364 




Name 


OJ000150 09. 


0218. 


C25.ol.gs 


Method 


GENSCAN 




Start 


443 






End 


2364 




GI 


none 






Score 


.8 




Exons 


443. .574, 1268. .1686, 1995.. 


2364 






Seq. No. 


29473 






Seq. ID 


OJ000150_09.0218 


.C25 




60850 
\j \j \j \j 






of- rand 






Start 


6051 






End 


19105 




Name 


OJ000150 09. 


0218. 


C25.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1993 






End 


2196 




GI 


none 






Score 


69 




Exons 


1993 2196 


1994 . 


2101 2098 


. .2196 






Seq. No. 


29473 






Seq. ID 


OJ000150_09.0218 


.C25 


(iipnp No 


60850 






Strand 






Start 


6051 






End 


19105 




Name 


OJ000150 09. 


0218. 


C25.o4.tm 


Method 


TBLASTX: Maize 




Start 


3720 






End 


4166 




GI 








Score 


69 




Exons 






4070 ^ft 1 S 


..4000, 4071. .4133, 4128. .4166 


Seq. No. 


29473 






Qarf T n 

OCLJ • ±U 


O.T0001 SO OQ 091 P 


CO s 




608 SO 

\J \J o J u 






OL L allCl 






Start 


6051 






End 


19105 




Name 


OJ000150 09. 


0218. 


C25.o6.tm 


Method 


TBLASTX: Maize 




Start 


4260 






End 


4574 




GI 








Score 


53 




Exons 


4260 4^4 


4^47 


4S74 4^SS 


. .4573 






Seq. No. 


29473 






Seq. ID 


OJ000150_09.0218 


.C25 




60850 






Strand 






Start 


6051 






End 


19105 




Name 


OJ000150 09. 


0218. 


C25.o7.tm 


Method 


TBLASTX: Maize 




•Start 


4779 






End 


5131 




GI 


none 






Score 


240 




Exons 


4779 S060 


4790 










Seq. No. 


29473 






Seq. ID 


OJ000150_09.0218 


.C25 




60850 






Strand 






Start 


60S! 

uvJl 






End 


19105 




Name 


OJ0001S0 09 


0218. 


C25.o5.tm 


Method 


TBLASTX: Maize 




Start 


S94 ^ _ 






End 


5486 




GI 


none 






Score 


282 




Exons 


5243. .5401, 


5253. 


.5486 








Seq. No. 


29473 






Seq. ID 


OJ000150_09.0218 


.C25 


Gene No. 


60850 






Strand 






Start 


6051 






End 


19105 




Name 


OJ000150 09. 


0218. 


C25.o3.gs 


Method 


GENSCAN 




Start 


6051 






End 


19105 




GI 


none 






Score 


.4 




Exons 


6051. .6194, 


7102. 


.7340, 7451 


..8827, 9572.-9924, 10818.. 


11085, 




J. \J t 1 a . -L Z- sj 




13057 .. 13192, 13563 .. 13667 , 






14197. .14358 


, 14572. .15069, 


15712. .15777, 17777 .. 17854 , 






17924. .18635, 187 


40. .18839, 


19068. .19105 





29332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29473 Seq. ID 

60850 Strand 

6051 End 

OJ000150_09.0218.C25.o2.np Method 

6961 End 

6522541 Score 



OJ000150_09.0218.C25 

19105 
AAT/NAP 
15013 
1572 



6961.. 7340, 7451.. 9874, 14860.. 15013 

(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



29473 
60850 
6051 

OJ000150_09.0218.C25.o3.tm 

6997 

none 



Seq. ID OJ000150_09.0218.C25 
Strand 

End 19105 

Method TBLASTX: Maize 

End 16598 

Score 57 



6997. .7119, 7001. .7117, 7132. .7341, 7133 .. 7360, . 7145 .. 7342, 
7150. .7359, 7452. .7496, 7453. .7494, 11997 12128 , 12008 12130, 
12013. .12129, 12018. .12134, 12145 .. 12354 , 12156 .. 12374 , 
12159. .12350, 12438. .12479, 12440 12484 , 12441 .. 12488 , 
16271. .16381, 16275. .16373, 16368 .. 16400, 16422 .. 164 87 , 
16487. .16597, 16488. .16598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29473 
60850 
6051 

OJ000150_09.0218.C25-ol.ts 

7159 

none 



Seq. ID OJ000150_09.0218.C25 
Strand 

End 19105 

Method TBLASTX : Soybean 

End 16597 

Score 76 



7159. .7341, 7208. .7342, 7527. .7937, 7543.-7692, 7551. .7706, 
7750. .7938, 7953. .8045, 7954. .8004, 12171 .. 12353, 12220 12354 , 
12488. .12694, 12531 .. 12680, 12728 .. 12925, 12738 12926, 
12941. .13033, 16487. .16597, 16488.. 16589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29473 
60850 
6051 

OJ000150_09.0218.C25.ol.tc 
7246 
none 
7246. , 
7839. , 
8313. , 
8385. , 
8674. . 
8769. . 
8950. . 
9069. . 
9264. . 
9420. . 
9558. . 
9702. . 
12533. 
13238. 

-i n o r\ a 

13448. 
13590. 



Seq. ID OJ000150_ 
Strand 



09.0218.C25 



End 

Method 

End 

Score 



19105 

TBLASTX: Cress 

18380 

67 



7341, 

7895, 

8624, 

8894, 

8937, 

8894, 

8991, 

9251, 

9500, 

9701, 

9629, 

9821, 

.12718 

.13327 

. JL 0?£± 

.13927 
.13817 



7452.. 7496, 7522 
7944.. 8045, 8250 
8385. .8894, 8385 
8460.. 8894, 8532 
8676.. 8894, 8676 
9035, 8946 
9002, 9066 
9245, 9258 
9809, 9273 
9704, 9552 
9821, 9690 
9815, 9702 
12534. .12677, 
13298. .13711, 
13433 . . 13900, 
13505. .13927, 
13700. .13924, 



8946 
8952 
9069 
9273 
9549 
9633 
9702 



..7689, 7524. .7712, 
..8336, 8262. .8624, 
..8579, 8385. .8711, 
..8807, 8583. .8894, 
..8855, 8676. .8894, 
..9059, 8946. .9029, 
..9251, 9069. .9236, 
..9449, 9258. .9395, 
..9434, 9276. .9671, 
..9698, 9552. .9704, 
..9812, 9696.. 9824, 
..9821, 9702. .9821, 
12815. .12925, 12932, 
13301. .13948, 13301, 
13442. . 13930, 1344b, 
13512. .13817, 13568, 
13931. .14002, 13931, 



7737. . 
8313. . 
8385. . 
8593. . 
8746. . 
8949. . 
9069. . 
9258. . 
9348. . 
9558. . 
9699. . 
12258. 
.13033 
.13861 
.13699 
.13924 
.14017 



7784, 
8624, 
8453, 
8829, 
8916, 
9017, 
9251, 
9401, 
9503, 
9704, 
9821, 
.12380, 



29333 



13937. .14017 
14057. .14209 
14096. .14209 
14318. .14794 
14322. .14783 
14331. .14666 
14687. .14797 
17073. .17480 
17082. .17351 
17097. .17288 
17241. .17504 
17281. .17409 
17622. .17822 
17634. .17804 
17637. .17816 
17826. .18023 
17904. .18266, 
17904. .18272, 
17914. .18213, 
17980. .18219, 
18129. .18272, 
18270. .18380, 



13952. .14020 
14057. .14209 
14103. .14210 
14318. .14683 
14330. .14689 
14403. .14630 
14687. .14809 
17076. .17489 
17085. .17291 
17135. .17176 
17241. .17489 
17314. .17478 
17628. .17822 
17637. .17813 
17656. .17802 
17898. .18272 
17904. .18272 
17907. .18257, 
17916. .18257, 
17988. .18266, 
18201. .18380, 
18270. .18380 



14048. .14206, 
14057. .14254, 
14249. .14683, 
14318. .14512, 
14330. .14674, 
14405. .14683, 
17041. .17217, 
17079. .17423, 
17097. .17483, 
17148. .17504, 
17241. .17483, 
17454. .17504, 
17628. .17816, 
17637. .17822, 
17676. .17792, 
17898. .18095, 
17904. .18176, 
17910. .18239, 
17923. .18069, 
18046. .18177, 
1827.0. .18380, 



14054. .14209, 
14057. .14233, 
14255. .14674, 
14321. .14689, 
14330. .14656, 
14687. .14812, 
17049. .17180, 
17079. .17180, 
17097. .17180, 
17152. .17337, 
17244. .17507, 
17508. .17630, 
17628. .17744, 
17637. .17822, 
17705. .17806, 
17898. .18266, 
17904. .18179, 
17914. .18213, 
17964. .18266, 
18129. .18194, 
18270. .18380, 



Seq. No.. 29473 
Gene No. 60850 
Start 6051 

Name OJ000150_09 . 0218 . C25 . o2 . tw 

Start 7252 
GI none 
Exons 7252.. 7341, 

12265. .12324, 12512 

16532. .16609 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7253.. 7342, 7533.. 7718, 



OJ000150 09.0218.C25 



19105 

TBLASTX: Wheat 
16609 
59 

7534.. 7626, 12264 .. 12428 , 



12694, 12522. .12614, 12704 .. 12748 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI _ 

Exons 



29473 
60850 
6051 

OJ000150_09.0218.C25.ol.tm 

7516 

none 



Seq. ID OJ000150 09.0218.C25 



Strand 
End 

Method 

End 

Score 



19105 

TBLASTX: Maize 

12865 

299 



7516. .7875, 7518. .7874, 7700. .7876, 12504 1264 4 , 12506 .. 12862, 
12507. .12863, 12514 .. 12864 , 12514 .. 128 64 , 12722. .12865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
Start 
Name 



29473 
60850 
6051 

OJ000150_09.0218.C25.o8.tm 

8142 

none 



Seq. ID OJ000150_09.0218.C25 
Strand 

End 19105 

Method TBLASTX: Maize 

End 16978 

Score 141 



8142. .8336, 8143. .8325, 8211. .8336, 13130 13327 , 13134, 

13185. .13343, 13187 .. 13348 , 13359 13427, 13359 .. 13421 , 

13360. .13428, 13360 .. 13422, 16825 .. 16857, 16881 .. 16934 , 
16882. .16950, 16954 .. 16977, 16955. .16978 



29473 Seq. ID 

60650 Strand 

6051 End 

OJ000150 09.0218.C25.o2.ts Method 



,13313, 



OJ000150_09.0218.C25 
19105 

TBLASTX: Soybean 



29334 



Start 
GI 

Exons 



8310 

none 

8310. . 

8382. . 

8385. . 

8590. . 

8682. . 

8772. . 

9069. . 

9270. . 

9702. . 

13298. 

13442. 

13445. 

13547. 

13661. 

14057. 

14063. 

14321. 

14330. 

14687. 

17040. 

17082. 

17097. 

17230. 

17314. 

17637. 

17810. 

17904. 

17913. 

18030. 

18270. 



8624, 

8624, 

8840, 

8880, 

8894, 

8894, 

9257, 

9503, 

9824, 

.13642 

.13708 

.13927 

.13666 

.13837 

.14242 

.14323 

.14689 

.14569 

.14812 

.17180 

.17360 

.17432 

.17361 

.17484 

.17822 

.17857 

.18248 

.18224 

.18254 

.18389 



End 184 
Score 66 
8313. .8627, 8313. .8504, 8331.. 
8383. .8460, 8385. .8624, 8385.. 
8446.-8829, 8526. .9011, 8527.. 
8656.. 8769, 8676.. 8894, 8676.. 
8682. .8894, 8682. .8894, 8694.. 
8946.. 9029, 8946.. 9029, 9027.. 
9069.. 9245, 9075.. 9701, 9075.. 
9273.. 9671, 9552.. 9704, 9552.. 
9702.. 9821, 9702.. 9812, 9702.. 
13301. .13828, 13430. .13606, 



13445. .13924 
13446. .13550 
13586. .13927 
13763. .13882 
14057. .14209 
14108. .14239 
14321. .14683 
14330. .14683 
14687. .14797 
17052. .17180 
17095. .17397 
17169. .17507 
17235. .17480 
17331. .17462 
17637. .17822 
17898. .18260 
17904. .18272 
17914. .18111 
18267. .18380 
18300. .18410 



13445. .13999, 
13487. .13903, 



13590. 
13928. 
14057. 
14282. 
14321. 



,13751, 
,14017, 
,14236, 
,14674, 
,14665, 



14432. .14551, 
14717. .14812, 
17079. .17504, 
17095. .17328, 
17229. .17318, 
17241. .17504, 
17595. .17822, 
17643. .17822, 
17898. .18080, 
17910. .18266, 
17914. .18213, 
18270. .18395, 



10 

8624, 

8576, 

8691, 

8894, 

8822, 

9251, 

9257, 

9704, 

9821, 

13436. 

13445. 

13517. 

13634. 

14048. 

14057. 

14321. 

14330. 

14475. 

14858. 

17082. 

17097. 

17230. 

17241. 

17637. 

17695. 

17904. 

17911. 

17931. 

18270. 



8377. . 
8385. . 
8559. . 
8676. . 
8703. . 
9060. . 
9144. . 
9630. . 
9720. . 
.13924 
.13852 
.14023 
.13924 
.14212 
.14245 
.14698 
.14674 
.14666 
.14881 
. 17579 
.17177 
.17481 
.17564 
.17825 
.17823 
.18272 
.17940 
.18062 
.18380 



8553, 
8624, 
8624, 
9026, 
8822, 
9245, 
9245, 
9701, 
9812, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29473 
60850 
6051 

OJ000150_09 

8382 

none 

8382. .8594, 
8676. .8888, 
9264. .9482, 
13517. .13648 
13931. .14020 
14459. .14875 
14862. .14897 
17313. .17432 
17913. .18017 



0218.C25.o2. tm 



8385. . 
8676. . 
9474. . 
, 1358 
1393 
1447 
1708 
1751 
1804 



8510, 8457 
8783, 8946 
9875, 9603 
9. .13699, 
1. .14020, 
5. .14852, 
5. .17183, 
1. .17600, 
8. .18452, 



Seq. ID OJ000150_09.0218.C25 
Strand 

19105 

TBLASTX: Maize 
18485 
55 

..8564, 8S93..8685, 8674.-8793, 
..9035, 9120.-9251, 9126.. 9236, 
..9869, 9607. .9894, 13445 .. 13660, 
13652. .13876, 13661 .. 13771, 
14236, 14114. .14236, 
14866, 14861. .14902, 
17351, 17270. .17335, 
17816, 17898. .18128, 
18435, 18444. .18485 



End 

Method 

End 

Score 



14063 
14681 
17241 
17688 
18337 



Seq. No. 
Gene No. 
Start 
Name 
Start 

r* t 

Exons 



29473 
60850 
6051 

OJ000150_09.0218.C25.ol.tw 
8679 



End 

Method 
End 

none Score 
8679.-8876, 8760. .8894, 8940. .9305, 9201. .9341, 9288. 
9549. .9692, 13532 13720, 13583 .. 13792, 13754 .. 13984 , 



Seq. ID OJ000150_09.0218.C25 
Strand 

19105 

TBLASTX: Wheat 
18194 
106 



,9440, 



29335 




13880. .14284, 
17328. .17570, 
17934. .18080, 



13890. .14264, 
17460. .17843, 
17958. .18179, 



14321. .14428, 
17583. .17645, 
18108. .18194, 




14408. .14596, 
17725. .17808, 
18129. ,18161 



Seq. No. 29474 Seq. ID 

Gene No. 60851 Strand 

Start 1 End 

Name OJ000150_09 . 0218.C26.ol.np Methpd 

Start 1 " End 

GI 3024450. Score 

.Exons 1..52, 1536.. 1665 
GI Descrip. PHOTOSYSTEM II P680 



OJ000150_09.0218.C26 

1665 
AAT/NAP 
1665 
79 



gi|2143323|emb|CAA73765 
[Populus deltoides] 



CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 

1| (Y13328) 51kDa chlorophyll a protein 



Seq. No. 


29475 




Seq. ID 


OJ000150_09.0218.C27 


Gene No. 


60852 




Strand 




Start 


120 




End 


2600 


Name 


OJ000150 09.0218.C27 


.ol.gs 


Method 


GEN SCAN 


Start 


120 




End 


2503 


GI 


none 




Score 


.71 


Exons 


120.. 541, 652.. 2503 








Seq. No. 


29475 




Seq. ID 


OJ000150_09.0218.C27 


Gene No. 


60852 




Strand 




Start 


120 




' End 


2600 


Name 


OJ000150 09.0218.C27 


.ol.np 


Method 


AAT/NAP 


Start 


162 




End 


2600 


GI 


6522541 




Score 


1231 


Exons 


162. .541, 652. .2600 








GI Descrip. 


(AL132955) receptor- 


kinase 


like protein [Arabidopsis thaliana] 



Seq. No. 


29475 






Seq. ID 


OJ000150_09.0218 


.C27 


Gene No. 


60852 






Strand 






Start 


120 






End 


2600 




Name 


OJ000150 


09.0218.C27.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


198 






End 


724 




GI 


none 






Score 


74 




Exons 


198. .320, 


202.. 330, 333. 


.542, 


346. .543, 


653. .724, 654.. 


695 


Seq. No. 


29475 






Seq. ID 


OJ000150_09.0218 


.C27 


Gene No. 


60852 






Strand 






Start 


120 






End 


2600 




Name 


OJ000150 


09.0218.C27.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


213 






End 


1246 




GI 


none 






Score 


39 




Exons 


213. .278, 


360. .542, 361. 


.543, 


448. .561, 


668.. 1138, 752. 


.907, 




951. .1139 


, 1154. .1246 










Seq. No. 


29475 






Seq. ID 


OJ000150_09.0218 


.C27 


Gene No. 


60852 






Strand 






Start 


120 






End 


2600 




Name 


OJ000150 


09.0218.C27.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


442 






End 


907 




GI 


none 






Score 


55 




Exons 


442. .552, 


447. .542, 653. 


.676, 


719. .907 







29336 




Seq. No. 


29475 






- 


Seq. ID 


OJ000150 


_09.0218.C27 


Gene No. 


60852 








Strand 






Start 


120 








End 


2600 




Name 


OJ000150 09 


.0218 


.C27.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


447 








End 


2503 




GI 


none 








Score 


70 




Exons 


447. .542, 653. .676, 723 


QQA 

. . yyu, 


725. .913, 938. .985, 1034.. 113E 




114 0. . 1^40/ 


1 A t; i 
14 01 


. .1543, 


1463. 


.1612, 1514. .2200, 


*i c i >i onto 

1014 . . ^uoy , 




1514. .1705, 


1586 


. .2221, 


1658. 


.1996, 1658. :1726, 


1658. .2200, 




1661. .2215, 


1661 


. .2068, 


1721. 


.2194, 1731. .1970, 


1784. .2083, 




1790. .2215, 


1805 


. .2080, 


1853. 


.2209, 1986.. 2210, 


1988. .2209, 




2019. .2189, 


2145 


. .2189, 


2219. 


.2308, 2399.. 2503 




Seq. No. 


29475 








Seq. ID 


OJUUUloU 


_09.0218.C27 


Gene No. 


60852 








Strand 






Start 


1ZU 








End 






Name 


OJ000150 09 


.0218 


.C27.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


725 








End 


1077 




GI 


none 








Score 


300 




Exons 


725. .1075, 


729. . 


1076, 895. .1077, 901.. 


1077 




Seq. No. 


29475 








Seq. ID 


OJ000150 


_09.0218.C27 


Gene No. 


60852 








Strand 






Start 


120 








End 


2600 




Name 


OJ000150_09 


.0218 


. C27 . o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1 "3 A "3 








End 


2503 




GI 


none 








Score 


131 




Exons 


1343. .1528, 


1344 


1 c o c 




.2503 






Seq. No. 


29475 








Seq. ID 


OJ000150 


_09.0218.C27 


Gene No. 


60852 








Strand 






Start 


120 








End 


2600 




Name 


OJ000150 09 


.0218 


.C27.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1514 








End 


2503 




GI 


none 








Score 


65 




Exons 


1514. .2146, 


1580 


. .2200, 


1586. 


.2221, 1652.. 2215, 


1653. .1823, 




1722. .1970, 


1728 


. .1958, 


1875. 


.1964, 1886. .2128, 


1998. .2039, 




2019. .2204, 


2068 


. .2115, 


2094. 


.2216, 2231.. 2302, 


2396. .2503 


Seq. No. 


29475 








Seq. ID 


OJ000150 


_09.0218.C27 


Gene No. 


60852 








Strand 






Start 


120 








End 


2600 




Name 


OJ000150 09 


.0218 


,C27.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1532 








End 


2221 




GI 


none 








Score 


76 




Exons 


1532. .2200, 


1586 


. .2059, 


1655. 


.2221, 1658. .1996, 


1722. .1970, 




' 1751. .2215, 


1932 


. .2114, 


1988. 


.2050 






Seq. No. 


29475 








Seq. ID 


OJ000150 


_09.0218.C27 


Gene No. 


60852 








Strand 






Start 


120 








End . 


2600 




Name 


OJ000150 09 


.0218 


.C27.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


1721 








End 


2350 




GI 


none 








Score 


61 




Exons 


1721 . . 1915, 


1775 


. . 1999, 


1847 . 


.206b, 1913. .2128, 


1926. .2030, 



1967. .2350 



29337 



Seq. No. 


29476 








DUojj 






Start 


44 






Name 


OJ000150 09.0218.C28 


.ol 


. gs 


Start 


44 




GI 


none 






Exons 


44 . .200 






Seq.- No. 


29477 








DUO J4 






Start 


22 






Name 


OJ000150 09.0218.C34 


.ol 


.gs 


Start 


22 






GI 


none 






Expns 


22. .112, 185. .384 






Seq. No. 


29478 






uene lmo • 


DUO jj 






Start 


203 






Name 


OJ000150 09.0218.C35 


.ol 


.gs 


Start 


203 




GI 


none 






Exons 


203. .271 






Seq. No. 


29479 






Gene No. 


OUojD 






Start 


344 






Name 


OJ000150 09.0218.C38 


.ol 


. gs 


Start 


344 






GI 


none 






Exons 


344. .460 






Seq. No. 


29480 






Gene No. 


60857 






Start 


1 






Name 


OJ000150 09.0218.C43 


.ol 


.gp 


Start 


1 




GI 


82921 1.R1084 






Exons 


1..236 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_09.0218.C28 
200 

GEN SCAN 

200 

.74 



OJ000150_09.0218.C34 
384 

GENSCAN 

384 

.54 



OJ000150_09.0218.C35 
271 

GENSCAN 

271 

.73 



OJ000150_09.0218.C38 
460 

GENSCAN 

460 

.77 



OJ000150_09.0218.C43 
236 

AAT/GAP 

236 

450 



, 5803242/dbj | AP000399 . 1 1 AP000399 0. 
DNA, chromosome 6, clone : P0535G04 ' 



0e+00 Oryza sativa genomic 



29481 Seq. ID 

60858 Strand 

393 End 
OJ000150_09.0218.C45.ol.gs Method 

393 End 

none Score 
393.. 536 



OJ000150_09.0218.C45 
+ 

536 

GENSCAN 

536 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29482 
60859 

1- 

OJ000250_04.0222.Cl.ol.gp 
i 

5002953 
1. .517 



Seq. ID OJ000250_04.0222.C1 

Strand + 

End 994 

Method AAT/GAP 

End 517 

Score 753 



29338 



GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 






Seq. No. 


29482 


Seq. ID 


OJ000250_04.0222.C1 


Gene No. 


OUOj _? 


Of- y>anH 
Oil Cll 1U 


+ 


Start 


1 


End 


994 


Name 


OJ000250 04.0222.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


994 


GI 


4680203 


Score 


' 507 


Exons 


1. .994 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


29482 


Seq. ID 


OJ000250_04.0222.C1 


Gene No. 


60859 


Strand 


+ 


Start 


n 

X 


End 


994 


Vi CULIC 


OJ000250 04.0222.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


952 


GI 


none 


Score 


155 


Exons 


2. .178, 7. .141, 210. .275, 294 


..380, 311. .358, 365. .454, 




458. .649, 493. .633, 638.-685, 


689. .730, 692. .730, 754. .831, 




755. .859, 860. .952 






Seq. No. 


29482 


Seq. ID 


OJ000250_04.0222.C1 




60859 


Strand 


+ 


Start 


1 


End 


994 


Name 


OJ000250 04.0222-Cl-ol.tc 


Method 


TBLASTX: Cress 


Start 


22 


End 


445 


GI 


none 


Score 


125 


Exons 


22. .141, 26. .178, 210. .275, 294. .380, 


311. .358, 365. .445 


Seq. No. 


29482 


Seq. ID 


OJ000250_04.0222.C1 




60859 


Strand 


+ 


Start 


1 


End 


994 


Name 


OJ000250 04.0222-Cl.ol.gs 


Method 


GEN SCAN 


Start 


59 


End , 


953 


GI 


none 


Score 


.58 


Exons 


59.. 191, 235. .343, 367.. 953 






Seq. No. 


29483 


Seq. ID 


OJ000250_04.0222.C2 


Gene No. 


60860 


Strand 




Start 


1 


End 


5010 




OJ000250 04.0222.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


2102 


GI 


342 1.R1084 


Score 


3555 


Exons 


1. .2102 






GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 




sativa] ' 






Seq. No. 


29483 


Seq. ID 


OJ000250_04.0222.C2 


Gene No. 


60860 


Strand 




Start 


1 


End 


5010 


Name 


OJ000250 04.0222.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3410 


GI 


4680203 


Score 


2305 




1..281, 435. .2106, 3379. .3410 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 



29339 




Seq. No. 


29483 






Seq. ID 


OJ000250_04.0222 


.C2 


Gene No . 


bUobU 






Strand 






Start 


1 






End 


5010 




Name 


OJ000250 


04. 0222. C2 


.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


129 




GI 


none 






Score 


79 




Exons 


3. .128, 3 


..128, 4.. 


129 








Seq. No. 


29483 






Seq. ID 


OJ000250_04.0222 


.C2 


Gene No. 


60860 






Strand 






btart: 


i 
i 






hnd 


oUlu 




Name 


OJ000250 


04. 0222. C2 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


130 






End 


578 




GI 


none 






Score 


113 




Exons 


130. .255, 


132. .260, 


132. .254, 


287. .499, 


288. .506, 289.. 


510, 




530. .577, 


531. .578 










Seq. No. 


29483 






Seq. ID 


OJ000250_04.0222 


.C2 


i^ene jno . 


DUoOU 






Strand 






Start 


1 






End 


5010 




Name 


OJ000250 


04. 0222. C2 


. ol.gs 


Method 


GENSCAN 




Start 


192 






End 


1919 




GI. 


none 






Score 


.59 




Exons 


192. .370, 


438. .546, 


551. .1159, 


. 1295. .1467, 1649. .1919 




Seq. No. 


29483 






Seq. ID 


OJ000250_04.0222 


.C2 


Gene No. 


60860 






Strand 






Start 


1 






End 


5010 




Name 


OJ000250 


04. 0222. C2 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


611 






End 


853 




GI 


none 






Score 


216 




Exons 


611. .853 













Seq. No. 29483 

Gene No. 60860 

Start 1 

Name 0 J000250_04 . 0222 . C2 . ol . tm 

Start 683 

GI none 

Exons 683.. 877, 887.. 1141, 887.. 1129 



Seq. ID OJ000250_04.0222.C2 
Strand 

End 5010 

Method TBLASTX: Maize 

End 1141 

Score 103 



Seq. No. 29483 Seq. ID 

Gene No. 60860 Strand 

Start ' 1 End 

Name OJ000250_04 . 0222 . C2 . ol . tw . Method 

Start 717 End 

GI none Score 
Exons 



OJ000250JD4.0222.C2 
5010 

TBLASTX: Wheat 

1186 

173 



717. .923, 717. .926, 722. .925, 722. .946, 926. .1024, 927. .1019, 
1028. .1132, 1032. .1121, 1133. .1186, 1134. .1178 



Seq. No. 29483 

Gene No. 60860 

Start 1 

Name 0 J000250_04 . 0222 . C2 . ol . t c 

Start 97 4 

GI none 

Exons 974.. 1315, 993.. 1130, 1170.. 1322 



Seq. ID OJ000250_04.0222.C2 
Strand 

End 5010 

Method TBLASTX : Cress 

End 1322 

Score 88 



29340 




Seq. No. 


29483 










Seq. ID 


OJ000250_04.0222.C2 


Gene No. 


60860 










Strand 




Start 


1 










End 


5010 


Name 


OJ000250 04 


.0222. 


C2.o4. 


gp 




Method 


AAT/GAP 


Start 


1035 










End 


2556 


GI 


2310235 










Score 


294 


Exons 


1035. .1091, 


1969. 


.2106, 


2519. 


.2556 




GI Descrip. 


5852182/emb 


ICAB55420.il 


9, 


,0e- 


13 (AL117265) zhb0012.1 [Oryz, 




sativa] 














Seq. No. 


29483 










Seq. ID 


OJ000250_04.0222.C2 


Gene No. 


60860 










Strand 




Start 


1 










End 


5010 


Name 


OJ000250 04 


.0222. 


C2.ol. 


ts 




Method 


TBLASTX: Soybean 


Start 


1055 










End 


1484 


GI 


none 










Score 


121 


Exons 


1055. .1351, 


1073. 


.1297, 


1346. 


.1408, 1401. .1484, 1409. .1483 


Seq. No. 


29483 










Seq. ID 


OJ000250_04.0222.C2 


Gene No. 


60860 










Strand 




Start 


1 










End 


5010 


Name 


OJ000250 04 


.0222. 


C2.o3. 


tw 




Method 


TBLASTX: Wheat 


Start 


1415 










End 


-1757 


GI 


none 










Score 


91 


Exons 


1415. .1519, 


1416. 


.1514, 


1484. 


.1657, .1530. .1658, 1530. .1667, 




1537. .1659, 


1650. 


.1757 










Seq. No. 


29483 










Seq. ID 


OJ000250_04.0222.C2 


Gene No. 


60860 










Strand 




Start 


1 










End 


5010 


Name 


OJ000250 04 


.0222. 


C2.o2. 


gs 




Method 


GENSCAN 


Start 


2990 










End 


5010 


GI 


none 










Score 


.51 


Exons 


2990. .3080, 


3529. 


.3620, 


4924. 


.5010 




Seq. No. 


29484 










Seq. ID 


OJ000250_04.0222.C3 


Gene No. 


60861 










Strand 


+ 


Start 


262 










End 


5066 


Name 


OJ000250 04, 


.0222. 


C3.ol. 


gs 




Method 


GENSCAN 


Start 


262 








End 


5066 


GI 


none 










Score 


.53 


Exons 


262.. 682, 766.. 910, 1763.. 


1806, 3409.. 


3489, 4159. .4241, 




4917. .5066 














Seq. No. 


29484 










Seq. ID 


OJ000250_04.0222.C3 


Gene No. 


60862 










Strand 




Start 


5121 










End 


7481 


Name 


OJ000250 04, 


.0222. 


C3.ol. 


np 




Method 


AAT/NAP 


Start 


5121 










End 


7481 


GI 


4835244 










Score 


673 



Exons 5121.. 5219, 5859.. 6021, 6127.. 6489, 6536.. 7481 

GI Descrip. (AL049862) putative mitochondrial protein [Arabidopsis thaliana] 

Seq. ID OJU00250_04 .0222.C3 
Strand 

End 7481 



O — ~ vt _ or* it n ^ 

Gene No. 60862 
Start 5121 



29341 



Name 



OJ000250_04.0222.C3.o2.gs 



Start 


5845 








GI 


none 








Exons 


5845. . 6443, 


6448 


. .7447 




Seq. No. 


29484 








Gene No. 


60863 








Start 


12190 








Naiue 


OJ000250 04 


.0222 


. C3. o2 . 


tm 


Start 


6070 ~ 








GI 


none 








Exons 


6070. . 6288, 


6082 


. . 6288 




Seq. No. 


29484 








Gene No. 


60863 








Start 


12190 








Name 


OJ000250 04 


. 0222 


.C3.ol. 


ts 


Start 


6118 ~ 








GI 


none 








Exons 


6118. . 6435, 


6124 


. . 6435, 


6532 . 




6872 . .7168, 


7088 


. .7435 




Seq. No. 


29484 








Gene No.. : . 


60863 








Start ' 


12190 








Name 


OJ000250 04 


. 0222 


.C3.ol. 


tc 


Start 


6127 ~~ 








GI 


none 








Exons 


6127 . . 6411, 


6127 


. . 6414, 


6206. 


Seq. No. 


29484 








Gene No. 


60863 








Start 


12190 








Name 


OJ000250 04 


.0222 


. C3 . ol . 


tw 


Start 


6193 ~ 








GI 


none 








Exons 


6193. . 6414, 


6212 


. . 6421, 


6212. 


Seq. No. 


29484 








Gene No . 


60863 








Start 


12190 








Name 


OJ000250 04 


. 0222 


.C3.ol. 


tm 


Start 


6289 ~ 








GI 


none 








Exons 


6289. . 6375, 


6334 


. . 6375, 


6379. 




6560. .6868, 


6651 


. . 6737, 


6698. 


Seq. No. 


29484 








Gene No . 


60863 








Start 


12190 








Name 


OJ000250 04 


.0222 


.C3.o3. 


gs 


Start 


12190 






GI 


none 








Exons 


12190. .12326, 12541.. 12667 


Seq. No. 


29485 








Gene No. 


60864 









Method GEN SCAN 
End 7447 
Score . 63 



Seq. ID OJ000250_04.0222.C3 
Strand 

End 12667 

Method TBLASTX : Mai ze 

End 6288 

Score 164 



Seq. ID OJ000250_04.0222.C3 
Strand 

End 12667 

Method TBLASTX : Soybean 

End 7435 

Score 192 

.6606, 6560.. 6868, 6651.. 6833, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6454 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6421 



OJ000250_04.0222.C3 
12667 

TBLASTX: Cress 

6454 

120 



OJ000250_04.0222.C3 
12667 

TBLASTX: Wheat 

6421 

147 



Seq. ID OJ000250_04.0222.C3 
Strand 

End 12667 

Method TBLASTX : Mai ze 

End 6931 

Score 58 

.6426, 6386. .6427, 6532. .6615, 
.6868, 6811. .6879, 6878. .6931 

Seq. ID OJ000250_04.0222.C3 
Strand 

End 12667 

Method GENSCAN 

End 12667 

Score . 68 



Seq. ID OJ000250_04.0222.C4 
Strand + 



29342 





1 


End 


11512 


Name 


OJ000250 04.0222.C4.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


11512 


GI 


5902445 


Score 


1164 


Exons 


1..35, 6813. .7836, 11295. .11512 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


29485 


Seq. ID 


OJ000250 


Gene No. 


60864 


Strand 


+ 


Start 


1 


End 


11512 . 


Name 


OJ000250 04.0222.C4.ol.gp 


Method 


AAT/GAP 


Start 


2320 


End 


2757 


GI 


LIB3434-038-P1-K1-F1 


Score 


481 


Exons 


2320. .2757 






GI Descrip. 


■5257255/dbj [AP000364.il AP000364 0.0e+00 Oryza 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


29485 


Seq. ID 


OJ000250 


Gene No. 


60865 


Strand 


- 


Start 


383 


End 


1540 


Name 


OJ000250 04.0222.C4.ol.gs 


Method 


GENSCAN 


Start 


383 


End 


1540 


GI 


none 


Score 


.44 


Exons 


383. .1540 






Seq. No. 


29485 


Seq. ID 


OJ000250 


Gene No. 


60865 


Strand 




Start 


383 


End 


1540 


Name 


OJ000250 04.0222.C4.ol.np 


Method 


AAT/NAP 


Start 


428 


End 


1507 


GI 


5257279 


Score 


1086 


Exons 


428. .613, 962. .1507 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and ] 




homologues. (L35053) [Oryza 


sativa] 




Seq. No. 


29485 


Seq. ID 


OJ000250 


Gene No. 


60866 


Strand 




Start 


7539 


End 


11503 


Name 


OJ000250 04.0222.C4.ol.tm 


Method 


TBLASTX : I 


Start 


6.931 


End 


7235 


GI 


none 


Score 


149 


Exons 


6931.. 7080, 6969.. 7079, 7058 


..7234, 7062. .7235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29485 Seq. ID 

60866 Strand 

7539' End 

OJ000250_0.4 . 0222 . C4 . ol . tw Method 

6931 End 

none Score 



OJ000250_04.0222.C4 
11503 

TBLASTX: Wheat 

7313 

133 



6931. .7080, 6939. .7079, 7059. .7313, 7059. .7304, 7082. .7312 



29485 Seq. ID 

60866 Strand 

7539 End 

OJ000250_04 . 0222 . C4 . o2 . cw Method 

7437 End 

none Score 



OJ000250_04.0222.C4 
11503 

TBLASTX : Wheat 

11503 

308 



29343 



Exons 



7437. .7835, 7451. .7540, 7586. .7693, 11372 .. 11503, 11386. .11502 



Seq. No. 29485 

Gene No. 60866 

Start 7539 

Name OJ000250_04 . 0222 . C4 . o2 . gp 

Start 7539 

GI uC-osflcyp088bl2bl 

Exons 7539.. 7559, 8001.. 8111 

GI Descrip. ' 5257255/dbj I AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 1 



Seq. ID OJ000250_04.0222.C4 
Strand 

End 11503 

Method AAT/GAP 

End 8111- 

Score 163 



Seq. No. 29486 

Gene No. 60867 

Start 50 

Name OJ000250_04 . 0222 . C5 . ol . gs 

Start 50 

GI none 

Exons 50.. 567, 678.. 696 



Seq. ID OJ000250_04.0222.C5 
Strand 

End 696 

Method GEN SCAN 

End 696 

Score .69 



Seq. No. 29487 

Gene No. 608 68 

Start 68 

Name OJ000250_04 . 0222 i C6 . ol . gs 

Start 68 

GI none 

Exons 68.. 153, 196.. 596 



Seq. ID OJ000250_04.0222.C6 

Strand + 

End 596 . 

Method GENSCAN 

End 596 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29488 
60869 
922 

OJ000250_04.0222.C7.ol.gs 

922 

none 



Seq. ID OJ000250_04.0222.C7 

Strand + 

End 4999 

Method GENSCAN 

End 4999 

Score . 68 



922. .1051, 1140. .1873, 1952. .2413, 2495. .3036, 3042. .3326, 
3409. .3579, 3746. .3917, 4356. .4394, 4934. .4999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29488 
60869. 
922 

OJ000250_04.0222.C7.ol.gp 
3735 

LIB3431-001-P1-N1-B5 
3735.. 3917, 4023.. 4254 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000250_04.0222.C7 

Strand + 

End 4999. , 

Method AAT/GAP 

End 4254 

Score 749 



29488 
60870 
6103 

OJ000250_04 . 0222 . C7 . o2 . gs 
6103 

none ..^ 

6103.. 6258, 6291.. 6296 



Seq. ID OJ000250_04.0222.C7 

Strand + 

End 6296 

Method GENSCAN 

End 6296 

Score . 92 



Seq. No. 
Gene No. 



29488 
60871 



Seq. ID OJ000250_04.0222.C7 
Strand 



29344 



Start 


6637 


End 


6912 


Name 


OJ000250 04.0222.C7.o3.gs 


Method 


GENSCAN 


Start 


6637 


End 


6912 


GI 


none 


Score 


.85 


Exons 


6637. .6912 






Seq. No. 


29489 


Seq. ID 


OJ000250_04.0222.C8 


Gene No. 


60872 


Strand 


+ 


Of ayf 


7731 


End 


10661 


Name 


OJ000250 04.0222. C8.ol.np 


Method 


AAT/NAP 


Start 


7731 


End 


10661 


GI 


4680204 


Score 


76 


Exons 


7731. .7824, 10472. .10661 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


29489 


Seq. ID 


OJ000250_04.0222.C8 


Gene No . 


e\ O T o 

60872 


Strand 


+ 


Start 


T 1 O T 
/ Ml 


End 


10661 


Name 


/->■ Trt A A O C A A /I A A A A /•*» /-> -i 

OJ000250_04 . 0222 . C8 . ol . gp 


Method 


AAT/GAP 


Start 


O C A A 

8544 


End 


10029 


GI 


3768387 


Score 


764 


Exons 


8544. .8811, 9879. .10029 






Seq. No. 


29489 


-Seq. ID 


OJ000250_04.0222.C8 


Gene No. 


60873 


Strand 


+ 


Start 


35245 


End 


35394 


Name 


/-\ -r /*\ /\ A A C A A Jl A A A A r-i o A 

OJ000250_04 . 0222 .C8 .o4 .gp 


Method 


AAT/GAP 


Start 


35245 


End 


35394 


GI 


21474_1 . R1084 


Score 


239 


Exons 


Joz4o . . JO J94 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidops. 




thaliana] 1 






Seq. No. 


29489 


Seq. ID 


OJ000250__04.0222.C8 


Gene No. 


60874 


Strand 




otar u 


14399 


End 


26572 


Name 


OJ000250 04 . 0222 .C8 .o2 .gs 


Method 


GENSCAN 


Start 


14399 


End 


21535 


GI 


none 


Score 


.47 


Exons 


14399. .14448, 15307 15406, 


15548. .15677, 16434 .. 16504 , 




17276. .17459, 20670 .. 20797 , 


20802. .21216, 21477.. 21535 


Seq. No. 


29489 


Seq. ID 


OJ000250_04.0222.C8 


Gene No. 


60874 


Strand 




Start 


14399 


End 


26572 


Name 


OJ000250 04.0222.C8.o2.np 


Method 


AAT/NAP 


Start 


18752 


End 


26538 


GI 


4493978 


Score 


69 


Exons 


18752. .18786, 20438 .. 20515, 


23176. .23394, 26483.. 26538 


GI Descrip. 


(AL034559) predicted using 


hexExon; MAL3P7.21 (PFC0960c) , 




Hypothetical protein, len: 


1929 aa [Plasmodium falciparum] 


Seq. No. 


29489 


Seq. ID 


OJ000250_04.0222.C8 


Gene No. 


60874 


Strand 




n j ±~ 


I J 1 A A 


End 


26b 72 


Name 


OJ000250 04.0222.C8.o2.gp 


Method 


AAT/GAP 


Start 


23289 


End 


23379 



29345 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5867JL.R1084 Score 125 

23289. .23379 

1 4 64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUI TIN- CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 18 57_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



OJ000250 04. 0222. C8 



29489 
60874 
14399 

OJ000250_04 . 0222 . C8 . o3 . gp 
26031 

273JL.R1084 
26031. .26114, 26409.. 26572 

1 417260/sp|Q03200|LRP_ORYSA 8.0e-41 LIGHT REGULATED PROTEIN 

PRECURSOR >gi_422003_pir S33632 lirl protein - rice 

>gi_20263_emb_CAA48706_ (X68807) light-regulated gene [Oryza 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



26572 
AAT/GAP 
26572 
337 



Seq. No. 29489 

Gene No. 60875 

Start 29778 

Name OJ000250_04 . 0222 . C8 . o4 . gs 

Start 29778 

GI none 
Exons 



Seq. ID OJ000250_04 .0222.C8 
Strand 

End 35108 

Method GENS CAN 

End 35108 

Score . 68 



29778. .30208, 30571 .. 30687, 31380 31674 , 31782 .. 31891 , 
32206. .32270, 32306 .. 32505, 32591 32616, 34257 .. 344 12, 
34991. .35108 



Seq. No. 29489 
Gene No. 60876 
.Start 35777 

Name OJ000250_04 . 0222 . C8 . o5 . gs 

Start 35777 
GI none 
Exons 35777. 

36599. 

40578. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_04.0222.C8 

40793 
GENSCAN 
40793 
.74 



,35962, 36042. .36140, 36235 .. 36307, 36392 .. 36502, 
.36772, 36882. .37981, 38056 .. 39477, 40339 .. 404 12, 
,40793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



29489 
60876 
35777 

OJ000250_04.0222.C8.o3.np 

35795 

4680204 



Seq. ID OJ000250_04.0222.C8 
Strand 

End 40793 

Method AAT/NAP 

End 394 92 

Score 1045 



35795. .35932, 36283 .. 36502 , 36599 36772, 36882 .. 37 981 , 
38056. .39492 

(AF114171) hypothetical protein [Sorghum bicolor] 



29489 Seq. ID 

60876 Strand 

35777 End 

OJ000250_04.0222.C8.o2.tw Method 

36433 End 



OJ000250_04.0222.C8 
40793 

TBLASTX: Wheat 
36955 



29346 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 68 

36433. .36504, 36604 36783, 36611 36736, 36875.. 36955 



29489 
60876 
35777 

OJ000250__04 .0222.C8.ol.tw 

38446 

none 



Seq. ID OJ000250_04.0222.C8 
Strand 

End 40793 

Method TBLASTX : Wheat 

End 38849 

Score 84 



38446. .38616, 38579 3874 6, 38611 .. 38847, 38 698 38847 , 
38739. .38849 



Seq. No. 29490 Seq. ID 

Gene No. 60877 Strand 

Start 4 9 End 

Name OJ000250_04 . 0222 . C9 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 197 



OJ000250__04.0222.C9 
+ 

197 

GENSCAN 

197 

.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29490 Seq. ID 

60878 Strand 

1 End 

OJ000250_04 . 0222 . C9 . ol . np Method 

1 End 

4680203 Score 
1..48, 1088. .1414 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000250_04.0222.C9 

1414 
AAT/NAP 
1414 ■ 
305 



29490 
60878 
1 

OJ000250_04.0222.C9.ol.tw 

1085 

none 

1085. .1186, 
1287. .1382, 



1093. .1194, 1191. 
1319.. 1378, 1383. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 04. 0222. C9 



1414 

TBLASTX: Wheat 
1414 
40 

1271, 1199. .1339, 1200. .1340, 
1409, 1385. .1414, 1390. .1410 



Seq. No. 29490 Seq. ID 

Gene No. 60878 Strand 

Start 1 End 

Name OJ000250_04 . 0222 . C9 . o2 . gs Method 

Start 1100 End 

GI none Score 

Exons 1100.. 1327 



OJ000250_04.0222.C9 

1414 
GENSCAN 
1327 
.96 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



29491 
60879 
4713 

OJ000250_04.0222.Cll.o2.np 

4713 

5257279 



Seq. ID OJ000250__04.0222.C11 

Strand + 

End 11518 

Method AAT/NAP 

End 11355 

Score 5624 



4713. .4737, 6640. .6697, 7328. .10046, 10263 10425, 10540. .11355 
(AP000364) Similar to Transposon MAGGY gag and pol gene 



:cfues . (L35053) [vLyza sativaj 



Seq. No. 



29491 



Seq. ID OJ000250 04.0222.C11 



29347 



Gene No. 


60879 




Strand 


+ 


Start 


4713 




End 


11518 


Name 


OJ000250 04.0222.Cll.o3 


.gs 


Method 


GENSCAN 


Start 


7110 


End 


11518 


GI 


none 




Score 


.66 


Exons 


7110. .11518 








Seq. No. 


29491 




Seq. ID 


OJ000250_04.0222.C11 


Gene No. 


60880 




Strand 




oLart 


i 
i 




End 


. O U D 4 


Name 


OJ000250 04.0222.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1836 


GI 


4680179 




Score 


445 


Exons 


1..57, 1178. .1836 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 


Seq. No. 


29491 




Seq. ID 


OJ000250_04.0222.C11 


Gene No . 


60880 




Strand 




Start 


1 




End 


3064 


Name 


OJ000250 04.0222.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


1162 




End 


3064 




none 




Score 


.7 


Exons 


1162. .1815, ' 2008. .2194, 


2988. 


.3064 




Seq. No. 


29491 




Seq. ID 


OJ000250_04 . 0222 . Cll 


Gene No. 


60881 




Strand 




Start 


3066 




End 


3438 


Name 


OJ000250 04.0222.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


3066 




End 


3438 


GI 


uC-osflcyp033a04bl 




Score 


508 


Exons 


3066. .3438 








GI Descrip. 


1 6016845/dbj | AP000570. 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 




Seq. No. 


29491 




Seq. ID 


OJ000250_04. 0222. Cll 


Gene No . 


60882 




Strand 




Start 


4325 




End 


7607 


Name 


OJ000250 04.0222.Cll.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


1234 




End 


7607 


GI 


none 




Score 


159 


Exons 


1234.. 1593, 1238.. 1591, 


7245. , 


.7436, 7394.. 7597, 7461.. 7607 


Seq. No. 


29491 




Seq. ID 


OJ000250_04 . 0222 . Cll 


Gene No . 


60882 




Strand 




Start 


4 325 




End 


7607 


Name 


OJ000250 04.0222.Cll.o2. 


. gs 


Method 


GENSCAN 


Start 


4325 


End 


6205 


GI 


none 




Score 


.7 


Exons 


4325.. 5724, 6115.. 6205 








Seq. No. 


29491 




Seq. ID 


OJ000250_04. 0222. Cll 


Gene No. 


60883 




Strand 




Start 


8154 




End 


8537 


Name 


OJ000250 04.0222.Cll.o6. 


. tm 


Method 


TBLASTX: Maize 


Start 


O 1 C A 
W -L. -x 




End 


8479 


GI 


none 




Score 


205 


Exons 


8154. .8477, 8201. .8302, 


8345. . 


8479 





29348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

t 

Exons 



29491 
60883 
8154 

OJ000250_04 , 

8159 

none 

8159. .8281, 

29491 
60884 
8612 

OJ000250_04, 

8612 

none 

8612. .8773, 

29491 
60885 
8709 

OJ000250_04. 

8709 

none 

8709. .9191, 

29491 
60885 
8709 

OJ000250_04. 

8775 

none 

8775.-9245, 

29491 
60885 
8709 

OJ000250_04. 

8837 

none 

8837. .9007, 

29491 
60885 
8709 

OJ000250_04. 

9132 

none 

9132. .9164, 

29491 
60885 
8709 

OJ000250_04. 

9240 

none 

9240. .9542, 



0222.Cll.o8.tw 
8160. .8381, 8379. 

0222.Cll.o7.tm 
8613. .8774 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_04 . 0222 . Cll 
8537 

TBLASTX: Wheat 

8537 

138 



,8531, 8415. .8537, 8426.-8536 



0222. Cll. o4.tw 
8720. .9016, 8829. .9182, 9044. .9187 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000250_04 . 0222 . Cll 
8774 

TBLASTX: Maize 

8774 

194 



OJ000250 04. 0222. Cll 



10046 

TBLASTX: Wheat 
9191 
551 



0222. Cll. o3.tm 
8849. .9022 

0222. Cll. o2.tc 
8838. .9155 

0222. Cll. ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_04. 0222. Cll 
10046 

TBLASTX: Maize 

9245 

396 



OJ000250_04. 0222. Cll 
10046 

TBLASTX: Cress 

9155 

188 



OJ000250_04. 0222. Cll 
10046 

TBLASTX : Soybean 

9527 

54 



9132. .9161, 9168. .9527, 9170. .9526 



0222. Cll. o5.tw 



9260. .9526 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_04. 0222. Cll 
10046 

TBLASTX: Wheat 

9542 

399 



29349 



Seq. No. 29491 Seq. ID 

Gene No. 60885 Strand 

Start 8709 End 

Name OJ000250_04 . 0222 .Cll.o5.tm Method 

Start 9245 End 

GI none Score 

Exons 9245.. 9409, 9246.. 9407 



OJ000250_04 .0222.C11 
10046 

TBLASTX: Maize 

9409 

206 



Seq. No. 29491 Seq. ID 

Gene No. 60885 Strand 

Start 8709 End 

Name OJ000250_04 . 0222 . Cll . o2 . tm Method 

Start 9413 End 

GI none Score 

Exons 9413.. 9841, 9414.. 9854 



OJ000250_04. 0222. Cll 
10046 

TBLASTX: Maize 

9854 

470 



Seq. No. 29491 Seq. ID 

Gene No. 60885 Strand 

Start 8709 * End 

Name OJ000250_04 . 0222 . Cll . o2 . tw Method 

Start 9543 End 

GI none Score 

Exons 9543.. 10046, 9551.. 10045 



OJ000250_04. 0222. Cll 
10046 

TBLASTX: Wheat 

10046 

620 



Seq. No. 29491 Seq. ID 

Gene No. 60885 Strand 

Start 8709 End 

Name OJ000250_04 . 0222 . Cll . o3 . ts Method 

Start 9552 End 

GI none Score 

Exons 9552.. 9794 



OJ000250_04. 0222. Cll 
10046 

TBLASTX : Soybean 

9794 

209 



Seq. No. 29491 

Gene No. 60886 

Start 10047 

Name OJ000250_04 . 0222 . Cll . o3 . tw 

Start 10047 

GI none 

Exons 10047. .10535, 10071. . 10529, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_04. 0222. Cll 
11555 

TBLASTX: Wheat 

10535 

592 



10160. .10531 



Seq. No. 29491 

Gene No. 60886 

Start 10047 

Name OJ000250_04 . 0222 .Cll. ol.tc 

Start 10242 

GI none 

Exons 10242. .10415, 10250 .. 10363, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_04. 0222. Cll 
11555 

TBLASTX: Cress 

10559 

109 



10416. .10559, 10418. .10558 



Seq. No. 29491 Seq. ID 

Gene No. 60886 Strand 

Start 10047 End 

Name OJ000250_04 . 0222 . Cll . o2 . ts Method 

Start 10334 End 

GI none Score 

Exuns 10334 .. 10579, 10335 .. IG^bU 



OJ000250_04. 0222. Cll 
11555 

TBLASTX : Soybean 

10580 

281 



Seq. No. 



29491 



Seq. ID OJ000250 04. 0222. Cll 



29350 




Gene No . 


C C\ o o c 

60886 




Strand 






Start 


10047 




End 


11555 




Name 


OJ000250 04.0222.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10382 




End 


10673 




GI 


none 




Score 


381 




Exons 


10382. .10669, 10383. 


.10673 








Seq. No. 


29491 




Seq. ID 


OJ000250_04.0222 


.Cll 


Gene No. 


60886 




Strand 






Start 


10047 




End 


11555 




Name 


OJ000250 04.0222.C11 


.ol.tw 


Method 


TBLASTX: Wheat ' 




Start 


10542 




End 


11168 




GI 


none 




Score 


715 




Exons 


10542. .11168, 10544. 


.11167 








Seq. No. 


29491 




Seq. ID 


OJ000250_04.0222 


-Cll 


Gene No. 


60886 




Strand 






Start 


10047 




End 


11555 




Name 


OJ000250 04.0222.C11 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10725 




End 


11309 




GI 


none 




Score 


222 




Exons 


10725. .10883, 10727. 


.10879, 


10821. .11021, 10876. .11022, 






10880. .11131, 10880,;. 


.11308, 


10881. .11309 




Seq. No. 


29491 




Seq. ID 


OJ000250_04.0222 


.Cll 


Gene No. 


60886 




Strand 






Start 


10047 




End 


11555 




Name 


OJ000250 04.0222.C11 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


11168 




End 


11501 




GI 


none 




Score 


358 




Exons 


11168. .11392, 11169. 


.11501 








Seq. No. 


29491 




Seq. ID 


OJ000250__04.0222 


.Cll 


Gene No. 


60886 




Strand 






Start 


10047 




End 


11555 




Name 


OJ000250 04.0222.C11 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


11309 




End 


11555 




GI 


none 




Score 


182 




Exons 


11309. .11437, 11310. 


.11510, 


11421. .11555 




Seq. No. 


29492 




Seq. ID 


OJ000250_04.0222 


.C12 


Gene No. 


60887 




Strand 


+ 




Start . 


831 




End 


983 




Name 


OJ000250 04.0222.C12 


. ol . gs 


Method 


GENSCAN 




Start 


831 


End 


983 




GI 


none 




Score 


.65 




Exons 


831. .983 










Seq. No. 


29492 




Seq. ID 


OJ000250_04.0222 


.C12 


Gene No . 


60888 




Strand 






Start 


2792 




End 


2893 




Name 


OJ000250 04.0222.C12 


. o2.gs 


Method 


GENSCAN 




Start 


2792 




End 


2893 




GI 


none 




Score 


.82 




T7»,, ~ 


27 92 . . 2893 










Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


.C13 



29351 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



60889 
644 

OJ000250_04.0222.C13.o3.np 
644 

1947160 



Strand + 
End 23678 
Method AAT/NAP 
End 23678 
Score 186 

644. .691, 1797. .2009, 2891. .3237, 7388. .7578, 11130 .. 11200, 
12253. .12321, 13280 13363, 18780 .. 19129, 224 88 .. 22610, 
23636. .23678 

(AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 



Seq. No. 


29493 


Seq. ID 


OJ000250 


_04.0222.C13 


Gene No. 


60889 


Strand 


+ 




Start 


644 


End 


23678 




Name 


OJ000250 04.0222.C13.ol.np 


Method 


AAT/NAP 




Start 


1032 


End 


4586 




GI 


6907089 


Score 


1986 




Exons 


1032.. 2028, 2059.. 2329, 2378 


. .2832, 2913. .3483, 


3598. .3726, 




3832. .4586 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


i sativa] 




Seq. No. 


29493 


Seq. ID 


OJ000250 


04.0222.C13 


Gene No . 


60889 


Strand 


+ 




|S! r s Start 


644- 


End 


23678 




= !? Name 


OJ000250 04.0222.C13.ol.gs 


Method 


• GENSCAN 




«? Start 


1041 


End 


4670 




Ul GI 


none 


Score 


.63 




fll Exons 


1041.. 1401, 1441. .1588, 1631 


..2305, 2525. .2985, 


3006. .3305, 




3371.. 3532, 3701.. 4207, 4234 


. .4670 






Seq. No. 


29493 


Seq. ID 


OJ000250 


04.0222.C13 


Gene No. 


60889 


Strand 


+ 




ft? Start 


644 


End 


23678 




Name 


OJ000250 04.0222.C13.o4.gs 


Method 


GENSCAN 




r s | Start 


22510 


End 


23667 




GI 


none 


Score 


.52 




. Exons 


22510. .22594, 22667 .. 22725, ; 


23011. .23667 




Q Seq. No. 


29493 


Seq. ID 


OJ000250 


_04.0222.C13 


O Gene No. 


60889 


Strand 


+ 




Start 


644 


End 


23678 




Name 


OJ000250 04.0222.C13.o4.np 


Method 


AAT/NAP 




Start 


23011 


End 


23678 




GI 


4680203 


Score 


326 




Exons 


23011. .23678 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


29493 


Seq. ID 


OJ000250_ 


_04.0222.C13 


Gene No. 


.60890 


Strand 






Start 


4729 


End 


4838 




Name 


OJ000250 04.0222.C13.ol.gp 


Method 


AAT/GAP 




Start 


4729 


End 


4838 




GI 


uC-osflcyp088bl2bl 


Score 


123 




Exons 


4729. .4838 








GI Descrip. 


: 52s/2!Db/dbj IAPUU0364.1IAP000364 3 . 0e- 


36 Oryza sativa genomii 



DNA, chromosome 8, clone : P0026F07 1 



29352 



Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


.C13 


Gene No . 


60891 




Strand 






Start 


6272 




End 


7245 




Name 


OJ000250 04.0222. 


C13.o2.gs 


Method 


GENSCAN 




Start 


6272 




End 


7245 




GI 


none 




Score 


.98 




Exons 


6272.. 6672, 6751. 


.6978, 702C 


i. .7245 






Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


.C13 


Gene No . 






Strand 






Start 


9045 




End 


19384 




Name 


OJ000250 04.0222. 


C13.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2287 




End 


11672 




GI 


none 




Score 


59 




Exons 


2287.. 2373, 5377. 


.5502, 11159. .11671, 


11160. .11477, 11499.. 


Seq. No. 


29493 




. Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 




Strand 






Start 


9045 




End 


19384 




Name 


OJ000250 04.0222. 


C13.o2.np 


Method 


AAT/NAP 




Start 


8908 




End 


12957 




GI 


6498441 




Score 


2402 




Exons 


8908. .9188, 9282. 


.10201, 10373. .10507, 


10691. .11043, 






11107. .11555, 11894.. 12957 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


-C13 


Gene No. 


60892 




Strand 






Start 


9045 




End 


19384 




Name 


OJ000250 04.0222. 


C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8917 




End 


9526 




GI 


none 




Score 


63 




Exons 


8917.. 9042, 8933. 


.9043, 9072 


..9524, 9227.. 9526, 9235.. 9375, 




9415.. 9519, 9476. 


.9526 








Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 




Strand 






Start 


9045 . 




End 


19384 




Name 


OJ000250 04.0222. 


C13.o3.gs 


Method 


GENSCAN 




Start 


9045 




End 


19384 




GI 


none 




Score 


.46 




Exons 


9045.. 9720, 10022 


..10074, 10465.. 10630 


, 10691. .10972, 






11160. .11832, 118 


53. .12435, 


12655. .12812, 13088 .. 13515, 






13950. .14031, 14756. .14873, 


18698. .19384 




Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 




Strand 






Start 


9045 




End 


19384 




Name 


OJ000250 04.0222. 


C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


9048 




End 


9302 




GI 


none 




Score 


195 




Exons 


9048. .9302 










Seq. No. 


29493 




Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 




Strand 







29353 




Start 


9045 


End 


19384 




Name 


OJ000250 04.0222.C13.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9532 


End 


9804 




GI 


none 


Score 


103 




Exons 


9532. .9723, 9546. .9707, 9706. .9804, 9707. .9799 




Seq. No. 


29493 


Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 


Strand 






Start 


9045 - ;:t ' ; 


End 


19384 




Name 


OJ000250 04 . 0222.C13.o3. tw 


Method 


TBLASTX: Wheat 




Start 


10084 


End 


10485 




GI 


none 


Score 


103 




Exons 


10084. .10272, 10085. .10249, 


10257. .10370, 10267. .10371, 






10366. .10485, 10367. .10480 








Seq. No. 


29493 


Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 


Strand 






Start 


9045 


End 


19384 




Name 


OJ000250 04.0222.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


10162 


End 


10542 




GI 


none 


Score 


90 




Exons 


10162. 110272, 10263. .10370, 


10264. .10371, 10364. .10504, 






10366. .10542 








Seq. No. 


' 29493 


Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 


Strand 






Start 


9045 


End 


19384 




Name 


OJ000250 04 . 0222.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


10570 


End 


10926 




GI 


none 


Score 


114 




Exons 


10570. .10887, 10570. .10926, 


10580. .10891 




Seq. No. 


29493 


Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 


Strand 






Start 


9045 


End 


19384 




Name 


OJ000250 04.0222.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10594 


End 


11034 




GI 


none 


Score 


243 




Exons 


10594. .10959, 10595. .10945, 


10936. .11034 




Seq. No. 


29493 


Seq. ID 


OJ000250_04.0222 


.C13 


Gene No. 


60892 


Strand 






Start 


9045 


End 


19384 




Name 


OJ000250_04.0222.C13.o5.tw 


Method 


TBLASTX: Wheat 




Start 


12421 


End 


12819 




GI 


none 


Score 


102 




Exons 


12421. .12690, 12452. .12691, 


12664. .12756, 12665 .. 127 60, 






12763. .12819 








Seq. No. 


29494 


Seq. ID 


OJ000250 00.0222 


.C3 


Gene No. 


60893 


Strand 


+ 




Start 


2497 


End 


8729 




Name 


OJ000250 00.0222.C3.ol.np 


Method 


AAT/NAP 




Start 


2497 


End 


8729 




GI 


58^2180 


Score 


646 




Exons 


2497.. 2550, 3540.. 3657, 3709 


..4089, 4536. .4565, 4828. .4867, 



7786. .7875, 8622. .8729 



29354 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29494 Seq. ID 

60893 Strand 

2497 End 

OJ000250_00 . 0222 . C3 . o2 . np Method 

8268 End 

3645899 Score 
8268'. .8729 
(U68408) 5' 



OJ000250_00.0222.C3 
+ 

8729 
AAT/NAP 
8729 
184 



end not determined experimentally [Zea mays] 

29494 Seq. ID OJ000250_00 . 0222 . C3 

60894 Strand 

2399 End 2781 

OJ000250_00 . 0222 . C3 . ol . gp Method AAT/GAP 

2399 End 2781 

uC-osflcyp033a04bl Score 672 

2399. .2781 • 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



29495 Seq. ID 

60895 Strand 

1 • End 

OJ000250_00 . 0222 . C4 . ol . np Method 

1 End 

5295971 Score 
1..569 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ000250_00.0222.C4 
+ 

2019 

AAT/NAP ' 

569 

250 



Seq. No. 


29495 




Seq. ID 


OJ000250_00.0222.C4 


Gene No. 


60895 




Strand 


+ 


Start 


1 




End 


2019 


Name 


OJ000250 


_00,0222.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


13 




End 


503 


GI 


none 




Score 


103 


Exons 


13. .171, 


24. .134, 149. .316, 


150. .317, 


314. .355, 316. .351, 




357. .503 








Seq. No. 


29495 




Seq. ID 


OJ000250 00. 0222. C4 


Gene No. 


60895 




Strand 


+ 


Start 


1 




End 


2019 


Name 


OJ000250 


00.0222.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


70 




End 


503 


GI 


none 




Score 


50 


Exons 


70. .171, 


149. .289, 150. .314, 


321. .353, 


365.. 496, 375.. 503 


Seq. No. 


29495 




Seq. ID 


OJ000250_00.0222.C4 


Gene No. 


60895 




Strand 


+ 


Start 


1 




End 


2019 


Name 


OJ000250 


00.0222.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


149 




End 


284 


GI 


none 




Score 


187 


Exons 


149. .277, 


150. .284, 150. .278 







29355 




Seq. No. 


29495 


Seq. ID 


OJ000250_00.0222 


.C4 


Gene No. 


60895 


Strand 


+ 




Start 


1 


End 


2019 




Name 


OJ000250 00.0222.C4.ol.gs 


Method 


GEN SCAN 




Start 


189 


End 


2019 




GI 


none 


Score 


.66 




Exons 


189. .599, 1874. .2019 








Seq. No. 


29496 


Seq. ID 


OJ000250_00.0222 


.C5 


Gene No. 


60896 


Strand 


+ 




Start 


1 


End 


z4 52 




Name 


OJ000250 00.0222.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2432 




GI 


4416302 


Score 


710 




Exons 


1..792, 2360. .2432 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


29496 


Seq. ID 


OJ000250_00.0222 


.C5 


Gene No. 


60896 


Strand 


+ 




Start 


1 


End 


24 52 




Name 


OJ000250_00. 0222.C5.ol. ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


403 




GI 


5509260 


Score 


476 




Exons - 


1..378, 2. .403, 204. .380, 


221. .400 






GI Descrip. 










Seq. No. 


29496 


Seq. ID 


OJ000250_00.0222 


.C5 


Gene No. 


60896 


Strand 


+ 




Start 


1 


End 


2432 




Name 


OJ000250 00.0222.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


28 


End 


289 




GI 


none 


Score 


211 




Exons 


28. .288, 29.. 289 








Seq. No. 


29496 


Seq. ID 


OJ000250 00.0222 


.C5 


Gene No. 


60896 


Strand 


+ 




Start 


1 


End 


2432 




Name 


OJ000250 00-0222. C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


47 


End 


400 




GI 


none 


Score 


396 




Exons 


47. .394, 55. .159, 81. .173, 


192. .395, 214. .378, 221. .400 




Seq. No. 


29496 


Seq. ID 


OJ000250 00.0222 


.C5 


Gene No. 


60896 


Strand 


+ 




Start 


1 


End 


2432 




Name 


OJ000250 00.0222.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


70 


End 


487 




GI 


none 


Score 


429 




Exons 


70. .444, 71. .445, 224. .487 








Seq. No. 


29496 


Seq. ID 


OJ000250_00.0222 


.C5 


Gene No. 


60896 


Strand 


+ 




Start 


1 


End 


2432 




Name 


OJ000250 00.0222.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


574 


End 


7 92 




GI 


none 


Score 


195 




Exons 


574. .792, 575. .790 









29356 



Seq. No. 29496 Seq. ID 

Gene No. 60896 Strand 

Start 1 End 

Name OJ000250_00 . 0222 .C5.ol.gs Method 

Start 677 End 

GI none Score 

Exons 677.. 773, 2231.. 2304 



OJ000250_00.0222.C5 
+ 

2432 
GEN SCAN 
2304 
.41 



Seq. No. 29497. Seq. ID OJ000250_00 . 0222 . C6 

Gene No. 60897 Strand + 

Start 13038 End 13608 

Name OJ000250_00 . 0222 . C6 . o2 . gp Method AAT/GAP 

Start 13038 End 13608 

GI 4879016 Score 788 

Exons 13038. .13608 

GI Descrip. 604 1757/gb I AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



O ~ \t - 

Gene No. 
Start 



29497 Seq. ID OJ000250_00 . 0222 . C6 

60898 Strand 

1841 End 16581 

OJ000250_00 . 0222 . C6 . ol . gp Method AAT/GAP 

1611 End 3295 

uC-osflM2020117d09al Score 716 

1611. .1923, 3199. .3295 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



29497 
60898 
1841 

OJ000250_00 . 0222 . C6 . ol . gs 
1841 
none 
1841. 
5781. 
9898. 
12021. 



Seq. ID OJ000250_00.0222.C6 



Strand 

End 16581 
Method GEN SCAN 
End 15557 
Score .58 

1923, 2268.. 2396, 3199.. 3302, 4012.. 4082, 5490.. 5551, 
6121, 7412.. 7610, 8513.. 8717, 9021.. 9113, 9329. .9440, 
10049, 10146. .10488, 11174 .. 11358 , 11661 .. 11781, 
.12127, 12220. .12359, 12413 12669, 13300 .. 13328 , 
13949. .14148, 14601 .. 14724 , 14 862 .. 15024 , 15550. .15557 



29497 
60898 
1841 

OJ000250_00.0222.C6.ol.np 

1844 

4678346 



Seq. ID OJ000250_00.0222 ,C6 



Strand 
End 

Method 

End 

Score 



16581 
AAT/NAP 
16581 
1081 



1844. .1923, 3199. .3302, 3804. .3890, 5490. .5551, 6453. .6531, 
7412. .7610, 8513. .8657, 9021. .9113, 10146 .. 10265, 10317 .. 104 45, 
16534.. 16581 



GI Descrip. (AL04 9659) putative protein [Arabidopsis thaliana] 



60898 
1841 



Seq. ID 

Strand 

End 



OJ000250 00. 0222. C6 



16581 



29357 



Name 

Start 

GI 

Exons 



0 J000250_00 . 0222 . C6 . ol . tm. Method TBLASTX : Maize 
3835 End 10239 

none Score. 81 

3835. .3891, 3839.-3898, 5457. .5564, 5462. .5563, 6451. .6540, 
6453. .6533, 7391. .7609, 7414. .7614, 7434. .7613, 8509. .8652, 
8514. .8648, 8514. .8657, 8515. .8673, 9015. .9113, 9019. .9111, 
10147. .10239, 10149.. 10235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29498 
60899 
1 

OJ000250_00.0222.C7.ol.np 
1 

5042463 



Seq. ID OJ000250_00.0222.C7 



Strand 
End 

Method 
End • 
Score 



+ 

4138 
AAT/NAP 
4138 
121 



1..91, 898. .1062, 1756. .1904, 2075. .2144, 4104. .4138 
(AC007789) unknown protein [Oryza sativa] 



29498 
60899 
1 

OJ000250_00.0222.C7.ol.gs 

2204 

none 

2204. .2265, 3304. .3478 . 

29498 
60900 
8250 

OJ000250_00.0222.C7.o3.gs 

8250 

none 



Seq. ID OJ000250_00.0222.C7 

Strand + 

End 4138 

Method GENSCAN 

End 3478 

Score .47 



Seq. ID OJ000250_00.0222.C7 

Strand + 

End 11088 

Method GENSCAN 

End 11088 

Score . 62 



8250. .8482, 8641. .8692, 10028 10117 , 10408 .. 10813, 10889. .11088 



29498 Seq. ID 

60901 Strand 
12979 End 
OJ000250_00.0222.C7.o2.np Method 
12979 End 
6630696 Score 
12979. .15499 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000250_00.0222.C7 
+ 

15499 
AAT/NAP 
15499 
4371 



Seq. No. 29498' Seq. ID OJ000250 

Gene No. 60901 Strand + 

Start 12979 End 15499 

Name OJ000250_00 . 0222 .C7 . ol . gp Method AAT/GAP 

Start 13021 End 13911 

GI 101595JL.R1084 Score 1455 

Exons 13021. .13721, 13837.. 13911 

GI Descrip. '3047066 3.0e-15 (AF058825) contains 
retrovirus-related POL polyproteins 



00. 0222. C7 



similarity to 
[Arabidopsi's thaliana] 



Seq. No. 
Gene No. 
Start 



29498 
60902 
4449 



Seq. ID 

Strand 

End 



OJ000250 00. 0222. C7 



7521 



29358 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_00 . 0222 . C7 . o2 . gs 
4449 



Method 
End 

none Score 
4449.-4723, 6809. .7148, 7507. .7521 



GEN SCAN 

7521 

.83 



Seq. ID OJ000250_00.0222.C7 
Strand 

End 8489 

Method TBLASTX : Cress 

End 8423 

Score 195 



Seq. ID OJ000250_00.0222.C7 
Strand 

End 8489 

Method TBLASTX : Wheat 

End 8488 

Score 77 



29498 
60903 
8166 

OJ000250_00.0222.C7.ol.tc 
8166 . 
none * 

8166. .8423, 8166. .8396 

29498 
60903 
8166 

OJ000250_00.0222.C7.o4.tw 
8188 
none 

8188. .8397, 8191. .8343, 8193. .8423, 8211. .8429, 8424. .8480, 
8426. .8488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29498 
60903 
8166 

OJ000250_00.0222.C7.o2.ts 

8190 

none 



Seq. ID OJ000250_00.0222.C7 
Strand 

End 8489 

Method TBLASTX : Soybean 

End 848 9 

Score 182 



8190. .8423, 8264..8368, 8424. .8489 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29498 
60903 
8166 

OJ000250_00 . 0222 . C7 . o4 . tm 

8190 

none 



Seq. ID OJ000250_00.0222.C7 
Strand 

End 8489 

Method TBLASTX: Maize 

End 848 9 

Score 202 



8190. .8423, 8192. .8413, 8208. .8429, 8424.-8489, 8426.-8488, 
8430.. 8489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29498 
60904 
10729 

OJ000250_00 . 0222 . C7 . o5 . tm 

10729 

none 



Seq. ID OJ000250_00.0222.C7 
Strand 

End 11143 

Method TBLASTX : Mai ze 

End 11143 

Score 110 



10729. .10932, 10730 .. 10933, 10732 .. 10794 , 10800 .. 10931 , 
10849. .10938, 10930 .. 11046, 10931 .. 11050, 10935 .. 11063, 
10946. .11062, 11050. .11103, 11052 .. 11102, 11054.. 11143 



29498 
60905 
12873 

OJ000250_00 . 022Z. C7 . o2 . tw 

12873 

none 



Seq. ID OJ000250_00 . 0222 . C7 
Strand 

End 13329 

Method TBLASTX : Wheat 

End 13270 

Score 128 



12873. .12971, 12874 .. 13008 , 12985 .. 13269, 13059 .. 13250, 
13088. .13270 



29359 



Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No . 


60905 




Strand 






Start 


12873 




End 


13329 




Name 


OJ000250 00. 0222. C7 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13021 




End 


13329 




GI 


none 




Score 


319 




Exons * 


13021. . 13329, 13068. 


. 13250, 


13121. .13264, 13150. .13326 




Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No. 


60906 




Strand 






Start 


13813 




End 


14222 




Name 


OJ000250 00. 0222. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13813 ~ 




End 


14222 




GI 


none 




Score 


377 




Exons 


13813. . 14124, 13832. 


. 14125, 


13833. .14129, 13836 .. 14126, 






14128 . . 14193, 14130. 


. 14222, 


14137. .14220 




Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No. 


60907 




Strand 






Start 


14170 




End 


15363 




Name 


OJ000250 00. 0222. C7. 


o3 . t s 


Method 


TBLASTX : Soybean 




Start 


14170 ~ 




End 


14550 




GI 


none 




1 Score 


88 




Exons 


14170. . 14319, 14302. 


. 14550 








Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No. 


60907 




Strand 






Start 


14170 




End 


15363 




Name 


OJ000250 00. 0222. C7. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14308 ~ 




End 


14772 




GI 


none 




Score 


307 




Exons 


14308. .14772, 14547. 


. 14765 








Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No . 


60907 




Strand 






Start 


14170 




End 


15363 




Name 


OJ000250 00. 0222. C7. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14415 ~ 




End 


14615 




GI 


none 




Score 


278 




Exons 


14415. . 14615, 14416. 


. 14613, 


14418. .14615 




Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No. 


60907 




Strand 






Start 


14170 




End 


15363 




Name 


OJ000250 00. 0222. C7 . 


ol . t s 


Method 


TBLASTX : Soybean 




Start 


14560 ~~ 




End 


14958 




GI 


none 




Score 


201 




Exons 


14560. .14781, 14562. 


. 14777, 


14785. .14958 




Seq. No. 


29498 




Seq. ID 


OJ000250_00.0222 


.C7 


Gene No. 


60907 




Strand 






Start 


14170 




End 


15363 




Name 


OJ000250 00. 0222. C7. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


14616 




End 


15363 




GI 


none 




Score 


273 




Exons 


14616. .15023, 14616. 


.15113, 


14623. .15114, 14627. .15124, 





29360 



15174. .15359, 15175. .15363 



Seq. No. 


29499 


Seq. ID 


OJ000250_00.0222.C8 


Gene No. 


60908 


Strand 


+ 


Start 


1 


End 


832 


Name 


OJ000250 00.0222.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


635 


GI 


6630696 


Score 


1057 


Exons 


1. .635 






GI Descrip. 


(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 




region of the predicted gene. 


; Similar 


to retrovirus-related pol 




polyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


29499 


Seq. ID 


OJ000250_00.0222.C8 


Gene No. 


60908 


Strand 


+ 


Start 


1 


End 


832 


Name 


OJ000250 00.0222.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


12 


End 


368 


GI 


none 


Score 


117 


Exons 


12. .143, 162. .368 






Seq. No. 


29499 


Seq. ID 


OJ000250_00.0222.C8 


Gene No. 


60908 


Strand 


+ 


Start 


i ■ 


End 


832 


Name 


OJ000250 00.0222.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


12 


End 


386 


GI 


none 


Score 


114 


Exons 


12. .143, 18. .143, 161. .292, 162. .386 




Seq. No. 


29499 


Seq. ID 


OJ000250_00.0222.C8 


Gene No. 


60908 


Strand 


+ 


Start 


1 


End 


832 


Name 


OJ000250 00.0222.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


24 


End 


499 


GI 


none 


Score 


97 


Exons 


24. .98, 29. .97, 113. .499, 114 


..497, 115. .498 


Seq. No. 


29499 


Seq. ID 


OJ000250_00.0222.C8 


Gene No. 


60908 


Strand 


+ 


Start 


1 


End 


832 


Name 


OJ000250 00.0222.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


509 


End 


832 


GI 


none 


Score 


114 


Exons 


509.. 598, 510.. 599, 510.. 599, 


511. .600, 


638. .781, 644. .733, 




648. .740, 649. .741, 788. .832, 


807. .830 




Seq. No. 


29499 


Seq. ID 


OJ000250_00.0222.C8 


Gene No. 


60909 


Strand 




Start 


776 


End 


1087 


Name 


OJ000250 00.0222.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


776 


End 


1087 


GI 


none 


Score 


36 


Exons 


776. .820, 776. .808, 823. .915, 


846. .917, 


926. .985, 928. .993, 




929.. 985, 944.. 1087, 1002.. 1058 




Seq. No. 


29500 


Seq. ID 


OJ000250_00. 0222. C10 


Gene No. 


60910 


Strand 


+ 



29361 




Start 


9077 


End 


9231 




Name 


OJ000250 00. 0222. CIO. o4 . 


gs Method 


GEN SCAN 




Start 


9077 


End 


9231 




GI 


none 


Score 


.98 




Exons 


9077. . 9231 








Seq. No. 


29500 


Seq. ID 


OJ000250 00 


.0222 


Gene No. 


60911 


Strand 






Start 


1 


End 


7200 




Name 


OJ000250 00. 0222. C10. ol. 


np Method 


AAT/NAP 




Start 


1 


End 


6615 




GI 


5257279 


Score 


6605 




Exons 


1.-135, 1036.. 1649, 1764 


..1926, 2143.. 


4857, 5485.. 


5721, 




6070. .6615 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 




homologues. (L35053) [Oryza sativa] 






Seq. No. 


29500 


Seq. ID 


OJ000250_00 


.0222 


Gene No. 


60911 


Strand 






Start 


1 


End 


7200 




Name 


OJ000250 00. 0222. C10. o2. 


gs Method 


GENSCAN 




Start 


1114 


End 


5076 




GI 


none 


Score 


.65 




Exons 


1114. .2127, 2143. .2840, 


2887. .3522, 3975. .5076 




Seq. No. 


29500 


Seq. ID 


OJ000250_00 


. 0222 


Gene No. 


60911 


Strand 






Start 


1 


End 


7200 




Name 


OJ000250 00. 0222. C10. ol. 


gp Method 


AAT/GAP 




Start 


2310 


End 


3668 




GI 


4107139 


Score 


2269 




Exons 


2310. .3668 









GI Descrip. 5257279/dbj | BAA81778 . 1 | 0.0e+00 (AP000364) Similar to Transposon 



MAGGY gag and pol gene homologues. (L35053) [Oryza sativa] 



Seq. No. 


29500 




Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60911 




Strand 






Start 


1 




End 


7200 




Name 


OJ000250 00. 0222. C10. o3. 


gs 


Method 


GENSCAN 




Start 


5422 




End 


7200 




GI 


none 




Score 


.57 




Exons 


5422.. 6129, 6529.. 6648, 


7162. 


.7200 






Seq. No. 


29500 




Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 




Strand 






Start 


8976 




End 


9556 




Name 


OJ000250 00. 0222. C10. o7. 


tm 


Method 


TBLASTX: Maize 




Start 


634 




End 


880 




GI 


none 




Score 


64 




Exons 


634. .879, 637. .771, 752. 


.880 








Seq. No. 


29500 




Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


~ 60912 




Strand 






Start 


8976 




End 


9556 




Name 


OJ000250 UO. 0222. C10. o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


688 




End 


1021 




GI 


none 




Score 


103 





29362 




Exons 


688. .1020, 


797. . 


1021 










Seq. No. 


29500 








Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


.0222 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


880 








End 


1464 




GI 


none 








Score 


236 




Exons 


880. .1308, 


881. . 


1309, 888.. 1313, 1306. 


.1464, 1310. .1462 




Seq. No. 


29500 








Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


.0222 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1021 








End 


1647 




GI 


none 








Score 


288 




Exons 


1021. .1647, 


1022 


. . 1645 










Seq. No. 


29500 








Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


. 0222 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1516 








End 


1807 




GI 


none 








Score 


262 




Exons 


1516. . 1806, 


1520 


. .1807 










Seq. No. 


29500 








Seq. ID 


OJ000250__00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


.0222 


.C10.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1609 








End 


1863 




GI 


none 








Score 


157 




Exons 


1609. . 1854, 


1610 


. . 1855, 


1630. 


.1863 






Seq. No. 


29500 








Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


.0222 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1630 








End 


1947 




GI 


none 








Score 


122 




Exons 


1630. .1773, 


1631 


. .1771, 


1774 . 


.1947, 1829. .1939 




Seq. No. 


29500 








Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


.0222 


.C10.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1654 








End 


2143 




GI 


none 








Score 


298 




Exons 


1654 . .2142, 


1658 


. .2143 










Seq. No. 


29500 








Seq. ID 


OJ000250_00.0222 


.C10 


Gene No. 


60912 








Strand 






Start 


8976 








End 


9556 




Name 


OJ000250 00 


.0222 


.C10.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


2143 








End 


2646 




GI 


none 








Score 


33 




Exons 


2143. .2646, 


2144 


. .2200, 


2225. 


.2260, 2339.. 2611 





29363 



Seq. No. 29500 

Gene No. 60912 

Start 8976 

Name OJ000250_00 . 0222 . CIO . o2 . tm 

Start 2335 

GI none 

Exons 2335.. 2775, 2348.. 2776 

Seq. No. 29500 

Gene No. 60912 

Start 8976 

Name OJ000250_00 . 0222 . C10 . o3 . ts 

Start 2395 

GI none 

Exons 2395.. 2640 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX: Maize • 

End 2776 

Score 204 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX : Soybean 

End 2 640 

Score 204 



Seq. No. 29500 

Gene No. 60912 

Start 8976 

Name OJ000250_00 . 0222 . C10 . 06 . tw 

Start 2647 

GI none 

Exons 2647.. 2844, 2663.-2836, 2844. 
2871. .2945 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX : Wheat 

End 2945 

Score 156 

.2876, 2858.. 2905, 2869.. 2943, 



Seq. No. 29500 

Gene No. 60912 

Start 8976 

Name OJ000250_00. 0222. C10. ol.ts 

Start 2662 

GI none 

Exons 2662.. 2844, 2663.. 2842, 2858, 
3023. .3055 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX : Soybean 

End 3055 

Score 159 

.2905, 2859.. 3017, 2969.. 3019, 



Seq. No. 29500 

Gene No. 60912 

Start 8976 • 

Name OJ000250_00 . 0222 . C10 . o4 . tm 

Start 2972 

GI none 

Exons 2972.. 3412 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX : Maize 

End 3412 

Score 371 



Seq. No. 29500 

Gene No. 60912 

Start 8976 

Name OJ000250_00 . 0222 . CIO . o4 . tw 

Start 2996 

GI none 

Exons 2996.. 3478, 3000.. 3467 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX : Wheat 

End 3478 

Score 243 



Seq. No. 29500 

Gene No. 60912 

Start 8976 

Name OJ000250_00 . 0222 .Cl0.o5.tm 

Start 3413 

GI none 



Seq. ID OJ000250_00. 0222. C10 
Strand 

End 9556 

Method TBLASTX : Mai ze 

End 3575 

Score 147 



29364 



Exons 


3413. .3574, 


3414. .3575 








Seq. No. 


29500 






Seq. ID 


OJ000250_00. 0222. C10 


Gene No. 


60912 






Strand 




Start 


8976 






End 


9556 


Name 


OJ000250 00. 


0222. C10. o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


3649 






End 


4027 


GI 


none 






Score 


74 


Exons 


3649. .3771, 


3650. .3760, 


3805 


..4026, 3859. .3939, 3905. .4027 


Seq. No. 


29500 






Seq. ID 


OJ000250_00. 0222. C10 


Gene No. 


60912 






Strand 


— 


Start 


8976 






End 


9556 


Name 


OJ000250 00. 


0222. C10. 06. 


tm 


Method 


TBLASTX: Maize 


Start 


3709 






End 


4032 


GI 


none 






Score 


69 


Exons 


3709. .4032, 


3908. .3979 








Seq. No. 


29500 






Seq. ID 


OJ000250_00. 0222. C10 


Gene No. 


60912 






Strand 




Start 


8976 






End 


9556 


Name 


OJ000250 00. 


0222. C10. 08. 


tw 


Method 


TBLASTX: Wheat 


Start 


4579 






End 


4965 


GI 


none 






Score 


84 


Exons 


4579. .4725, 


4580. .4792, 


4750 


. .4965 




Seq. No. 


29500 






Seq. ID 


OJ000250_00. 0222. C10 


Gene No. 


60912 






Strand 




Start 


8976 






End 


9556 


Name 


OJ000250 00. 


0222. C10. o2. 


np 


Method 


AAT/NAP 


Start 


8976 






End 


9556 


GI 


1076211 






Score 


177 


Exons 


8976. .9556 










GI Descrip. 


hypothetical 


protein VSP 


-3 - 


Chlamydomonas reinhardtii gi | 53087 6 



(L29029) amino acid feature: 

amino acid feature: globular protein domain, aa 32 
[Chlamydomonas reinhardtii] 



Rod protein domain, aa 266 . . 

265 



468; 



Seq. No. 


29501 




Seq. ID 


OJ000250 


Gene No. 


60913 




Strand 


+ 


Start 


2659 




End 


3048 


Name 


OJ000250 00 


-0222.Cll.o2.gs 


Method 


GEN SCAN 


Start 


2659 




End 


3048 


GI 


none 




Score 


.51 


Exons 


2659. .3048 








Seq. No. 


29501 




Seq. ID 


OJ000250_ 


Gene No. 


60914 




Strand 


+ 


Start 


3276 




End 


7077 


Name 


OJ000250 00 


.0222.Cll.ol.np 


Method 


AAT/NAP 


Start 


3276 


End 


7077 


GI 


6063554 




Score 


517 


Exons 


3276. .3348, 


5311.. 5589, 5707. 


.5929, 6243. .6270, 


GI Descrip. 


(AP000615) : 


ESTs AU075609(C63344) ,C71850 (E04 64) ,( 



00.0222.C11 



correspond to a region ot the predicted gene, 
protein [Oryza sativa] 



6903. .7077 



hypothetical 



29365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29501 Seq. ID 

60914 Strand 
3276 End 
OJ000250_00 . 0222 . Cll . o2 . gp Method 
3928 End 
4107138 Score 
3928. .4777 

5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: t!7804 



OJ000250_00. 0222. Cll 
+ 

7077 
AAT/GAP 
4777 
1106 



29501 Seq. ID 

60914 Strand 
3276 End 
OJ000250_00 . 0222 . Cll . o3 . gp Method 
5737 End 
101153_1.R1084 Score 
5737.. 5929, 6243.-6473 

, 5852170/emb| AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ000250_00. 0222. Cll 
+ 

7077 
AAT/GAP 
6473 
718 



29501 Seq. ID 

60914 Strand 
3276 End 
OJ000250_00 . 0222 . Cll . o4 . gp Method 
6489 End 
2428185 Score 
6489. .6917 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000250_00. 0222. Cll 
+ 

7077 
AAT/GAP 
6917 ' 
644 



29501 Seq. ID 

60915 Strand 

1037 End 
OJ000250_00 . 0222 . Cll . ol . gs Method 

1037 End 

none Score 

1037.. 1106, 2400.. 2518 



OJ000250_00. 0222. Cll 

2518 
GENSCAN 
2518 
.92 



OJ000250 00. 0222. Cll 



Seq. No.' 29501 Seq. ID _ 

Gene No. 60916 Strand 

Start 5635 End 10013 

Name OJ000250_00 . 0222 .Cll . o3 . gs Method GENSCAN 

Start 5635 End 10013 

GI none Score .45 

Exons 5635. .6078, 6772. .6886, 7136. .7238, 8105.. 8281, 8825.. 8849, 
9903. .10013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29502 



Seq. ID OJ000250 00.0222.C12 



60917 Strand + 

130 End 1675 

0 J000250_00 . 0222 . C12 . ol . np Method AAT/NAP 

130 End 1675 

5852179 Score 295 

130.. 150, 1138.. 1348, 1381.. 1675 

(Ai.117265) zhb0009.1 [Oryza sativa] 



Seq. No. 



29503 



Seq. ID OJ000250 00.0222.C13 



29366 



Gene No. 60918 Strand 

Start 677 End 

Name OJ000250_00 . 0222 . C13 . ol . gs Method 

Start 677 End 

GI none Score 

Exons 677.. 715 



715 

GEN SCAN 

715 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29504 
60919 
3398 

OJ000250_00.0222.C14.ol.np 
3398 
4680186 
3398.-3444, 5142. .5347 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_00.0222.C14 

Strand + 

End 5347 

Method AAT/NAP 

End 5347 

Score 248 



29504 
60920 
2474 

OJ000250_00.0222.C14.ol.gs 
2474 



Seq. ID OJ000250_00.0222.C14 
Strand 

13000 
GENSCAN 
13000 
.45 



End 

Method 
End 

none Score 
2474. .2973, 3017. .3638, 3959. .4023, 5760. .5841, 6283. .6385, 
6391. .6959, 7006. .7143, 7208. .7390, 10394 .. 10438 , 11937 .. 12066, 
12117. .12484, 12824. .13000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29504 Seq. ID 

60920 Strand 
2474 End 
OJ000250_00 . 0222 . C14 . ol . gp Method 
4894 End 
uC-osflcyp033a04bl Score 
4894. .5275 

, 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000250_00. 0222.C14 

13000 
AAT/GAP 
5275 
647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29504 Seq. ID 

60920 Strand 

2474 End 

OJ000250_00 . 0222 . C14 . o2 . np Method 

5740 . End 

6907087 Score 



OJ000250_00.0222.C14 

13000 
AAT/NAP 
7625 
1278 



5740. .5841, 6391. .7045, 7255. .7625 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29504 
60920 
2474 

OJ000250_00.0222.C14.ol.tm 

9010 

none 



Seq. ID OJ000250_00.0222.C14 



Strand 
End 

Method 

End 

Score 



13000 

TBLASTX: Maize 

9995 

268 



9010. .9303, 9012. .9227, 9223. .9294, 9332. .9493, 9358. .9477, 



Seq. No. 



29504 



Seq. ID OJ000250_00.0222.C14 



29367 



Gene No. 60920 Strand 

Start 2474 End 13000 

Name 0 J000250_00 . 0222 . C14 . o2 . tw Method TBLASTX : Wheat 

Start 9058 End 9321 

GI none Score 231 

Exons 9058.. 9321, 9084.. 9320 

Seq. No. 29504 Seq. ID OJ000250_00 . 0222 . C14 

Gene No. 60920 Strand 

Start 2474 End 13000 

Name 0 J000250_00 . 0222 . C14 . o3 . tw Method TBLASTX : Wheat 

Start 9331 End 9722 

GI none Score 133 

Exons 9331.. 9474, 9332.-9499, 9497.. 9649, 9498.. 9653, 9663.. 9722 

Seq. No. 29504 Seq. ID OJ000250_00 . 0222 . C14 

Gene No. 60920 Strand 

Start 2474 End 13000 

Name 0 J000250_00 . 0222 . C14 . ol . ts Method TBLASTX : Soybean 

Start 9579 End 10139 

GI none Score 170 

Exons 9579.. 9929, 9933.. 10139 

Seq. No. 29504 . Seq. ID OJ000250_00 . 0222 . C14 

Gene No. 60920 Strand 

Start 2474 End 13000 

Name 0 J000250_00 . 0222 . C14 . ol . tw Method TBLASTX : Wheat 

Start 9729 End 10172 

GI none Score 294 

Exons 9729.. 10172, 9836.. 10081 

Seq. No. 29505 Seq. ID OJ000250_00 . 0222 . C15 

Gene No. 60921 Strand + 

Start 1 End 4 58 

Name OJ000250_00.0222.C15.ol.np Method AAT/NAP 

Start 1 " End 458 

GI 6063554 Score 212 

Exons 1..72, 287.. 458 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 29505 Seq. ID OJ000250_00 . 0222 . C15 

Gene No. 60922 Strand + 

Start 762 End 4586 

Name OJ000250_00.0222.C15.o2.np Method AAT/NAP 

Start 762 End 4586 

GI 4680179 Score 735 

Exons 762.. 841, 1673. .2881, 4495.. 4586 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 29505 Seq. ID OJ000250_00 . 0222 . C15 

Gene No. 60922 Strand + 

Start 762 - End 4586 

Name OJ000250_00. 0222 .CIS . o2 .gp Method AAT/GAP 

Start 830 End 1101 

GI 61605 1.R1084 Score 438 



29368 



Exons 830.. 1101 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 


29505 


Seq. ID 


OJ000250_00.0222 


.C15 


Gene No. 


60922 


Strand 


+ 




Start 


762 


End 


4586 




Name 


OJ000250 00.0222.C15.ol.gs 


Method 


GENSCAN 




Start 


1662 


End 


2772 




GI 


none 


Score 


.64 




Exons 


1662. .2109, 2189. .2772 








Seq. No. 


29505 


Seq. ID 


OJ000250_00.0222 


.C15 


Gene No. 


60923 


Strand 






Start 


1751 


End 


2238 




Name 


OJ000250 00.0222.C15.o3.gp 


Method 


AAT/GAP 




Start 


1751 


End 


2238 




GI 


uC-osflcypl62a07al 


Score 


683 




Exons 


1751. .1983, 2083. .2238 








GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 (AF111709) polypr< 




[Oryza sativa subsp. indica] 


i 






Seq. No. 


29505 


Seq. ID 


OJ000250 00.0222 


.C15 


Gene No. 


60924 


Strand 






Start 


3961 


End 


4425 




Name 


OJ000250 00 . 0222 .C15.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1824 ~ 


End 


2171 




GI 


none 


Score 


279 




Exons 


1824.. 2171, 1832.. 2002, 2039 


. .2170 






Seq. No. 


29505 


Seq. ID 


OJ000250_00.0222 


-C15 


Gene No. 


60924 


Strand 






Start 


3961 


End 


4425 




Name 


OJ000250 00.0222.C15.o3.np 


Method 


AAT/NAP 




Start 


3881 


End 


4425 




GI 


5852179 


Score 


295 




Exons 


3881. .4113, 4188. .4425 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


29505 - 


Seq. ID 


OJ000250_00.0222 


.C15 


Gene No. 


60924 


Strand 






Start 


3961 


End 


4425 




Name 


OJ000250 00.0222.C15.o2.gs 


Method 


GENSCAN 




Start 


3961 


End 


4300 




GI 


none 


Score 


.95 




Exons 


3961. .4146, 4157. .4300 








Seq. No. 


29506 


Seq. ID 


OJ000250_00.0222 


.C16 


Gene No. 


60925 


Strand 


+ 




Start 


2668 


• End 


3096 




Name 


OJ000250 00.0222.C16.ol.gp 


Method 


AAT/GAP 




Start 


2668 


End 


3096 




GI 


2428185 


Score 


750 




Exons 


2668. .3096 








GI Descrip. 


5y52170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 





indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



29369 




Seq. No. 


29506 




Seq. ID 


OJ000250_00.0222. 


C16 


Gene No. 


60926 




Strand 


+ 




Start 


4276 




End 


5429 




Name 


OJ000250 00.0222.C16.o2 


. gs 


Method 


GEN SCAN 




Start 


4276 




End 


5429 




GI 


none 




Score 


.65 




Exons 


4276. .4287, 4497. .4574, 


4653. . 


5429 






Seq. No. 


29506 




Seq. ID 


OJ0*00250_00.0222. 


C16 


Gene No. 


60926 




Strand 


+ 




Start 


4276 




End 


5429 




Name 


OJ000250 00.0222.C16.ol 


. np 


Method 


AAT/NAP 




Start 


4563 




End 


5426 




GI 


5042448 




Score 


1297 




Exons 


4563. .5426 










GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 






ret rotransposon [Oryza 


sat i va 








Seq. No. 


29506 




Seq. ID 


OJ000250_00.0222. 


C16 


Gene No. 


60927 




Strand 


+ 




Start- 


5681 




End 


10236 




Name 


OJ000250 00.0222.C16.o2 


. no 


Method 


AAT/NAP 




Start 


5681 "~ 




End 


10233 




GI 


4680179 




Score 


7725 




Exons 


5681 . . 10233 










GI Descrip. 


(AF111709) Dolvorotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


29506 




Seq. ID 


OJ000250_00.0222. 


C16 


Gene No. 


60927 




Strand 


+ 




Start 


5681 




End 


10236 




Name 


OJ000250 00.0222.C16.o3 


.gs 


Method 


GENSCAN 




Start 


5681 




End 


10236 




GI 


none 




Score 


.65 




Exons 


5681.. 6869, 7107.. 7342, 


7432. . 


10236 






Seq. No. 


29506 




Seq. ID 


OJ000250_00.0222. 


C16 


Gene No. 


60928 




Strand 






Start 


1493 




End 


3456 




Name 


OJ000250 00.0222.C16.ol 


.gs 


Method 


GENSCAN 




Start 


1493 




End. 


3456 




GI 


none 




Score 


.64 




Exons 


1493.. 2047, 2987.. 3021, 


3231. . 


3456 






Seq. No. 


29506 




Seq. ID 


OJ000250_00.0222. 


C16 


Gene No. 


60929 




Strand 






Start 


3648 




End 


3920 




Name 


OJ000250 00.0222.C16.o2 


• gp 


Method 


AAT/GAP 




Start 


3648 




End 


3920 




GI 


61605 1.R1084 




Score 


430 




Exons 


3648.. 3920 










GI Descrip. 


■5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17 8 04 




Seq. No. 


29506 




Seq. ID 


OJ000250_00.0222. 


C16 


Gene No . 


60930 




Strand 






Start 


5935 




End 


6511 




Name 


OJ000250 00.0222.C16.o7 


.tw 


Method 


TBLASTX: Wheat 





29370 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Star L 
Name 
Start 



5935 
none 

5935, .6039, 

29506 
60930 
5935 

OJ000250J)0. 

6179 

none 

6179. .6511, 

29506 
60931 
6815 

OJ000250_00. 

6815 

none 

6815. .7135, 

29506 
60931 
6815 

OJ000250_00. 

6818 

none 

6818. .7027, 

29506 
60932 
7396 

OJ000250_00. 

7396 

none 

7396. .7878, 

29506 
60932 
7396 

OJ000250_00. 

7408 

none 

7408. .7695, 

29506 
60932 
7396 

OJ000250JD0. 

7432 

none 

7432. .7746, 

29506 
60932 
7396 

OJ000250_00. 
7765 



5939.. 6298, 6064. 

,0222.C16.o6.tm 
6179.. 6463, 6196. 

.0222.C16.o8.tm 
6868. .6960 

0222.C16.o8.tw 
6868.-6966, 7049. 

0222.C16.o4 .tw 
7500. .7835 

0222.C16.o5.tm 
7506. .7697 

0222.C16.o4.ts 
7548. .7745 

0222.C16.o3.tm 



End 62 98 

Score 307 
.6297, 6152.. 6298 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6366 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_00.0222.C16 
6511 

TBLASTX: Maize 

6511 ' 

206 



OJ000250_00.0222.C16 
7234 

TBLASTX: Maize 

7135 

184 



OJ000250_00.0222.C16 
7234 

TBLASTX: Wheat 

7234 

154 



.7234, 7078.. 7233 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_00.0222.C16 
8265 

TBLASTX: Wheat 

7878 

544 



OJ000250_00.0222.C16 
8265 

TBLASTX: Maize 

7697 

322 



OJ000250_00.0222.C16 
8265 

TBLASTX: Soybean 

7746 

183 



OJ000250_00.0222.C16 
8265 

TBLASTX: Maize 
8265 



29371 




GI 


none 








Score 


166 




Exons 


7765. .7944, 


7771 


. .7905, 


7930. 


.8265, 8 


016. .8147 




Seq. No. 


29506 








Seq. ID 


OJ000250_00.0222 


.C16 


Gene No. 


60932 








Strand 






Start 


7396 








End 


8265 




Name 


OJ000250 00. 


0222 


.C16.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


7819 








End 


8214 




GI 


none 








Score 


51 




Exons 


7819. .7851, 


7821 


. .7850, 


7837. 


.8214, 7855.-7899, 7950. .8213 


Seq. No. 


29506 








Seq. ID 


OJ000250 00.0222 


.C16 


Gene No. 


60932 








Strand 






Start 


7396 








End 


8265 




Name 


OJ000250 00. 


0222 


.C16.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7927 








End 


8229 




GI 


none 








Score 


402 




Exons 


7927. .8229, 


7947 


. .8228 










Seq. No. 


29506 








Seq. ID 


OJ000250_00. 0222 


.C16 


Gene No. 


60933 








Strand 






Start 


8230 








End 


8739 




Name 


OJ000250 00. 


0222 


.C16.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8230 








■End 


8739 




GI 


none 








Score 


628 




Exons 


8230. .8739, 


8262 


. .8573, 


8308. 


.8655 






Seq. No. 


29506 








Seq. ID 


OJ000250_00.0222 


.C16 


Gene No. 


60933 








Strand 






Start 


8230 








End 


8739 




Name 


OJ000250 00. 


0222 


.C16.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8236 








End 


8481 




GI 


none 








Score 


199 




Exons 


8236. .8481 














Seq. No. 


29506 








Seq. ID 


OJ000250_00.0222 


. C16 


Gene No. 


60933 








Strand 






Start 


8230 








End 


8739 




Name 


OJ0,00250 00. 


0222 


.C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8302 








End 


8667 




GI 


none 








Score 


483 




Exons 


8302. .8655, 


8304 


. .8570, 


8356. 


.8667, 8463. .8660 




Seq. No. 


29506 








Seq. ID 


OJ000250_00.0222 


.C16 


Gene No. 


60934 








Strand 






Start 


8742 








End 


10223 




Name 


OJ000250 00. 


0222 


.C16.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8742 








End 


9222 




GI 


none 








Score 


128 




Exons 


8742. .9191, 


8743 


. .9222, 


8776. 


.9216, 8967.. 9221 




Seq. No . 


29506 








Seq. ID 


OJ000250_00.0222 


.C16 


Gene No. 


60934 








Strand 






Start 


8742 








End 


10223 








0222 


.C16 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9010 








End 


9270 




GI 


none 








Score 


289 





29372 



Exons 9010.. 9270, 9015.. 9269 



Seq. No. 29506 Seq. ID 

Gene No. 60934 Strand 

Start 8742 End 

Name OJ000250_00 . 0222 . CI 6 . o4 . tm Method 

Start 9069 End 

GI none Score 

Exons 9069.. 9356, 9070.. 9360 



OJ000250_00.0222.C16 
10223 

TBLASTX: Maize 

9360 

380 



Seq. No. 29506 Seq. ID 

Gene No. 60934 Strand 

Start 8742 End 

Name OJ000250_00 . 0222 . C16 . ol . tw Method 

Start 9229 End 

GI none Score 

Exons 9229.. 9855, 9231.. 9854 



OJ000250_00.0222.C16 
10223 

TBLASTX: Wheat 

9855 

731 



Seq. No. 


29506 






Seq. ID 


OJ000250_00 . 0222 


.C16 


Gene No. 


60934 






Strand 






Start 


8742 






End 


10223 




Name 


OJ000250 00.0222 


.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9409 






End 


10008 




GI 


none 






Score 


226 




Exons 


9409.. 9570, 9417 


. .9563, 


9568. 


.10008, 


9570. .9995 




Seq. No. 


29506 






Seq. ID 


OJ000250_00.0222 


.C16 


Gene No. 


60934 






Strand 






Start 


8742 






End 


10223 




Name 


OJ000250 00.0222 


.CI6.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


9855 






End 


10223 




GI 


none 






Score 


367 




Exons 


9855.. 9926, 9856 


. .10188, 


9883 


. .9963, 


9948.. 10064, 10006 


. .10167, 




10170. .10223 












Seq. No. 


29506 






Seq. ID 


OJ000250_00.0222 


• C16 


Gene No.. 


60934 






Strand 






Start 


8742 






End 


10223 




Name 


OJ000250 00.0222 


-C16.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


10018 






End 


10209 




GI 


none 






Score 


192 




Exons 


10018. .10209 












Seq. No. 


29507 






Seq. ID 


OJ000250_00.0222 


.C17 


Gene No. 


60935 






Strand 


+ 




Start 


1 






End 


13050 




Name 


OJ000250 00.0222 


.C17.o4. 


np 


Method 


AAT/NAP 




Start 


1 






End 


13050 




GI 


1947160 






Score 


123 





Exons 1..75, 12392 .. 124 93, 12681.. 13050 

GI Descrip. (AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 



Seq. No. 29507 Seq. ID OJ000250 00.0222.C17 

Gene wo. bU936 Strand 

Start 423 End 13050 

Name OJ000250_00 . 0222 . C17 . ol . gs Method GENSCAN 



29373 



Start 


423 


" End 


3108 




GI 


none 


Score 


.67 




Exons 


423. .802, 1498. .1543, 2611. 


.2788, 3056 


. .3108 




Seq. No. 


29507 


Seq. ID 


OJ000250_00.0222 


.C17 


Gene No. 


60936 


Strand 






Start 


423 


End 


13050 




Name 


OJ000250 0.0. 0222. C17.ol.np 


Method 


AAT/NAP 




Start 


1454 


End 


13050 




GI 


4680183 


Score 


174 




Exons 


1454. .1543, 2148. .2218, 12985. .13050 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


29507 


Seq. ID 


OJ000250_00.0222 


.C17 


Gene No. 


60936 


Strand 






Start 


423 


End 


13050 




Name 


OJ000250 00.0222.C17.o2.np 


Method 


AAT/NAP 




Start 


3730 


End 


4105 




GI 


3915131 


Score 


240 




Exons 


3730. .4105 








GI Descrip. 


THIOREDOXIN H-TYPE (TRX-H) 


(PHLOEM SAP 


13 KD PROTEIN-1) 





gi I 426442 |dbj |BAA04864| (D21836) thioredoxin h [Oryza sativa] 
gi 1454882 | dbj |BAA05546.1| (D26547) rice thioredoxin h [Oryza 
sativa] gi 11930072 (U92541) thioredoxin h [Oryza sativa] 



Seq. No. 


29507 








Seq. ID 


OJ000250_00.0222.C17 


Gene No. 


60936 








Strand 




Start 


423 








End 


13050 


Name 


OJ000250 00. 


0222 


.C17.o2. 


gs 


Method 


GENSCAN 


Start 


3734 








End 


12379 


GI 


none 








Score 


.42 


Exons 


3734. .4128, 


4601 


. .4644, 


4817 


..6052, 8001.. 8976, 9903.. 10007, 




11729. .11781 


, 12194. .12220, 


12303. .12379 


Seq. No. 


29507 








Seq. ID 


OJ000250_00.0222.C17 


Gene No. 


60936 








Strand 




Start 


423 








End 


13050 


Name 


OJ000250 00. 


0222 


.C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3752 








End 


4090 


GI 


none 








Score 


59 


Exons 


3752. .3853, 


3774 


. .3869, 


3902 


..4090, 3902.. 4090 


Seq. No. 


29507 








Seq. ID 


OJ000250_00.0222.C17 


Gene No. 


60936 








Strand 




Start 


423 








End 


13050 


Name 


OJ000250 00. 


0222 


.C17.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3752 








End 


4126 


GI 


none 








Score 


78 


Exons 


3752. .3853, 


3902 


. .4126, 


3936 


. .4097 




Seq. No. 


29507 








Seq. ID 


OJ000250_00.0222.C17 . 


Gene No. 


60936 








Strand 




Start 


423 








End 


13050 


Name 


OJ000250 00. 


0222 


.C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3755 








End 


4093 


GI 


none 








Score 


70 


Exons 


3755. .3853, 


3756 


. .3851, 


3902 


..4084, 3902.. 4093, 3921.. 4091 



29374 



• 



Seq. No. 29507 Seq. ID 

Gene No. 60936 Strand 

Start 423 End 

Name OJ000250_00 . 0222 . C17 . ol . tc Method 

Start 3761 End 

GI none Score 

Exons 3761.. 3853, 3902.. 4117, 3921.. .4103 



OJ000250_00.0222.C17 
13050 

TBLASTX: Cress 

4117 

103 



Seq. No. 29507 Seq. ID OJ000250_00 . 0222 . C17 

Gene No. 60936 Strand 

Start 423 End 13050 

Name OJ000250_00 . 0222 . C17 . ol . gp Method AAT/GAP 

Start 3865 End 4280 

GI uC-osflM202075h01bl Score 808 

Exons 3865.. 4280 

GI Descrip. • 3915131/sp | Q42443 | THIH_ORYSA 8.0e-13 THIOREDOXIN H-TYPE (TRX-H) 
(PHLOEM SAP 13 KD PROTEIN-1) >gi_4264 42_dbj_BAA04 864_ (D21836) 
thioredoxin h [Oryza sativa] >gi_454882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 



Seq-. No. 


29507 




Seq. ID 


OJ000250_00.0222.C17 


Gene No. 


60936 




Strand 




Start 


423 




End 


13050 


Name 


OJ000250 00.0222.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5809 




End 


6501 


GI 


none 




Score 


66 


Exons 


5809. .5967, 5971. .6159, 


6226. 


.6303, 6227. .6304, 6337. .6501 


Seq. No. 


29507 




Seq. ID 


OJ000250_00.0222.C17 


Gene No. 


60936 




Strand . 




Start 


423 




End 


13050 


Name 


OJ000250 00.0222.C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5809 




End 


6150 


GI 


none 




Score 


82 


Exons 


5809.. 6150, 5900.. 6016 








Seq. No. 


29507 




Seq. ID 


OJ000250_00.0222.C17 


Gene No. 


60936 




Strand 




Start 


423 




End 


13050 


Name 


OJ000250 00.0222.C17.o3 


.np 


Method 


AAT/NAP 


Start 


5941 




End 


8233 


GI 


2792216 




Score 


640 


Exons 


5941.. 6535, 8001.. 8233 








GI Descrip. 


(AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


29508 




Seq. ID 


OJ000250_00.0222.C19 


Gene No. 


60937 




Strand 


+ 


Start 


358 




End 


786 


Name 


OJ000250 00.0222.C19.ol 


.np 


Method 


AAT/NAP 


Start 


358 


End 


786 


GI 


6815095 




Score 


33 


Exons 


358. .424, 477. .786 








GI Descrip. 


(AP001U81) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29508 




Seq. ID 


OJ000250_00.0222.C19 



29375 




Gene No. 


60938 






Strand 






Start 


156 






End 


646 




Name 


OJ000250 00 


0222. 


C19.ol.gs 


Method 


GEN SCAN 




Start 


156 






End 


646 




GI 


none 






Score 


.66 




Exons 


156. .221, 350. .390, 433. .469, 


528. .646 






Seq. No. 


29509 






Seq. ID 


OJ000250_ 


_00.0222.C20 


Gene No. 


60939 






Strand 


+ 




Start 


15 






End 


859 




Name 


OJ000250_00. 


0222. 


C20.ol.gs 


Method 


GENSCAN 




Start 


15 






End 


859 




GI 


none 






Score 


.72 




Exons 


15. .42, 834, 


. 859 










Seq. No. 


29509 






Seq. ID 


OJ000250_ 


_00.0222.C20 


Gene No. 


60940 






Strand 






Start 


1711 






End 


1989 




Name 


OJ000250 00. 


0222. 


C20.o2.gs 


Method 


GENSCAN 




Start 


1711 






End 


1989 




GI 


none 






Score 


.93 




Exons 


1711. .1989 












Seq. No. 


29510 






Seq. ID 


OJ000250_ 


_44.0301.C1 


Gene No. 


60941 






Strand 


+ 




Start 


125 






End 


841 




Name 


OJ000250 44. 


0301. 


Cl.ol.gs 


Method 


GENSCAN 




Start 


125 






End 


841 




GI 


none 






Score 


.88 




Exons 


125. .193, 689. .841 








Seq. No. 


29510 






Seq. ID 


OJ000250_ 


_44.0301.C1 


Gene No. 


60942 






Strand 






Start 


1392 






End 


9133 




Name 


OJ000250 44. 


0301. 


Cl.o2.gs 


Method 


GENSCAN 




Start 


1392 




End 


7604 




GI 


none 






Score 


.49 




Exons 


1392. .1796, 


2631. 


.2931, 3223. 


.3644, 4523. .5324, 


5446. .6441, 




6454. .6639, 


7418. 


.7571, 7592. 


.7604 






Seq. No. 


29510 






Seq. ID 


OJ000250_ 


_44.0301.C1 


Gene No. 


60942 






Strand 






Start 


1392 






End 


9133 




Name 


OJ000250 44. 


0301. 


Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


4099 






End 


4801 




GI 


none 






Score 


72 




Exons 


4099.. 4311, 


4100. 


.4210, 4101. 


.4634, 4110. .4454, 


4111. .4635, 




4348. .4650, 


4640. 


.4801, 4641. 


.4793, 4651. .4794 




Seq. No. 


29510 






Seq. ID 


OJ000250_ 


44. 0301. CI 


Gene No. 


60942 






Strand 






Start 


1392 






End 


9133 




Name 


OJ000250 44. 


0301. 


CI . ol . np 


Method 


AAT/NAP 




Start 


4128 






End 


7217 




GI 


6630685 






Score 


4438 




Exons 


4128. .6855, 


7146. 


.7217 









GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 



29376 




[Oryza sativa] 



Seq. No. 


29510 








Seq. ID 


OJ000250__44. 030.1. CI 


Gene No . 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


. 0301. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4143 ~ 








End 


4783 


GI 


none 








Score 


106 


Exons 


4143. .4376, 


4395. 


.4634, 


4396. 


.4560, 4640. .4783 


Seq. No, 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gone No . 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


. 0301. 


Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4146 ~ 








End 


4601 


GI 


none 








Score 


77 


Exons 


4146. .4391, 


4195. 


.4374, 


4377. 


.4511, 4515. .4601 


Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


fipne No . 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


. 0301 . 


CI . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4179 ~ 








End 


4595 


GI 


none 








Score 


52 


Exons 


4179. .4367, 


4386. 


.4595, 


4411. 


.4491 




Seq. No . 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gpnp No 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


. 0301. 


CI . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


4916 ~~ 








End 


5315 


GI 


none 








Score 


424 


Exons 


4916 5308. 


4917 . 


. 5315 








Seq. No. 


29510 








Seq. ID 


OJ000250_44.-0301.C1 


Gene No. 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


. 0301 . 


CI . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


5154 ~ 








End 


5741 


GI" 


5509260 








Score 


136 


Exons 


5154 . . 5315, 


5156. 


. 5308, 


5325. 


.5516, 5326.. 5517, 5511.. 5651, 




5526 5741 












GI Descrip. 














Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gene No 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


. 0301 . 


CI . o2 . 


u w 


Method 


TBLASTX: Wheat 


Start 


5162 _ 








End 


5600 


GI 


none 








Score 


5*9 


Exons 


5162. .5290, 


5168. 


.5308, 


5181. 


.5315, 5337.. 5495, 5343.-5492, 




5350. .5493, 


5526. 


.5600 








Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


OJ000250 44 


.0301. 


Cl.oS. 


tm 


Method 


TBLASTX: Maize 



29377 






R4 4 Q 

J 4 4 .7 








End 


J ' uo 




none 










97*3 

£. I J 




S44Q S7*3Q 

J 4 4 .7 • . J / 


^4 Rl 
j 4 j j. 


R76fl 

• • J ' uo 








Seq. No. 


29510 








Seq. ID 


OJ000250_44 .0301. CI 


Gene No. 


60942 








Strand 




O tax U 


1392 








End 


9133 


Name 


UU UUUZ, JU 4 4 


o*3m 

• U JUl 


PI n9 


tm 


Method 


TBLASTX: Maize 


Cf- a r-f- 


^77 5 ~ 

j / / j 








End 


6647 


PT 


A T*l O 








Score 


506 


&XOI1& 


^77^ 6^7^ 

J / 1 J • • QJ /Of 


j .? u z. 


64 4 1 

• 1 V441; 


S907 

J ^ U ' * 


.6527, 6574.. 6642, 6576.-6647 


o s q • LN u . 


£. J J J. U 








Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 




Start 


1392 








End 


9133 


Name 


o.Tnnn^sn 44 

UUUUUi, JU 4 4 


• U JUl 


PI 


L. W 


Method 


TBLASTX : Wheat 


Cf- yf- 


JOOU 








End 


6224 




T"l n Q 








Score 


102 


IT V ^> T*l Q 


SRfifi SQ60 


SQ71 


6135, 


5982 . 


.6146, 5985. .6149, 6135. .6224 




61 *3fi 6994 












Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 




Cf- -a y-f- 


1 *3Q9 








End 


9133 ^ 


Name 


n.Tnnno^n 44 


1 U JUl 


PI n*3 


L. O 


Method 


TBLASTX : Soybean 


OLai L. 


OUUD 








End 


6444 




none 








Score 


105 


IT* V ATI e? 

jit a ons 


fiOOfi 6440 

OUUO. .D44U, 


60qo 


64 4 "3 

> . D44 J; 


6977 


.6444 




Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 






1 *3Q9 








End 


9133 


Name 


n.Tonn^Rfi 44 

vUUUUiJU 4 4 


0*301 

. U J U X 


P1 nl 

• J- • Ul • 


f- n 


Method 


TBLASTX: Cress 


Cf 3 yf- 


6nnQ ~~ 








End 


6431 




none 








Score 


229 




6HPIQ 64*31 

OU U .7 • . D4 Jl 






















Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 




Start 


1392 








End 


9133 


IN dints 




0*301 

• UJUl 


PI nl 
• \s 1 • (j 1 • 


u w 


Method 


TBLASTX: Wheat 


Cf- a r-+- 
O Id! U 


6*31 9 ~~ 

UJ16 








End 


6884 




none 








Score 


109 


Exons 


c"5i 0 6RQ6 


6*31 *3 

DJl J 


64 *3fi 
• • 0 4 j 0 , 


DJl J . 


.6584, 6520.. 6600, 6581.. 6625 




fifinn 669*3 




• • O / U J , 


U U J u • 


.6884, 66S2..6876 


Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 






1 *3Q9 








End 


9133 


Name 


runnr^Rn 44 

UOUUUZ JU 4 4 


0*301 


P1 n4 


fm 
LIU 


Method 


TBLASTX: Maize 




CC.AQ 
DD4o 








End 


7043 


GI 


none 








Score 


262 


Exons 


6648. .6920, 


6649 


. .6924, 


6924. 


.7043, 6928.. 7035 


Seq. No. 


29510 








Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 








Strand 




Start 


1392 








End 


9133 



29378 



Name 

Start 

GI 

Exons 



OJ000250_44 .0301.Cl.o4 .tw Method 

6951 End 

none Score 
6951. .7262, 7051. .7176 



TBLASTX: Wheat 

7262 

69 



Seq. No. 


29510 




Seq. ID 


OJ000250_44.0301.C1 


Gene No . 


60942 




Strand 




Start 


1392 




End 


9133 


Name 


OJ000250 44 


.0301. CI. 06. 


tm Method 


TBLASTX: Maize 


Start 


7044 ~ 




End 


7385 


GI 


none 




Score 


131 


Exons 


7044. .7286, 


7045. .7281, 


7231. .7296, 7306. .7383, 7310. .7384, 




7311. .7385 








Seq. No. 


29510 




Seq. ID 


OJ000250_44.0301.C1 


Gene No . 


60942 




Strand 




Start 


1392 




End 


9133 


Name 


OJ000250 44 


.0301 Cl.o2. 


np Method 


AAT/NAP 


Start 


7253 ~~ 




End 


9133 


GI 


4416301 




Score 


412 


Exons 


7253. .7416, 


7885. .8565, 


8596. .9133 




GI Descrip. 


(AF105716) 


gag protein 


[Zea mays] 




Seq. No. 


29510 




Seq. ID 


OJ000250_44.0301.C1 


Gene No. 


60942 




Strand 




Start 


1392 




End 


9133 


Name 


OJ000250 44 


.0301. CI. o4. 


np Method 


AAT/NAP 


Start 


7690 




End 


9133 


GI 


3645898 




Score 


422 


Exons 


7690. .7904, 


7990. .9133 






GI Descrip. 


(U68408) in 


-frame stop 


codon; possibly 


a post-transposition 



mutation [Zea mays] 



Seq. No. 29510 

Gene No. 60942 

Start 1392 

Name OJ000250_4 4.0301 . CI . o3 . np 

Start 7908 

GI 4416301 

Exons 7908.. 8565, 8596.. 9133 
GI Descrip. (AF105716) gag protein [Zea mays] 



Seq. ID OJ000250_44.0301.C1 
Strand 

End 9133 

Method AAT/NAP 

End 9133 

Score 410 



Seq. No. 29510 Seq. ID 

Gene No. 60942 Strand 

Start 1392 End 

Name OJ000250_4 4 . 0301 . CI . o3 . gs Method 

Start 8113 End 

GI none Score 

Exons 8113.. 9084 



OJ000250_44.0301.C1 

9133 
GENSCAN 
9084 
.94 



Seq. No. 29510 Seq. ID 

Gene No. 60942 Strand 

Start 1392 * End 

Name OJ000250__4 4 . 0301 . CI . o7 . tm Method 

Start 8773 End 

GI none Score 

Exons 8773.. 9021, 8807.. 9022 



OJ000250_44.0301.C1 
9133 

TBLASTX: Maize 

9022 

82 



29379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29511 Seq. ID OJ000250_44 . 0301 . C3 

60943 Strand 

1 End 1139 

OJ000250_4 4 . 0301 . C3 . ol . np Method AAT/NAP 

1 End 786 

5441880 Score 254 

1..20, 482. .786 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29511 
60943 
1 

OJ000250_44.0301.C3.ol.gs 
14 

none 

14. .175, 309. .461, 486. .901, 1051. .1139 



Seq. ID OJ000250_44.0301.C3 



Strand 
End 

Method 

End 

Score 



1139 
GENSCAN 
1139 
.43 



Seq. No. 29512 Seq. ID 

Gene No. 60944 Strand 

Start 161 End 

Name OJ000250_44 . 0301 . C4 . ol . gs Method 

Start 161 End 

GI none Score 

Exons 161.. 442 



OJ000250_44.0301.C4 
4 42 

GENSCAN : ^ L ' 

442 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29512 Seq. ID OJ000250_4 4 . 0301 . C4 

60945 Strand 

718 End 1284 

OJ000250_44 .0301.C4.ol.gp Method AAT/GAP 

718 End 1284 

4879016 Score 898 

718. .1284 

6041757/gb|AC011806.1IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29512 Seq. ID 

60946 Strand 

1701 End 

OJ000250_4 4 . 0301 . C4 . o2 . gs Method 

1701 End 

none Score 



OJ000250_44.0301.C4 

4012 
GENSCAN 
4012 
.68 



1701. .1838, 2052. .2136, 2566. .2692, 3011. .3127, 3173. .3271, 
3955. .4012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29513 
60947 
12367 

OJ000250_44 .0301.C5.ol.np 
12367 
6691191 
12367 . . 15396 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ000250 44. 0301. C5 



Strand 
End 

Method 

End 

Score 



+ 

15396 
AAT/NAP 
15396 
2888 



29380 



Seq. No. 29513 Seq. ID 

Gene No. 60948 Strand 

Start 22066 End 

Name OJ000250_44 . 0301 . C5 . o2 . gp Method 

Start 22066 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 22066. .22087, 31167.. 31251 

GI Descrip. ' 2498586/sp | Q40638 | MPOIJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000250_44.0301.C5 
+ 

31251 
AAT/GAP 
31251 
120 



Seq. No. 29513 Seq. ID 

Gene No. 60948 Strand 

Start 22066 End 

Name OJ000250_44 . 0301 . C5 . o5 . gs Method 

Start 22431 End 

GI none Score 
Exons 



OJ000250_44 .0301.C5 
+ 

31251 
GENSCAN 
24977 
.58 



22431. .22548, 23829. 
24873. .24977 



.23871, 23914. .24298, 24317 .. 2 4424 , 



Seq. No. 29513 Seq. ID OJ000250_4 4 . 0301 . C5 

Gene No. 60949 Strand + 

Start 38661 End 38916 

Name OJ000250_44 . 0301 . C5 . o4 . gp Method AAT/GAP 

Start 38661 End 38916 

GI 61605_3.R1084 Score 437 

Exons 38661. .38916 

GI Descrip. • 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI :C ' 

Exons" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_44 .0301.C5 



29513 

60950 Strand + 

39112 End 40217 

OJ000250_44 . 0301 . C5 . olO . gs Method GENSCAN 

39112 End 40217 

none Score .83 

39112. .39307, 39511 .. 39662, 39822.. 40217 



D_44.0301.C5.o6.gp 



29513 
60951 
41768 
OJ000250 
41768 
uC-osflcypl62a07al 
41768. .41928, 42028., 
M680179/gb|AAD27547. 
[Oryza sativa subsp. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

42130 
AAT/GAP 
42130 
421 



44 .0-301. C5 



42130 

1|AF111709_ 
indica] ' 



1 2.0e-40 (AF111709) polyprotein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29513 Seq. ID OJ000250_4 4 . 0301 . C5 

60952 Strand 

42761 End 

OJ000250_44 . 0301 . C5 . o7 . gp Method 

42761 End 

LIB3475-004-P1-K2-A5 Score 
42761. .42854, 432/1. .43434 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



OJ000250_44, 
+ 

43434 
AAT/GAP 
43434 
417 



29381 



Seq. No. 


29513 


Seq. ID 


OJ000250_ 


44.0301 


.C5 


Gene No. 


60953 


Strand 


+ 






Start 


44273 


End 


50565 






Name 


OJ000250 44 .0301.C5.o6.np 


Method 


AAT/NAP 






Start 


44273 ~ 


End 


49159 






GI 


5852180 


Score 


342 






Exons. 


44 273.. 44311, 47 680. . 477 42, 


48722. .49159 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


29513 


Seq. ID 


OJ000250_ 


_44.0301 


-C5 


Gene No . 


60953 


Strand 


+ 






Start 


44273 


End 


50565 






Name 


OJ000250 44 .0301.C5.ol3.gs 


Method 


GENSCAN 






Start 


48949 ~ 


End 


50565 






GI 


none 


Score 


.4 






Exons 


4894 9. . 4 9181, 50475. .50565 










Seq. No. 


29513 


Seq. ID 


OJ000250 


44.0301 


.C5 


Gene No. 


60954 


Strand 


+ 






Start 


51938 


End 


55636 






Name 


OJ000250 44.0301.C5.ol4.gs 


Method 


GENSCAN 






Start 


51938 ~ 


End 


55636 






GI 


none 


Score 


.67 






Exons 


51938. . 52202, 52967. .53100, 


53785. .54042, 54931. 


. 55084, 






55530. . 55636 










Seq. No. 


29513 


Seq. ID 


OJ000250_ 


44.0301 


.C5 


Gene No. 


60954 


Strand 


+ 






Start 


51938 


End 


55636 






Name 


OJ000250 44.0301.C5.o8.np 


Method 


AAT/NAP 






Start 


54931 


End 


55136 






GI 


4680186 


Score 


230 






Exons 


54931. .55136 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


29513 


Seq. ID 


OJ000250_ 


44.0301 


.C5 


Gene No. 


60955 


Strand 








Start 


3892 


End 


4378 






Name 


OJ000250 44.0301.C5.ol.gp 


Method 


AAT/GAP 






Start 


3892 


End 


4378 






GI 


uC-osflM202095fl2bl 


Score 


930 






Exons 


3892. .4378 










GI Descrip. 


, 4454031/emb ICAA23028.il 1.0e-10 (AL035394) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


29513 


Seq. ID 


OJ000250_ 


44.0301 


.C5 


Gene No. 


60956 


Strand 








Start 


6813 


End 


8373 






Name 


OJ000250 44.0301.C5.o2.gs 


Method 


GENSCAN 






Start 


6813 


End 


8373 






GI 


none 


Score 


.65 






Exons 


6813.. 6898, 7365. .7494, 8053 


. .8373 








Seq. No. 


29513 


Seq. ID 


OJ000250_ 


44.0301 


.C5 


Gene No. 


60957 


Strand 








Start 


26262 


End 


27127 







29382 




Mama 






Method 


GENSCAN 








26262 ~" 




End 


27127 






ox 






Score 


.43 






Eynns 

J-J *v \y X lij 


26262 26399. 26602 26900, 


26917. .27127 






Seq. No. 


29513 




Seq. ID 


OJ000250_44. 


0301 


.C5 


Gene No. 


60958 




Strand 


- 






Start 


29136 




End 


29584 






Name 


OJ000250 44 0301 C5 o7 as 




Method 


GENSCAN 






qf art- 


29136 — 




End 


29584 






ox 


none 




Score 


.75 








29136 29436 29460 29S84 












•J c y . 1' W • 


29513 




Seq. ID 


OJ000250_44. 


0301 


. C5 


Rpnp No 


60959 




Strand 








Start 


32566 




End 


33087 






Name 


OJ000250 44.0301.C5.o3.gp 




Method 


AAT/GAP 








32566 




End 


33087 






OX 


LIB3434-038-P1-K1-F1 




Score 


780 






F 1 von q 


32566. .33087 












OX UCO^l • 


•5257255/dbj IAP000364.il AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Cprr Mo 


29513 




Seq. ID 


OJ000250_44. 


0301 




Gene No. 


60960 




Strand 








Start 


35302 




End 


47973 






Name 


OJ000250 44.0301.C5.o2.np 




Method 


AAT/NAP 






O Ldl L 


35278 




End 


42140 






GI 


4680179 




Score 


4486 








35278. .38660, 41326. .42140 














(AF111709) polyprotein [Oryza 


sativa \ 


subsp. indica] 






Seq. No. 


29513 




Seq. ID 


OJ000250_44. 


0301 


,C5 


Gene No. 


60960 




Strand 








Start 


35302 




End 


47973 






Name 


OJ000250 44.0301.C5.o9.gs 




Method 


GENSCAN 






Start 


35302 




End 


37941 






GI 


none 




Score 


.47 






F.v on 


35302. .35998, 36311 36893, 


37524.. 37941 






Sea No 


29513 




Seq. ID 


-OJ000250_44. 


0301 


.C5 


Gene No. 


60960 




Strand 








Start . 


35302 




End 


47973 






Name 


OJ000250 44.0301.C5.o5.np 




Method 


AAT/NAP 








39366 




End 


45123 






ox 


4680179 




Score 


633 








39366. .39401, 41301 42082, 


44251. .44436, 44930. .45123 




OX L/COLil^l* 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 






Seq. No. 


29513 




Seq. ID 


OJ000250_44. 


0301 


.C5 


Gene No. 


60960 




Strand 








Start 


35302 




End 


47973 






Name 


OJ000250 44.0301.C5.o5.gp 




Method 


AAT/GAP 






Start 


39413 




End 


40112 






GI 


101153 1.R1084 




Score 


600 







Exons 39413. .39605, 39923.. 40112 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 



29383 




indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 


29513 


Seq. ID 


OJ000250 


_44.0301.C5 


Gene No. 


60960 


Strand 






Start 


35302 


End 


47973 




Name 


OJ000250 44.0301.C5.o3.np 


Method 


AAT/NAP 




Start 


40243 


End 


44216 




GI 


4539658 


Score 


196 




Exons 


40243. .40273, 42971 43150, 


43192. .43313, 44158 


. .44216 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 








Seq. No. 


29513 


Seq. ID 


OJ000250 


_44.0301.C5 


Gene No. 


60960 


Strand 






Start 


35302 


End 


47973 




Name 


OJ000250 44.0301.C5.o4.np 


Method 


AAT/NAP 




Start 


40434 


End 


43306 




GI 


4539658 


Score 


191 




Exons 


40434. .40504, 42976 .. 43150, 


43192. .43306 




GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 








Seq. No. 


29513 


Seq. ID 


OJ000250 


_44 . 0301 .C5 


Gene No. 


60960 


Strand 






Start 


35302 


End 


47973 




Name 


OJ000250 44.0301.C5.ol2.gs 


Method 


GENSCAN 




Start 


44839 


End 


47795 




GI 


none 


Score 


.42 




Exons 


44839. .45471, 454 99 .. 45708 , 


45768. .45960, 46554 


. .46623, 




47720. .47795 








Seq. No. 


29513 


Seq. ID 


OJ000250 


_44 .0301.C5 


Gene No. 


60960 


Strand 






Start 


35302 


End 


47973 




Name 


OJ000250 44.0301.C5.o8.gp 


Method 


AAT/GAP 




Start 


47592 


End 


47973 




GI 


uC-osflcyp033a04bl 


Score 


663 




Exons 


47592. .47973 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genom 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


29513 


Seq. ID 


OJ000250 


Ad A ^ A 1 y"i f~ 

44 . 0301 . C5 


Gene No ^ 


60961 


Strand 






Start 


49414 


End 


51860 




Name 


OJ000250 44.0301.C5.o7.np 


Method 


AAT/NAP 




Start 


49414 


End 


51860 




GI 


213591 


Score 


79 




Exons 


49414. .49512, 51736. .51860 








GI Descrip. 


(M62415) HPLC6 [ Pseudopleuronectes americanus] 




Seq. No. 


29513 


Seq. ID 


OJ000250 


_44.030l.C5 


Gene No. 


60962 


Strand • 






Start 


55529 


End 


56793 




Name 


OJ000250 44.0301.C5.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


3937 


End 


8310 




GI 


none 


Score 


336 




Exons 


3937.. 4152, 3938.. 4153, 3950 


..4153, 7352. .7411, 


7355. .7495, 



29384 




7363.. 7497, 7363. .7500, 7973.. 8305, 7990,. 8142, 8203.. 8310 



Sea. No. 


29513 




Seq. ID 


OJ000250 44 . 0301 .C5 


Gene No . 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 44. 0301. C5. 


oil . tw 


Method 


TBLASTX : Wheat 


Start 


11127 ~ 




End 


11477 


GI 


none 




Score 


206 


Exons 


11127. .11477 








Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301.C5 


Gene No . 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 4 4 . 0301 .C5 . 


o2 . ts 


Method 


TBLASTX : Soybean 


Start 


12652 ~ 




End 


37938 


GI 


none 




Score 


404 


Exons 


12652. .13077, 12678. 


.12926, 


12748. .13065, 37804. .37938 


Sea. No. 


29513 




Seq. ID 


OJ000250_44.0301.C5 


fipnp No 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 44 0301 C5 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


12652 ~~ 




End 


12942 


GI 


none 




Score 


259 


Exons 


12652. .12942, 12669. 


.12938 






Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301.C5 


Gpne No 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 44 0301 C5 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


12940 _ 




End 


38046 


GI 


none 




Score 


223 


Exons 


12940. .13281, 37579. 


.38046 






Seq. No. 


29513 




Seq. ID 


OJ000250_44 .0301.C5 


Gene No . 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 44. 0301. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


12943 _ 




End 


38115 


GI 


none 




Score 


167 * 


Exons 


12943 13149. 37717 


. 37995, 


37717. .38115, 37808. .38104 


Seq. No. 


29513 




Seq. ID 


OJ000250_44 .0301.C5 


Gene No . 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 44 0301 C5 


o4 * tw 


Method 


TBLASTX: Wheat 


Start 


13153 ~ 




End 


37716 


GI 


none 




Score 


540 


F.xon s 

UAvliO 


13153 13584 13155 


13205 


13174. .13560, 13269. .13574, 




37295. .37549, 37297. 


.37716 






Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301.C5 


Gene No. 


60962 




Strand 




Start 


55529 




End 


56793 


Name 


OJ000250 44. 0301. C5. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


13297 




End 


37692 


GI 


none 




Score 


212 



29385 




Exons 


13297. . 13584, 13386. 


.13556, 


37297. .37656, 37298 .. 37585, 






37327. .37662, 37660. 


.37692, 


37661.. 37690 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


13318 




End 


37563 




GI 


none 




Score 


266 




Exons 


13318. .13722, 13461*. 


.13721, 


. 37216. .37563, 37217.. 37561 




Seq. No. 


29513 




Seq. ID 


OJ000250_44 .0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


13585 ~" 




End 


37287 




GI 


none 




Score 


212 




Exons 


13585. .13812, 13590. 


.13793, 


37150. .37287 




Seq. No. 


29513 




Seq. ID 


OJ000250_44 .0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


13589 *~ 




- End 


13746 




GI 


none 




Score 


225 




Exons 


13589. . 13717, 13590. 


. 13745, 


13591. .13746 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13723 ~ 




End 


37209 




GI 


none 




Score 


200 




Exons 


13723. . 14034, 36856. 


.37209, 


36857. .37207 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


o2 . tw 


Method 


'TBLASTX: Wheat 




Start 


13756 ~~ 




End 


37281 




GI 


none 




Score 


161 




Exons 


13756. . 14034, 36778 . 


.37281, 


36857. .37273 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


o9 . ts 


Method 


TBLASTX: Soybean 




Start 


13909 ~~ 




1 End 


36984 




GI 


none 




Score 


195 




Exons 


13909. .14043, 13909 


. 14025, 


13923. .14030, 36859. .36984 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


14086 




End 


36504 




GI 


none 




Score 


59 





29386 




Exons 


14086 14145. 14167. 


. 14469, 


36427. .36504 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44 0301 C5 


ol2 . tw 


Method 


TBLASTX : Wheat 




Start 


14131 — 




End 


14508 




GI 


none 




Score 


46 




Exons 


14131 . . 14199, 14191 . 


. 14370, 


14440. .14508 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44 0301 C5 

\s\j v u v u ii.vsajv/x. «J . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14371 ~ 




End 


36778 




GI 


none 




Score 


58 




Exons 


14371. .14436, 36298. 


. 36777, 


36302. .36778 




9pn Wo 


29513 




Seq. ID 


OJ000250_44.0301 


. C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44 0301 C5 


o4 . ts 


Method 


TBLASTX : Soybean 




9r art 


14490 _ 




End 


36225 




OJ. 


none 




Score 


81. 






14490 14531 14491 

1 T 1 • . X 1 <»J <«J X , X 1 1 -7 X • 


. 14532, 


14529. .14813, 14530 .. 14814 , 






36022 36225 










Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44 0301 C5 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14674 _ 




End 


36267 




GI 


none 




Score 


166 




Exons 


14674. .14973, 35656. 


. 36267, 


35657. .36256 




Qarr Mn 

O . Li U • 


29513 




Seq. ID 


OJ000250_44.0301 


. C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44 0301 C5 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14752 ~~ 




End 


36099 




GI 


none 




Score 


92 




Exons 

1—1 4* I lO 


14752 14898- 35515 


.35943, 


35516. .3594 


4, 35803. .35955, 






35941 36099, 35945. 


. 36097 








Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44 0301 C5 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14815 "~ 

X 1 Q X >J 




End 


35997 










Score 


282 




ITvAn c 


1 4 R*l S 1 SI 90 1 4 R1 7 

X 1 O X *J • • 1 Jl^-U; X 1 O X / • 


i s?n^ 


15214. .15303, 35881.. 35997 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5. 


o7.tm 


Method 


TBLASTX: Maize 




Start 


26239 




End 


26456 





29387 




GI 


none 




Score 


97 




Exons 


26239. .26307, 26243 


. .26305, 


26313. .26456, 26315 .. 26407 - 




Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 ( 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5 


.08 .ts 


Method 


TBLASTX : Soybean 




Start 


26239 




End 


26456 




GI 


none 




Score 


95 




Exons 


26239. .26307, 26243 


. .26305, 


26313. .26456, 26314 .. 26385, 






26315.. 26389 










Seq. No. 


29513 




Seq. ID 


OJ000250_44 .0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


26635 




End 


27160 




GI 


none 




Score 


129 




Exons 


26635. .26826, 26639 


. .26755, 


27026. .27103, 27110.. 27160 




Seq. No. 


29513 




Seq. ID 


OJ000250_44 . 0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




~"i Name ; * 


OJ000250 44.030i:C5 


,o7 .ts 


Method 


TBLASTX : Soybean 




Start 


26645 




End 


26826 




3 GI 


none 




Score 


102 




il Exons 


26645. .26821, 26647 


. .26826 








s:? 

l Seq. No. 


29513 




Seq. ID 


OJ000250_44 . 0301 


.C5 


: | Gene No. 


60962 




Strand 


~~ 




t Start 


55529 




End 


56793 




K? Name 


OJ000250 44. 0301. C5 


. 06 . tw 


Method 


TBLASTX: Wheat 




LI Start 


35323 




End 


35652 




GI 


none 




Score 


102 




'i Exons 


35323. .35652, 35432 


. .35641 








J 

; Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


I Gene No. 


60962 




Strand 






3 Start 


55529 




End 


56793 




j Name 


OJ000250 44. 0301. C5 


. o5 . tm 


Method 


TBLASTX: Maize 




'\ Start 


36151 




End 


36442 




GI 


none 




Score 


227 




Exons 


36151. .36441, 36155 


. .36442 








Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


36244 ~ 




End 


36490 




GI 


none 




Score 


110 




Exons 


36244 . . 36489, 36245 


. .36490 








Seq. No. 


29513 




Seq. ID 


OJ000250_44.0301 


.C5 


Gene No. 


60962 




Strand 






Start 


55529 




End 


56793 




Name 


OJ000250 44. 0301. C5 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


38050 




End 


38212 





29388 



GI none 

Exons 38050. .38211, 38051.. 38212 

Seq. No. 29513 

Gene No. 60962 

Start 55529 

Name OJ000250_44 . 0301 . C5 . olO . tw 

Start 38287 

GI none 
Exons . 



Score 142 



Seq. ID OJ000250_44 .0301.C5 
Strand 

End 56793 

Method TBLASTX : Wheat 

End 38661 

Score 4 9 



38287. .38409, 38293 .. 38409, 38443 38 661, 38511 .. 38612, 
38543. .38647 



Seq. No. 


29513 






Seq. ID 


OJ000250_44 .0301 


.C5 


Gene No. 


60962 






Strand 






Start 


55529 






End 


56793 




Name 


OJ000250 44. 0301. C5. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


38347 






End 


38661 




GI 


none 






Score 


79 




Exons 


38347. 


.38661, 38522. 


.38623 








Seq. No. 


29513 






Seq. ID 


OJ000250_44 .0301 


.C5 


Gene No. 


60962 






Strand 






Start 


55529 






End 


56793 




Name 


OJ000250 44. 0301. C5. 


o8.tm 


■ Method 


TBLASTX: Maize 




Start 


41687 






End 


44115 




GI 


none 






Score 


89 




Exons 


41687. 


.41947, 41763. 


.41927, 


43816. .44115 • 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29513 
60962 
55529 

OJ000250_44.0301.C5.o8.tw 

41687 

none 



Seq. ID OJ000250_44 .0301.C5 
Strand 

End 56793 

Method TBLASTX : Wheat 

End 44115 

Score 142 



41687. .41953, 41757 .. 41927, 41758 .. 4 1955, 43816 .. 44115, 
43921. .44088 



Seq. ID Ojp00250_44-0301.es 
Strand 

End 56793 

Method AAT/NAP 

End 56793 

Score 453 



29513 
60962 
55529 

OJ000250_44.0301.C5.o9.np 
55529 
6907087 
55529. .55630, 56154.. 56793 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

29513 Seq. ID OJ000250_44 . 0301 .C5 

60962 Strand 

55529 End 56793 

OJ000250_44.0301.C5.ol5.gs Method GENSCAN 

55763 End 56481 

none Score . 63 

55763. .55828, 56154 56340, 56342.. 56481 



Seq. No. 



29514 



Seq. ID OJ000250_44 .0301.C6 



29389 




Gene No. 


60963 




Strand 


+ 








Start 


448 




End 


1732 








Name 


OJ000250 44. 0301. C6 


. ol gs 


Method 


GENSCAN 








Start 


448 ~ 




End 


1677 








GI 


none 




Score 


.72 








Exons 


448. .617, 702. .888, 


1094 . . 


1180, 1432.. 


1677 








Seq. No. 


29514 




Seq. ID 


OJ000250_ 


_44 


.0301 


.C6 


Gene No. 


60963 




Strand 


+ 








Start 


448 




End 


1732 








Name 


OJ000250 44. 0301. C6 


. ol . np 


Method 


AAT/NAP 








Start 


1553 ~ 




End 


1732 








GI 


4680186 




Score 


214 








Exons 


1553.. 1732 














GI Descrio. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 








Seq. No. 


29514 




Seq. ID 


OJ000250 


_44 


.0301 


.C6 


Gene No. 


60964 




Strand 


+ 








Start 


4942 




End 


9995 








Name 


OJ000250 44. 0301. C6 


. o3 .np 


Method 


AAT/NAP 








Start 


4942 ~ 




End 


9995 








GI 


4680186 




Score 


291 








Exons 


4942. .5015, 8900. .8 


955, 9794.. 9995 










GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 








Seq. No. 


29514 




Seq. ID 


OJ000250_ 


_44 


.0301 


.C6 


Gene No. 


60965 




Strand 


+ 








Start 


11111 




End 


13750 








Name 


OJ000250 44. 0301. C6 


. o3 . gs 


Method 


GENSCAN 








Start 


11111 




End 


13750 








GI 


none 




Score 


.98 








Exons 


11111. .11134, 12267 


..12457, 12587. .12770, 12912 


. .13031, 





13249. .13521, 13622.. 13750 



Seq. No. 


29514 






Seq. ID 


OJ000250_44 .0301.C6 


Gene No. 


60966 






Strand 




Start 


2539 






End 


9638 


Name 


OJ000250 44 


.0301.C6.o2. 


gs 


Method 


GENSCAN 


Start 


2539 






End 


9638 


GI 


none 






Score 


.44 


Exons 


2539. .2917, 


3740. .4016, 


4056. 


.4806, 4963. .5973, 6438. .6681 




6704. .7413, 


8063. .8665, 


9594. 


.9638 




Seq. No. 


29514 






Seq. ID 


OJ000250_44 .0301.C6 


Gene No. 


60966 






Strand 




Start 


2539 






End 


9638 


Name 


OJ000250 44 


.0301.C6.o2. 


np 


Method 


AAT/NAP 


Start 


3588 






End 


7599 


GI 


4680179 






Score 


3916 


Exons 


3588. .6441, 


6517. .7599 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


29514 






Seq. ID 


OJ000250_44 .0301. C6 


Gene No. 


60966 






Strand 




Start 


2539 






End 


9638 


Name 


OJ000250 44 


.0301.C6.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


3633 






End 


3945 



29390 




GI 


none 








Score 


96 




Exons 


3633 3773. 


3769 


. . 3945, 


3808 . 


. 3942 






Seq. No. 


29514 








Seq. ID 


OJ000250_44.0301 


.C6 


Gene No. 


60966 








Strand 






Start 


2539 








End 


9638 




Name 


OJ000250 44 


. 0301 


.C6.ol . 


tm 


Method 


TBLASTX : Maize 




Start 


3793 ~ 








End 


4317 




GI 


none 








Score 


243 




Exons 


3793. .4233, 


3809 


. .4231, 


4231. 


.4317, 4238. .4309 




Seq. No. 


29514 








Seq. ID 


OJ000250_44.0301 


.C6 


Gene No. 


60966 








Strand 


- 




Start 


2539 








End 


9638 




Name 


OJ000250 44 


. 0301 


.C6 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3946 ~ 








End 


4318 




GI 


none 








Score 


231 




Exons 


3946 . .4317, 


3947 


. .4318 










Seq. No. 


29514 








Seq. ID 


OJ000250_44.0301 


.C6 


Gene No. 


60966 








Strand 


— 




Start 


2539 








End 


9638 




Name 


OJ000250 44 


. 0301 


,C6 . 08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4321 ~ 








End 


4542 




GI 


none 








Score 


85 




Exons 


4321 . .4542, 


4324 


. .4521, 


4361. 


. 4534 






Seq. No. 


29514 








Seq. ID 


OJ000250_44 .0301 


.C6 


Gene No. 


60966 








Strand 


— 




Start 


2539 








End 


9638 




Name 


OJ000250 44 


. 0301 


.C6. ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


4543 ~~ 








End 


5046 




GI 


none 








Score 


354 




Exons 


4543 . . 5046, 


4577 


. .5014 










Seq. No. 


29514 








Seq. ID 


OJ000250_44.0301 


.C6 


Gene No. 


60966 








Strand 


— 




Start 


2539 








End 


9638 




Name 


OJ000250 44 


. 0301 


. C6 . o2 . 


tm 


Method 


TBLASTX: Maize ■ 




Start 


4612 ~~ 








End 


4975 




GI 


none 








Score 


162 




Exons 


4612 . .4974, 


4621 


. .4974, 


4625. 


.4975 






Seq. No. 


29514 








Seq. ID 


OJ000250_44.0301 


.C6 


Gene No. 


60966 








Strand 






Start 


2539 








End 


9638 




Name 


OJ000250 44 


. 0301 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4795 ~ 








End 


5037 




GI 


none 








Score 


97 




Exons 


4795 5037. 


4796 


. . 5023 










Seq. No. 


29514 








Seq. ID 


OJ000250_44.0301 


.C6 


Gene No. 


60966 








Strand 






Start 


2539 








End 


9638 




Name 


OJ000250 44 


.0301 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4981 








End 


5325 




GI 


none 








Score 


87 





29391 




Exons 


4981. .5082, 


5063. 


.5191, 


Seq. No. 


.29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


.0301. 


C6.ol. 


Start 


5050 ~ 






GI 


none 






Exons 


5050. .5424, 


5050. 


.5418, 


Seq. No. 


29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


.0301. 


C6.o4 . 


Start 


5068 ~ 






GI 


none 






Exons 


5068. .5346, 


5069. 


.5335, 


Seq. No. 


29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


.0301. 


C6.o3. 


Start 


5341 ~~ 






GI ■ 


none 






Exons 


5341. .5808, 


5374 . 


. 5718 


Seq. No. 


29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


. 0301 . 


C6 . o2 . 


Start 


5395 ~ 






GI 


none 






Exons 


5395. .5877, 


5398. 


.5760, 


Seq. No. 


29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


.0301.C6.o7. 


Start 


5995 ~ 






GI 


none 






Exons 


5995. .6180, 


6065. 


.6160, 


Seq. No. 


29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


.0301. 


C6.o5. 


Start 


6772 ~~ 






GI 


none 






Exons 


6772. .7122, 


6929. 


.7123 


Seq. No. 


29514 






Gene No. 


60966 






Start 


2539 






Name 


OJ000250 44 


.0301. 


C6.o5. 


Start 


6817 






GI 


none 






Exons 


6817. .7122, 


6944. 


.7108 




5071. .5325 





Seq. ID 


OJ000250_44.0301 


. C6 




Strand 








End 


9638 




ts 


Method 


TBLASTX : Soybean 






End 


5454 






Score 


181 




5422. 


.5454, 5423. .5452 






Seq. ID 


OJ000250_44.0301 


.C6 




Strand 


— 






End 


9638 




tw 


Method 


TBLASTX: Wheat 






End 


5346 






Score 


239 




5074 . 


.5346 








Seq. ID 


OJ000250_44.0301 


• C6 




Strand 


— 






End 


9638 




tm 


Method 


TBLASTX : Maize 






End 


5808 






Score 


72 






Seq. ID 


OJ000250_44.0301 


.C6 




Strand 








End 


9638 




tw 


Method 


TBLASTX: Wheat 






End 


5878 






Score 


207 




5438. 


.5878 








Seq. ID 


OJ000250_44.0301 


.C6 




Strand 








End 


9638 




tw 


Method 


TBLASTX: Wheat 






End 


6415 






.Score 


74 




6205. 


.6414, 6272. .6415 






Seq. ID 


OJ000250_44.0301 


.C6 




Strand 








End 


9638 




tw 


Method 


TBLASTX: Wheat 






End 


7123 






Score 


102 






Seq. ID 


OJ000250_44.0301 


.C6 




Strand 








End 


9638 




tm 


Method 


TBLASTX: Maize 






End 


7122 






Score 


86 





29392 



Seq. No. 


29514 




Seq. ID 


OJ000250_44 


.0301, 




Gene No. 


60966 




Strand 








Start 


2539 




End 


9638 






Name 


OJ000250 44 


.0301.C6.o9.tw 


Method 


TBLASTX: Wheat 




Start 


7156 




End 


7356 






GI 


none 




Score 


57 






Exons 


7156. .7248, 


7157.. 7354, 7159. 


.7356 








Seq. No. 


29515 




Seq. ID 


OJ000250_44 


.0301, 


■ ^ / 


Gene No. 


60967 




Strand 


+ 






Start 


85 




End 


15132 






Name 


OJ000250 44 


.0301.C7.ol.gs 


Method 


GENSCAN 






Start 


85 




End 


3350 






GI 


none 




Score 


.88 






Exons 


85. .162, 549. .690, 934. .2683, 


2816. .3350 






Seq. No. 


29515 




Seq. ID 


OJ000250_44 


.0301 


.C7 


Gene No. 


60967 




Strand 


+ 






Start 


85 




End 


15132 






Name 


OJ000250_44 


.0301.C7.ol.np 


Method 


AAT/NAP 






Start 


1986 




End 


5015 






GI 


6691191 




Score 


2850 






Exons 


1986. .5015 












GI Descrip. 


(AC007534) 


F7F22.15 [Arabidopsis thaliana] 






Seq. No. 


29515 




Seq. ID 


OJ000250_44 


.0301 




Gene No. 


60967 




Strand 


+ 






Start 


85 




End 


15132 






Name 


OJ000250_44 


.0301.C7.o2.gs 


Method 


GENSCAN 






Start 


4005 




End 


6252 






GI 


none 




Score 


.58 






Exons 


4005. .4931, 


5491. .6252 










Seq. No. 


29515 




Seq. ID 


OJ000250_44 


.0301 


.C7 


Gene No. 


60967 




Strand 


+ 






Start 


85 




End 


15132 






Name 


OJ000250 44 


.0301.C7.o2.np 


Method 


AAT/NAP 






Start 


5671 




End 


10337 






GI 


5852181 




Score 


103 






Exons 


5671. .57^3, 


8855.. 9086, 10312 


. .10337 








GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza sativa] 








Seq. No. 


29515 




Seq. ID 


OJ000250_44 


.0301 


.C7 


Gene No. 


60967 




Strand 


+ 






Start 


85 




End 


15132 






Name 


OJ000250 44 


. 0301.C7 .o3.gs 


Method 


GENSCAN 






Start 


9834 




End 


13749 






GI 


none 




Score 


.86 






Exons 


9834. .9896, 


10544. .11049, 11179. .11523, 


, 11751. .12141, 






12282. .1242 


8, 12430. .12523, 13334.. 13749 






Seq. No. 


29515 




Seq. ID 


OJ000250_44 


.0301 


.C7 


Gene No. 


60967 




Strand 


+ 






Start 


85 




End 


15132 






Name 


OJ000250 44 


.0301.C7.o3.np 


Method 


AAT/NAP 






Start 


10576 




End 


15132 







29393 




GI 4467124 Score 508 

Exons 10576. .11049, 11179 .. 11545, 11668 .. 12150, 12246. . 12382, 

13097. .13210, 13334. .13592, 15105.. 15132 
GI Descrip. (AL035538) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


29515 




Seq. ID 


OJ000250_44.0301 


.C7 


Gene No. 


60968 




Strand 


+ 




Start 


16095 




End 


16740 




Name 


OJ000250 44. 


0301.C7.o4.np 


Method 


AAT/NAP 




Start 


16090 




End 


16740 




GI 


•6063557 




Score 


386 




Exons 


16090. .16274 


, 16522.. 16740 








GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


29515 




Seq. ID 


OJ000250_44 . 0301 


.C7 


Gene No. 


60968 




Strand 


+ 




Start 


16095 




End 


16740 




Name 


OJ000250 44 


0301 C7.o5.as 


Method 


GEN SCAN 




Start 


16095 




End * 


16634 




GI 


none 




Score 


. 6 




Exons 


16095. .16230 


, 16495.. 16634 








Seq. No. 


29515 




Seq. ID 


OJ000250 44.0301 


.C7 


Gene No. 


60969 




Strand 






Start 


14752 




End 


15182 




Name 


OJ000250 4 4 


0301 ,C7 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


744 




End 


1097 




GI 


none 




Score 


202 




Exons 


744. .1097 










Seq. No. 


29515 




Seq. ID 


OJ000250 44.0301 


.C7 


Gene No. 


60969 




Strand 


— 




Start 


14752 




End 


15182 




Name 


OJ000250 4 4 


0301 C7 o2.ts 


Method 


TBLASTX : Soybean 




Start 


2271 




End 


2696 




GI 


none 




Score 


394 




Exons 


2271. .2696, 


2297. .2545 








Seq. No. 


29515 




Seq. ID 


OJ000250_44.0301 


.C7 


Gene No . 


60969 




Strand 






Start 


14752 




End 


15182 




Name 


OJ000250 44. 


0301.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2271 




End 


2675 




GI 


none 




Score 


412 




Exons 


2271. .2675, 


2288. .2557 








Seq. No. 


29515 




Seq. ID 


OJ000250_44 .0301 


.C7 


Gene No. 


60969 




Strand 






Start 


14752 




End 


15182 




Name 


OJ000250 44. 


0301.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


2559 




End 


2921 




GI 


none 




Score 


208 




Exons 


2559. .2921 










Seq. No. 


29515 




Seq. ID 


OJ000250_44 .0301 


.C7 


Gene No. 


60969 




Strand 






Start 


14752 




End 


15182 





29394 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 



OJ000250_44 

2772 

none 

2772. .3203, 

29515 
60969 
14752 

OJ000250_44. 

2937 

none 

2937. .3344 

29515 
60969 
14752 

OJ000250_44. 

3063 

none 

3063. .3128, 

29515 
60969 
14752 

OJ000250_44. 

3203 

none 

3203. .3508, 

29515 
60969 
14752 

OJ000250_44. 

3375 

none 

3375. .3653, 

29515 
60969 
14752 

OJ000250_44. 

3522 

none 

3522. .3722, 

29515 
60969 
14752 

OJ000250_44. 

3528 

none 

3528. .3662, 

29515 
60969 
14752 

OJ000250 44. 



■0301.C7.ol.tw 
2784. .3179 

0301.C7.o2.tm 



Method 

End 

Score 



TBLASTX: Wheat 

3203 

540 



Seq. ID OJ000250_44.0301.C7 
Strand 

End 15182 

Method TBLASTX : Mai ze 

End 3344 

Score 258 



0301.C7.o4.ts 
3129. .3416, 3140. 

0301.C7.o4.tw 
3207. .3509 

0301.C7.o4.tm 
3413. .3547 



Seq. ID OJ000250_44.0301.C7 
Strand 

15182 

TBLASTX : Soybean 
3418 
56 



End 

Method 
End 
Score 
.3418 



Seq. ID OJ000250_44.0301.C7 
Strand 

'End 15182- 

Method TBLASTX : Wheat 

End 3509 

Score 363 



Seq. ID OJ000250_44.0301.C7 
Strand 

End 15182 

Method TBLASTX : Mai ze 

End 3653 

Score 193 



Seq. ID OJ000250_44.0301.C7 
Strand 

15182 

TBLASTX: Wheat 
3992 
169 



End 

Method 
End 
Score 



0301.C7.o5.tw 
3525.. 3647, 3614.. 3697, 3714.. 3809, 3789.. 3992 



0301.C7.o6.ts 



3528. .3644 



0301.C7.ol.tc 



Seq. ID OJ000250_44.0301.C7 
Strand 

End 15182 

Method TBLASTX : Soybean 

End 3662 

Score 185 



Seq. ID OJ000250_44.0301.C7 
Strand 

End 15182 

Method TBLASTX : Cress 



29395 




Start 


3705 






End ' 


4088 




GI 


none 






Score 


61 




Exons 


3705. .3782, 


3786 


..4088, 3938 


. .4087 






Seq. No. 


29515 






Seq. ID 


OJ000250_44.0301 


.C7 


belle LNO . 








Strand 






Start 


14752 






End 


15182 




Name 


OJ000250 44 


.0301 


.C7.o3. ts 


Method 


TBLASTX: Soybean 




Start 


' 4109 






End 


4433 




GI 


none 






Score 


81 




Exons 


4109. .4150, 


4110 


..4151, 4148 


..4432, 4149. .4433 




Seq. No. 


29515 






beq. ID 


QJUUU^OU 4 4. U 3 01 


.C7 


bene lnu . 








Strand 






Start 


14752 






bna 


1 CI QO 




Name 


OJ000250 44 


.0301 


.C7.o6.tw 


Method 


i bLAb i a : wneat 




Start 


4110 






End 


4 4^1 




GI 


none 






Score 


280 




Exons 


4110. .4421, 


4115 


. .4345 








Seq. No. 


29515 






beq. 1L) 


OJUUU^oU 44.UoUl 


.CI 


bene ino • 








Strand 






Start 


14752 






End 






Name 


OJ000250 44 


.0301 


,C7.ol. ts 


Method 


IdLAoIa : boyoean 




Start 


4434 


- 




bna 


4 312. 




GI 


none 






Score 


388 




Exons 


4434. .4823, 


4436 


..4822, 4832 


..4891, 46 


33. .4922 




Seq. No. 


29515 






Seq. ID 


OJ000250_44.0301 


-C7 


bene lno . 


£0 QfiQ 
DU 






Strand 






Start 


14752 






End 


15182 




Name 


OJ000250 44 


.0301 


.C7.o3. tw 


Method 


TBLASTX: Wheat 




Start 


4440 






End 


4826 




GI 


none 






Score 


399 




Exons 


4440. .4796, 


4446 


..4826, 4502 


. .4825 






Seq. No. 


29515 






Seq. ID 


OJ000250_44.0301 


.C7 


bene ino . 


60969 






Strand 






Start 


14752 






End 


15182 




Name 


OJ000250 44 


.0301 


.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


11255 






End 


11796 




GI 


none 






Score 


333 




Exons 


11255. .11530, 11257. .11529, 


11671. .11796 




Seq. No. 


29515 






Seq. ID 


OJ000250_44.0301 


.CI 


bene ino • 


60969 






Strand 






Start 


14752 






End 


15182 




Name 


OJ000250 44 


.0301 


C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


11255 






End 


11530 




GI 


none 






Score 


215 




Exons 


11255. .11530, 11347. .11427, 


L1354. .11485 




Seq. No. 


29515 






Seq. ID 


OJ000250__44.0301 


.CI 


Gene No. 


60969 






Strand- 






r< j j_ 

o tai L. 


14752 






End 


15182 




Name 


OJ000250 44 


.0301, 


C7.o5.ts 


Method 


TBLASTX: Soybean 




Start 


11258 






End 


11524 





29396 



GI 


none 


Score 


231 * 


Exons 


11258. .11524, 11258. .11509, 


11308. .11514 


Seq. No. 


29515 


oeq • iu 




Gene No . 


buy oy 


otrana 




Start 


14752 


tillQ. 


1 CI QO 

1 0 1 0 z 


Name 


OJ000250 44.0301.C7.o8.tw 


Metnoa 


i dIjAo i a : wnea u 


Start 


11668 


Cine 




GI 


none 


Score 




Exons 


11668.. 12033 






Seq. No. 


29515 


oeq. id 


mnnnociA a a n*3m n~i 

UJUUUZDU h 3 . U jU 1 . / 


bene wo. 


bu y by 


Strand 




Start 


14752 


bna 


1 CI QO 


Name 


OJ000250 44.0301.C7.o4.gs 


Method 




Start 


14752 


t*na 


1 CI QO 


GI 


none 


Score 




Exons 


14752. .14909, 14972. .15182 






Seq. No. 


29516 


Seq. ID 


OJ000250_44.0301.C8 


Gene No. 


60970 


Strand 


+ 


Start 


1349 


End 


1766 


Name 


OJ000250 44.0301.C8.ol.gp 


Method 


AAT/GAP 


Of- -a yf- 


1349 


End 


1766 


GI 


uC-osroM202011h09bl 


Score 


800 


Exons 


1349. .1766 






GI Descrip. 


'6041757/gb| AC011806.il AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence ' 






Seq. No. 


29516 


Seq. ID 


OJ000250_44.0301.C8 


Gene No . 


60971 


Strand 




Start 


337 


End 


2366 


Name 


OJ000250 44.0301.C8.ol.gs 


Method 


GENSCAN 


Start 


337 


End 


2366 


GI 


none 


Score 


.8 


Exons 


337.. 911, 1725.. 1836, 2277. 


.2366 




Seq. No. 


29517 


Seq. ID 


OJ000250_44.0301.C9 


Gene No. 


60972 


Strand 




Start 


1100 


End 


1240 


Name 


OJ000250 44.0301.C9.ol.gs 


Method 


GENSCAN 


Start 


1100 


End 


1240 


GI 


none 


Score 


.77 


Exons 


1100. .1240 






Seq. No. 


29518 


Seq. ID 


OJ000250_44.0301.C14 


Gene No . 


60973 


Strand 




Start 


1 


End 


448 


Name 


OJ000250 44.0301.C14.ol.gs 


Method 


GENSCAN 


Start 


31 


End 


448 


GI 


none 


Score 


.45 


Exons 


31. .448 






O _ _ in _ 
oc;^ • ViKJ . 


r~\ r\ r- t r\ 


Seq. ID 


OJUUU250_4 4 . 0301 . C15 


Gene No. 


60974 


Strand 




Start 


448 


End 


657 



29397 



Name 

Start 

GI 

Exons 



OJ000250_44.0301.C15.ol.gs 

448 

none 

448. .657 



Method GEN SCAN 
End 657 
Score .55 



Seq. No. 29519 Seq. ID 

Gene No. 60975 Strand 

Start 1661 End 

Name OJ000250_44 .0301.C15.ol.np Method 

Start 1661 End 

GI 5777617 Score 

Exons 1661.. 1825 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000250_44 . 0301 . C15 

1825 
AAT/NAP 
1825 
66 



Seq. No. 29520 Seq. ID 

Gene No. 60977 Strand 

Start 1476 End 

Name OJ000250_44 . 0301 . C17 . ol . gs Method 

Start 1476 End 

GI none Score 

Exons 1476.. 1769 



OJ000250_44 .0301.C17 
+ 

1769 
GENSCAN 
1769 
.92 



Seq. No. 29521 Seq. ID 

Gene No. 60978 Strand 

Start 805 End 

Name OJ000250__4 4 . 0301 . C18 . ol . gs Method 

Start 805 End 

GI none Score 
Exons 



OJ000250_44.0301.C18 
+ 

1815 
GENSCAN 
1815 
.6 



805.. 993, 1124.. 1200, 1285.. 1357, 1452.. 1550, 1630.. 1815 



Seq. No. 


29522 


Seq. ID 


OJ000250_ 


_4 4 


.0301 


.C26 


Gene No. 


60980 


Strand 










Start 


172 


End 


1120 








Name 


OJ000250 44.0301.C26.ol.gs 


Method 


GENSCAN 








Start 


172 


End 


1066 








GI 


none 


Score 


.55 








Exons 


172. .345, 944. .1066 












Seq. No. 


29522 


Seq. ID 


OJ000250_ 


44 


.0301 


.C26 


Gene No. 


60980 


Strand 










Start 


172 


End 


1120 








Name 


OJ000250 44.0301.C26.ol.np 


Method 


AAT/NAP 








Start 


740 


End 


1120 








GI 


4206306 


Score 


216 








Exons 


740. .1120 












GI Descrip. 


(AF049110) prpol [Zea mays] 













Seq. No. 29523 Seq. ID 

Gene No. 60981 Strand 

Start 1 End 

Name OJ000250_44 . 0301 . C27 . o2 . np Method 

Start' 1 End 

GI 5852180 Score 

Exons 1..174, 1045.. 1168 

GI Descrip. (AL117265) zhbOOOIO . 1 [Oryza sativa] 



OJ000250_4 4 . 0301 .C27 
+ 

1414 
AAT/NAP 
1168 
40 



Seq. No. 29523 Seq. ID OJ000250_44 . 0301 . C27 

29398 



Gene No. 60981 Strand + 

Start 1 End 1414 

Name OJ000250_44 . 0301 .C27 . o3.np Method . AAT/NAP 

Start 1 End 1414 

GI 4680186 Score 231 

Exons 1..77, 1199.. 1414 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 29523 Seq. ID OJ000250_4 4 . 0301 . C27 

Gene No. 60982 Strand 

Start . 1 End - 218 

Name OJ000250_4 4 . 0301 .C27 .ol.np Method AAT/NAP 

Start 1 End 218 

GI 4378066 Score 145 

Exons 1..218 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171JL2 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 


29524 




Seq. ID 


OJ000250 44 


. 0301 


.C28 


Gene No . 


60984 




Strand 


+ 






Start 


248 




End 


661 






Name 


OJ000250 44.0301.C28.ol 


. as 


Method 


GENSCAN 






Start 


248 




End 


661 






GI 


none 




Score 


.52 






Exons 


248. .661 












Seq. No. 


29525 




Seq. ID 


OJ000250_44 


.0301 


.C30 


Gene No. 


60985 




Strand 


+ 






Start 


133 




End 


952 






Name 


OJ000250 44.0301.C30.ol 


.gs 


Method 


GENSCAN 






Start 


133 




End 


952 






GI 


none 




Score 


.67 






Exons 


133. .288, 829..9S2 












Seq. No. 


29526 




Seq. ID 


OJ000250_44 


.0301 


.C31 


Gene No. 


60986 




Strand 


+ 






Start 


45 




End 


1787 






Name- 


OJ000250 44.0301.C31.ol 


.gs 


Method 


GENSCAN 






Start 


45 




End 


1447 






GI 


none 




Score 


.61 






Exons 


45. .91, 298. .367, 1070. 


.1447 










Seq. No. 


29526 




Seq. ID 


OJ000250_44 


.0301 


.C31 


Gene No. 


60986 




Strand 


+ 






Start 


45 




End 


1787 






Name 


OJ000250 44.0301.C31.ol 


. np 


Method 


AAT/NAP 






Start 


1055 




End 


1787 






GI 


4680204 




Score 


281 






Exons 


1055. .1787 












GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


29527 




Seq. ID 


OJ000250_44 


.0301 


.C33 


Gene No. 


60987 




Strand 


+ 






Start 


98 




End 


840 ^ 






Name 


OJ000250 44.0301.C33.ol 


.gs 


Method 


GENSCAN 






Start 


98 




End 


840 







29399 




GI 


none 




Score 


.48 








Exons 


98 . .216, 818 . . 840 

^ W * * 4mm -i- W J \J mm* \J * 9 \J A \J 














Seq. No. 


■29528 




Seq. ID 


OJ000250 

N-/ V V V L -J \J 


44 , 


0301 


. C36 


Gene No. 


60988. 




Strand 










Start 


1 




End 


705 








Name 


OJ000250 44.0301.C36 


. o 1 . np 


Method 


AAT/NAP 








Start 


1 




End 


705 








GI 


4680203 




Score 


905 








Exons 


1. .705 














GI Descrip. 


(AF114171) TNP2-like 


protein 


f Sorcrhum 

L *m/ -L» ^ A i 


bicolor" 1 

**J Vu* -J- \J J_ I 








Seq. No. 


29529 




Seq. ID 


OJ000250 

S-f \J \J \J \J «_/ \J 


44 . 


0301 


. C38 


Gene No . 


60989 




Strand 


+ 








Start- 


1 




End 


339 








Name 


OJ000250 44.0301.C38 


ol .np 


Method 


AAT/NAP 








Start 


1 




End 


339 








GI 


2924785 




Score 


114 








Exons 


1..129, 202. .339 














GI Descrip. 


(AC002334) putative leucine- 


rich repeat disease 


resistance 




protein [Arabidopsis 


thaliana] 










Seq. No. 


29530 




Seq. ID 


OJ000250_ 


A A 


UJUl 




Gene No. 


60990 




Strand 


+ 








Start 


1 




End 


664 








Name 


OJ000250 44.0301.C39. 


ol.np 


Method 


AAT/NAP 








Start 


1 




End 


664 








GI 


2808682 




Score 


160 








Exons 


1..36, 94. .412, 616.. 


664 












GI Descrip. 


(AJ002235) Hcr9-4C [Lycopersicon hirsutum] 








Seq. No. 


29530 




Seq. ID 


OJ000250_ 


4 4. 


0301 


.C39 


Gene No. 


60990 




Strand 


+ 








Start 


1 




End 


664 








Name 


OJ000250 44.0301.C39. 


ol.gs 


Method 


GENSCAN 








Start 


19 




End 


348 








GI 


none 




Score 


.44 








Exons 


19. .348 














Seq. No.' 


29531 




Seq. ID 


OJ000250_ 


44. 


0301 


.C42 


Gene No. 


60991 




Strand 










Start 


278 




End 


392 








Name 


OJ000250 44.0301.C42. 


ol . gs 


Method 


GENSCAN 








Start 


278 


End 


392 








GI 


none 




Score 


.9 








Exons 


278. .281, 339. .392 














Seq. No. 


29532 




Seq. ID 


OJ000250_ 


44. 


0301 


.C43 


Gene No. 


60992 




Strand 










Start 


1 




End 


966 








Name 


OJ000250 44.0301.C43. 


ol . np 


Method 


AAT/NAP 








Start 


1 




.<* End 


966 








GI 


4378066 




" Score 


710 









Exons 1..966 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gil 4 680208 | gb | AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



29400 



Seq. No. 29533 Seq. ID 

Gene No. ' 60993 Strand 

Start 216 End 

Name OJ000250_44 . 0301 . C50 . ol . gs Method 

Start 216 End 

GI none Score 

Exons 216.. 327 



OJ000250_44.0301.C50 
327 

GEN SCAN 

327 

.46 



Seq. No. 29534 

Gene No. 60994 

Start 8 

Name OJ000250_4 4.0301. C52 . ol . gs 

Start 8 

GI none 

Exons 8 . . 169 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_44.0301.C52 
169 

GENSCAN 

169 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29535 
60995 
1 

OJ000250_44.0301.C53.ol.np 
1 

6742729 
1. .668 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000250_ 
Strand 



44.0301.C53 



End 

Method 

End 

Score 



668 

AAT/NAP 

668 

1097 



29535 
60995 
1 

OJ000250_44 .0301.C53.ol.gs 
17 

none 
17. .514 



Seq. ID OJ000250 
Strand 



44.0301.C53 



End 

Method 

End 

Score 



668 

GENSCAN 

514 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



29536 Seq. ID OJ000250 

60996 Strand + 

1 End 1300 

OJ000250_44 . 0301 . C54 . o2 . np Method AAT/NAP 
1 End 1300 

4378066 Score 187 

1. .57, 897. .1300 

(AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 |gb|AAD27571.1|AF114171_12 (AF114171) 

[Sorghum bicolor] 



44.0301.C54 



29536 
60996 
1 

OJ000250_44.0301.C54.ol.gs 
112 
none 

112. .403, 596.. 713, 789.. 1015 

29537 
60997 
1 

OJ000250_44 . 0301 . C55 . ol . np 



Seq. ID OJ000250 
Strand + 



polyprotein 
44.0301.C54 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



1300 
GENSCAN 
1015 
.6 



OJ000250_ 
+ 

1001 
AAT/NAP 



44.0301.C55 



29401 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 

4206306 Score 
1..1001 

(AF049110) prpol [Zea mays] 

29538 Seq. ID 

60998 Strand 
84 End 
OJ000250_44 .0301.C56.oI.gs Method 
107 End 
none Score 
107. .119 

29539 Seq. ID 

60999 Strand 
374 End 
OJ000250_44 .0301.C58.ol.gs Method 
374 End 
none Score 
374. .419, 549. .618, 808. .832 

29540 Seq. ID 

61000 Strand 
70 End 
OJ000250_44 . 0301 . C59 . ol . gs Method 
70 End 
none Score 
70. .357 

29540 Seq. ID 

61001 Strand 
1730 End 
OJ000250_44 .0301 . C59 . ol . gp Method 
1730 End 
uC-osflcypl62a07al Score 
1730.. 1886, 1986.. 2265 
'4680179/gb|AAD27547.1|AF111709_l 
[Oryza sativa subsp. indica] ' 



1001 
897 



OJ000250_44 .0301.C56 

.+ 

224 

GENSCAN 

119 

.63 



OJ000250_4 4 . 0301 . C58 
+ 

832 

GENSCAN 
832 
.58 ■ 



OJ000250_44 
+ 

357 

GENSCAN 

357 

.93 



,0301. C59 



44.0301.C59 



OJ000250 
+ 

2265 
AAT/GAP 
2265 
755 



2.0e-40 (AF111709) polyprotein 



29540 Seq. ID 

61002 Strand 
4126 End 
OJ000250_44 . 0301 . C59 . o4 . gp Method 
4126 End 
101153_1.R1084 Score 
4126. .4358, 4814. .4862 

'5852170/emb| AL117265. 1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17 804 f 



OJ000250_44 .0301.C59 
+ 

4862 
AAT/GAP 
4862 
391 



29540 Seq. ID 

61003 Strand 

1 End 
OJ000250_44 . 0301 . C59 . ol . np Method 

1 End 

4680179 Score 
1..106, 1262.. 2377 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000250_44 .0301.C59 

2377 
AAT/NAP 
2377 
767 



29402 



# 



Seq. No. 29540 

Gene No. 61004 

Start 2870 

Name OJ000250_4 4 . 0301 . C59 . o2 . gp 

Start 2870 

GI 61605_1.R1084 

Exons 2870.. 3144 

GI Descrip. • 5852170/emb I AL117265 . 1 1 OST17804 1.0e-137 Oryza sativa 



Seq. ID OJ000250_44.0301.C59 
Strand 

End 3144 

Method AAT/GAP 

End 3144 

Score 465 





indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


29540 


Seq. ID 


OJ000250_44 . 0301 . C59 


Gene No. 


61005 


Strand 




Start 


3515 


End 


5175 


Name 


OJ000250 44. 


0301 . C59 . ol . tm Method 


TBLASTX: Maize 


Start 


1557 


End 


1912 


GI 


none 


Score 


42 


Exons 


1557. .1886, 


1622. .1684, 1649. .1912, 1725. .1886 


Seq. No. 


29540 


Seq. ID 


OJ000250_44.0301.C59 


Gene No. 


61005 


Strand 




Start 


3515 


End 


5175 


Name 


OJ000250 44. 


0301 . C59 . ol . tw Method 


TBLASTX: Wheat 


Start 


1793 


End 


2149 


GI 


none 


Score 


76 


Exons 


1793. .2149, 


1794. .1934, 1971. .2141 




Seq. No. 


29540 


Seq. ID 


OJ000250_44.0301.C59 


Gene No. 


61005 


Strand 




Start 


3515 


End 


5175 


Name 


OJ000250 44. 


0301 . C5 9 . o2 . np Method 


AAT/NAP 


Start 


3515 


End 


5175 


GI 


6063554 


Score 


203 


Exons 


3515. .3688, 


4329.. 4360, 5038.. 5175 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


29541 




Seq. ID 


OJ000250 


Gene No. 


61006 




Strand 




Start 


1 




End 


897 


Name 


OJ000250 44 


.0301.C60.ol.np 


Method 


AAT/NAP 


Start 


. 1 


End 


897 


GI 


4680203 




Score 


886 


Exons 


1. .897 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


29541 




Seq. ID 


OJ000250 


Gene No. 


61006 




Strand 




Start 


1 




End 


897 


Name 


OJ000250 44 


.0301.C60.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


513 


GI 


none 




Score 


.6 


Exons 


8. .513 








Seq. No. 


29542 




Seq. ID 


OJ000250 


Gene No. 


61007 




Strand 





29403 



Start 
Name 
Start 
GI 

Exons 



32 End 385 

OJ000250_4 4 . 0301 . C61 . ol . gs Method GEN SCAN 

32 End 385 

none Score .89 
32. .385 



Seq. No. 


29543 Seq. ID 


OJ000250_44 


.0301 


.C62 


Gene No. 


61008 Strand 


+ 






Start 


11 End 


1772 






Name 


OJ000250 44.0301.C62.ol.np Method 


AAT/NAP 






Start 


11 End 


1772 ' 






GI 


4680204 Score 


869 






Exons 


11. .1446, 1521. .1772 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


29543 Seq. ID 


OJ000250_44 


.0301 


.C62 


Gene No. 


61008 Strand 


+ 






Start 


11^ End 


1772 






Name 


OJ000250 44.0301.C62.ol.gs Method 


GENS CAN 






Start 


26 End 


1714 






GI 


none Score 


.79 






Exons 


26. .404, 525. .1069, 1096. .1281, 1327.. 


1446, 1521.. 


1714 




Seq. No. 


29544 Seq. ID 


OJ000250_44 


.0301 


-C63 


Gene No. 


61009 Strand 








Start 


22 End 


354 






Name 


OJ000250 44.0301.C63.ol.gs Method 


GENSCAN 






Start 


22 End 


354 






GI 


none Score 


.78 






Exons 


22. .354 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



29545 Seq. ID 

61010 Strand 

1 End 
OJ000250_44 . 0301 .C65 . ol .np Method 

1 End 

6742729 Score 
1. .543 

(AF121139) RIM2 protein [Oryza sativa] 



OJ000250_44.0301.C65 
543 

AAT/NAP 

543 

831 



29546 Seq. ID 

61011 Strand 

1 . End 

OJ000250_4 4 . 0301 . C67 . ol . np Method 

1 End 

6682625 Score 
1..111, 403. .477, 622. .2286 

(AC016163) putative disease resistance protein [Arabidopsis 
thaliana] 



OJ000250_44.0301.C67 

+ 

2286 
AAT/NAP 
2286 
728 



GI 

Exons 



29546 Seq. ID 

61011 Strand 

1 End 

OJ000250_4 4 . 0301 . C67 . ol . gs Method 

71 End 

none Score 



OJ000250_44 .0301.C67 
+ 

2286 
GENSCAN 
2170 
.46 



71. .333, 487. .652, 1371. .1411, 1858. .2170 



29404 




Seq. No. 


29547 




Seq. ID 


OJ000250 


4 4 


. 0301 


.C69 


Gene No.. 


61012 




Strand 


+ 








Start 


29 




End 


1273 








Name 


OJ000250 44 


.0301.C69.ol.gs 


Method 


GENSCAN 








Start 


29 




End 


1273 








GI 


none 




Score 


.46 








Exons 


29. .81, 367 


..403, 1172. .1273 












Seq. No. 


29548 




Seq. ID 


OJ000250_ 


44 


.0301 


.C71 


Gene No. 


61013 




Strand 










Start 


1 




End 


2066 








Name 


OJ000250 44 


.0301.C71.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


2066 








GI 


4680203 




Score 


1982 








Exons 


1..50, 103. 


.1791, 1895. .2066 












GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 








Seq. No. 


29549 




Seq. ID 


OJ000250_ 


44 


.0301 


.C73 


Gene No. 


61014 




Strand 










Start 


16 




End 


160 








Name 


OJ000250 44 


.0301.C73.ol.gs 


Method 


GENSCAN 








Start 


16 




End 


160 








GI 


none 




Score 


.96 








Exons 


16. .160 














Seq. No. 


29550 




Seq. ID 


OJ000250_ 


44 


.0301 


.C74 


Gene No. 


61015 




Strand 


+ 








Start 


46 




End 


466 








Name 


OJ000250 44 


.0301.C74.ol.gs 


Method 


GENSCAN 








Start 


46 




End 


466 








GI 


none 




Score 


.74 









Exons 46. .214, 226. .314, 344. .466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29551 Seq. ID 

61016 Strand 

1 End 526 
OJ000250_44 . 0301 . C77 . ol . np Method AAT/NAP 

1 End 526 

4235641 Score 257 
1. .526 

(AF119040) NL0D [Lycopersicon esculentum] 



OJ000250 44.0301.C77 



OJ000250 44.0301.C82 



29552 
61017 
1 

OJ000250_44.0301.C82.ol.np 
1 

6498441 
1. .614 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



614 

AAT/NAP 

614 

1034 



ViKJ • 

Gene No. 
Start 



61017 
1 



Seq. ID 

Strand 

End 



OJ000250 44.0301.C82 



614 



29405 



Name OJ000250_4 4 . 0301.C82 . ol. gs Method 

Start 87 End 

GI none Score 

Exons 87.. 447, 516.. 586 

Seq. No. 29553 Seq. ID 

Gene No. 61018 Strand 

Start 174 End 

Name' OJ000210__19 . 0301 . CI . ol . gs Method 

Start 174 End 

GI none Score 

Exons 174.. 320 



GENSCAN 

586 

.54 



OJ000210_19.0301.C1 
+ 

344 

GENSCAN 

320 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29553 
61018 
174 

OJ000210 

178 

none 



19.0301.Cl.ol.tm 



Seq. ID OJ000210_19.0301.C1 
Strand 
End 

Method 
End 
Score 



+ 

344 

TBLASTX: Maize 

344 

123 



178. .318, 182. .319, 183. .344, 183. .320 



29553 Seq. ID 

61018 Strand 

174 End 

OJ000210JL9 . 0301 . CI . ol . gp Method 

180 End 

2057_1.R1084 Score 
180.. 320 

•3212854 2.0e-61 (AC004005) unknown protein [Arabidopsis 
thaliana] ' 



OJ000210_19.0301.C1 
+ 

344 

AAT/GAP 

320 . 
275 



Seq. No. 29554 Seq. ID 

Gene No. 61019 Strand 

Start 1225 End 

Name OJ000210JL9 . 0301 . C3 . ol . gs Method 

Start 1225 End 

GI none Score 

Exons 1225.. 1381 



OJ000210_19.0301.C3 
+ 

1381 
GENSCAN 
1381 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29554 Seq. ID OJ000210JL9 . 0301 . C3 

61020 Strand 

1 End 1681 

OJ000210_1 9 . 0301 . C3 . ol . np Method AAT/NAP 

1 . End 1681 

1351904 Score 84 

1..24, 310. .407, 1648. .1681 

BI FUNCTIONAL AS PARTOKINASE/ HOMOS ERINE DEHYDROGENASE 1, 
CHLOROPLAST PRECURSOR (AK-HD 1) (AK-HSDH 1) [INCLUDES: 
AS PARTOKI NAS E ; HOMOSERINE DEHYDROGENASE ] gi 1500851 (L33912) 
aspartate kinase-homoserine dehydrogenase [Zea mays] 



Seq. No. 29555 Seq. ID 

Gene No. 61021 Strand 

Start 404 End 

Name OJG002I0_i9 . 0301 . C4 . ol . gs Method 

Start 404 End 

GI none - Score 



OJ000210_19.0301.C4 
+ 

3533 
GENSCAN 
3533 
.84 



29406 




Exons 404.. 481, 486.. 656, 3153.. 3533 





Seq. No. 


29555 


Seq. ID 


OJ000210__19.0301.C4 




Gene No. 


61022 


Strand 


+ 




Start 


4466 


End 


6952 




Name 


OJ000210 19.0301.C4.o2.gs 


Method 


GENSCAN 




Start 


4466 


End 


6952 




GI 


none 


Score 


.86 




Exons 


4466. .4588, 5345. .5391, 5514 


..5637, 6121.. 6368, 6473.. 6562, 






6646. .6952 








Seq. No. 


29555 


Seq. ID 


OJ000210_19.0301.C4 




Gene No. 


61022 


Strand 


+ 




Start 


4466 


End 


6952 




Name 


OJ000210 19.0301.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


5742 


End 


6391 




GI 


none 


Score 


68 




Exons 


5742.. 5783, 6118.. 6201, 6120 


..6191, 6220.. 6363, 6237.. 6362, 






6290. .6391 








Seq. No. 


29556 


Seq. ID 


OJ000210_19.0301.C5 




Gene No. 


61023 


Strand 


+ 




Start 


543 


End 


4924 




Name 


OJ000210 19.0301.C5.ol.gs 


Method 


GENSCAN 


J 


Start 


543 


End 


4070 


J 


GI 


none 


Score 


.85 


t'l 


Exons 


543. .600, 2489. .2676, 2714.. 


2865, 2948 


..4070 


i.i 


Seq. No. 


29556 


Seq. ID 


OJ000210_19.0301.C5 


: I 


Gene No. 


61023 


Strand 


+ 




Start 


543 


End 


4924 


=? 


Name 


OJ000210 19.0301.C5.ol.np 


Method 


AAT/NAP 




Start 


651 


End 


4924 




GI 


3461844 


Score 


695 


:: H 


Exons 


651. .710, 2648. .2818, 2931.. 


3735, 3766 


..4010, 4809. .4924 




GI Descrip. 


(AC005315) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29556 


Seq. ID 


OJ000210_19.0301.C5 




Gene No. 


61023 


Strand 


+ 


3 


Start 


543 


End 


4 924 




Name 


OJ000210 19.0301. C5.ol.tw 


Method 


TBLASTX: Wheat 


z " 


Start 


2647 


End 


3212 




GI 


none 


Score 


55 




Exons 


2647.. 2709, 2666.. 2710, 2949 


..3179, 2954.. 3070, 3161.. 3211, 






3162. .3212 








Seq. No. 


29556 


Seq. ID 


OJ000210_19.0301.C5 




Gene No. 


61023 


Strand 


+ 




Start 


543 


End 


4924 




Name 


OJ000210 19.0301.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


2937 


End 


3410 




GI 


none 


Score 


255 




Exons 


2937.. 3017, 2948.. 3208, 2949 


..3224, 3236. .3400, 3252. .3410 




Seq. No. 


29556 


Seq. ID 


OJ000210_19.0301.C5 




Gene No. 


61023 


Strand 


+ 




Start 


543 


End 


4924 



29407 



Name 

Start 

GI 

Exons 



OJ000210_19 . 0301 . C5 . o2 . ts Method 
3069 End 
none Score 
3069. .3224, 3236. .3397, 3252. .3407 



TBLASTX : Soybean 

3407 

118 



Seq. No. 29556 Seq. ID 

Gene No. 61023 Strand 

Start 543 End 

Name OJ000210_19. 0301 .C5 . ol . tc Method 

Start 3248 End 

GI none Score 

Exons 3248.. 3451, 3252.. 3518 



OJ000210_19.0301.C5 
+ 

4924 

TBLASTX: Cress 

3518 

210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29556 
61023 
543 

OJ000210_19.0301.C5.ol.ts 

3408 

none 



Seq. ID OJ000210_19.0301.C5 

Strand + 

End 4 924 

Method TBLASTX : Soybean 

End 3941 

Score 80 



3408. .3506, 3552. .3710, 3608. .3703, 3783. .3941 

29557 Seq. ID OJ00021.0_1 9 . 0301 . C6 

61024 Strand + 

1 . End . . 2663 ' - 

OJ000210_1 9 . 0301 . C6 . ol . np Method AAT/NAP 

1 End 2663 

6539553 Score 233 

1..44, 2330. .2663 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


29557 




Seq. ID 


OJ000210 19. 0301. C6 


Gene No. 


61024 




Strand 


+ 


Start 


1 




End 


2663 


Name 


OJ000210 19.0301.C6.ol 


.gs 


Method 


GENSCAN 


Start 


66 


End 


125 


GI 


none 




Score 


.67 


Exons 


66.. 125 








Seq. No. 


29557 




Seq. ID 


OJ000210_19.0301.C6 


Gene No. 


61025 




Strand 




Start 


1078 




End 


1726 


Name 


OJ000210 19.0301.C6.o2 


.gs 


Method 


GENSCAN 


Start 


1078 




End 


1726 


GI 


none 




Score 


.45 


Exons 


1078. .1280, 1657. .1726 








Seq. No. 


29558 




Seq. ID 


OJ000210_19.0301.C7 


Gene No. 


61026 




Strand 


+ 


Start 


1441 




End 


1566 


Name 


OJ000210 19.0301.C7.ol 


• gp 


Method 


AAT/GAP 


Start 


1441 




End 


1566 


GI 


5667 I.RIG84 




Score 


120 


Exons 


1441. .1566 








GI Descrip. 


'464 98 6/spl P35132 |UBC9_ 


_ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



29408 




ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


29558 


Seq. ID 


OJ000210 19, 


, 0301 


.C7 


Gene No . 


61027 


Strand 


+ 






Start 


2603 


End 


3089 






Name 


OJ000210 19.0301.C7.ol.gs 


Method 


GENSCAN 






Start 


2603 


End 


3089 






GI 


none 


Score 


.42 






F.xons 


2603. .2804, 3031. .3089 










Sea No. 


29558 


Seq. ID 


OJ000210_19. 


,0301 


.C7 


Gene No . 


61028 


Strand 








Start 


3341 


End 


4056 






Name 


OJ000210 19.0301.C7.ol.np 


Method 


AAT/NAP 






Start 


3340 


End 


4056 






GI 


5295951 


Score 


178 






Ex nns 

l_l V_/ 1 1 o 


3340.. 3469, 3515.. 3695, 3851. 


.4056 








fiT T)f* srri r> 


(AB0262.95) Similar to Herpesvirus papio BRRF2 homolog gene 




partial cds. (U23857) [Oryza sativa] 








Sea No 


29558 


Seq. ID 


oTnnn9in 1 q 




CI 


Gene No. 


61028 


Strand 








Start 


3341 


End 








Name 


OJ000210 19.0301.C7.o2.gs 


Method 


GENSCAN 






Start 


3341 


End 


4054 






GI 


none 


Score 


.59 






Pvnn 

J— I lltj 


3341.. 3617, 3933.. 4054 










Sea No 


29559 


Seq. ID 


OJ000210_19. 


.0301 


.C8 


Gene No . 


61029 


Strand 


+ 






Start 


99 


End 


714 






Name 


OJ000210 19.0301.C8.ol.gs 


Method 


GENSCAN 






Start 


99 


End 


714 






GI 


none 


Score 


.42 








99. .149,- 553. .714 










Sea No 


29559 


Seq. ID 


OJ000210_19. 


,0301 


.C8 




61030 


Strand 








Start 


1 


End 


1071 






Name 


OJ000210 19.0301.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1071 






GI 


6006359 


Score 


76 






Exons 


1..37, 675. .794, 1005. .1071 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


29560 


Seq. ID 


OJ000210_19. 


0301 


.C9 


Gene No. 


61031 


Strand 


+ 






Start 


127 


End 


4397 






Name 


OJ000210 19.0301.C9.ol.gs 


Method 


GENSCAN 






Start 


127 


End 


4397 






GI 


none 


Score 


.4 






Exons 


127.. 269, 4193.. 4397 











29409 



Seq. No. 


29560 


Seq. ID 


OJ000210_19 


UCllC L'V a 


61032 


<;+- rand 


+ 


O L.CLX. L. 




End 


12123 


Vi CHU" 


O.Tfiflfl?10 19 fnni P9 n? an 


MpI - hod 


AAT /fiAP 




8593 ~ 


End 


9636 


VJJ. 


none 


Score 


950 


IT V O T""l Q 


8S93 R7S4 9314 9636 








29560 


Seq. ID 


OJ000210 19 


Gene No. 


61032 


Strand 


+ 


Start 


9385 


End 


12123 


Name 


OJ000210 19.0301.C9.o2.np 


Method 


AAT /NAP 


Start 


9331 


End 


12123 


GI 


2494034 


Score 


1307 


Exons 


9331. .10449, 10859. .11234, 


11341. .11416, 11617. .11' 




11829. .12123 






GI Descrip. 


DIACYLGLYCEROL KINASE 1 (DIGLYCERIDE KINASE) (DGK ! 



0301. C9 



1) (DAG KINASE 

1) gi | 2129573 Ipir | | S71467 diacylglycerol kinase - Arabidopsis 
thaliana gi | 1374772 | dbj | BAA09856 | (D63787) diacylglycerol kinase 
[Arabidopsis thaliana] 



Seq. No. 29560 

Gene No. 61032 

Start 9385 

Name OJ000210_19 . 0301 . C9 . o3 . gs 

Start 9385 

GI none 

Exons 9385.. 10449, 10859 .. 11234 , 
11829. .11993 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_ 
+ 

12123 
GENSCAN 
11993 
.45 



19. 0301. C9 



11341. .11416, 11643. .11736, 



Seq. No. 29560 Seq. ID OJ000210_19 . 0301 . C9 

Gene No. 61032 Strand + 

Start 9385 End 12123 

Name OJ000210_19 . 0301 .C9 . o3 . gp Method AAT /GAP 

Start 11662 End 11995 

GI 53991_1.R1084 Score 379 

Exons 11662. .11736, 11829.. 11995 

GI Descrip. 1 24 94034/sp | Q39017 | KDG1_ARATH 8.0e-52 DIACYLGLYCEROL KINASE 1 
(DIGLYCERIDE KINASE) .(DGK 1) (DAG KINASE 1) 

>gi_2129573_pir S71467 diacylglycerol kinase - Arabidopsis 

thaliana >gi_1374772_dbj_BAA09856_ (D63787) diacylglycerol 
kinase [Arabidopsis thaliana] 1 



Seq. No. 29560 

Gene No. 61033 

Start 4478 

Name OJ000210_19 . 0301 . C9 . ol . np 

Start 4478 

GI 6016874 

Exons 4478.-4725, 
7079. .7216, 

GI Descrip. 



OJ000210_19.0301.C9 

7378 
AAT /NAP 
7378 
2159 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5838, 6232.. 6391, 6782.. 7014, 



5181.. 5541, 5659. 
7300. .7378 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 



29560 



Seq. ID OJ000210 19. 0301. C9 



29410 




Gene No. 


61033 


Strand 




Start 


4478 


End 


7378 


Name 


OJ000210 19 0301 C9 o2 as 




\J 1-J IN V^xii-N 


Start 


5198 ~~ 


End 


7378 


GI 


none 


Score 


, 7 


Exons 


5198.. 5838, 6232.. 6391, 6782. 


. 7378 




Seq. No. 


29560 


Seq. ID 


OJ000210_19.0301.C9 


Gene No. 


61033 


Strand 




Start 


4478 


End 


7378 


Name 


OJ000210 19 0301 C9.o5 tm 


Met hod 


TBLASTX • Maize 


Start 


5264 ~" 


End 


5507 


GI 


none 


Score 


97 


Rxon *5 


5264 5497, 5349.. 5507 






Seq. No. 


29560 


Seq. ID 


OJ000210_19.0301.C9 


Gene No. 


61033 


Strand 




Start 


4478 


' End 


7378 


Name 


OJ000210 19 0301 C9 o7 tm 




TBLASTX 'Mai7P 


Start 


5619 ~ 


End 


5971 


GI 


none 


Score 


133 




5619 5960. 5690 5971 






Seq. No. 


29560 


Seq. ID 


OJ000210_19.0301.C9 


Gene No. 


61033 


Strand 




Start 


4478 


End 


7378 


Name 


OJ000210 19 0301 C9 06 tm 




TBLASTX • Ma i 7P 

X 1— J UiiU X ■ X JO -X. ^ 


Start 


6176 ~ 


End 


6490 


GI 


none 


Score 


108 




6176 6403 6177 6395 6416 


. 64 90 




Seer No 


29560 


Seq. ID 


OJ000210 19 0301 C9 


Gene No . 


61033 


Strand 




Start 


4478 


End 


7378 


Name 


OJ000210 19.0301.C9.ol.gp 


Method 


AAT/GAP 


Start 


6181 


End 


6689 


GI 


uC-osflcypll0c07bl 


Score 


970 


Exons 


6181. .6689 






GI Descrip. 


, 4 680178/gb|AF111709.1|AF111709 5.0e-81 


Oryza sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. . 


29560 








Seq. ID 


"OJ000210_19.0301.C9 


Gene No. 


61033 








Strand 




Start 


4478 








End 


7378 


Name 


OJ000210 19. 


0301. 


C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6584 








End 


7030 


GI 


none 








Score 


110 


Exons 


6584. .6622, 


6617. 


.6673, 


6710. 


.6958, 6750.. 6959, 6944. .7030 


Seq. No. 


29560 








Seq. ID 


OJ000210_19.0301.C9 


Gene No. 


61034 








Strand 




Start 


9348 








End 


9512 


Name 


OJ000210 19. 


0301. 


C9.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


9348 








End ■ 


9512 


GI 


none 








Score 


206 


Exons 


9348. .9512, 


9355. 


.9510 









29411 



Seq. No. 


29560 




Seq. ID 


OJ000210_19.0301, 


.C9 


Gene No. 


61035 




Strand 






Start 


9439 




End 


11996 




Name 


OJ000210 19. 0301. C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


9439 




End 


11996 




GI 


none 




.Score 


85 




Exons 


9439. .9660, 9672 .. 977 6,. 9683 .. 9991, 9691. .10050, 9793..: 


L0002, 




9840. .10031, 10318.. 


10470, 


10856. .11206, 10861. .11163, 






11213. .11236, 11337. 


.11408, 


11614. .11736, 11616. .11738, 






11826. .11996, 11826. 


.11993, 


11828. .11995 




Seq. No. 


29560 




Seq. ID 


OJ000210_19 . 0301 




Gene No. 


61035 




Strand 






Start 


9439 




End 


11996 




Name 


OJ000210 19. 0301. C9. 


o2.tm 


Method 


TBLASTX : Mai ze 




Start 


9688 




End 


10035 




GI 


none 




Score 


398 




Exons 


9688. .10035, 9688.-9984, 9843. .10034 






Seq. No. 


29560 




Seq. ID 


OJ000210_19.0301 




Gene No. 


61035 




Strand 






Start 


9439 




End .". 


11996 




Name 


OJ000210 19. 0301. C9. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


9799 




End 


10035 




GI 


none 




Score 


264 




Exons 


9799. .10035, 9846.. 10031 








Seq. No. 


29560 




Seq. ID 


OJ000210_19.0301 


.C9 


Gene No. 


61035 




Strand 






Start 


9439 




End 


11996 




Name 


OJ000210 19. 0301. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10317 




End 


11236 




GI 


none 




Score 


62 




Exons 


10317. .10412, 10321. 


.10464, 


10323. .10463, 10856 11185, 






10856. .11086, 10882. 


.11190, 


11213. .11236 




Seq. No. 


29560 




Seq. ID 


OJ000210_19.0301 




Gene No. 


61035 




Strand 






Start 


9439 




End 


11996 




Name 


OJ000210 19. 0301. C9. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


10948 




End 


11137 




GI 


none 




Score 


197 




Exons 


10948. .11121, 10949. 


.11137 








Seq. No. 


29560 




' Seq. ID 


OJ000210JL9.0301 


.C9 


Gene No. 


61035 




Strand 






Start 


9439 




End 


11996 




Name 


OJ000210 19. 0301. C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11343 




End 


11996 




GI 


none 




Score 


72 




Exons 


11343. .11408, 11611. 


.11715, 


11614. .11736, 11616. .11738, 






11824. .11994, 11826. 


.11996, 


11826. .11993, 11828.. 11995 




Seq. No. 


29560 




Seq. ID 


OJ000210_19.0301 


.C9 


Gene No. 


61035 




Strand 






Start 


9439 




End 


11996 





29412 




Name 


OJ000210 19.0301.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


11348 


End 


11991 


GI 


none 


Score 


80 


Exons 


1134 8. . 11395, 11349. .11393, 


11390. .11416, 11391. .11411, 




11614. .11736, 11615. .11737, 


11616. .11738, 11808. .11990, 




11826. .11990, 11827. .11991 






Seq. No. 


29561 


Seq. ID ■ 


OJ000210 19. 0301. C10 


Gene No. 


61036 


Strand 




Start 


474 


End 


1875 


Name 


OJ000210 19.0301.C10.ol.gs 


Method 


GENS CAN 


Start 


474 


End 


1873 


GI 


- none 


Score 


.98 


Exons 


474. .481, 1177. .1873 






Seq. No. 


29561 


Seq. ID 


OJ000210JL9. 0301. C10 


Gene No. 


61036 


Strand 




Start 


474 


End 


1875 


Name 


OJ000210 19.0301.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


1216 


End 


1747 


GI 


none 


Score 


227 


Exons 


1216. .1449, 1224. .1421, 1256 


..1462, 1406. .1468, 1436. .1654, 




1465.. 1635, 1469.. 1651, 1473 


..1655, 1652. .1747, 1652. .1741 


: ::: Seq. No. 


29561 


Seq. ID 


OJ000210_19. 0301. C10 


'"[^ Gene No. 


61036 


Strand 




Start 


474 


End 


1875 


Til Name 


OJ000210 19.0301.C10.ol.np 


Method 


AAT/NAP 


i==i Start 


1300 


End 


1875 


rl gi 


4467124 


Score 


257 


Exons 


1300. .1875 






GI Descrip. 

i y 


(AL035538) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


29561 


Seq. ID 


OJ000210_19. 0301. C10 


; ss | Gene No. 


61036 


Strand 




=:1 Start 


474 


End 


1875 


Name 


OJ000210 19.0301.C10.ol.tc 


Method 


TBLASTX: Cress 


H s Start 


1475 


End 


1789 


Q GI 


none 


Score 


61 


O Exons 


1475.. 1789, 1476.. 1631 






Seq. No. 


29562 


Seq. ID 


OJ000210_19.0301.C12 


Gene No.. 


61037 


Strand 




Start 


208 


End 


389 


Name 


OJ000210 19.0301.C12.ol.gs 


Method 


GEN SCAN 


Start 


208 


End 


389 


GI 


none 


Score 


.41 


Exons 


208. .389 






Seq. No. 


29563 


Seq. ID 


OJ000210_19.0301.C13 


Gene No. 


61038 


Strand 




Start 


1 


End 


415 


Name 


OJ000210 19.0301.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


415 


GI 


3885341 


Score 


245 


Exons 


1. .415 






GI Descrip. 


(AC005623) Mutator-like transposase [Arabidopsis thaliana] 



29413 




Seq. No. 


29563 










Seq. ID 


OJ000210_19.0301 


.C13 


Gene No. 


61038 










Strand 






Start 


1 










End 


415 




Name 


OJ000210 


19. 


0301 


.C13, 


. ol • tm 


Method 


TBLASTX: Maize 




Start 


21 










End 


290 




GI 


none 










Score 


91 




Exons 


21. .290, 


25. 


.219 












Seq. No. 


29563 










Seq. ID 


OJ000210_19.0301 


.C13 


Gene No. 


61038 










Strand 






Start 


1 










End 


415 




Name 


OJ000210 


19. 


0301 


.C13. 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


54 










End 


281 




GI 


none 










Score 


77 




Exons 


54. .281, 


64. 


.246 













Seq. No. 29564 Seq. ID OJ000210_19 . 0301 . C14 

Gene No. 61039 Strand ~ + 

Start 1 End 575 

Name OJ000210_19.0301.C14 .ol.gp Method AAT/GAP 

Start 1 End . 575 

GI 2798152 Score 410 

Exons 1..64, 337.. 575 - . ' 

GI Descrip'. 3402817/emb | CAA07704 1 3.0e-14 (AJ007829) lacZ' [Cloning vector 
pGreen] 



Seq. No. 


29564 






Seq. ID 


OJ000210_ 


19.0301. 


C14 


Gene No. 


61040 






Strand 


+ 






Start 


3773 






End 


5279 






Name 


OJ000210 19. 


0301. 


C14.o2.gs 


Method 


GENSCAN 






Start 


3773 




End 


5279 






GI 


none 






Score 


.44 






Exons 


3773. .4441, 


4866. 


.5279 










Seq. No. 


29564 






Seq. ID 


OJ000210_ 


19.0301. 


C14 


Gene No. 


61041 






Strand 


+ 






Start 


8692 






End 


12809 






Name 


OJ000210 19. 


0301. 


C14.o4 .gp 


Method 


AAT/GAP 






Start 


8570 






End 


9033 






GI 


none 






Score 


876 






Exons 


8570. .9033 














Seq. No. 


.29564 






Seq. ID 


OJ000210_ 


19.0301. 


C14 


Gene No. 


61041 






Strand 


+ 






Start 


8692 






End 


12809 






Name 


OJ000210 19. 


0301. 


C14.o3.gs 


Method 


GENSCAN 






Start 


8692 






End 


12804 






GI 


none 






Score 


.72 






Exons 


8692. .9069, 


9273. 


.9355, 9489 


..9641, 11267. .11372 


, 11611. 


.11692, 




12116. .12210 


, 12374. .12445, 


12543. .12622, 12708. 


.12804 





Seq. No. ■ 29564 Seq. ID OJ000210_19 . 0301 . C14 

Gene No. 61041 Strand + 

Start 8692 End 12809 

Name OJ000210_19. 0301 . C14 . o2 .np Method AAT/NAP 

Start 8848 End 12809 



29414 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



3212854 Score 310 

8848. .9069, 11611 .. 11692, 12116 .. 12210, 12374 .. 124 45, 

12543. .12622, 12708.. 12809 

(AC004005) unknown protein [Arabidopsis thaliana] 



29564 
61042 
530 

OJ000210_19.0301.C14.ol.tm 

524 

none 



Seq. ID OJ000210_19.0301.C14 

Strand 

.End 4323 

: "' : Method TBLASTX : Mai ze 

End 2009 

Score 128 



524. .661, 527. .661, 528. .662, 879. .956, 884. .958, 885. .938, 
887. .958, 956. .1009, 959. .1012, 1433. .1519, 1436. .1531, 
1438. .1530, 1440. .1532, 1443. .1532, 1459. .1557, 1649. .1795, 
1649. .1795, 1650. .1796, 1651. .1797, 1651. .1797, 1747. .1821, 
1748. .1822, 1956. .2009, 1964. .2008 



Seq. No. 


29564 


Seq. ID 


OJ000210_19.0301.C14 


Gene No. 


61042 


Strand 




Start 


530 


End 


4323 


Name 


OJ000210 19.0301.C14.ol.gs 


Method 


GENSCAN 


Start 


530 


End 


2107 


GI 


none 


Score 


.89 


: ss 8 Exons 


530. .661, 887. .1007, 1436.. 


1530, 1651. 


.1821, 1961. .2050, 




2099. .2107 






V- Seq. No . 


29564 


Seq. ID 


OJ000210_19.0301.C14 


PL! Gene No . 


61042 


Strand 




□ Start 


530 


End 


4323 


i . 3 Name 


OJ000210 19.0301.C14.ol.np 


Method 


AAT/NAP 


'"'t Start 


533 


End 


4321 


GI 


3212852 


Score 


578 


; y Exons 


533. .661, 887. .1007, 1436.. 


1821, 1964. 


.2050, 3884. .4321 


is GI Descrip. 


(AC004005) unknown protein 


[Arabidopsis thaliana] 


\j Seq. No. 


29564 


Seq. ID 


OJ000210_19.0301.C14 


. 7 Gene No. 


61042 


Strand 




|S "; Start 


530 


End 


4323 


W Name 


OJ000210 19.0301.C14.o2.gp 


Method 


AAT/GAP 


Q Start 


598 


End 


1832 


□ GI 


12688 1.R1084 


Score 


797 


Exons 


598.. 662, 886.. 1007, 1436.. 


1530, 1651. 


.1832 


GI Descrip. 


'3212852 3.0e-21 (AC004005) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


29564 


Seq. ID 


OJ000210_19.0301.C14 


Gene No. 


61042 


Strand 




Start 


530 


End 


4323 


Name 


OJ000210 19.0301.C14.o3.tm 


Method 


TBLASTX: Maize 


Start 


3884 


End 


4175 


GI 


none 


Score 


121 


Exons 


3884. .3988, 3887. .3985, 4061. .4156, 4074. .4175 


Seq. No. 


29564 


Seq. ID 


OJ000210_19.0301.C14 


Gene No. 


61042 


Strand 




Start 


530 


End 


4323 


Name 


OJ000210 19.0301.C14.o3.gp 


Method 


AAT/GAP 
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Start 4042 End 

GI . none Score 

Exons 4042.. 4323 

Seq. No. 29564 Seq." ID 

Gene No. 61043 Strand 

Start 8995 End 

Name OJ000210_19 . 0301 . C14 . o2 . tm Method 

Start 8995 *'. End 

GI none Score 
Exons 



4323 
560 



OJ000210_19.0301.C14 
12807 

TBLASTX : Maize 

12807 

100 



8995. .9084, 9028. .9072, 11595 .. 11690, 11595 11687, 
11608. .11721, 11609. .11692, 11611 11709, 12114 .. 12212 , 
12115. .12213, 12373. .12438, 12374 12445, 12536 .. 12622 , 
12543. .12620, 12706. . 12807, 12707.. 12802 



OJ000210 19.0301.C15 



Seq. No. 29565 Seq. ID 

Gene No. 61044 Strand 

Start 1 End 322 

Name OJ000210_19 . 0301 . C15 . ol . gp Method AAT/GAP 

Start 1 End 322 

GI 2057_1.R1084 Score 644 

Exons 1..322 

GI Descrip. '3212854 2.0e-61 (AC004005) unknown protein [Arabidopsis 

thaliana] 1 - • ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 

GI Descrip. 



29565 Seq. ID 

61045 Strand 

4050 End 
OJ000210_19 . 0301 . C15 . ol . gs Method 

4050 End 

none Score 

4050. .4076, 4432. .4765, 5638. .5984 



OJ000210_19.0301.C15 

5984 
GEN SCAN 
5984 
.68 



OJ000210 19.0301.C15 



29565 Seq. ID 

61045 Strand 

4050 End 5984 

OJ000210_19 . 0301 . CIS . ol . np Method AAT/NAP 

4984 End 5592 

6721559 Score 360 
4984. .5119, 5148. .5592 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 |dbj | BAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29565 
61046 
7926 

0 J000210_19 . 0301 . CIS . o2 . gs 

7926 

none 



Seq. ID OJ000210_19.0301.C15 
Strand 

End 18148 

Method GENSCAN 

End 18148 

Score .48 



7926. .8150, 8184. .8306, 9442. .9558, 10784 .. 11380, 13314 13504 , 
13586. .14363, 14383 .. 15422, 15961 .. 16270, 17076 .. 17401, 
17481. .17573, 17989.. 18148 



seq. No. 
Gene No. 
Start 



61046 
7926 



Seq. ID 

Strand 

End 



OJ000210 19.0301.C15 



18148 



29416 



Name OJ000210_19 . 0301 .C15 .o2 . np Method AAT/NAP 

Start 10595 End 17749 

GI 4544372 Score 1180 

Exons 10595. .12446, 12572 .. 12686, 12920 13151, 13209 .. 14221, 
17698. .17749 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 29565 Seq. ID OJ000210_19 . 0301 . C15 

Gene No. 61047 Strand . - 

Start 20131 End 20805 

Name OJ000210_19 . 0301 .C15 . o3 . gs Method GENSCAN 

Start 20131 End 20805 

GI none - Score .79 _ \ 

Exons 20131. .20247, 20266 .. 20386, 20666.. 20805 



Seq. No. 29565 Seq. ID 

Gene No. 61048 Strand 

Start 22235 End 

Name OJ000210_1 9 . 0301 . C15 . o3 . tm Method 

Start 8959 End 

GI none Score 

Exons 8959.. 9060, 8966.. 9073, 9073.. 9225, 

9224.. 9262, 9307 9351, 9309.. 9359 



OJ000210_19.0301.C15 
23221 

TBLASTX: Maize 
9359 
61 

9077.. 9226, 9223.. 9267, 



Seq. No. 


29565 




Seq. ID 


OJ000210_19.0301 


.C15 


Gene No. 


61048 




Strand 






Start 


22235 




End 


23221 




Name 


OJ000210 19.0301.C15. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


10633 




End 


10999 




GI 


none 




Score 


176 




Exons 


10633. .10719, 10727.. 


10999 








Seq. No. 


29565 




Seq. ID 


OJ000210_19.0301 


.C15 


Gene No. 


61048 




Strand 






Start 


22235 




End 


23221 




Name 


OJ000210 19.0301.C15. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


11150 




End 


11545 . 




GI 


none 




Score 


67 




Exons 


11150. .11545, 11250.. 


11444 









Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210_19 . 0301 . C15 . ol . ts 

Start 12261 

GI none 

Exons 12261. .12425, 
12541. .12678, 



12265. .12378, 
12572. .12679 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_19.0301.C15 
23221 

TBLASTX : Soybean 

12679 

65 



12430. .12504, 1254 1 .. 12678 , 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210JL 9 . 0301 . C15 . o2 . ts 

Start 13096 

GI none 
Exons 



Seq. ID OJ000210_19.0301.C15 
Strand 

End 23221 

Method TBLASTX : Soybean 

End 13526 

Score 4 6 



13096. .13206, 13118 .. 13204 , 13245 .. 13526, 13284 .. 13484 , 
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13414. .13485 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210_19 . 0301 . C15 . ol . tm 

Start 13215 

GI none 

Exons 13215. .13673, 13215 .. 13526, 
13596.. 13673 



Seq. ID OJ000210_19.0301.C15 
Strand 

End 23221 

Method TBLASTX : Mai ze 

End 13673 

Score 234 
13420. .13548, 1354 4 .. 13624 , 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210_19 . 0301 . C15 . ol . tw 

Start 13541 

GI none 

Exons 13541. .13612, 13585 .. 13857, 13593 13814 , 13596 1394 9, 
13615. .13929 



Seq. ID OJ000210_19.0301.C15 
Strand 

End 23221 

Method TBLASTX : Wheat 

End 13949 

Score 68 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name * OJ000210_19.0301.C15.b2 .tm 

Start ' 13674 

GI none 

Exons 13674. .13886, 13674 .. 13889, 13.675 13887 



Seq. ID OJ000210_19.0301.C15 
Strand 

End . 23221 

Method TBLASTX: Maize 

End 13889 

Score 92 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210_19 . 0301 . C15 . o4 . ts 

Start 13743 

GI none 

Exons 13743. .13877, 13893.. 14111 



Seq. ID OJ000210_19.0301.C15 
Strand 

End 23221 

Method TBLASTX : Soybean 

End 14111 

Score 131 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ0002 10_1 9.0301. CIS . o5 . tm 

Start 16004 

GI none 

Exons 16004. .16222, 16107. .16217, 16250 .. 16372, 16251. .16355 



Seq. ID OJ000210__19.0301.C15 
Strand 

End 23221 

Method TBLASTX: Maize 

End ■ 16372 

Score 4 3 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210_19 . 0301 . C15 . o4 . tm 

Start 18890 

GI none 

Exons 18890. .19180 



Seq. ID OJ000210_19.0301.C15 
Strand 

End . 23221 

Method TBLASTX: Maize . 

End 19180 

Score 206 



Seq. No. 29565 

Gene No. 61048 

Start 22235 

Name OJ000210_19 . 0301 . C15 . o4 . gs 

Start 22235 



Seq. ID OJ000210_19.0301.C15 
Strand 

End 23221 

Method GEN SCAN 

End 23221 
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GI 

Exons 



none ■ Score .69 

22235. .22441, 22576 . .22681, 23112.. 23221 



Seq. No. 29566 Seq. ID OJ000210_19 . 0301 . C16 

Gene No. 6104 9 Strand 

Start 634 End 1508 

Name OJ000210_19 . 0301 .CI 6 .ol . np Method AAT/NAP 

Start 447 End 1427 

GI 6523547 Score 201 

Exons 447.. 960, 1117.. 1427 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 


29566 


Seq. ID 


OJ000210_19.0301 


Gene No. 


61049 


Strand 




Start 


634 


End 


1508 


Name 


OJ000210 19.0301.C16.ol.gs 


Method 


GENSCAN 


Start 


634 


End 


1508 


GI 


none 


Score 


.72 


Exons 


634. .742, 1114. .1508 






Seq. No. 


29567 


Seq. ID 


OJ000210_15.0302 


Gene No. 


61050 


Strand 




Start 


1 


End 


683 


Name 


OJ000210 15.0302.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


683 


GI 


6815097 


Score 


544 


Exons 


1..234, 375. .683 








(AP001081) Similar to putative copia polyprotein (AC006 




[Oryza sativa] 






Seq. No. 


29568 


Seq. ID 


OJ000210_15.0302 


Gene No. 


61051 


Strand 


+ 


Start 


i 


End 


252 


Name 


OJ000210 15.0302.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


252 


GI 


5917666 


Score 


85 


Exons 


1. .252 






GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 


Seq. No. 


29568 


Seq. ID 


OJ000210_15.0302 


Gene No. 


61052 


Strand 


+ 


Start 


390 . 


End 


636 


Name 


OJ000210 15.0302.C2.ol.gs 


Method 


GENSCAN 


Start 


390 


End 


636 


GI 


none 


Score 


.81 


Exons 


390. .461, 520. .636 






Seq. No. 


29569 


Seq. ID 


"OJ000210_15.0302 


Gene No. 


61053 


Strand 




Start 


301 


End 


4129 


Name 


OJ000210 15.0302.C3.ol.np 


Method 


AAT/NAP 


Start 


301 


End 


2019 


GI 


3080401 


Score 


858 




TH1 OOO AOC 001 1 rn i /"i -* -» -7 r- 


2019 


GI Descrip. 


(AL022603) putative protein 


[Arabidopsis thaliana] 




gi | 4 4 55265 | emb | CAB36801 . 1 1 


(AL035527) 


putative protein 



29419 



[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29569 
61053 
301 

OJ000210_15 . 0302 . C3 . ol . ts 

586 

none 



Seq. ID OJ000210_15.0302-C3 
Strand 

End 4129 

Method TBLASTX : Soybean 

End 2017 

Score 301 



586. .882, 591. .890, 1555. .1671, 1566. .1688, 1571. .1675, 
1750. .2016, 1752. .1997, 1753. .1998, 1790. .2017 



29569 
61053 
301 

OJ000210__15 . 0302 . C3 . ol . tm 

591 

none 



Seq. ID OJ000210_15.0302.C3 
Strand 

End 4129 

Method TBLASTX : Mai ze 

End 2038 

Score 392 



591. .881, 591. .896, 592 . . 903, - 610 . . 906, 1551. .1670, 1552. .1671, 
1552. .1674, 1566. .1688, 1743. .2033, 1749. .2033, 1750. .2034, 
1750.. 2034, 1790.. 2038 



Seq. No. 


29569 


Seq. ID 


OJ000210_15.0302.C3 


Gene No. 


61053 


Strand 




Start 


301 


End 


4129 


Name 


OJ000210 15.0302. C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


591 


End 


748 


GI 


none 


Score 


206 


Exons 


591. .746, 592. .747, 613. .747 


, 623.. 748 




Seq. No. 


29569 


Seq. ID 


OJ000210_15.0302.C3 


Gene No. 


61053 


Strand 




Start 


301 


End 


4129 


Name 


OJ000210 15.0302.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


633 


End 


2017 


GI 


none 


Score 


220 


Exons 


633. .890, 634. .882, 1554. .1670, 1555.. 


1671, 1566. .1688, 




1750.. 2016, 1761.. 1943, 1762 


..1944, 1793. .2017 


Seq. No. 


29569 


Seq. ID 


OJ000210_15.0302.C3 


Gene No. 


61053 


Strand 




Start 


301 


End 


4129 


Name 


OJ000210 15.0302.C3.ol.gs 


Method 


GENSCAN 


Start 


750 


End 


4068 


GI 


none 


Score 


.55 - 


Exons 


750.. 881, 1587.. 1673, 1753.. 


1934, 2891 


..3016, 3688.. 3723, 




3933. .4068 






Seq. No. 


29569 


Seq. ID 


OJ000210_15.0302.C3 


Gene No. 


61053 


Strand 




Start 


301 


End 


4129 


Name 


OJ000210 15.0302.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1629 


End 


2037 


GI 


none 


Score 


60 


Exons 


1629. .1673, 1629. .1688, 1743 


..2033, 1750.. 2037, 1752.. 2033, 




17 90 . . 2035 






Seq. No. 


29569 


Seq. ID 


OJ000210_15.0302.-C3 



29420 



Gene No. 61053 Strand 

Start 301 End 

Name OJ000210_15 . 0302 . C3 . o2 . gp Method 

Start 3928 End 

GI 427610 Score 

Exons 3928.. 4129 

GI Descrip. 5852172/emb | CAB55410 . 1 | 4.0e-ll (AL117265) 
sativa] 



4129 
AAT/GAP 
4129 
294 



zhb0002.1 [Oryza 



Seq. No. 29570 

Gene No. 61054 

Start 240 

Name OJ000210_15 . 0302 . C4 . ol . gs 

Start 240 

GI none 

Exons 240.. 414, 451. .2885, 2949. 

4679. .5766, 5884. .6700 



Seq. ID OJ000210_15.0302.C4 



Strand 
End 

Method 
End 
Score 
,3676, 3752, 



+ 

6700 
GENSCAN 
6700 
.58 

.4162, 4170. 



.4578, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29570 
61054 
240 

OJ000210_15.0302.C4.ol.np 

1027 

6498441 

1027. .2091, 2422. .2885, 2949 
4359. .4753, 4925. .6322, 6416 
(AP000815) EST C7278 6 (E2258 ) 



OJ000210_ 

+, 

6700 
AAT/NAP 
6697 
7022 
3506. .3640, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. .3322, 
. .6697 

corresponds to a 



15. 0302. C4 



3815. .4120, 



region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61055 


Strand 


+ 




Start 


11218 


End 


19348 




Name 


OJ000210 15.0302.C4.o4.np 


Method 


AAT/NAP 




Start 


11218 


End 


14456 




GI 


5852093 


Score 


52 




Exons 


11218. .11299, 12603. .12726, 


14384. .14456 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61055 


Strand 


+ 




Start 


11218 


End 


19348 




Name 


OJ000210 15.0302.C4.o4.gs 


Method 


GENSCAN 




Start 


14010 


End 


19348 




GI 


none 


Score 


.72 




Exons 


14010. .14114, 15842. .16022, 


16481. .16965, 16998 .. 17069, 






17597. .19003, 19133.. 19348 








Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61055 


Strand 


+ 




Start 


11218 


End 


19348 




Name 


OJ000210 15.0302.C4.o5.np 


Method 


AAT/NAP 




Start 


14010 


End 


19246 




GI 


6729037 


Score 


827 




Exons 


14010. .14078, 15860. .16022, 


16481. .16971, 17615. .17944, 






18361. .19003, 19116.. 19246 








GI Descrip. 


(AC009177) unknown protein 


[Arabidopsis thaliana] 





29421 




Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302.C4 


Gene No. 


61055 


Strand 


+ 


Start 


11218 


End 


19348 


Name 


OJ000210 15.0302.C4.ol.gp 


Method 


AAT/GAP 


Start 


18365 


End 


18708 


GI 


2310846 


Score 


618 


Exons 


18365. .18708 






Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302.C4 


Gene No. 


61056 


Strand 


+ 


Start 


32541 


End 


32672 


Name 


OJ000210 15.0302.C4.o3.gp 


Method 


AAT/GAP 


Start 


32541 


End 


32672 


GI 


40004 2.R1084 


Score 


242 


Exons 


32541. .32672 






GI Descrip. 


1 4 336436/gb| AAD17805 | 1. Oe-37 


(AF0924 32) protein phosphatase 




type 2C [Lotus japonicus] 1 






Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302.C4 


Gene No. 


61057 


Strand 




Start 


7326 


End 


12371 


Name 


OJ000210 15,.0302.C4.o2.np 


Method 


AAT/NAP 


Start 


7326 . . . 


End 


10544 


GI 


6907089 


Score 


4353 


Exons 


7326.. 9184, 9282.. 10544 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 



Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302.C4 


Gene No. 


61057 


Strand 




Start 


7326 


End 


12371 


Name 


OJ000210 15.0302.C4.o3.np 


Method 


AAT/NAP 


Start 


9641 


End 


12371 


GI 


5922623 


Score 


163 


Exons 


9641.. 9681, 11359. .11431, 


11615. .11776 


, 12291.. 12371 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi | 6016856 | dbj | BAA85199". 1 1 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


29570 


Seq. ID 


OJ000210_15.0302.C4 


Gene No. 


61058 


Strand 




Start 


13081 


End 


13458 


Name 


OJ000210 15.0302.C4.o3.gs 


Method 


GEN SCAN 


Start 


13081 


End 


13458 


GI 


none 


Score 


.99 


Exons 


13081.. 13458 







Seq. No. 29570 Seq. ID 

Gene No. 61059 Strand - 

Start 21016 End 27373 

Name OJ000210_15 . 0302 .C4 .o5.gs Method GEN SCAN 

Start 21016 End 27373 

GI none Score .72 

Exons 21016. .21236, 21510 21567, 22035 .. 22090, 23166 

24U62. .24238, 24399.-24544, 24 632 .. 24 661 , 24755 



OJ000210 15. 0302. C4 



.23290, 
.24870, 



24986. .25083, 25416 .. 25849, 27059 .. 27187, 27260.. 27373 



29422 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29570 Seq. ID 

61059 Strand 

21016 End 

OJ000210_15 . 0302 . C4 . o2 . gp Method 

21040 End 

LIB3432-022-P1-K1-D7 Score 



OJ000210_15.0302.C4 

27373 
AAT/GAP 
22351 
697 



21040. .21236, 21510 21567, 22035 .. 22090, 22247.. 22351 
, 11957/embiX15901|CHOSXX 1.0e-158 Rice complete chloroplast 
genome 1 



Seq. No. 29570 Seq. ID 

Gene No. 61060 Strand 

Start 29013 End 

Name OJ0002 10_15 . 0302 . C4 . 06 . tw Method 

Start 1179 End 

GI none Score 
Exons 



OJ000210_15.0302.C4 
30314 

TBLASTX: Wheat 

1568 

54 



1179. .1223, 1230. .1328, 1247. .1327, 1295. .1456, 1311. .1568 



Seq. No. 29570 

Gene No. 61060 

Start 29013 

Name OJ000210_15 . 0302 . C4 . olO 

Start 1182 

• GI none 

Exons 1182.. 1454, 1218.. 1466, 

Seq. No. 29570 

Gene No. 61060 

Start 29013 

Name OJ000210_15 . 0302 . C4 . o5 . 

Start 1576 

GI none 

Exons 1576.. 1629, 4667.. 4876, 



Seq. ID OJ000210_15.0302.C4 
Strand 

End 30314 

.tm Method TBLASTX : Maize 

End 1466 

Score 197 
1220. .1465 

Seq. ID OJ000210_15.0302.C4 
Strand 

End 30314 

tw Method TBLASTX : Wheat 

End 5059 

Score 210 
4690. .4866, 4910. .5059, 4921. .5058 



Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15 


.0302 


.C4 ,o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2306 








End 


2792 




GI 


none 








Score 


405 




Exons 


2306. .2479, 


2307 


. .2792, 


2501. 


.2761 






Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15 


.0302 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2957 








End 


3419 




GI 


none 








Score 


583 




Exons 


2957. .3412, 


2958 


. .3419, 


2958. 


.3413 






Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210_15 


.0302 


.C4.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2997 








End 


3362 




GI 


none 








Score 


114 




Exons 


2997. .3221, 


3228 


. .3362 











29423 



Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No . 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15. 


0302 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3087 ~~ 








End 


3443 




GI 


none 








Score 


389 




Exons 


3087. . 3443, 


3122 


. . 3433, 


3327. 


.3443 






Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No . 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15. 


0302 


.C4 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3470 ~~ 








End 


3854 




GI 


none 








Score 


357 




Exons 


3470. .3835, 


3471 


. .3854 










Seq. No. 


29570 








Seq. ID 


OJ000210_15,0302 


.C4 


Gene No . 


61060 








Strand 






Start 


29013 








End 


30314 




Name. 


OJ000210 15. 


0302 


. C4 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3527 ~ 








End 


3926 




GI 


none 








Score 


451 




Exons 


3527. .3922, 


3528 


. . 3926 










Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No . 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15. 


0302 


.C4 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3606 ~ 








End 


3926 




GI 


none 








Score 


220 




Exons 


3606. . 3926, 


3623 


. . 3766 










Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No . 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15. 


0302 


.C4 .o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


5062 ~~ 








End 


5374 




GI 


none 








Score 


183 




Exons 


5062. .5160/ 


5123 


. .5374 










Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


-C4 


Gene No . 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15. 


0302 


. C4 . o4 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


5567 _ 








End 


5910 




GI 


none 








Score 


345 




Exons 


5567. .5890, 


5611 


. .5877, 


5761. 


.5910 






Seq. No. 


29570 








Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 








Strand 






Start 


29013 








End 


30314 




Name 


OJ000210 15. 


0302 


-C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5704 








End 


6085 




GI 


none 








Score 


378 




Exons 


5704. .5781, 


5705 


. .6085, 


5806. 


.6054 
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Seq. No. 


29570 




Seq. ID 


OJ000210_15.0302 


.C4 


Gene No . 


61060 




Strand 






Start 


29013 




End 


30314 




Name 


OJ000210 15. 0302. C4 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


6086 




End 


6688 




GI 


none 




Score 


261 




Exons 


6086.. 6370, 6091.. 6369, 6562.. 6684, 6563.. 6688 




Seq. No. 


29570 




Seq. ID 


OJ000210 15.0302 


.C4 


Gene No. 


"*;61060 




Strand 






Start 


29013 




End 


30314 




Name 


OJ000210 15. 0302. C4 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


7670 




End 


25065 




GI 


none 




Score 


72 




Exons 


7670. .7807, 24755. . 


24871, 24816. .24872 


, 24987. .25064, 






24988 . .25065 










Seq. No. 


29570 




Seq. ID 


OJ000210_15.0302 


-C4 


Gene No . 


61060 




Strand 






Start 


29013 




End 


30314 




Name 


OJ000210 15. 0302. C4 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


15893 ~ 




End 


16734 




GI 


none 




Score 


130 




Exons 


15893 16024. 15904 


. .16023, 


16479. .16613, 16480.. 16734 




Seq. No. 


29570 




Seq. ID 


OJ000210_15.0302 


.C4 


Gene No . 


61060 




Strand 






Start 


29013 




End 


30314 




Name 


OJ000210 15. 0302. C4 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


15973 




End 


16701 




GI 


none 




Score 


66 




Exons 


15973. . 16023, 15974 


. .16024, 


16479. .16610, 16480.. 16701 




Seq. No. 


29570 




Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 




Strand 






Start 


29013 




End 


30314 




Name 


OJ000210 15. 0302. C4 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


16474 




End 


16884 




GI 


none 




Score 


355 




Exons 


' 16474 . . 16779, 16479 


. .16616, 


16604. .16681, 16774. .16884, 






16780. . 16884 










Seq. No. 


29570 




Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 




Strand 






Start 


29013 




End 


30314 




Name 


OJ000210 15. 0302. C4 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


16884 




End 


17941 




GI 


none 




Score 


116 




Exons 


16884. .16964, 16885 


. .16965, 


16892. .16966, 16893. .16967, 






17612. .17734, 17626 


. .17703, 


17665. .17742, 17722 .. 17817, 






17738. .17890, 17741 


. .17839, 


17915. .17941 




Seq. No. 


29570 




Seq. ID 


OJ000210_15.0302 


.C4 


Gene No. 


61060 




Strand 






Start 


29013 




End 






Name 


OJ000210 15. 0302. C4 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


18581 




End 


18830 





29425' 




GI 


none 




Score 


224 






Exons 


18581. . 18820, 18631 


. .18792, 


18651. .18830 






Seq. No. 


29570 




Seq. ID 


OJ000210_ 


15.0302. 


,C4 


Gene No. 


61060 




Strand 








Start 


29013 




End 


30314 






Name 


OJ000210 15. 0302. C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


19115 




End 


.-19459 






GI 


none 




Score 


c 235 






Exons 


19115. .19237, 19123 


. .19347, 


19124. .19342, 19132. 


.19347, 






19403. . 19459 












Seq. No. 


29570 




Seq. ID 


OJ000210_ 


15.0302. 


C4 


Gene No . 


61060 




Strand 








Start 


29013 




End 


30314 






Name 


OJ000210 15. 0302. C4 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


21511 




End 


24111 






GI 


none 




Score 


.7.6 






Exons 


21511. .21567, 21512 


. .21568, 


22026. .22091, 22027. 


.22092, 






22036. .22092, 22233 


. .22337, 


22241. .22321, 22246. 


.22338, 






22249. .22338, 23164 


. .23319, 


23165. .23323, 23165. 


.23320, 






23166. .23327, 23167 


. .23328, 


23622. .23738, 23631. 


.23735, 






23836. .23919, 23854 


. .23916, 


23861. .23917, 24061. 


.24111, 






24062. .24109 












Seq-. No . 


29570 




Seq. ID 


OJ000210_ 


15.0302. 


C4 


Gene No. 


61060 




Strand 








Start 


29013 




End 


30314 






Name 


OJ000210 15. 0302. C4 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


27443 




End 


28056 






GI 


none 




Score 


80 






Exons 


27443. .27493, 27584 


. .27925, 


27898. .28056 






Seq. No. 


29570 




Seq. ID 


OJ000210_ 


15.0302. 


C4 


Gene No. 


61060 




Strand 








Start 


29013 




End 


30314 






Name 


OJ000210 15. 0302. C4 


. 06 . gs 


Method 


GENSCAN 






Start 


29013 ~ 




End 


30314 






GI 


none 




Score 


.47 






Exons 


29013. .30314 












Seq. No. 


29571 




Seq. ID 


OJ000210_ 


15.0302. 


C5 


Gene No. 


61061 




Strand 


+ 






Start 


6335 




End 


7546 






Name 


OJ000210 15. 0302. C5 


. o2 . gs 


Method 


GENSCAN 






Start 


6335 




End 


7546 






GI 


none 




Score 


.45 






Exons 


6335.. 6346, 6768.. 6964, 7312 


. .7546 








Seq. No. 


29571 




Seq. ID 


OJ000210_ 


15.0302. 


C5 


Gene No. 


61062 




Strand 








Start 


69 




End 


4011 






Name 


OJ000210 15. 0302. C5 


.ol . np 


Method 


AAT/NAP 






Start 


69 


End 


3708 






nr 






Score 


667 






Exons 


69. .237, 886. .1043, 


1474. .1759, 2472.. 


2710, 3675 


. .3708 





GI Descrip. (AC007048) putative protein phosphatase 2C [Arabidopsis 



29426 




thaliana] 



Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5 


Gene No. 


61062 


Strand 




Start 


69 


End 


4011 


Name 


OJ000210 15.0302.C5.ol.gp 


Method 


AAT/GAP 


Start 


883 ~ 


End 


1539 


GI 


40004 2.R1084 


Score 


392 


Exons 


883. .1043, 1474. .1539 






GI Descrip. 


' 4336436/gb|AAD17805 | 1. Oe- 


■37 (AF092432) protein phosphatase 




type 2C [Lotus japonicus] 1 






Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5 


Gene No. 


61062 


Strand 




Start 


69 


End 


4011 


Name 


OJ000210 15.0302.C5.ol.gs 


Method 


GENSCAN 


Start 


889 ~ 


End 


3708 


GI 


none 


Score 


.96 


Exons 


889.. 1043, 1474.. 1759, 2472 


..2723, 3670.. 3708 


Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5 


Gene No. 


61062 


Strand 




Start 


69 


End 


4011 . 


Name 


OJ000210 15.0302.C5.o2.gp 


Method 


AAT/GAP v 


Start 


2404 


End 


4011 


GI 


23790 1.R1084 


Score 


1156 


Exons 


2404. .2433, 2472. .2723, 3670. .4011 




GI Descrip. 


•4336436/gb|AAD17805| l.Oe- 


31 (AF092432) protein phosphatase 




type 2C [Lotus japonicus] 1 






Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5 


Gene No. 


61063 


Strand 




Start 


3918 


. End 


8050 


Name 


OJ000210 15.0302.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


872 


End 


2699 


GI 


none 


Score 


138 


Exons 


872. .1045, 883. .1050, 1463. 


.1570, 1463 


..1663, 1464. .1610, 




1616. .1762, 1635. .1733, 2463.. 2660, 2482.. 2649, 2667. .2699 


Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5- 


Gene No . 


61063 


Strand 




Start 


3918 


End 


8050 


Name 


OJ000210 15.0302.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


872 


End 


1535 


GI 


none 


Score 


194 


Exons 


872.. 1045, 883.. 1050, 1463. 


.1534, 1464 


. .1535 


Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5 


Gene No. 


61063 


Strand 




Start 


3918 


End 


8050 


Name 


OJ000210 15.0302.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


883 


End 


1762 


GI 


none 


Score 


108 


Exons 


883. .1044, 883. .1050, 884. . 


1045, 1463. 


.1663, 1464. .1616, 




1616.. 1762, 1617.. 1724 






Seq. No. 


29571 


Seq. ID 


OJ000210_15.0302.C5 



29427 



Gene No. 61063 Strand 

Start 3918 v End 

Name OJ0002 10_15 . 0302 .C5.ol.tw Method 

Start 922 End 

GI none Score 

Exons 922.. 1050, 935.. 1057, 980.. 1045, 1463.. 1663, 1464.. 1649, 
1631.. 1696, 1635.. 1697 



8050 

TBLASTX: Wheat 

1697 

70 



Seq. No. 29571 - 

Gene No. 61063 

Start 3918 

Name OJ0002 10_15 . 0302 .C5.ol.tm 

Start 1709 

GI none 
Exons 



Seq. ID OJ000210_15.0302.C5 
Strand 

End 8050 

Method TBLASTX : Mai ze 

End 3710 

Score 77 

1709. .1762, 1709. .1762, 2476. .2724, 2481. .2726, 2482. .2724, 
3668.. 3709, 3669. .3710 



Seq. No. 29571 

Gene No. 61063 

Start 3918 

Name OJ0002 10_15 . 0302 .C5.ol.ts 

Start 24 63 

GI none 
Exons 



Seq. ID OJ000210_15.0302.C5 
Strand 

End 8050 

Method TBLASTX : Soybean 

End 2725- 

Score 138 



2463.. 2660, 2472.. 2648, -2663. .2725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29571 
61063 
3918 

OJ000210_15.0302.C5.o2.np 

3918 

81286 



Seq. ID OJ000210_15.0302.C5 
Strand 

End 8050 

Method AAT/NAP 

End 8050 

Score 63 



3918. .4057, 6810. .7188, 8029. .8050 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA46283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 


29572 








Seq. ID 


OJ000210_ 


15. 0302. C6 


Gene No. 


61064 








Strand 






Start 


1264 








End 


3087 




Name 


OJ000210 15. 


0302. 


C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1120 * 








End 


1276 




GI 


2796891 








Score 


297 




Exons 


1120. .1276 














Seq. No. 


- 29572 








Seq. ID 


OJ000210_ 


15. 0302. C6 


Gene No. 


61064 








Strand 






Start 


1264 








End 


3087 




Name 


OJ000210 15. 


0302. 


C6.ol. 


gs 


Method 


GEN SCAN 




Start 


1264 








End 


3016 




GI 


none 








Score 


.8 




Exons 


1264. .1426, 


1555. 


.1649, 


1749. 


.1808, 1895. .2003, 


2092. .2258, 




2348. .2467, 


2555. 


.2641, 


2722. 


.2850, 2938.. 3016 




Seq. No. 


29572 








Seq. ID 


OJ000210_ 


15. 0302. C6 


Gene No. 


61064 








Strand 






Start 


1264 








End 


3087 




Name 


OJ000210 15. 


0302. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


1333 








End 


3087 
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GI 4204309 Score 697 

Exons 1333. .1463, 1555. .1649, 1749. .2003, 2092. .2266, 2310.. 2467, 

2722.. 2850, 2938. .3087 
GI Descrip. (AC003027) lcl|prt_seq No definition line found [Arabidopsis 

thaliana] 



Seq. No. 


29572 


Seq. ID 


OJ000210_15.0302.C6 


Gene No . 


61064 


Strand 




Start 


1264 


End 


3087 


Name 


OJ000210 15.0302.C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


1370 


End 


2129 


GI 


none 


Score 


135 


Exons 


1370.. 1465, 1380.. 1475, 1552 


..1653, 1554. .1661, 1557. .1652, 




1561.. 1677, 1746.. 1790, 1750 


..1791, 1881. .2003, 1895. .2002, 




2079. .2129 






Seq. No. 


29572 


Seq. ID 


OJ000210_15.0302.C6 


Gene No. 


61064 


Strand 




Start 


1264 


' End 


3087 


Name 


OJ000210 15. 0302.C6.o2 .tm 


Method 


TBLASTX: Maize 


Start 


2546 


End 


3011 


GI 


none 


Score 


76 


Exons 


.2546.. 2623, 2550.. 2633, 2555 


..2608, 2557.. 2637, 2698.. 2853, 




2747.. 2851, 2940.. 3011, 2940 


. .3011 




Seq. No. 


29573 


Seq. ID 


OJ000210_15.0302.C7 


Gene No . 


61065 


Strand 




Start 


323 


End 


406 


Name 


OJ000210 15.0302.C7.ol.np 


Method 


AAT/NAP 


Start 


323 


End 


406 


GI 


6721547 


Score 


82 


Exons 


323. .406 






GI Descrip. 


(AP001073) Similar to Oryza ; 


sativa gene for Pib. (AB013448) 


Seq . No . 


29574 


Seq. ID 


OJ000210_15.0302.C8 


Gene No. 


61066 


Strand 


+ 


Start 


1898 


End 


3256 


Name 


OJ000210 15.0302.C8.ol.np 


Method 


AAT/NAP 


Start 


1898 


End 


3256 


GI 


860891 


Score 


102 


Exons 


1898.. 2078, 3212.. 3256 






GI Descrip. 


(X87636) PSII cytochome b559 


alpha chain [Beta vulgaris] 




gil 860897 | emb| CAA60972 | (X87637) PSII 


cytochrome b599 alpha 




chain [Beta vulgaris] 






Seq. No. 


29574 


Seq. ID 


OJ000210_15.0302.C8 


Gene No. 


61067 


Strand 




Start 


45 


End 


4651 


Name 


OJ000210 15.0302.C8.ol.gs 


Method 


GENSCAN 


Start 


45 


End 


4651 


GI 


none 


Score 


.46 


Exons 


45. .154, 607. .727, 761. .917, 


1270. .1535, 2468.. 2580, 4591.. 


Seq. No. 


29574 


Seq. ID 


OJ000210_15.0302.C8 


Gene jno. 


6i067 


Strand 




Start 


45 


End 


4651 


Name 


OJ000210 15-0302. C8.ol.gp 


Method 


AAT/GAP 



29429 




Start 


1271 


End 


1870 




GI 


5607605 


Score 


94 




Exons 


1271. .1291, 1794. .1870 








GI Descrip. 


11957/emb|X15901|CHOSXX l.Oe- 


158 Rice 


complete chloroplast 




genome 








Seq. No. 


29574 


Seq. ID 


OJ000210 15 


. 0302 .C8 


Gene No. 


61068 


Strand 






Start 


8498 


End 


'8737 




Name 


OJ000210 15.0302.C8.o3.gs 


Method 


GENSCAN 




Start 


8498 


End 


8737 




GI 


• none 


Score 


.71 




Exons 


8498. .8737 








Seq. No. 


29575 


Seq. ID 


OJ000210 15 


. 0302 .C9 


Gene No. 


61069 


Strand 






Start 


486 


End 


900 




Name 


OJ000210 15.0302.C9.ol.gs 


Method 


GENSCAN 




Start 


486 


End 


900 




GI 


none 


Score 


.61 




Exons 


486. .593, 757. .900 








Seq. No. 


29576 


Seq. ID 


OJ000210 15 


.0302. C10 


Gene No . 


61070 


Strand 






Start 


98 


End 


836 




Name 


OJ000210 15.0302.C10.ol.gs 


Method 


GENSCAN 




Start 


98 


End 


713 




GI 


none 


Score 


.64 




Exons 


98.. 308, 671.. 713 








Seq. No. 


29576 


Seq. ID 


OJ000210 15 


. 0302 .C10 


Gene No. 


61070 


Strand 






Of a <rf 

o tart 


98 


End 


836 




Name 


OJ000210 15.0302.C10.ol.np 


Method 


AAT/NAP 




Start 


255 


End 


836 




GI 


5042454 


Score 


204 




Exons 


255. .315, 677. .836 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


29577 


Seq. ID 


OJ000210 15 


.0302 Cll 


Gene No . 


61071 


Strand 


+ — 




Start 


1181 


End 


2727 




Name 


OJ000210 15.0302.Cll.ol.gs 


Method 


GENSCAN 




Start 


1181 


End 


2727 




GI 


none 


Score 


.72 




Exons 


1181. .1265, 2387. .2511, 2635. 


.2727 






Seq. No. 


29577 


Seq. ID 


OJ000210_15 


.0302. Cll 


Gene No. 


61072 


Strand 






Start 


14095 


End 


17849 




Name 


OJ000210 15.0302.Cll.ol.np 


Method 


AAT/NAP 




Start 


13154 


End 


15629 




GI' 


3924594 


Score 


95 




Exons 


13154. .13227, 15431.. 15629 








r-r r\ _ 


(AF0694 42) putative ribonucleoprotein 


[Arabidopsis 


thaliana] 



gi|4262139|gb|AAD14439| (AC005275) putative ribonucleoprotein 
[Arabidopsis thaliana] 



29430 




Seq. No. 


29577 


Seq. ID 


OJ000210_15.0302 


.Cll 


Gene No. 


61072 


Strand 






Start 


14095 


End 


17849 




Name 


OJ000210 15.0302.Cll.o3.gs 


Method 


GEN SCAN 




Start 


14095 


End 


17596 




GI 


none 


Score 


.68 




Exons 


14095. .14213, 15461. .15557, 


15605. .15697, 16084 .. 16156, 






16626. .16668, 16951 .. 16978, 


17510. .17596 




Seq, No. 


29577 ' 


Seq. ID 


OJ000210_15.0302 


.Cll 


Gene No. 


61072 


Strand 






Start 


14095 


End 


17849 




Name 


OJ000210 15.0302.Cll.o2.np 


Method 


AAT/NAP 




Start 


16205 


End 


17849 




GI 


5042454 


Score 


246 




Exons 


16205. .16265, 16632 16800, 


17496. .17569, 17743. .17849 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat iva 1 




Seq. No. 


29578 


Seq. ID 


OJ000210 15 0302 


.C12 


Gene No. 


61073 


.Strand 


+ ~ 




Start 


1 


End 


917 




Name 


OJ000210 15.0302.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


917 




GI 


6907089 


Score" 


1525 




Exons 


1. .917 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


cat i v3 1 




Seq. No. 


29579 


Seq. ID 


OJ000210 15 0302 


.C13 


Gene No. 


61074 


Strand 


+ ~ 




Start 


1 


End 


567 




Name 


OJ000210 15.0302.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


567 




GI 


5803259 


Score 


700 




Exons 


1..567 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29579 


Seq. ID 


OJ000210_15.0302 


.C13 


Gene No. 


' 61074 


Strand 


+ 




Start 


1 


End 


567 " 




Name 


OJ000210 15.0302.C13.ol.gs 


Method 


GENSCAN 




Start 


182 


End 


498 




GI 


none 


Score 


.8 




Exons 


182. .498 








Seq. No. 


29580 


Seq. ID 


OJ000210 15.0302 


.C14 


Gene No. 


61075 


Strand 


+ 




Start 


1 


End 


819 




Name 


OJ000210 15.0302.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


819 




GI 


6498441 


Score 


1003 




Exons 


1..626, 774. .819 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


29580 


Seq. ID 


OJ000210_15.0302 


.C14 



29431 



Gene No. 61075 Strand + 

Start 1 End 819 

Name OJ000210_15 . 0302 . C14 . ol . gs Method GEN SCAN 

Start 74 End 731 

GI none Score .44 

Exons 74.. 272, 315.. 731 



Seq. No. 29581 

Gene No. 61076 

Start 231 

Name OJ000210_15 . 0302 . C15 . ol . gs 

Start 231 

GI none 

Exons 231.. 274 



Seq. ID OJ000210_15.0302.C15 

Strand + 

End 274 

Method GEN SCAN 

End 274 

Score .58 



Seq. No. 29582 Seq. ID OJ000210_15 . 0302 . C16 

Gene No. 61077 Strand 

Start 1 End 844 

Name OJ000210_15 . 0302 . C16 . ol . np Method AAT/NAP 

Start 1 End 844 

GI 6498441 Score 876 

Exons 1. .441, 616. .844 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


29582 






Seq. ID 


OJ000210_15.0302 


.C16 


Gene No. 


61077 






Strand 






Start 


1 






End 


844 




Name 


OJ000210 


15.0302.C16.ol 


. gs 


Method 


GEN SCAN 




Start 


93 






End 


815 




GI 


none 






Score 


.57 




Exons 


93. .815 












Seq. No. 


29582 






Seq. ID 


OJ000210_15.0302 


.C16 


Gerie No. 


61077 






Strand 






Start 


1 






End ' 


844 




Name 


OJ000210 


15.0302.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


334 






End 


729 




GI 


none 






Score 


280 




Exons 


334. .729, 


337.. 687, 345 


. .728 








Seq. No. 


29582 






Seq. ID 


OJ000210_15.0302 


.C16 


Gene No. 


61077 






Strand 






Start 


1 






End 


844 




Name 


OJ000210 


15.0302.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


345 






End 


650 




GI 


none 






Score 


84 




Exons 


345. .650, 


490. .633 










Seq. No. 


29582 






Seq. ID 


OJ000210JL5.0302 


.C16 


Gene No. 


61077 






Strand 






Start 


1 






End 


844 




Name 


OJ000210 


15.0302.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


402 






End 


786 




GI 


none 






Score 


234 




Exons 


402. .785, 


421. .786 











29432 




Seq. No. 


29583 




Seq. ID 


OJ000210_ 


15 


.0302 


.C17 


Gene No. 


61078 




Strand 


+ 








Start 


1 




End 


903 








Name 


OJ000210 15.0302.C17.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


903 








GI 


5803259 




Score 


946 








Exons 


1. .903 














GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


29583 




Seq. ID 


OJ000210_ 


15 


.0302 


.C17 


Gene No. 


61078 




Strand 


+ 








Start 


1 




End 


903 








Name 


OJ000210 15.0302.C17.ol 


.gs 


. Method 


GENS CAN 








Start 


45 


End 


717 








GI 


none 




Score 


.73 








Exons 


45. .164, 293. .717 














Seq. No. 


29584 




Seq. ID 


OJ000210_ 




.0302 


.C18 


Gene No. 


61079 




Strand 










Start 


31 




End 


157 








Name 


OJ000210 15.0302.C18.ol 


.gs 


Method 


GENSCAN 








Start 


31 


End 


157 








GI 


none 




Score: 


.55 








Exons 


31. .157 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



29585 
61080 
169 

OJ000210_11.0302.C2.ol.np 

151 

5305740 



OJ000210 11. 0302. C2 



Seq. ID 
Strand 

End 4147 
Method AAT/NAP 
End 4107 
Score 1543 

151. .291, 377. .439, 525. .641, 1090. .1212, 1289. .1381, 
1481.. 1600, 1815. .1931, 2085. .2180, 2278. .2427, 2799.-2953, 
3039.. 3079, 3158.. 3240, 3710.. 4107 

(AF135862) precursor monof unctional aspartokinase [Glycine max] 



29585 Seq. ID 

61080 Strand 

169 End 
OJ000210JL1 . 0302 . C2 . o2 . tm " Method 

154 End 

none Score 

154. .294, 160. .294, 357. .449, 374. .487, 518. .640, 525. .644, 
527. .643 



OJ000210_11.0302.C2 
4147 

TBLASTX: Maize 

644 

107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29585 
61080 
169 

OJ000210_11 . 0302 . C2 . ol . gs 

169 

none 



Seq. ID OJ000210_11.0302.C2 
Strand 

End 4147 

Method GENSCAN 

End 4147 

Score .68 



169. .262, 388.-488, 525.. 670, 1011.. 1122, 1289.. 1381, 
1481.. 1600, 1815. .1931, 2278.. 2427, 2799.. 2953, 3039.. 3079, 
315B..3240, 3710. .4147 



Seq. No. 



29585 



Seq. ID OJ000210 11. 0302. C2 



29433 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



61080 Strand 

169 End 

OJ000210_11 . 0302 . C2 ..ol . tw Method 

173 End 

none Score 



4147 

TBLASTX: Wheat 

1146 

82 



173. .292, 181. .294, 221. .292, 356. .487, 375. .443, 520. .612, 
520. .642, 525. .695, 594. .644, 1048. .1146 



29585 
61080 
169 

OJ000210_ 
196 
none 

196. .294, 
593. .643, 
1096. .122 
1286.. 1384, 1481 
2070. .218 



11.0302.C2.ol.tc 



2279. .244 
3152.. 3247, 3157 



Seq. ID OJ000210_11.0302.C2 
Strand 

End 4147 
Method TBLASTX : Cress 
End 3856 
Score 85 

357. .440, 374. .442, 375. .443, 520. .612, 525. .644, 
600. .644, 1089. .1220, 1094.. 1219, 1096.. 1224, 
1, 1273. .1368, 1273. .1341, 1280. .1378, 1281. .1373, 
1600, 1482. .1601, 1812. .1931, 1813. .1932, 
3, 2071. .2181,^2273. .2419, 2277. .2420, 2278. .2430, 
0, 2313. .2468, 2760. .2948, 2768. .2947, 2799. .2960, 
3240, 3714. .3848, 3725. .3856 



Seq. No. 29585 Seq. I 

Gene No. 61080 Strand 

Start 169 End 

Name OJ000210_11 . 0302 . C2 . ol . ts Method 

Start 208 End 

GI none Score 

Exons 208.. 294, 221.. 292, 356.. 487, 375.. 4 

1048. .1200, 1094. .1219, 1096. .1221, 

1286. .1387, 1481. .1600, 1482. .1601, 

1812. .1931, 1813. .1935, 2070. .2174, 

2277. .2420, 2278. .2430, 2278. .2430, 

2803.. 2928, 2820.. 2942, 3152.. 3247, 
3726. .3848 



D OJ000210_11.0302.C2 
4147 

TBLASTX : Soybean 
3848 
68 

43, 525. .644, 526. .612, 
1280. .1378, 1281. .1379, 
1491. .1601, 1516. .1602, 
2071. .2175, 2276. .2419, 
2279. .2440, 2799. .2948, 
3157. .3240, 3725. .3847, 



Seq. No. 29585 
Gene No. 61080 
Start 169 

Name OJ000210_11 . 0302 . C2 . ol . tm 

Start 1089 
GI none 

Exons 1089.. 1214, 1097.. 1219, 1099. 

1286. .1387, 1430. .1600, 1463. 
1812. .1931, 1815. .1934, 2070. 
2084.. 2203, 2273.. 2419, 2278. 
2799.. 2951, 2803.. 2952 



Seq. ID OJ000210_11.0302.C2 
Strand 

End 4147 

Method TBLASTX : Mai ze 

End 2952 

Score 45 

.1221, 1280. .1378, 1281. .1379, 
.1594, 1480. .1614, 1482. .1601, 
.2183, 2071. .2181, 2083. .2190, 
.2430, 2279. .2437, 2799. .2948, 



Seq. No. 29585 

Gene No. 61080 

Start 169 

Name OJ0002 10JL1 . 0302 . C2 . o3 . tm 

Start 3714 

GI none 

Exons 3714.. 3857, 3725.. 3859 



Seq. ID OJ000210_11.0302.C2 
Strand 

End -4147 

Method TBLASTX: Maize 

End 3859 

Score 173 



Seq. No. 



29586 



Seq. ID OJ000210_11.0302.C3 



29434 



Gene No. 61081 Strand 

Start 1133 End 

Name OJ0002KM.1 . 0302 . C3 . ol . gs Method 

Start 1133 End 

GI none Score 

Exons 1133.. 1516 



+ 

1516 
GEN SCAN 
1516 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29586 
61082 
1325 

OJ000210_11.0302.C3.ol.tm 

936 

none 



Seq. ID OJ000210_11.0302.C3 
Strand 

End 6233 

Method TBLASTX : Mai ze 

End 1887 

Score 105 



936. .980, 1097. .1201, 1115. .1210, 1319. .1495, 1319. .1495, 
1326.. 1496, 1333. .1497, 1824. .1883, 1825.. 1887, 1828.. 1887 



Seq. No. 29586 

Gene No. 61082 

Start 1325 

Name OJ000210_11 . 0302 . C3 . ol . tc 

Start 1100 

GI none 
Exons 



Seq. ID OJ000210_11.0302.C3 
Strand 

End " 6233 

Method TBLASTX : Cress 

End 1947 

Score 167 



1100. .1201, 1319. .1498, 1326. .1496, 1824. .1862, 1857. .1922, 
1858. .1947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29586 
61082 
1325 

OJ000210_11.0302.C3.ol.ts 

1115 

none 



Seq. ID OJ000210_11.0302.C3 
Strand 

End 6233 

Method TBLASTX : Soybean 

End 1478 

Score 44 



1115. .1201, 1134. .1199, 1317. .1478, 1319. .1477 



29586 
61082 
1325 

OJ000210_11.0302.C3.ol.np 

1325 

3757520 



Seq. ID OJ000210__11.0302.C3 
Strand 

End 6233 

Method AAT/NAP 

End 6233 

Score 148 



1325. .1598, 1897. .2054, 3040. .3141, 6214. .6233 

(AC005167) bHLH transcription factor [Arabidopsis thaliana] 



29586 
61082 
1325 

OJ000210_11.0302.C3.o2.gs 

1785 

none 



Seq. ID OJ000210_11.0302.C3 
Strand 

End 6233 

Method GENSCAN 

End ' 374 9 

Score .53 



1785.. 2054, 2277.. 2429, 3040.. 3749 



29586 
61082 
1325 

OJ000210JL1 . 0302 . C3 . o2 . ts 

1630 

none 



Seq. ID OJ000210JL1.0302.C3 
Strand 

End 6233 

Method TBLASTX : Soybean 

End 3148 

Score 110 



1830. .1925, 1840. .1929, 1933. .2055, 1968. .2060, 1968. .2057, 



29435 



3037. .3135, 3037.. 3135, 3041. .3148 



Seq. No. 


29586 


Seq. ID 


OJ000210_11.0302.C3 


Gone No - 


61082 


Strand 




Start 


1325 


End 


6233 


Name 


OJ000210 11 0302 C3 o2 tm 


Method 


TBLASTX : Maize 


Start 


3028 ~ 


End 


3258 


GI 


none 


Score 


147 


Exons 


3028.. 3135, 3031.. 3135, 3035 


..3148, 3187. .3258, 3188. .3250 


Seq. No. 


29587 


Seq.' ID 


OJ000210_11.0302.C4 


Gene No . 


61083 


Strand 




Start 


120 


End 


1840 


Name 


OJ000210 11.0302.C4.ol.gs 


Method 


GENSCAN 


Start 


120 


End 


1840 


GI 


none 


Score 


.49 


Exons 


120.. 225, 594.. 670, 980.. 1057, 1139.. 1243, 1673.. .1840 


Seq. No. 


29587 


Seq. ID 


OJ000210_11.0302.C4 


Gene No . 


61084 


Strand 




Start 


1849 


End 


2090 


Name 


OJ000210 11.0302.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1558 


End 


1978 


GI 


none 


Score 


57 


i~j \y lio 


1558. .1599, 1609. .1647, 1610 


..1648, 1651. .1695, 1651. .1695, 




1763.. 1837, 1786.. 1806, 1824 


..1973, 1838. .1978, 1840. .1971 


Seq. No. 


29587 


Seq. ID 


OJ000210_11.0302.C4 


Gene No 


61084 


Strand 




Start 


1849 


End 


2090 


Name 


OJ000210 11.0302.C4.ol.np 


Method 


AAT/NAP 


Start 


1849 


End 


2090 


GI 


4455250 


Score 


46 


Exnn s 


1849.. 1973, 2032.. 2090 






GI Descrip. 


(AL035523) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


29588 


Seq. ID 


OJ000210_11.0302.C5 


Gen.e No . 


61085 


Strand 




Start 


1 


End 


1373 


Name 


.OJ000210 11.0302.C5.ol.np' 


Method 


AAT/NAP 


Start 


1 


End 


1372 


GI 


4455250 


Score 


311 


Exons 


1..176, 254. .294, 596. .665, 


1045. .1179, 


1271.. 1372 


GI Dpsctid 

vj .i. ^/ ^> o v.^ ,x» ^ k-/ • 


(AL035523) putative protein 


[Arabidopsis thaliana] 


Sea No 


29588 


Seq. ID 


OJ000210_11.0302.C5 


Gene No. 


61085 


Strand 




Start 


1 


End 


1373 


Name 


OJ000210 11.0302.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


22 


End 


1373 


GI 


none 


Score 


150 


Exons 


22. .78, 75. .179, 81. .179, 253. .294, 254 


..295, 255. .296, 




421. .471, 428. .472, 429. .470, 586. .666, 


591. .671, 1024. .110 




1042. .1107, 1044.. 1115, 1103 


..1150, 1108. .1161, 1108. .1161, 




1245.. 1367, 1253.. 1372, 1254 


. .1373 





Seq. No. 



29588 



Seq. ID OJ000210 11. 0302. C5 



29436 



Gene No. 61085 Strand 

Start 1 End 1373 

Name OJ000210_11 . 0302 .C5 . ol . gp Method AAT/GAP 

Start 44 End 1310 

GI 23842_1.R1084 Score 730 

Exons 44. .176, 254.-294, 427. .468, 596. .665, 1045. .1166, 1255. .1310 
GI Descrip. 1 4455250/emb | CAB36749 . 1 | 1.0e-34 (AL035523) putative protein 
[Arabidopsis thaliana] 1 

Seq. No. 29588 Seq. ID OJ000210_11 . 0302 . C5 

Gene No. 61085 Strand 

Start 1 End 1373 

Name OJ000210_11.0302.C5.ol.gs Method GENSCAN 

Start 54 End ' 1166 

GI none Score .76 

Exons 54. .176, 254. .294, 596. .665, 1045. .1166 

Seq. No. 29588 Seq. ID OJ000210_11 . 0302 . C5 

Gene No. 61085 Strand 

Start 1 End 1373 

Name OJ000210_11.0302.C5.ol.ts Method TBLASTX : Soybean 

Start 96 End 1373 

GI none Score • 64 

Exons 96.. 179., 1042.. 1158, 1057.. 1146, 1267.. 1350, 1268.. 1372, 
1269.. 1373 

Seq. No. , 29589 Seq. ID OJ000210_11 . 0302 . C6 

Gene No. 61086 Strand 

Start 24 End 3678 

Name OJ000210_11.0302.C6.ol.gs Method GENSCAN 

Start 24 End 3577 

GI none Score .84 

Exons 24. .94, 147. .263, 617. .644, 1030. .1092, 2659. .2843, 3176. .3577 

Seq. No. 29589 Seq. ID OJ000210_11 . 0302 . C6 

Gene No. «■ . 61086 Strand 

Start 24 End 3678 

Name OJ000210_11 . 0302 .C6.ol . gp Method AAT/GAP 

Start . 1397 End 3678 

GI none Score 1394 

Exons 1397.. 1433, 2659.. 2843, 3176.. 3678' 

Seq. No. 29589 Seq. ID OJ000210_11 . 0302 . C6 

Gene No. 61087 Strand 

Start 5284 End 5573 

Name OJ000210_11 . 0302 .C6. ol . tm Method TBLASTX: Maize 

Start 2 End 7 66 

GI none Score 82 

Exons 2. .97, 2. .91, 6. .95, 7. .96, 189. .266, 189. .266, 618. .647, 
731.. 766 

Seq. No. 29589 Seq. ID OJ000210_11 . 0302 . C6 

Gene No. 61087 Strand 

Start 5284 End 5573 

Name GJ000210_iI.G302.C6.o2.gs Method GENSCAN 

Start 5284 End 5573 

GI none Score .44 



29437 



Exons 



5284. .5573 



Seq. No. 29590 

Gene No. 61088 

Start 1955 

Name • OJ000210JL1 . 0302 . C7 . ol . gs 

Start 1955 

GI none 

Exons 1955.. 2074 



Seq. ID OJ000210_11.0302.C7 

Strand + 

End 2074 

Method GEN SCAN 

End 2074 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29590 
61089 
4690 

OJ000210_11 . 0302 . C7 . o2 . gs 

4690 

none 

4690. .4896, 



5016. 
7212. .7248, 7491. 



.5075, 5174. 
.7585, 8408. 



Seq. ID OJ000210_11.0302.C7 . 

Strand + 

End 8623 

Method GEN SCAN 

End 8 603 

Score .85 

.5341, 6080. .6143, 6577. .6872, 
.8603 



Seq. No. 29590 

Gene No. 61089 

Start 4690 

Name OJ000210_11 . 0302 . C7 . ol . 

Start 4693 . 

GI 4204311 

Exons 4693.. 4896, 5016.. 5075, 
GI Descrip. (AC003027) lcl|prt_seq 
thaliana] 

Seq. No. 29590 

Gene No. 61089 

Start 4690 

Name OJ000210_11 . 0302 . C7 . ol . 

Start 6971 

GI none 

Exons . 6971.. 7085, 7212.. 7248, 



Seq. ID OJ000210_11.0302.C7 

Strand + 

End 8 623 

np Method AAT/NAP 

End . 6881 

Score 330 
5174. .5341, 6080.. 6170, 6577. .6881 
No definition line found [Arabidopsis 



Seq. ID OJ000210_11.0302.C7 

Strand + 

End 8623 

gp Method AAT/GAP 

End 8623 

Score 64 6 
7491. .7585, 8408. .8464, 8543. .8623 



Seq. No. 


29591 






Seq. ID 


OJ0.00210_ll.0302 


.C8 


Gene No. 


61090 






Strand 






Start 


552 






End 


773 




Name 


OJ000210 


11. 0302. C8. 


ol . gs 


Method 


GENSCAN 




Start 


552 






End 


773 




GI 


none 






Score 


.4 




Exons 


552. .773 












Seq. No. 


29592 






Seq. ID 


OJ000210JL1.0302 


.C10 


Gene No. 


61091 






Strand 






Start 


296 






End 


574 




Name 


OJ000210 


11. 0302. C10 


.ol. tm 


Method ' 


TBLASTX: Maize 




Start 


296 






End 


574 




GI 


none 






Score 


165 




Exons 


296. .502, 


315. .542, 


530. .574 








Seq. No. 


29593 






Seq. ID 


OJ000210 11.0302 


.Cll 


Gene No . 


61092 






Strand 


+ 




Start 


22144 






End 


22479 




Name 


OJ000210_ 


11.0302.C11 


.o2 .gs 


Method 


GENSCAN 





29438 



Start 
GI 

Exons 



22144 
none 

22144. .22479 



End 
Score 



22479 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29593 Seq. ID OJ000210_11 . 0302 .Cll 

61093 Strand + 

28352 End 31475 

OJ000210_11 . 0302 . Cll . 06 . np Method AAT/NAP 

28352 End 31427 

4755194 Score 245 

28352. .28375, 30739.. 31427 

(AC007018) hypothetical protein [Arabidopsis thaliana] 
gi|4755195|gb|AAD29062.1|AC007018_10 (AC007018) hypothetical 
protein [Arabidopsis thaliana] 



29593 Seq. ID 

61093 Strand 

28352 End 
OJ000210JL1. 0302. Cll. oS.gs Method 

29128 End 

none Score 
29128. .31410 



OJ000210JL1. 0302. Cll 
+ 

31475 
GENS CAN 
31410 
.96 



Seq. No. - 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29593 *Seq. ID 

61093 Strand 

28352 End 

OJ000210_11 . 0302 .Cll . o5 . np Method 

29933 End 

6437559 Score 
29933. .30143, 30942. .31475 

(AC011623) putative DnaJ protein [Arabidopsis thaliana] 



OJ000210_11. 0302. Cll 
+ 

31475 
AAT/NAP 
31475 
193 



29593 Seq. ID OJ000210 

61094 Strand + 

34789 End 34923 

OJ000210_11 . 0302 . Cll . o5 . gp Method AAT/GAP 

34789 End 34923 

none Score 240 
34789. .34923 



11. 0302. Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



29593 
61095 
759 

OJ000210_11 . 0302 .Cll . ol . gs 

759 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210JL1. 0302. Cll 

21526 
GENSCAN 
21526 
.68 

759. .931, 1120.. 1471, 1543. .1842, 2119. .2257, 2799. .2915, 
4851.. 5034, 6225. .6338, 6553.-6665, 6753.. 6943, 7357.. 8267, 
83S8..8422, 8768. .8887, 9031. .9195, 9317.. 9494, 9614.. 9698, 
9814.. 9975, 10093 .. 1014 9, 10301 10396, 10506 .. 10612 , 
10730. .10812, 11790. .11904, 12556 .. 12602, 15798 .. 16027 , 
16543. .16591, 19556 .. 19688, 19765 .. 19929, 21403.. 21526 



29593 
61095 
759 

OJ000210_11 . 0302 . Cll . o2 . gp 



Seq. ID OJ000210 11. 0302. Cll 
Strand 

End 21526 

Method AAT/GAP 



29439 



Start 5722 End 6877 

GI 7253_2. R1084 Score 1524 

Exons 5722.. 6251, 6518.. 6665, 6753.. 6877 

GI Descrip. '2245394 1.0e-22 (U89771) ARFl-binding protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



29593 
61095 
759 

OJ000210_11. 0302. Cll. ol 
6196 
2245378 

6196.. 6274, 6579.. 6665, 
8092.. 8163, 8350.. 8526, 
9270.. 9360, 9614.. 9698, 
10506. .10658 
(U83245) auxin response 
gi I 5080809 |gb|AAD39318.1|AC007258 
factor -1 [Arabidopsis thaliana] 



. np 



6753. 
8606. 
9814. 



Seq. ID OJ000210_11.0302.C11 
Strand 

End . 21526 

Method AAT/NAP 

End 10658 

Score 1153 
6943, 7357.. 7658, 



.8678, 
.9954, 



8768. .8887, 



7920. 
9031, 



,8010, 
,9195, 



10093. .10149, 10301. .10396, 



factor 1 [Arabidopsis thaliana] 

7 (AC007258) auxin response 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29593 Seq. ID OJ000210_11 . 0302 .Cll 

61095 Strand 

759 End 21526 

OJ000210_11. 0302. Cll. o3.gp Method AAT/GAP 

7452 End 8176 

27491_1.R1084 Score 1438 

7452. .8176 

•4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



29593 
61095 
759 

OJ000210_11 . 0302 . Cll . o4 . gp 
9275 

12155JL.R1084 
9275.. 9360, 9614.. 9698, 



OJ000210 11. 0302. Cll 



Seq. ID _ 
Strand 

End 21526 
Method AAT/GAP 
End 10159 
Score 68 6 
9814. .9975, 10093. .10159 
'2245378 3.0e-43 (U83245) auxin response factor 1 [Arabidopsis 
thaliana] >gi_5080809_gb_AAD39318 . 1_AC007258_7 (AC007258) auxin 
response factor 1 [Arabidopsis thaliana] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29593 
61096 
22168 

OJ000210_11 . 0302 . Cll . o5 . tm 

1030 

none 

1030. .1188, 1031. .1282, 1047. 

29593 
61096 
22168 

OJ000210_11. 0302. Cll. ol.tw 

2128 

none 

2128.. 2190, 2219.. 2284, 2302. 
6753.. 6953, 7354.. 7449, 7356. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1214 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000210JL1. 0302. Cll 
34992 

TBLASTX: Maize 

1282 

148 



OJ000210 11. 0302. Cll 



34992 

TBLASTX: Wheat 
7596 
242 

2331, 6749.. 6946, 6752. 
7448, 7411. .7536, 7454, 



,6946, 
,7522, 



29440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



7504.. 7596, 7528.. 7593 

29593 
61096 
22168 

OJ000210J1. 0302. Cll. o2.ts 

6551 

none 

65.51.-6667, 660-6.. 6665, 6752. 

6897.. 6938, 6920... 6946, 7354. 

8149. .8211, 8353.. 8451, 8446. 

8642.. 8689, 8643.. 8690, 8764. 

9030.. 9197, 9031.. 9216, 9249. 

9570. .9710, 9814. .9834 



Seq. ID OJ000210_11.0302.C11 
Strand 

End 34992 

Method TBLASTX : Soybean 

End 9834 

Score 4 3 

.6910, 6752. .6919, 6754. .6921, 
.7446, 7987. .8061, 8141. .8215, 
.8526, 8459. .8527, 8603. .8635, 
.8889, 8768. .8890, 9030. .9194, 
.9371, 9269.. 9370, 9561.. 9698, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29593 
61096 
22168 

OJ000210J1, 

6552 

none 

6552. .6665, 
6753. .6953, 
-7414 . .7563, 
7528. .7635, 
7645. .7920, 
8008. .8082, 
8401. .8445, 
8764. .8889, 
9060. .9140, 



0302.Cll.ol.tm 



6572. 
7312. 
7442. 
7544. 
7936. 
8107. 
8453. 
8765. 
9061. 



.6664, 
.7401, 
.7516, 
.7639, 
.8025, 
.8247, 
.8530, 
.8890, 
.9144, 



6740. 
7354. 
7455. 
7628. 
7940. 
8114. 
8603. 
8768. 
9061. 



29593 
61096 
22168 

OJ000210_11 . 0302 . Cll . ol . tc 

6566 

none 

6566.. 6667, 6603.. 6665, 6749. 
8149. .8217, 8356. .8451 ■ 

29593 
61096 
22168 

OJ000210_11. 0302. Cll. o2.tw 

8380 

none 

8380.. 8550, 8580.. 8681, 8603. 

29593 
61096 
22168 

OJ000210_11. 0302. Cll. o2.tc 

8461 

none 

04 CI . .8526, 8462. .6530, 8603. 
8768.. 8890, 9030.. 9194, 9030. 
9269.. 9370, 9561.. 9716, 9586. 



Seq. ID OJ000210JL1.0302.C11 
Strand 

End 34992 
Method TBLASTX : Mai ze 
End 9145 
Score 111 

.6946, 6742. .6945, 6752. .6946, 

.7464, 7356.. 7430, 7404. .7523, 

.7547, 7519. .7635, 7521. .7637," 

.7912, 7636.. 7920, 7637.. 7912, 

.8029, 7999.. 8082, 8007.. 8093, 

.8212, 8116. .8274, 8356. .8544, 

.8689, 8604.. 8690, 8605.. 8712, 

.8890, 9030.. 9056, 9030.. 9062, 

.9138, 9062.. 9145, 9062.. 9139 

Seq. ID OJ000210J1. 0302. Cll 
Strand 

End 34 992 

Method TBLASTX: Cress 

End 8451 

Score 56 

.6946, 6752.. 6946, 8005.. 8130, 



Seq. ID OJ000210JL1. 0302. Cll 
Strand 

End 34 992 

Method TBLASTX : Wheat 

End 8889 

Score 57 

.8680, 8764. .8889, 8765. .8824 

Seq. ID OJ000210J1. 0302. Cll 
Strand 

End 34992 
Method TBLASTX : Cress 
End 10625 
Score 70 

.8653, 8657. .8689, 8764. .8889, 
.9197, 9031.. 9216, 9249.. 9362, 
.9699, 9812.. 9913, 9814.. 9912, 



29441 



10081. .10149, 10307. .10399, 10338 .. 10403, 10503 10625, 
10504. .10587 



Seq. No. 29593 
Gene No. 61096 
Start 22168 

Name OJ000210_11 .0302 .Cll.o4 .tm 

Start 9269 
GI none 

Exons 9269.. 9370, 9270.. 9362, 9561.. 9698, 9586.. 9699, 9758.. 9976, 

9814.. 9975, 10081 1014 9, 10301 .. 10399, 10503 .. 10622, 
10504. .10587, 10506.. 10619 



Seq. ID OJ000210_11.0302.C11 
Strand 

End 34992 

Method TBLASTX : Mai ze 

End 10622 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29593 
61096 
22168 

OJ000210_11 . 0302 . Cll . o4 . ts 
9835 
none 

9835.. 9912, 9836.. 9913, 10096 .. 10158 , 10300 .. 10401, 
10301. .10399, 10503. .10604, 10504.. 10590 



Seq. ID OJ000210_11. 0302. Cll 
Strand 

End 34992 

Method TBLASTX : Soybean 

End 10604 

Score 82 



29593 
61096 ■ 
22168 

OJ000210JL1. 0302. Cll. o2.np 

22168 

2392895 



Seq. ID OJ000210_11. 0302. Cll 
Strand 

End 34 992 

Method AAT/NAP 

End 34992 

Score 287 



22168. .22283, 23694 .. 23989, 25450 .. 25882 , 25919 .. 25994 , 
34880. .34992 

(AF017056) brassinosteroid insensitive 1 [Arabidopsis thaliana] 
gi | 5042156 | emb| CAB44675 . 1 1 (AL078620) brassinosteroid 





insensitive 1 gene (BRI1) 


[Arabidopsis 


thaliana] 




Seq. No. 


29593 


Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 


Strand 






Start 


22168 


End 


34992 




Name 


OJ000210 11.0302.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


23689 


End 


23994 




GI 


none 


Score 


136 




Exons 


23689. .23994, 23689.. 23991 








Seq. No. 


29593 


Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 


Strand 






Start 


22168 


End 


34992 




Name 


OJ000210 11.0302.Cll.o7.tm 


Method 


TBLASTX: Maize 




Start 


23794 


End 


23994 




GI 


none 


Score 


83 




Exons 


23794.-23838, 23800.. 23892 


, 23837. .23893, 23893 23991, 






23894. .23992, 23894.. 23992 


, 23899.. 23994 




Seq. No. 


29593 


Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 


Strand 






Start 


22168 


End 


34992 




Name 


OJ000210 11.0302.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


25503 


End 


25844 




GI 


none 


Score 


72 





29442 




Exons 


25503. .25691, 25513. 


. 25671, 


25719. .25844 




Seq. No. 


29593 




Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 




Strand 


— 




Start 


22168 




End 


34992 




Name 


OJ000210 11.0302.C11 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


25515 




End 


25880 




GI 


none 




Score 


255 




Exons 


25515. .25880 










Seq. No. 


29593 




Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 




Strand 


— 




Start 


22168 




End 


34992 




Name 


OJ000210 11.0302.C11 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


25533 




End 


25880 




GI 


none 




Score 


74 




Exons 


25533. .25880, 25537. 


.25821 








Seq. No. 


"29593 




Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 




Strand 






Start 


22168 




End 


34992 




Name 


OJ000210 11.0302.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


25,550 




End 


26016 




GI 


none 




" Score 


293 




Exons 


25550. .25873, 25554 . 


.25916, 


25555. .25926, 25880 25966, 






25881. .25988, 25884 . 


.26009, 


25915. .26013, 25972.. 26016 




Seq. No. 


29593 




Seq. ID 


OJ000210JL1.0302 


.Cll 


Gene No. 


61096 




Strand 






Start 


22168 




End 


34992 




Name 


OJ000210 11.0302.C11 


. o4 . qs 


Method 


GENSCAN 




Start 


27639 ~ 




End 


28980 




GI 


none 




Score 


.81 




Exons 


27639. .27707, 28361. 


.28450, 


28792. .28980 




Seq. No. 


29593 




Seq. ID 


OJ000210_11.0302 


.Cll 


Gene No. 


61096 




Strand 






Start 


22168 ' 




End 


34992 




Name 


OJ000210 11.0302.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


29891 




End 


31110 




GI 


none 




Score 


97 




Exons 


29891. .30064, 29892. 


.30065, 


29893. .30336, 29958 . .30335, 






30757. .30819, 30901. 


.30975, 


31060. .31110 




Seq. No. 


29593 




Seq. ID 


OJ000210J.1.0302 


.Cll 


Gene No. 


61096 




Strand 






Start 


22168 




End 


34992 




Name 


OJ000210 11. 0302 .CI 1 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


30505 ~ 




End 


30725 




GI 


none 




Score 


222 




Exons 


30505. .30720, 30505. 


. 30714, 


30507. .30725 




Seq. No. 


29593 




Seq. ID 


OJ000210__11.0302, 


.Cll 


Gene No. 


61096 




Strand 






Start 


22168 




End 


34992 




Name 


OJ000210 11.0302.C11 


.06. gs 


Method 


GENSCAN 




Start 


32922 




End 


33768 





29443 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■, 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

32922. .33036, 33614.. 33768 

29594 
61097 
1 

OJ000210_ll.0302.C12.ol.np 
1 

4995890- 4 



Score 



.61 



Seq. ID OJ000210_11.0302.C12 
Strand 

End 1855 
Method AAT/NAP 
End 1855 
Score 998 

1..89, 290. .456, 545. .671, 773. .934, 1463. .1626, 1720. .1855 
(AJ242659) serine palmitoyltransferase [Solanum tuberosum] 



29594 
61097 
1 

OJ000210_11.0302.C12.ol.tc 

218 

none 



Seq. ID OJ000210_11.0302.C12 
Strand 

End 1855 

Method TBLASTX : Cress 

End 674 

Score 131 



218. .457, 291. .398, 292. .426, 299. .457, 516. .674, 544. .645 



29594 
61097 
1 

OJ000210_11 . 0302 . C12 . ol . gs 

290 

none 

290. .456, 545. .671, 773. .922 



Seq. ID OJ000210_11.0302.C12 
Strand 

End 1855 

Method GENS CAN 

End 922 

Score .77 



29594 
61097 
1 

OJ000210_11.0302.C12.ol.tm 
326 
none 



Seq. ID OJ000210_11.0302.C12 
Strand 

1855 

TBLASTX: Maize 
1588 
175 



End 

Method 
End 
Score 

326. .457, 326..4S7, 327. .458, 328. .459, 328. .459, 516. .695, 
544. .675, 758. .937, 774. .815, 776. .931, 858. .935, 1457. .1585, 
1461. .1586, 1463. .1588 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



29594 
61097 
1 

OJ000210_ll.0302.C12.ol.ts 

591 

none 



Seq. ID OJ000210_11.0302.C12 
Strand 

End 1855 

Method TBLASTX : Soybean 

End 1816 

Score 156 



591. .674, 773. .931, 782. .937, 864. .935, 1456. .1611, 1457. .1612, 
1461. .1628, 1463. .1660, 1485. .1628, 1721. .1816, 1722. .1814 



29594 
61097 
1 

OJ000210_11.0302.C12.o2.tc 

800 

none 



Seq. ID OJ000210_11.0302.C12 
Strand 

End 1855 

Method TBLASTX: Cress 

End 1609 

Score 81 



800. .931, 801... 920, 805. .936, 1457. .1558, 1463.. 1609, 1482.. 1598 



29595 
61098 



Seq. ID OJ000210_11.0302.C15 
Strand 



29444 



Start 
Name 
Start 
GI 

Exons 



1351 End * 3051 

OJ000210_11 . 0302 . C15 . ol . gs Method GENSCAN 
1351 End 3051 

none Score .74 

1351.. 1426, 1932.. 1982, 2372.. 3051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29596 Seq. ID 

61099 ..v. Strand 

211 End 1884 

OJ000210_07 . 0302 . CI . ol . np Method AAT/NAP 

211 End 1854 

3892709 Score 733 

211. .376, 406. .519, 616. .843, 1451. .1591, 1687. 



OJ000210 07. 0302. CI 



,1854 



(AL033545) putative protein [Arabidopsis thaliana] 



29596 
61099 
211 

OJ000210_07.0302.Cl.ol.tm 

402 

none 



Seq. ID OJ00021'0_07.0302.C1 
Strand 

End. 1884 

Method TBLASTX : Mai ze 

End 1884 

Score 78 



402. .521, 409. .522, 412. .522, 616. .747, 626. .742, 755. .844, 
766. .846, 1440. .1592, 1448. .1591, 1450. .1593, 1453. .1593, . 
1672. .1872, 1685.. 1855, 1687.. 1884 



Seq. No. 


29596 




Seq. ID 


OJ000210_07.0302.C1 


Gene No. 


61099 




Strand 




Start 


211 




End 


1884 


Name 


OJ000210 07. 0302. CI 


.ol.gs 


Method 


GENSCAN 


Start 


406 




End 


1854 


GI 


none 




Score 


.91 


Exons 


406. .519, 616. .843, 


1451. .1591, 1687.. 


1854 


Seq. No. 


29596 




Seq. ID 


OJ000210_07.0302.C1 


Gene No. 


61099 




Strand 




Start 


211 




End 


1884 


Name 


OJ000210 07. 0302. CI 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


406 




End 


846 


GI 


none 




Score 


96 


Exons 


406. .525, 406. .513, 


616. .783, 


626. .718 


, 766. .846, 779. .844 


Seq. No. 


29596 




Seq. ID 


OJ000210_07.0302.C1 


Gene No.. 


61099 




Strand 




Start 


211 




End 


1884 


Name 


OJ000210 07. 0302. CI 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


409 




End 


829 


GI 


none 




Score 


69 


Exons 


409. .522, 413. .523, 


616. .753, 


626. .679 


, 754. .816, 755.-829 


Seq. No. 


29596 




Seq. ID 


OJ000210_07.0302.C1 


Gene No. 


61099 




Strand 




Start 


211 




End 


1884 


Name 


OJ000210 07. 0302. CI 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


1439 




End 


1872 


GI 


none 




Score 


109 


Exons 


1439.. 1591, 1449.. 1592, 1453. 


.1620, 1454. .1594, 1672. .1872, 



1685. .1855 



29445 




Seq. No. 


29596 


Seq. ID 


OJ000210 


_07.0302 


.CI 


Gene No. 


61099 


Strand 








Start 


211 


End 


1884 






Name 


OJ000210 07.0302.Cl.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


1461 


End 


1884 






GI 


none 


Score 


80 






Exons 


1461. .1571, 1484. .1582, 1485., 


.1574, 1673.. 1855, 


1684. .1872 




1686. . 1883, 1687. .1884 










Seq. No. 


29597 


Seq. ID 


OJ000210 


_07.0302 


.C2 


Gene No. 


61100 


Strand 


+ 






Start 


7475 


End 


12621 






Name' 


OJ000210 07.0302.C2.o2.np 


Method 


AAT/NAP 






Start 


5712 


End 


12621 






GI 


6063557 


Score 


251 






Exons 


5712. .5748, 8792. .9012, 9261., 


.9397, 12569.. 12621 




GI Descrip. 


(AP000615) similar to dJ522J7, 


.2 (Z98885) [Oryza 


sat i va ] 




Seq. No. 


29597 


Seq. ID 


OJ000210 


_07.0302 


.C2 


Gene No . 


61100 


Strand 


+ 






Start 


7475 


End 


12621 






Name 


OJ000210 07.0302.C2.o2.gs 


Method . . 


: GENSCAN 






Start 


7475 ~ 


End " 


■ 9016 






GI 


none 


Score 


.67 






Exons 


7475.. 7546, 8870. .9016 










Seq. No. 


29597 


Seq. ID 


OJ000210_ 


_07.0302 


,C2 


Gene No . 


61100 


Strand 


+ 






Start 


7475 


End 


12621 






Name 


OJ000210 07.0302.C2.o3.gs 


Method 


GENSCAN 






Start 


10526 


End 


11312 






GI 


none 


Score 


.5 






Exons 


10526. .10636, 10638 .. 10680, 10752 .. 10942, 11211 


. .11312 




Seq. No. 


29597 


Seq. ID 


OJ000210 


_07.0302 


.C2 


Gene No. 


61101 


Strand 








Start 


141 


End 


3538 






Name 


OJ000210 07.0302.C2.ol.np 


Method 


AAT/NAP 






Start 


141 


End 


3481 






GI 


4725945 


Score 


671 






Exons 


141. .372, 442. .548, 810. .888, 


1148.. 1528, 3161. 


.3481 




GI Descrip. 


(AL04 9730) putative SWH1 protein [Arabidopsis thaliana] 




Seq. No. 


29597 


Seq. ID 


OJ000210_ 


_07.0302 


.C2 


Gene No . 


61101 


Strand 








Start 


141 


End 


3538 






Name 


OJ000210 07.0302.C2.ol.gs 


Method 


GENSCAN 






Start 


142 


End 


3538 






GI 


none 


Score 


.52 






Exons 


142. .548, 810. .945, 1166.. 152£ 


t, 3164.. 


3538 






Seq. No. 


29597 


Seq. ID 


OJ000210_ 


J37.0302 


.C2 


Gene No. 


61102 


Strand 








Start 


12238 


End 


15298 






Name 


OJ000210 07.0302.C2.ol.gp 


Method 


AAT/GAP 






Start 


12238 


End 


15235 







29446 



GI 18845_1.R1084 Score 1060 

Exons 12238. .12710, 15085.. 15235 

GI Descrip. '3850571 6.0e-29 (AC005278) Similar to gb_U85207 snRNP core Sm 
protein homolog Sm-X5 from Mus musculus. EST gb_AA612141 comes 
from this gene. [Arabidopsis thaliana] ' 



Seq. No. 


29597 


Seq. ID 


OJ000210_07.0302.C2 


Gene No. 


61102 


Strand 




Start 


12238 


End 


15298 


Name 


OJ000210 07.0302.C2.o3.np 


Method 


AAT/NAP 


Start 


12594 


End 


15298 


GI 


3850571 


Score 


417 


Exons 


12594. .12710, 15085. .15298 






GI Descrip. 


(AC005278) Similar to gb|U85207 snRNP 


core Sm protein homo. 




Sm — X5 from Mus musculus . EST 


gb|AA612141 comes from this < 




[Arabidopsis thaliana] 






Seq. No. 


29597 


Seq. ID 


OJ000210 07 0302 C2 


Gene No. 


61103 


Strand 




Start 


19851 


End 


25968 


Name 


OJ000210 07.0302.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


137 


End 


355 


GI 


none 


Score 


210 


Exons 


137 355 144 344 145 354 






Seq. No. 


29597 


Seq. ID 


OJ000210 07 0302 C2 


Gene No. 


61103 


Strand 




Start 


19851 


End 


25968 


Name 


OJ000210 07.0302.C2.o3.tm 


Method 


TBLASTX : Mai ze 


Start 


141 


End 


394 


GI 


none 


Score 


78 


Exons 


141.. 299. 148 309. 148 375 


149. .394 




Seq. No. 


29597 


kJ C ^ . 1U 


OJ000210 07 030? C9 


Gene No. 


61103 


Strand 




Start 


19851 


End 


25968 


Name 


OJ000210 07.0302.C2.o3.tc 


Method 


TBLASTX: Cress 


Start 


143 


End 


342 


GI 


none 


Score 


174 


Exons 


143. .313, 145. .342 






Seq. No. 


29597 


Seq. ID 


OJ000210_07.0302.C2 


Gene No. 


61103 


Strand 




Start 


19851 


End 


25968 


Name 


OJ000210 07.0302.C2.o5.tm 


Method 


TBLASTX: Maize 


Start 


1163 


End 


1507 


GI 


none 


Score 


113 


Exons 


1163. .1378, 1164. .1346, 1394.. 


.1507 




Seq. No. 


29597 


Seq. ID 


OJ000210_07.0302.C2 


Gene No. 


61103 


Strand 




Start 


19851 


End 


25968 


Name 


OJ000210 07.0302.C2.o4.ts 


Method 


TBLASTX : Soybean 


Start 


1280 


End 


1519 


GI 


none 


Score 


71 


Exons 


1280. .1519, 1406.. 1513 







29447 




Seq. No. 


29597 








Seq. ID 


OJ000210 


_07.0302 


.C2 


Gene No. 


61103 








Strand 








Start 


19851 








End 


25968 






Name 


OJ000210 07. 0302. C2 . 


, ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


12546 








End 


12711 






GI 


none 








Score 


137 






Exons 


12546. 


.12704, 


12589. 


, . 12711, 


12591. .12710 






Seq. No. ' 


29597 






- 


Seq. ID 


OJ000210 


_07.0302 


.C2 


Gene No. 


61103 








Strand 








Start 


19851 








End 


25968 






Name 


OJ000210 07. 0302. C2. 


o2 . tc 


Method 


TBLASTX: 


Cre s s 




Start 


12589 








End 


15244 






GI 


none 








Score 


130 






Exons 


12589. 


.12711, 


12591. 


. 12710, 


15056. .15244, 15082 


. . 15243 




Seq. No. 


29597 








Seq. ID 


OJ000210 


_07.0302 


.C2 


Gene No. 


61103 








Strand 








Start 


19851 








End 


25968 






Name 


OJ00G210 07. 0302. C2. 


o3 . t s 


Method 


TBLASTX: 






Start 


12589 








End 


15268 




GI 


none 








Score 


143 






Exons 


12589. 


.12711, 


12591. 


. 12710, 


15056. .15268, 15082 


15258 




Seq. No. 


29597 








Seq. ID 


OJ000210 


07 0302 




Gene No. 


61103 








Strand 








Start 


19851 








End 


25968 






Name 


OJ000210 07. 0302. C2. 


o4 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


12590 








End 


15244 






GI 


none 








Score 


126 






Exons 


12590. 


.12697, 


12591. 


. 12710, 


12592. .12711, 15056 


15244 , 






15065. 


.15172, 


15082. 


. 15243 










Seq. No. 


29597 








Seq. ID 


OJ000210 


_07.0302 


. C2 


Gene No . 


61103 








Strand 








Start 


19851 








End 


25968 






Name 


OJ000210 07. 0302. C2. 


o2 . tm 


Method 


TBLASTX:! 


Maize 




Start 


19561 








End 


22511 






GI 


none 








Score 


45 






Exons 


19561. 


.19635, 


19579. 


. 19632, 


19667. .19726, 19705 19725, 






19716. 


.19781, 


19716. 


.19820, 


19717. .19785, 19733 


. .19804, 






19848. 


.19943, 


19848. 


.19922, 


20220. .20318, 20223 


. .20312, 






20224. 


.20319, 


20477. 


.20578, 


20488. .20583, 20677 


. .20769, 






20677. 


.20769, 


20846. 


.20914, 


20847. .20915, 20848 


. .20919, 






21063. 


.21260, 


21101. 


.21247, 


21103. .21261, 21316 


. .21429, 






21333. 


.21443, 


21336. 


.21443, 


21507. .21614, 21517 


. .21588, 






21963. 


.22097, 


21964. 


22095. 


22147. .22326, 22168 


. .22326, 






22169. 


.22327, 


22170. 


.22328, 


22421. .22510, 22425 


. .22511 




Seq. No. 


29597 








Seq. ID 


OJ000210_ 


_07.0302. 


. C2 


Gene No. 


61103 








Strand 








Start 


19851 








End 


25968 






Name 


OJ000210 07. 0302. C2. 


o2 . gp 


- Method 


AAT/GAP 






Start 


19776 








End 


20321 






GI 


2797268 






Score 


434 






Exons 


19776. 


.19919, 


20223. 


.20321 











GI Descrip. 5326994/emb | CAB46363 . 1 | 1.0e-22 (AJ223326) DNA topoisomerase I 



29448 



[Daucus carota] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29597 Seq. ID 

61103 Strand 

19851 End 

OJ000210_07 . 0302 . C2 . o5 . ts Method 

19848 End 

none Score 



OJ000210_07.0302.C2 
25968 

TBLASTX: Soybean 

20387 

85 



19848. ,19922, 19855 .. 19920, 20220 .. 20387, 20224.. 20319 



29597 
61103 
19851 

OJ000210_07 . 0302 . C2 . o5 . gs 

19851 

none 



Seq. ID OJ000210_07.0302.C2 
Strand 

End 25968 

Method GENSCAN 

End 24771 

Score .96 



19851. .19919, 20223. .20391, 20477 .. 20580, 20677 .. 20766, 

21117. .21250, 21338. .21428, 21507 .. 21587, 21964 .. 2208 9, 

22169. .22325, 22425 .. 22519, 22602 .. 22661, 23013 .. 23093, 

23207. .23401, 23542. .24771 



29597 
61103 
19851 

OJ000210_07 

19854 

none 

19854. .19922 
20224. .20319 
21105. .21260 
21514. .21588 
21964. .22104 
22421. .22519 
22599. .22664 
23015. .23095 
23246. .23404 
24256. .24336 



0302.C2.ol.tc 



19855. 
20677. 
21313. 
21959. 
22172. 
22422. 
22606. 
23184. 
23531. 



.19920, 
.20769, 
.21429, 
.22024, 
.22324, 
.22520, 
,22659, 
,23402, 
,23680, 



Seq. ID OJ000210_07.0302.C2 
Strand 

End 25968 

Method TBLASTX: Cress 

End 24336 

Score 72 
20220. .20312, 20220 .. 20318 , 
20846. .20911, 21103 .. 21234 , 
21330. .21443, 21507 .. 21614 , 
21962. .22066, 21964 .. 22104, 
22176. .22328, 22185 .. 22340, 
22426. .22521, 22427 .. 22522, 
23010. .23048, 23014 23094 , 
23193. .23402, 23207 .. 23404 , 
23539. .23679, 23785 .. 23820, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29597 
61103 
19851 

OJ000210_07 . 0302 . C2 . o4 . np 

20232 

4165154 

20232. .20391, 20477 .. 20580, 
21117. .21250, 21338. .21428, 
22169. .22325, 22425 .. 22519, 
23207. .23401, 23542 .. 23772, 
24411. .24781 

(AF115482) topoisomerase I 

29597 
61103 
19851 

OJG00210_07 . 0302 . C2 . ol . ts 

20539 

none 



Seq. ID OJ000210_07.0302.C2 
Strand 

End 25968 

Method AAT/NAP 

End 24781 

Score 1902 
20677. .20766, 2084 9 .. 20917, 
21507. .21587, 21964 .. 2208 9, 
22602. .22661, 23013 .. 23093, 
23803. .24132, 24199. .24335, 

[Nicotiana tabacum] 

Seq. ID OJ000210_07.0302.C2 
Strand 

End 25968 

Method TBLASTX : Soybean 

End 23243 

Score 51 



29449 




Exons 


20539. .20586, 20692. .20769, 


20726. .20767, 20837 


20917 , 






20846. .20914, 21103. . 21249, 


21105. .212 


81, 21342 


. .21419, 






21391. .21450, 21396. .21443, 


21507. .21614, 21511 


. .21588, 






21959. .22024, 21963. .22061, 


21964 . .22128, 21964 


. .22095, 






22168. .22323, 22169. .22324, 


22170. .22328, 22421 


. . 22519, 






22422. .22520, 22424. .22522, 


22599.-22664, 22606 


. . 22662, 






23010. .23048, 23011. .23091, 


23012. .23092, 23184 


. .23243, 






23207. .23239 










Seq. No. 


29597 


Seq. ID 


OJ000210_ 


_07.0302. 


C2 


Gene No. 


61103 


Strand 








Start 


19851 


End 


25968 






Name 


OJ000210 07.0302.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


22605 


End 


24403 






GI 


none 


Score 


102 






Exons 


22605. .22664, 22606 .. 22662, 


23010. .23048, 23011 


. .23094, 






23012. .23095, 23181. .23402, 


23207. .23404, 23207 


. . 23404, 






23531. .23683, 23535. .23861, 


23539. .23706, 23540 


. . 23890, 






237 64. .23952, 23767. .23868, 


23809. .23970, 23860 


. .23970, 






23861. .24037, 23862. .24032, 


24058. .24339, 24069 


. .24218, 






24088. .24339, 24316. .24402, 


24317. .24403 






Seq. No. 


29597 


Seq. ID 


OJ0.00210_ 


_07.0302. 


C2 


Gene No. 


61103 


Strand 








Start 


19851 


End 


25968 






Name 


OJ000210 07 . 0302.C2.o3.gp 


Method 


AAT/GAP 






Start 


24520 ~ 


End 


25426 






GI 


1631657 


Score 


568 






Exons 


24520. .24826, 25357. .25426 










Seq. No. 


29597 


Seq. ID 


OJ000210_ 


_07.0302. 


C2 


Gene No. 


61103 


Strand 








Start 


19851 


End 


25968 






Name 


OJ000210 07.0302.C2.o5.np 


Method 


AAT/NAP 






Start 


25175 


End 


25968 






GI 


6523547 


Score 


94 






Exons 


25175. .25452, 25638.. 25968 










GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 










Seq. No. 


29598 


Seq. ID 


OJ000210_ 


07.0302. 


C3 


Gene No . 


61104 


Strand 


+ 






Start 


4123 


End 


7873 






Name 


OJ000210 07.0302.C3.ol.gs 


Method 


GEN SCAN 






Start 


4123 


End 


7576 






GI 


none -'.^-v - 


Score 


.9 






Exons 


4123.. 4182, 4304.. 4424, 4514 


..4592, 4700. .4775, 


4865. .4975, 




5264.. 5344, 5434. .5498, 6005 


..6074, 6149. .6226, 


6931. .7038, 




7430.. 7576 










Seq. No. 


29598 


Seq. ID 


OJ000210_ 


JJ7.0302. 


C3 


Gene No. 


61104 


Strand 


+ 






Start 


4123 


End 


7873 






Name 


OJ000210_07.0302.C3.ol.gp 


Method 


AAT/GAP 






n j j_ 

JLOl L. 


6725 


End 


7873 






GI 


17542 1.R1084 


Score 


1221 






Exons 


6725.. 6826, 6903.. 7038, 7430 


. .7873 









2945.0 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 2827528/emb|CAA16536.1| ?.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] ' 



29598 Seq. ID 

61105 Strand 

10827 End 

OJ000210_07 . 0302 . C3 . o2 . gs Method 

10827 End 

none Score 



OJ000210_07.0302.C3 
+ 

15816 
GENSCAN 
15816 
.93 



10827. .10982, 11854 .. 11963, 12721 .. 12991, 13356 .. 134 94 , 
14176. .14545, 14740 .. 15105, 15218 15296, 15407 .. 15606, 
15705. .15816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



29598 Seq. ID OJ000210_07 . 0302 .C3 

61105 Strand + 

10827 End 15816 

OJ000210_07 . 0302 . C3 . o2 . np Method AAT/NAP 

10845 End 15810 

6907083 Score 1934 

10845. .10982, 11854 .. 11963, 12721 .. 12991, 13356. 
14176. .14545, 14740 .. 15105, 15218 .. 15296, 15407. 
15705. .15810 

(AP001129) ESTs AU082304 (C61278 ) , C93463 (C50982) 

region of the predicted gene.; Similar to Arabidopsis thaliana* 
DNA chromosome 4, BAC clone F24A6, Pollen-specific protein 
precursor like. (AL035396) [Oryza sativa] 



,13494, 
,15606, 

correspond to a 



29598 Seq. ID 

61106 Strand 

18631 End 

OJ000210_07 . 0302 . C3 . o3 . np Method 

18631 End 

1363325 Score 



OJ000210_07.0302.C3 
+ 

21717 
AAT/NAP 
21714 
1727 



18631. .19189, 19229. .19314, 19375.. 21714 

RNA helicase HEL117 - rat gi 1897915 (U25746) RNA helicase 
[Rattus norvegicus] 



29598 Seq. ID 

61106 Strand 

18631 End 

OJ000210_07 . 0302 . C3 . o4 . gs Method 

18997 End 

none Score 

18997. .20739, 20785.. 21717 



OJ000210_07.0302.C3 
+ 

21717 
GENSCAN 
21717 
.72 



OJ000210 07.0302-C3 



29598 Seq. ID _ 

61107 Strand 

1 End 2005 

OJ000210_07.0302.C3.ol.np Method AAT/NAP 

1 End 2005 

4539658 Score 50 
1..26, 568. .671, 1975. .2005 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



29598 
61108 



Seq. ID 
Strand 



OJ000210 07. 0302. C3 



29451 




Start 


17375 








End 18876 




Name 


OJ000210 07 


.0302. 


C3.o3. 


gs 


Method GEN SCAN 




Start 


17375 






End 18876 




GI 


none 








Score .8 




Exons 


17375. .17444, 18238 .. 18511, 18642.. 18876 




Seq. No. 


29598 








Seq. ID OJ000210 


'_07.0302.C3 


Gene No. 


61109 








Strand - 




Start 


23126 








End 24856 




Name 


OJ000210 07 


.0302. 


C3.o5. 


tm 


Method TBLASTX: 


Maize 


Start 


4353 








End 7581 




GI 


none 








Score 38 




Exons 


4353 . . 4415, 


4513. 


.4590, 


4531. 


.4593, 4694 . .4774, 


4698. .4775, 




4862 . . 4951, 


4864 . 


.4953, 


4865. 


.4948, 5021. .5131, 


5023. .5130, 




5031 . . 5132, 


5178. 


. 5267, 


5261. 


.5344, 5263. .5340, 


5264. .5344, 




5268 . . 5345, 


5431 . 


. 5496, 


5432. 


.5497, 5433 . . 5507, 


5434. .5502, 




r /i oft r~ r f f\ 

5438 . . 5569, 


5537 . 


. 5581, 


5552. 


.5596, 5989. . 6063, 


5992. .6063, 




6003. . 6074, 


6036. 


. 6074, 


6143. 


. 6226, 6145 . . 6228, 


6148. .6183, 




6149..6226, 


6728 . 


. 6826, 


6729. 


. 6827, 6729. . 6827, 


6730. . 6840, 




6886. .7041, 


6886. 


.7038, 


6902. 


.7054, 7427. .7552, 


7427. .7522, 




7508. .7576, 


7522. 


.7581, 


7522. 


.7572 




Seq. No. 


29598 








Seq. ID OJ000210 


07. 0302. C3 


Gene No. 


61109 








Strand 




Start 


23126 








End 24856 




Name 


OJ000210 07 


. 0302 . 


C3.o5. 


ts 


Method TBLASTX: 


Soybean 


Start 


4522 








End 5497 


GI 


none 








Score 99 




Exons 


4522. .4593, 


4531. 


.4593, 


4694. 


.4774, 4698. .4775, 


4858. .4974, 




4865.-4948, 


5021. 


.5131, 


5023. 


.5130, 5261. .5344, 


5261. .5344, 




5262 . . 5345, 


5433. 


. 5492, 


5434 . 


. 5496, 5438 . . 5497 




Seq. No. 


29598 








Seq. ID OJ000210 


07. 0302. C3 


Gene No. 


61109 








Strand 




Start 


23126 








End 24856 




Name 


OJ000210_07 


.0302. 


C3.o6. 


tc 


Method TBLASTX : 


Cress 


Start 


4531 








End 5344 




GI 


none 








Score 91 




Exons 


4531. .4593, 


4694. 


.4765, 


4698. 


.4775, 4840. .4890, 


4865. .4957, 




5021. .513.1, 


5023. 


.5130, 


5261. 


.5344 




Seq. No. 


29598 








Seq. ID OJ000210 


07. 0302. C3 


Gene No. 


61109 








Strand 




Start 


23126 








End 24856 




Name 


OJ000210_07 , 


.0302. 


C3.o2. 


tw 


Method TBLASTX: 


Wheat 


Start 


4549 








End 5507 




GI 


none 








Score 61 




Exons 


4549. .4593, 


4549. 


.4593, 


4694. 


.4774, 4698. .4775, 


4734 . . 4775, 




4862. .4948, 


4863. 


.4949, 


4865. 


.4948, 5021. .5131, 


5023. .5130, 




5261. .5344, 


5263. 


.5340, 


5264. 


.5344, 5431.. 5496, 


5433. .5507, 




5434. .5502 












Seq." No. 


29598 








Seq. ID OJ000210 


_07.0302.C3 


Gene No. 


61109 








Strand 














End 24856 




Name 


OJ000210 07. 


,0302. 


C3.o7. 


tc 


Method TBLASTX:' 


Cress 


Start 


7417 








End 7585 





29452 




GI 


none 




Score 


237 




Exons 


7417. .7455, 7418. .7585, 7516. .7581 






Seq. No. 






Seq. ID 


OJ000210_07.0302 


.C3 


o til Its v*\J • 


Q1J.U y 




Strand 






Start 






End 


24856 




Name 




o*5 +- r> 

1 OO . tc 


Method 


TBLASTX: Cress 




Start 


1 1 ft M ~~ 




End 


12988 




GI 


none 




Score 


76 




Exons 


. 11851. .11964, 12722. 


.12988, 


12724.. 12987 




Seq. No. 


9QSQR 




Seq. ID 


OJ000210_07.0302 


.C3 




fil 1 HQ 
OllVjy 




Strand 






Start 


9*51 96 




End 


24856 




Name 


n,Tnnn9i n m n*5.n9 r*? 


O J . lS 


Method 


TBLASTX: Soybean 




Start 


1 1 ft m — 




End 


12988 




GI 


none 




Score 


85 




Exons 


11851. .11964, 12724. 


.12873, 


12724. .12984, 12725.. 12988 




Seq. No. 


£ -7 3 :70 




Seq. ID 


OJ000210_07.0302 


.C3 




£1 1 HQ 




Strand 






Start 


9*51 9£ 




End 


24856 




Name 


nTnnn9in m n^no 

IJUUUU^IU U / . UjUZ a Ljt 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 97m — 




End 


12993 




Gl 


none 




Score 


495 




Exons 


iz / u / . . i^ y oo , iz/uy. 


. iz y y 0 








Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302 


.C3 


Gene No. 


61109 




Strand 






Start 


9-31 9C 




End 


24856 






UJUUUzlU U/.UoUi.Cj. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 






End 


14935 




GI 


none 




Score 


72 




Exons 


IjJJJ. . JU, 1 jjjO . 


1 *54 A 7 
. 1 04 4 I, 


13355. .13495, 13356 .. 134 99, 






14 1 / 4 . . 14 jyo , 141/0. 


1 >l "5 QQ 

. i4oy y , 


14373. .14546, 14402 .. 14548 , 






147*37 14Q*51 147*50 


1 A Q*5 R 

.14 yjo 








Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302 


.C3 


Gene No. 


61109 




Strand 






Start 


9*31 9C 




End 


24856 




1NC11LLC 


nTnni*i9i n m fi*5no 
UJUUUZ1U U/.UJUZ.CJ. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 *5 "5 **; Q 




End 


15076 




GI 


none 




Score 


204 




Exons 


I^^^Q 1 "3/ qo 1*5*5£1 


1 *5 A Q R 

. 104 yo, 


14162. .14398, 14167 .. 14394 , 






1417c 14*5QQ 1/1*57*5 

14 1 / 0 . . 14 jy y , 140/0. 


1 a /i a 
. 14 D4 0, 


14401. .14529, 14402. .14545, 






14716. .14970, 14737. 


.15075, 


14738. .15076 




Seq. No. 


z y o y 0 




Seq. ID 


OJ000210_07.0302. 


.C3 




CI 1 ftQ 

01 iu y 




Strand 






Start 


23126 




End 


24856 




Name 


OJ000210 07. 0302. C3. 


oS.tc 


Method 


TBLASTX: Cress 




Start 


14174 




End 


14401 




GI 


none 




Score 


314 




Exons 


14174. .14401, 14175." 


.14399 








Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302. 


,C3 


Gene No. 


61109 




Strand 







29453 



Start 
Name 
Start 
GI 

Exons 



23126 End 

OJ0002 10_07 . 0302 . C3 . o4 . tc Method 

14737 .End 
none Score 



24856 

TBLASTX: Cress 

15603 

77 



14737. .14784, 14738 14824 , 14848 14952, 1484 9 .. 14 950, 
14996. .15106, 15025. .15105, 15219 .. 15302, 15403 15603, 
15407. .15523 



Seqfr No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

■GI* 

Exons 



29598 
61109 
23126 

0 J0002 10_07 . 0302 . C3 . ol . tw 

14849 

none 

14849. .15106, 14857. .15105, 
15218. .15298, 15219 .. 15299, 

29598 
61109 
23126 

OJ000210JD7 .0302.C3.o2.ts 

14938 

none 

14938. .15105, 14939. .15106, 
15219. .15302, 15406. .15606, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_07.0302.C3 
24856 

TBLASTX: Wheat 

15439 

373 



15213. .15296, 15215 .. 15298 , 
15406. .15438, 15407. .15439 

Seq. ID OJ000210_07.0302.C3 
■Strand 

"End 24856 

Method TBLASTX : Soybean 

End 22261 

Score 189 
15174. .15296, 15211 .. 15285, 
15407. .15607, 22172.. 22261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29598 Seq. ID 

61109 Strand 

23126 End 

0 J000210_07 . 0302 . C3 . 06 . tm Method 

15406 End 

none Score 



OJ000210_07.0302.C3 
24856 

TBLASTX: Maize 

22318 

316 



15406. .15606, 15407 .. 15607 , 15703 .. 15759, 15706 .. 15807, 
22172. .22261, 22249. .22317, 22253.. 22318 



Seq. No. 29598 

Gene No. 61109 

Start 23126 

Name OJ000210_07 . 0302 .C3.o2 . tm 

Start 19729 

GI none 

Exons 19729. .20265, 19734 .. 20021, 
20287. .20433 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_07.0302.C3 
24856 

TBLASTX: Maize 

20433 

453 



20088. .20261, 20286 .. 20426, 



Seq. No. 29598 
Gene No. 61109 
Start 23126 

Name OJ000210_07.0302.C3.oI.ts 
Start 19792 
GI none 

Exons 19792. .20040, 19818 .. 20030, 

20283. .20486, 20290 20487, 
20770. .20988 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_07.0302.C3 
24856 

TBLASTX : Soybean 

20988 

203 



20068. 
20497, 



.20265, 
.20532, 



20091, 
20587. 



.20276, 
.20757, 



Seq. No. 
Gene No. 
Start 



29598 
61109 
23126 



Seq. ID OJ000210_07.0302.C3 
Strand 

End 24856 



29454 




Name 


OJ000210 07. 0302. C3. 


, 08 . tc 


Method 


TBLASTX: Cress 




Start 


19795 




End 


20118 




GI 


none 




Score 


187 




Exons 


19795. .20040, 19809. 


.20033, 


20068. .20118, 20091.. 20117 




Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302 


-C3 


Gene No. 


61109 




Strand 






Start 


23126 




End 


24856 




Name 


OJ000210 07. 0302. C3. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


20124 




End 


20901 




GI 


none 




Score 


118 




Exons 


20124. .20261/ 20131. 


.20265, 


20286. .20447, 20287 204 87 , 






20587. .20736, 20770. 


.20901 








Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302 


.C3 


Gene No. 


61109 




Strand 






Start 


23126 




End 


24856 




Name 


OJ000210 07. 0302. G3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20149 




End 


20979 




GI 


none 




Score 


79 




Exons 


20149. .20325, 20302. 


.20523, 


20602. .20757, 20770 .. 20979, 






20838. .20921 










■ T \ Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302 


.C3 


! ~ Gene No. 


61109 




Strand 






;-• Start 


23126 




End 


24856 




- ll Name 


OJ000210 07. 0302. C3. 


08 . tm 


Method 


TBLASTX: Maize 




U Start 


20755 




End 


21008 






none 




Score 


55 




:| Exons 


20755. .20925, 20769. 


.20831, 


20770. .20934, 2082 9 .. 20930, 






20931. .21008, 20932. 


.21006, 


20933. .21007 




y Seq. No. 


29598 




Seq. ID 


OJ000210J37.0302 


.C3 


Gene No. 


61109 




Strand 






3 Start 


23126 




End 


24856 




. i Name 


OJ000210 07. 0302. C3. 


06 . ts 


Method 


TBLASTX : Soybean 




7 Start 


20989 




End 


21111 




Z GI 


none 




Score 


188 




Exons 


20989. .21111, 20991. 


.21053 








:| Seq. No. 


29598 




Seq. ID 


OJ000210_07.0302 


,C3 


Gene No. 


61109 




Strand 






Start 


23126 




End 


24856 




Name 


OJ000210 07. 0302. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21009 




End 


21674 




GI 


none 




Score 


197 




Exons 


21009. .21053, 21010. 


.21189, 


21083. .21160, 21162. .21188, 






21253. .21597, 21292. 


.21672, 


21324. .21674 




Seq. No. 


29598 




Seq. ID 


OJ000210J37.0302, 


.C3 


Gene No. 


61109 




Strand 






Start 


23126 




End 


24856 




Name 


OJ000210 07. 0302. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


21292 




End 


21717 




GI 


none 




Score 


447 




Exons 


21292. .21717, 21339. 


.21710 









29455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000210_07.0302.C3 

24856 
AAT/NAP 
24856 
493 



29598 Seq. ID 

61109 Strand 
23126 . End 
OJ000210_07 . 0302 . C3 . o4 . np Method 
23126 End 
6069646 Score 
23126. .24114, 24706. .24856 

(AP000616) . similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi 1.6907112 | dbj | BAA90639 . 1 j (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29598 
61109 
23126 

OJ000210_07 . 0302 . C3 . o7 . tm 

23175 

none 

23175. .23339, 23223 .. 23345, 
23604. .23714, 23605.. 23727 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_07.0302.C3 
24856 

TBLASTX: Maize 

23727 

44 



23361. .23591, 234 01 .. 23592, 



Seq. No. 29598 

Gene No. 61109 

Start 23126 

Name OJ000210_07 . 0302 . C3 . o4 . tw 

Start 23400 

GI none 
Exons 



Seq. ID OJ000210_07.0'302.C3 
Strand . 
End 

Method 
End 
Score 



24856 

TBLASTX: Wheat 

23660 

40 



23400. .23588, 23437 .. 23592, 23607.. 23660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29599 Seq. ID OJ000210_07 . 0302 . C4 

61110 Strand 

1 End 732 

OJ000210J37.0302.C4 .ol.np Method AAT/NAP 

1 v End 732 

6907083 : ^ Score 169 

1..20, 324. .450, 563. .732 

(AP001129) ESTs AU082304 (C61278) ,C93463 (C50982) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, BAC clone F24A6, Pollen-specific protein 
precursor like. (AL035396) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29599 
61110 
1 

OJ000210_07.0302.C4 .ol.tw 

390 

none 

390. .455, 402. .449, 555. .677, 
678. .707, 683. .712 



Seq. ID OJ000210_07.0302.C4 

Strand 

End 732 

Method TBLASTX : Wheat 

End 715 

Score 59 

562. .681, 563. .715, 569. .682, 



Seq. No. 29599 Seq. ID 

Gene No. 61110 . Strand 

Start 1 End 

Name OJ0002iG_G 7 . 0302 . C4 . ol . gs Method 

Start 563 End 

GI none Score 



OJ000210_07.0302.C4 
732 

GEN SCAN 

678 

.64 



29456 



Exons 



563. .678 



Seq. No. . 


29600 


Seq. ID 


OJ000210 03.0301. 


CI 


Gene No. 


61111 


Strand 


- 




Start 


844 


End 


990 




Name 


OJ000210 03.0301.Cl.ol.gs 


Method 


GENS CAN 




Start 


844 


End 


990 




GI 


none 


Score 


.61 




Exons 


844. .990 








Seq. No. 


29601 


Seq. ID 


OJ000210_03.0301. 


C2 




61112 


Strand 






Start 


1 


End 


1175 




Name 


OJ000210 03.0301.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1175 




GI 


3806098 


Score 


444 




Exons 


1..516, 544. .724, 764. .821, 


936. .1175 






GI Descrip. 


(AF079100) arginine-tRNA-protein transferase 1; Atelp 






[Arabidopsis thaliana] 








Seq. No. 


29601 


Seq. ID 


OJ000210JD3.0301. 


C2 


Gene No. 


61112 


Strand 






Start 


1 


End 


1175 




Name 


OJ000210 03.0301.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


1093 




GI 


none 


Score 


53 




Exons 


2. .28, 9. .50, 57. .119, 74.. 


151, 269. .541, 506. .718, 794. 


.8: 




932. .1093, 936. .1088, 982.. 


1089 







Seq. No. 


29601 








Seq. ID 


OJ000210_03.0301.C2 


Gene No. 


61112 








Strand 




Start 


1 








End 


1175 


Name 


OJ000210 


03. 0301. C2 


.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2 








End 


481 


GI 


none 








Score 


59 


Exons 


2. .28, 9. 


.62, 57. .119, 


74. .151, 239. .379, 240. .374, 389. .481 


Seq. No. 


29601 








Seq. ID 


OJ000210_03.0301.C2 


Gene No. 


61112 








Strand 




Start 


1 








End 


1175 


Name 


OJ000210 


03. 0301. C2 


.ol. 


gs 


Method 


GENSCAN 


Start 


167 








End 


1033 


GI 


none 








Score 


.78 


Exons 


167. .821, 


936. .1033 










Seq. No. 


29601 








Seq. ID 


OJ000210_03.0301.C2 


Gene No. 


61112 








Strand 




Start 


1 








End 


1175 


Name 


OJ000210 


03. 0301. C2 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


270 








End 


694 


GI 


none 








Score 


302 


Exons 


270. .659, 


270. .578, 


272 


. .595, 


579. .677, 


580. .693, 581. .694 


Seq. No. 


29601 








Seq. ID 


OJ000210_03.0301.C2 


Gene No 


£1110 






















Strand 




Start 


1 








End 


1175 


Name 


OJ000210 


03. 0301. C2 


,o2. 


tm 


Method 


TBLASTX: Maize 



29457 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons : 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



767 End 1093 

none Score 72 

767. .823, 768. .824, 779. .826, 932. .1093, 936. .1088 



29601 
61112 
1 

OJ000210_03.0301.C2.ol.ts 

921 

none 



Seq. ID OJ000210_03.0301.C2 
Strand 

End 1175 

Method 'TBLASTX : Soybean 

End 1100 

Score 169 



921.. 1100, 923.. 1084, 934.. 1089 



29602 
61113 
1 

OJ000210_03.0301.C4.ol.np 
1 

4581149 
1..189, 653. .675 

(AC006919) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000210_03.0301.C4 
Strand 

End 675 

Method AAT/NAP 

End 675 

Score 100 



29602 
61113 
1 

OJ000210_03 . 0301 . C4 . ol . tm 
2 

none 



Seq. ID OJ000210_03.0301.C4 

Strand 

End 675 

Method TBLASTX: Maize 

End 34 6 

Score 121 



2. .94, 3. .89, 98. .124, 129. .344, 137. .346, 147. .344, 205. .345 



29603 
61114 
1 

OJ000210_03.0301.C6.ol.np 
1 

4581149 
1..124, 227. .317 

(AC006919) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000210_03.0301.C6 

Strand + 

End 317 

Method AAT/NAP 

End 317 

Score 143 



29603 
61114 
1 

OJ000210_03.0301.C6.ol.tm 
32 

none 



Seq. ID OJ000210_03.0301.C6 

Strand* + 

End 317 

Method TBLASTX: Maize 

End 309 

Score 67 



32. .124, 87. .125, 88.. 126, 89. .124, 90. .128, 224. .307, 224. .307, 
225. .308, 225. .308, 226. .309, 226. .309 



29603 
61114 
1 

OJ000210_03.0301.C6.ol.ts 
88 

5606759 



Seq, ID OJ000210JJ3.0301.C6 

Strand + 

End 317 

Method TBLASTX : Soybean 

End 309 

Score " 67 



88. .126, 89. .124, 224. .307, 224. .307, 226. .309, 226. .309 
2911056/emb_CAA17566_ 7.0e-17 (AL021961) hypothetical protein 
[Arabidopsis thaliana] 



29458 




Seq. No. 


29604 








Seq. ID 


OJ000210_03.0301.C7 


Gene No. 


61115 








Strand 


+ 


Start 


74 








End 


185 


Name 


OJ000210 03 


. 0301 . 


C7.ol. 


CSS 


Method 


GENS CAN 

W t~l Irt lh/ Villi 


Start 


74 ~~ 








End 


185 


GI 


none 








Score 


. 6 


Exons 


74. . 185 












Seq. No. 


29605 








Seq. ID 


OJ000210 03 . 0301 .C9 


Gene No. 


61116 








Strand 




Start 


96 








End 


9471 


Name 


OJ000210 03 


.0301. 


C9.ol. 


as 


Method 


GENSCAN 


Start 


96 








End 


9265 


GI 


none 








Score 


.57 


Exons 


96. .166, 196. .515 


>, 759. 


.815, 


890. .1012, 


3297. .3416, 3470. .3685, 




6042. .6200, 


7224. 


. 7333, 


7610. 


.7631, 8137. .8452, 9210. .9265 


Seq. No. 


29605 








Seq. ID 


OJ000210_03.0301.C9 


Gene No. 


61116 








Strand 




Start 


96 








End 


9471 


Name 


OJ000210 03 


.0301. 


C9.ol. 


np 


Method 


AAT/NAP 


Start 


7655 








End 


9471 


GI 


3806098 








Score 


472 


Exons 


7655. .7747, 


8116. 


.8452, 


9210. 


.9471 




GI DescriD. 


(AF079100) . 


arginine-tRNA-protein transferase 1; Atelp 




[Arabidopsis thaliana] 








Sea No 


29605 








Seq. ID 


OJ000210_03.0301.C9 


Gene No. 


61116 








Strand 




Start 


96 








End 


9471 


Name 


OJ000210 03 


.0301. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7658 








End 


9470 


GI 


none 








Score 


99 


Exons 


7658. .7735, 


9208. 


,9345, 


9208. 


.9435, 9209. .9442, 9209. .9469, 




9213. .9470 












Seq. No. 


29605 








Seq. ID 


OJ000210__03.0301.C9 


Gene No. 


61116 








Strand 




Start 


96 








End 


9471 


Name 


OJ000210 03 


.0301. 


C9.ol. 


ts ' 


Method 


TBLASTX: Soybean 


Start 


7658 








End 


9389 


GI 


none 








Score 


145 


Exons 


7658. .7729, 


8371. 


.8454, 


9209. 


.9388, 9216. .9389 


Sea. No. 


29605 








Seq. ID 


OJ000210_03.0301.C9 


Gene No . 


61116 








Strand 




Start 


96 








End 


9471 


Name 


OJ000210 03 


.0301. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7658 








End 


9471 


GI 


none 








Score 


69 


Exon<5 


7658. .7786, 


7659. 


.7766, 


7663. 


.7779, 8119. .8217, 8229. .8288, 




8229. .8288, 


8289. 


.8351, 


8289. 


.8351, 8353. .8451, 9204. ,9470, 




9208. .9471, 


9209. 


.9469 








Seq. No. 


29606 








Seq. ID 


OJ000210_03.0301.C11 


Gene No. 


61117 








Strand 


+ 


Start 


268 








End 


753 



29459 



Name 

Start 

GI 

Exons 



OJ000210_03 . 0301 . Cll . ol . gp 

268 

none 

268. .753 



Method AAT/GAP 
End 753 
Score 948 



Seq. No. 29606 

Gene No. 61118 

Start 3653 

Name OJ000210_03 . 0301 . Cll . o2 . gs 

Start 3653 

GI none 
Exons 



Seq. ID OJ000210_03. 0301. Cll 

Strand + 

End . 11955 

Method GENS CAN 

End .11955 

Score .48 



3653. .3910, 3916. .4253, 4956. .5047, 5190. .5264, 8553. .8780, 
10199. .10288, 11041. .11288, 11788.. 11955 



Seq. No. 29606 

Gene No. 61119 

Start 12337 

Name OJ000210_03 . 0301 . Cll . o3 . gs 

Start 12337 

GI none 

Exons 12337. .12371, 13011 .. 13054 , 
14486. .15997 



Seq. ID OJ000210_03. 0301. Cll 

Strand + 

End 21984 

Method GENS CAN 

End 15997 

Score . 64 
13394. .13460, 13567 .. 14380, 



Seq. No. 29606 

Gene No. 61119 

Start 12337 

Name OJ0002 10_03 . 0301 . Cll . ol . np 

Start 14076 

GI 6498441 

Exons 14076. .15140, 15471 .. 15934 , 
16864. .17185, 17378 .. 17779, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method ' 

End 

Score 
15998. .16371, 
17951. .19348, 



OJ000210_03. 0301. Cll 
+ 



21984 
AAT/NAP 
19723 
6868 

16555. 
19442. 



16689, 
19723 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 29606 Seq. ID 

Gene No. 61119 Strand 

Start 12337 End 

Name OJ000210_03 . 0301 . Cll . o4 . gs Method 

Start 16061 End 

GI none Score 

Exons 16061. .19726 



OJ000210_03. 0301. Cll 
+ 

21984 
GENSCAN 
19726 
1 



Seq. No. 


29606 


Seq. ID 


OJ000210_ 


03.0301 


.Cll 


Gene No. 


61119 


Strand 


+ 






Start 


12337 


End 


21984 






Name 


OJ000210 03. 0301. Cll 


.o3.np Method 


AAT/NAP 






Start 


17626 


End 


21984 






GI 


5042454 


Score 


584 






Exons 


17626. .17665, 18125. 


.18176, 19426. .19724, 20177. 


.20449, 






20674. .20889, 21106. 


.21209, 21893.. 21984 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


29606 


Seq. ID 


OJ000210_ 


03.0301 


.Cll 


Gene No. 


61120 


Strand 








Start 


379 


End 


3025 






Name 


OJ000210 03. 0301. Cll 


.ol.gs Method 


GENSCAN 







29460 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



379 End 3025 

none Score .73 

379.. 834, 1020.. 1637, 1966.. 2281, 2379.. 3025 



Seq. ID OJ000210_03.0301.C11 
Strand 

End 3025 

Method AMI/GAP 

End. 1236 

Score 911 



29606 
61120 
379 

OJ00,0210_03 . 0301 . Cll'..o2 . gp 
766 

uC-osflcypl79f07bl 
766. .1236 

, 5852181/emb|CAB55419.1| 4.0e-20 (AL117265) zhbOOll.l [Oryza 
sativa] 1 



Seq. No. 29606 Seq. ID 

Gene No. 61121 Strand 

Start 3056 End 
Name . OJ000210_03 . 0301 .Cll . o3. gp Method 

Start '3056 End 

GI none Score 

-Exons 3056.. 3424 



OJ000210_03. 0301. Cll 

3424 
AAT/GAP 
3424 
564 



Seq. No. 29606 

Gene No. 61122 

Start 16631 

Name OJ000210_03 . 0301 . Cll . o5 . tm 

Start 625 

GI none 

Exons 625.. 870, 659.. 835, 708.. 866 

Seq. No. 29606 

Gene No. 61122 

Start 16631 

Name OJ000210_03 . 0301 . Cll . o7 . tm 

Start 1072 

GI none 

Exons 1072.. 1113, 1073.. 1123, 1101. 
1253.. 1306 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000210_03. 0301. Cll 
21984 

TBLASTX: Maize 

870 

130 



OJ000210_03. 0301. Cll 
21984 

TBLASTX: Maize 

1309 

45 



1304, 1106. .1309, 1107. .1262, 



Seq. No. 29606 
Gene No. 61122 
Start 16631 

Name 0 J000210_03 . 0301 . Cll . o4 . 

Start 7125 
GI none 

Exons 7125.. 7295, 7136.. 7306, 

8528. .8722, 8532. .8720, 
8864. .8965 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 
7143. .7295, 
8533. .8724, 



OJ000210_03. 0301. Cll 
21984 

TBLASTX: Maize 
8967 
241 

8505. .8714, 8527. .8715, 
8857. .8967, 8860. .8952, 



Seq. No. 29606 

Gene No. 61122 

Start 16631 

Name OJ000210_03 . 0301 . Cll . o7 . tw 

Start 7126 

GI none 
Exons 



Seq. ID OJ000210_03.0301.C11 
Strand 
End 

Method 
End 
Score 



21984 

TBLASTX: Wheat 

8700 

218 



7126. .7296, 7139. .7306, 7143. .7295, 8532. .8699, 8533. .8700 



29461 




Seq. No. 


29606 


Seq. ID 


OJ000210 03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


7134 


End 


8953 


GI 


none 


Score 


157 


Exons 


7134. .7289, 7139. .7318, 7143 


..7292, 8 


532. .8618, 8533. .8619, 




8582. .8716, 8619. .8717, 8620 


..8724, 8 


622. .8720, 8860. .8952, 




8861. .8953 






Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7139 


End 


8953 


GI 


none 


Score 


220 


Exons 


7139. .7306, 7140.. 7295, 7147 


..7305, 8505. .8717, 8513. .8716, 




8532. .8720, 8533. .8724, 8860 


..8952, 8 


861. .8953 


Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.o6.tw 


Method 


TBLASTX: Wheat 


Start 


14225 


End 


14617 


GI 


none 


Score 


58 


Exons 


14225. .14272, 14279. .14377, 


14284. .14376, 14344 .. 14583, 




14360. .14617 






Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.o6.tm 


Method 


TBLASTX: Maize 


Start 


14230 


End 


14515 


GI 


none 


Score 


192 


Exons 


14230. .14514, 14267.. 14515 






Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.o3.tw 


Method 


TBLASTX: Wheat 


Start 


15355 


End 


15814 


GI 


none 


Score 


408 


Exons 


15355. .15528, 15356 .. 15814 , 


15356. .15784, 15550.. 15810 


Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


16005 


End 


16468 


GI 


none 


Score 


216 


Exons 


16005. . 16466, 16006 .. 164 67 , 


16007. .16468, 16007.. 16468 


Seq. No. 


29606 


Seq.' ID 


OJ000210_03.0301.C11 


Gene No. 


61122 


Strand 




Start 


16631 


End 


21984 


Name 


OJ000210 03.0301.Cll.o4.ts 


Method 


TBLASTX : Soybean 


Start ' 


16046 


End 


16411 J. 



29462 



GI none Score 117 

Exons 16046. .16270, 16277.. 16411 

Seq. No. 29606 

Gene No. 61122 Strand 

Start 16631 End 

Name OJ000210_03 . 0301 . Cll . ol . tm Method 

Start . 16136 End 

GI none Score 

Exons 16136. .16492, 16171 .. 16491, 16376.. 16492 



Seq. ID OJ000210_03. 0301. Cll 



21984 

TBLASTX: Maize 
16492 
392 



Seq. No. 


29606 




Seq. ID 


OJ000210 


03 0301 


. Cll 


Gene No . 


61122 




Strand 








Start 


16631 




End 


21984 






Name 


OJ000210 03.0301 Cll 


. o2 . tm 


Method 


TBLASTX • 


Mai ze 




Start 


16519 ~ 




End 


16903 






GI 


none 




Score 


363 






Exons 


16519. .16884, 16520. 


.16903 










Seq. No. 


29606 




Seq. ID 


OJ000210 


03 . 0301 


.Cll 


Gene No . 


61122 




Strand 








Start 


16631 




End 


21984 






Name 


OJ000210 03. 0301. Cll 


.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


16576 




End 


17001 






GI 


none 




Score 


489 






Exons 


16576. .17001, 16577. 


.16996 










Seq. No. 


29606 




Seq. ID 


OJ000210 


_03.0301 


.Cll 


Gene No. 


61122 




Strand 








Start 


16631 




End 


21984 






Name 


OJ000210 03. 0301. Cll 


. o2 . np 


Method 


AAT/NAP 






Start 


16631 




End 


20825 






GI 


6907089 




Score 


907 






Exons 


16631. .16659, .19165. 


.19186, 


20270. .20825 . 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


29606 




Seq. ID 


OJ000210 


_03.0301 


.Cll 


Gene No. 


61122 




Strand 








Start 


16631 




End 


21984 






Name 


OJ000210 03. 0301. Cll 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


16655 




End 


17026 




GI 


none 




Score 


278 






Exons 


16655. .17026, 16672. 


.16815 











Seq. No. 29606 

Gene No. 61122 

Start 16631 

Name OJ000210_03 . 0301 . Cll . o5 . tw 

Start 17651 

GI none 

Exons 17651. .17902, 17708 .. 17758, 
17936. .18085, 17945 .. 18082, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17716. .17892, 
17947. .18084 



OJ000210 03. 0301. Cll 



21984 

TBLASTX: Wheat 
18085 
235 

17778. .17909, 



Seq. No. 29606 Seq. ID 

Gene No. 61122 Strand 

Start 16631 End 

Name OJ000210 03 . 0301 . Cll . o3 . ts Method 



OJ000210_03. 0301. Cll 
21984 

TBLASTX : Soybean 



29463 



Start 


17774 


End 


18340 




GI 


5666795 


Score 


68 




Exons 


17774. .17872, 17948 18085, 


18140... 18340 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


29606 


Seq. ID 


OJ000210JD3.0301 


.Cll 


bene lno . 


61 1 99 


Strand 






Start 


16631 


End 


21984 




Name 


OJ000210 03.0301.Cll.o9.tw 


Method 


TBLASTX: Wheat 




Start. 


18088 


End 


18542 




GI 


none 


Score 


189 




Exons 


18088. .18264, 18140 .. 18400, 


18489. .18542 




Seq. No. 


29606 


Seq. ID 


OJ000210__03.0301 


.Cll 




61 1 99 


Strand 






Start 


16631 


End 


21984 




Name 


OJ000210 03. 0301. Cll. o3. tin 


Method 


TBLASTX: Maize 




Start 


18593 


End' 


18916 




GI 


none 


Score 


361 




Exons 


18593. .18916, 18622.. 18903 








Seq. No. 


29606 


Seq. ID 


OJ000210JD3.0301 


.Cll 


UCllC IN (J • 


61 1 99 


Strand 






Start 


16631 


End 


21984 




Name 


OJ000210 03,0301. Cll.o4.tw 


Method 


TBLASTX: Wheat 




Start ^ 


18730 


End 


19111 




GI 


none 


Score 


371 




Exons 


18730. .18786, 18731 .. 19111 , 


18734. .19072, 18832. .19080 




Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301 


.Cll 




61199 


Strand 






Start 


16631 


End 


21984 




Name 


OJ000210 03.0301.Cll.o8.tw 


Method 


TBLASTX: Wheat 




Start 


19112 


End 


19714 




GI 


none 


Score 


265 




Exons 


19112. .19396, 19117. .19395, 


19588. .19710, 19589. .19714 




Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301 


.Cll 


Gene No. 


61122 


Strand 






Start 


16631 


End 


21984 




Name 


OJ000210 03,0301. Cll.o4.np 


Method 


AAT/NAP 




O L. d J_ U 


20221 


End 


21984 




GI 


5922623 


Score 


116 




Exons 


20221. .20239, 21648 .. 21723, 


21890. .21984 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 Idbj | BAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


29606 


Seq. ID 


OJ000210_03.0301 


.Cll 


Gene No. 


61122 


Strand 






Start 


16631 


. End 


21984 




Name 


OJ000210 03.0301.Cll.o5.gs 


Method 


GENSCAN 




Start 


20271. 


End 


20825 




GI 


none 


Score 


.67 














Seq. No. 


29607 


Seq. ID 


OJ000210_03.0301 


.C12 



29464 



Gene No. 61123 Strand + 

Start 1 End 90 

Name OJ000210_03 . 0301 .C12 . ol . np Method AAT/NAP 

Start 1 End 90 

GI 5042454 Score 84 

Exons 1..90 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq. No. - . 29607 Seq. ID OJ000210_03 . 0301 . C12 

Gene No. 61124 Strand + 

Start 145 End 9475 

Name OJ000210J33 . 0301 . C12 . ol . gs Method GEN SCAN 

Start 145 End 9475 

GI none Score .59 

Exons 145.. .211, 236.. 365, 1795.. 1965, 3623.. 3671, 4567.. 4753, 

4782. .4939, 6492. .6512, 6651. .6848, 7029. .7301, 7341. .7466, 

7565.. 9390, 9446.. 9475 

Seq. No. 29607 . Seq. ID OJ000210_03 . 0301 . C12 

Gene No. 61125 Strand + 

Start 9527 End 10122 

Name OJ000210_03 . 0301 .C12 . o5 . np Method AAT/NAP 

Start 9527 End 10122 

GI 4581149 Score 141 

Exons 9527.. 9718, 10070.. 10122 

GI Descrip. (AC006919) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 29607 Seq. ID OJ000210_03 . 0301 . C12 

Gene No. 61126 Strand 

Start 1 End 244 

Name OJ000210_03 . 0301 .C12 . o2 . np Method AAT/NAP 

Start 1 End 244 

GI 5922623 Score 88 

Exons 1..24 4 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 1 dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 

Seq. No. 29607 Seq. ID OJ000210_03 . 0301 . C12 

Gene No. 61127 Strand 

Start 507 End 2601 

Name OJ000210_03.0301.C12.o3.np Method AAT/NAP 

Start 507 End 2 601 

GI 6721512 Score 51 

Exons 507.. 662, 2533.. 2601 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 

Seq. No. 29607 Seq. ID OJ000210_03 . 0301 . C12 

Gene No. 61128 Strand 

Start 5251 End 5497 

Name OJ000210_03.0301.C12.o4 .np Method AAT/NAP 

Start 5251 End 5497 

GI 4584355 ' . Score 219 

Exons 5251.. 5497 

GI Descrip. (AC006420) Ac-iike transposase [Arabidopsis thaliana] 

Seq. No. 29607 Seq. ID OJ000210_03 . 0301 . C12 



29465 



Gene No. 


61129 




Strand 






Start 


9346 






961 1 




Ma mo 


n.Tonn^in 03 03m c\9 ni 


. LIU 




i DLi/io i a . rial ze 




o iai l. 


Q34 6 ~ 




RnH 


Q61 1 

5011 




(IT 
ux 


i 1U1 iC 




ool?x " 


z, o 




P* von «% 


9346 9609 9346 9603 


9348 


9611 








29608 




Seq. ID 


OJ000210_03.0301 


PI 3 


Gene No. 


61130 




Strand 






Start 


2 




End 


468 




Name 


OJ000210 03 0301 013 ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2 ~~ 




End 


468 




GI 


none 




Score 


47 




R von s 


2 37 3 23 19 147 


28 . .81, 


160. .231, 168. .230, 170. 


93? 




173 23? 231 45S ?39 


4 56 


235. .468 




Seq. No. 


29609 




Seq. ID 


OJ000210 03.0301 


.C14 


Gene No. 


61131 




Strand 


+ 




Start 


145 




End 


335 




Name 


O.T000210 03 0301 fl 4 ol 

V/U UUUlIU W_>.UJ\JX.^X*±*UX 


* 9P 


Method 


AAT/GAP 




Start 


14 5 ~ 

X *i ,J 




End 


335 






27Q771 6 




Score 


251 




pyrin Q 


14 5 335 










Seq. No. 


29609 




Seq. ID 


OJ000210_03.0301 


.C14 


Gene No. 


61132 




Strand 






Start 


751 




End 


1002 




NJa mO 


O.T000910 03 0301 fl 4 ol 




Method 


TBLASTX: Maize 




Start 


751 _ 

/ *J X 




End 


1002 










Score 


200 




Ry. nn 


751 933 774 947 776 


Q37 


955. .1002, 960. .1001 




Sea No 


29610 




Seq. ID 


OJ000210_03.0301 


n 5 


Cpnp Ma 


61133 




Strand 


+ 




Start 


9249 




End 


13523 




Name 


OJ000210 03. 0301. CIS. o2 


.gs 


Method 


GENSCAN 




Start 


9249 


End 


13520 




GI 


none 




Score 


.91 




R von <? 


9249.. 9422, 9486.. 9671, 


10039. 


.10151, 


10251. .10434, 






10620. .10717, 12117. .12582, 12785 .. 12843, 12924 .. 13230, 






13293. .13520 










Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


.C15 


Gene No. 


61133 




Strand 


+ 




Start 


9249 




End 


13523 




Name 


OJ000210 03.0301.C15.ol 


.np 


Method. 


AAT/NAP 




Start 


9258 


End 


13523 




GI 


1531758 




Score 


1904 




Exons 


9258.. 9422, 9486. .9671, 


10039. 


.10151, 


10251. . 10434, 





10620. .10717, 12117. .12582, 13293.. 13523 
GI Descrip. (X98772) AUX1 [Arabidopsis thaliana] gi | 3335360 | gb | AAC27161 . 1 | 
(AC003028) unknown protein [Arabidopsis thaliana] 



Seq. No. 29610 Seq. ID 

Gene No. 61133 Strand 

Start 924 9 End 

Name OJ000210_03 . 0301 . C15 . ol . gp Method 



OJ000210_03. 0301.C15 
+ 

13523 
AAT/GAP 



29466 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9259 End 9621 

uC-osflcyp073b02bl Score 545 

9259.. 9422, 9486.. 9621 

'1531758/emb|CAA67308! 6.0e-30 (X98772) AUX1 [Arabidopsis 
thaliana] >gi_3335360 (AC003028) unknown protein [Arabidopsis 
thaliana] ' 



29610 
61133 
9249 

OJ000210_03.0301.C15.o2.gp 
10284 
2427601 
10284. .10434, 10620. .10666 

1531758/emb|CAA67308| 6.0e-30 (X98772) AUX1 [Arabidopsis 
thaliana] >gi_3335360 (AC003028) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ000210_03.0301.C15 

Strand + 

End 13523 

Method AAT/GAP 

End 10666 

Score 356 



Seq. No. 


29610 






Seq. ID 


OJ000210_03.0301.C15 


Gene No. 


61134 






Strand 




Start 


1427 






End 


6291 


Name 


OJ000210 03. 


0301.C15.ol. 


gs 


Method 


GENSCAN 


Start 


1427 




End 


6291 


GI 


none 






Score 


.43 


Exons 


1427. .1902, 


5154. .5184, 


5449 


..5501, 5569. .5778, 6066. .6291 


Seq. No. 


29610 






Seq. ID 


OJ000210_03 . 0301 .C15 


Gene No. 


61135 






Strand 




Start 


13386 






End 


13847 


Name 


OJ000210 03. 


0301.C15.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


9267 






End 


10691 


GI 


none 






Score 


127 


Exons 


9267. .9425, 


9353. .9424, 


9483 


..9671, 9483. .9626, 9485. .9667, 




10036. .10149, 10036. .10149, 


10038. .10163, 10225. .10437, 




10250. .10324 


, 10282. .10383, 


10287. .10436, 10641. .10691 


Seq. No. 


29610 






Seq. ID 


OJ000210_03.0301.C15 


Gene No. 


61135 






Strand 




Start 


13386 






End 


13847 


Name 


OJ000210 03. 


0301. CIS. o3. 


tc 


Method 


TBLASTX: Cress 


Start 


9303 






End 


9674 


GI 


none 






Score 


112 


Exons 


9303. .9425, 


9362. .9424, 


9483 


..9674, 9485. .9673 


Seq. No. 


29610 






Seq. ID 


OJ000210_03.0301.C15 


Gene No. 


61135 






Strand 




Start 


13386 






End 


13847 


Name 


OJ000210 03. 


0301.C15.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9344 






End 


9586 


GI 


none 






Score 


144 


Exons 


9344. .9424, 


9345. .9425, 


9345 


..9425, 9483. .9584, 9483.-9584, 



9485. .9586 



Seq. No. 29610 

Gene No. 61135 

Start 13386 

Name OJ000210 03 . 0301 . C15 . ol . tm 



Seq. ID OJ000210_03.0301.C15 
Strand 

End 13847 

Method TBLASTX : Mai ze 



29467 






Start 


10035 




End 


12267 






GI 


none 




Score * 


129 






Exons 


10035. . 10145, 10035. 


. 10151, 


10036. .10149, 10225. .10434, 








10253. .10327, 10282. 


.10383, 


10287. .10433, 10592 10717 , 








10617. .10718, 12108. 


.12167, 


12117. .12266, 12118.. 12267 






Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


-C15 




Gene No. 


61135 




Strand 








Start 


13386 




End 


13847 






Name 


OJ000210 03.0301.C15 


■o2. tc 


Method 


TBLASTX: Cress 






Start 


10080 




End 


10374 






GI 


none 




Score 


116 






Exons 


10080. .10151, 10081. 


.10149, 


10225. .10374, 10256 .. 10321, 








10287. .10373 












Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


.C15 




Gene No. 


61135 




Strand 








Start 


13386 




End 


13847 






Name 


OJ000210 03.0301.C15 


.o4 . tc 


Method 


TBLASTX: Cress 






Start 


10625 




End 


12246 






GI 


none 




Score 


144 






Exons 


10625. .10717, 10626. 


.10718, 


12117. .12245, 12118.. 12246 




■= 3 


Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


.C15 




Gene No. 


61135 




Strand 








Start 


13386 




End 


13847 






Name 


OJ000210 03.0301.C15.o3.ts 


Method 


TBLASTX : Soybean 




:s : s 


Start 


12117 




End 


12255 




:=== 


GI 


none 




Score 


62 




! := ! 


Exons 


12117. .12164, 12117. 


.12254, 


12118. .12255 






Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


.C15 




Gene No. 


61135 




Strand 








Start 


13386 




End 


13847 




.1 si 


Name 


OJ000210 03.0301.C15 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


12247 




End 


12489 






GI 


none 




Score 


348 




ks 


Exons 


12247. .12489, 12288. 


.12485 








1- „,f 


Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


.C15 




Gene No. 


61135 




Strand 








Start 


13386 




End 


13847 






Name 


OJ000210 03.0301.C15 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


12258 




End 


13475 






GI 


none 




Score 


470 






Exons 


12258. .12578, 12259. 


.12579, 


13286. .13468, 13287 .. 13343, 








13392. .13475, 13407. 


.13475 










Seq. No. 


29610 




Seq. ID 


OJ000210_03.0301 


.C15 




Gene No. 


61135 




Strand 








Start 


13386 




End 


13847 






Name 


OJ000210 03.0301.C15 


.o2 . tm 


Method 


TBLASTX: Maize 






Start 


12319 




End 


13472 






GI 


none 




Score 


408 






Exons 


12319. . 12582, 12319. 


.12390, 


12321. .12575, 13287 .. 1334 3, 








13292. .13333, 13394. 


.13468, 


13406. .13471, 13407. .13472 





29468 




Seq. No. 


29610 








Seq. ID 


OJ000210_03.0301 


.C15 


Gene No. 


61135 








Strand 






Start 


13386 








End 


13847 




Name 


OJ000210 03 


.0301 


CIS o3 






AAT /HAP 




Start 


13386 








End 


13847 




GI 


none 








Score 


611 




Rvon 


13386. .13847 












Seq. No. 


29611 








Seq. ID 


OJ000210 03 0301 


CI 6 


Gene No. 


61136 








Strand 


+ ^ 




Start 


2573 








End 


3001 




Name 


OJ000210 03 


.0301 


.C16.ol 


. np 


Method 


AAT /NAP 




Start 


2573 








End 


3001 




GI 


5926716 








Score 


480 




Exons 


2573. .3001 














GI DescriD. 


(AB005903) 


At PHI 


[Arabidopsis thaliana] 




Seq. No. 


29611 








Seq. ID 


OJ000210 03.0301 


.C16 


Gene No. 


61137 








Strand 


+ 




Start 


6239 








End 


8598 




Name 


OJ000210 03 


.0301, 


.C16.o2 


.np 


Method 


AAT /NAP 




Start 


5463 








End 


8598 




GI 


6759449 








Score 


226 






5463. .5575, 


6678, 


. .6865, 


6941 


..7112, 7236.. 7321, 8566.. 8598 


GI DescriD. 


(AL137189) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


29611 








Seq. ID 


OJ000210_03.0301 


.C16 


Gene No. 


61137 








Strand 


+ 




Start 


6239 








End 


8598 




Name 


OJ000210 03 


.0301, 


,C16.o2 


.gs 


Method 


GENS CAN 




Start 


6239 








End 


8203 




GI 


none 








Score 


.93 




Exons 


6239. .6457, 


6532. 


. .6595, 


6705 


..6865, 6941. .7354, 7940. .8203 


Seer No 


29611 








Seq. ID 


OJ000210_03.0301 


.C16 


Gene No. 


61138 








Strand 


+ 




Start 


12120 








End 


14013 




Name 


OJ000210 03 


.0301.C16.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


2524 








End 


3074 




GI 


none 






2632 


Score 


-51 




Exons 


2524. .2568, 


2525. 


.2569, 


..2991, 2633... 3013, 3008.. 3070, 




3033. .3074 














Seq. No. 


29611 








Seq. ID 


OJ000210 03.0301 


.C16 


Gene No. 


61138 








Strand 


+ 




Start 


12120 








End 


14013 




Name 


OJ000210 03 


.0301. 


C16.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2536 








End 


2788 




GI 


none 








Score 


46 




Exons 


2536. .2568, 


2540. 


.2569, 


2632 


..2784, 2633. .2788 




Seq. No. 


29611 








Seq. ID 


OJ000210_03.0301, 


.C16 


Gene No. 


61138 








Strand 


+ 




Start 


12120 








End 


14013 




Name 


OJ000210 03 


.0301. 


C16.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


2632 








End 


3022 




GI 


none 








Score 


561 





29469 



Exons 2632.. 2991, 2633.. 3022 



Seq. No. 29611 

Gene No. 61138 

Start 12120 

Name OJ000210_03.0301.C16.ol.tc 

Start 2633 

GI none 

Exons 2633.. 2758, 2635.. 2751, 2731. 



Seq. ID OJ000210_03.0301.C16 

Strand + 

End 14013 

Method TBLASTX : Cress 

End 2998 

Score 193 
.2991, 2753.. 2998 



Seq. No. 29611 

Gene No. 61138 

Start 12120 

Name OJ000210_03 . 0301 . C16 . o2 . tm 

Start 6709 

GI none 

Exons 6709.. 6864, 6710.. 6865, 6713, 
7047. .7127, 7049. .7123 



Seq. ID OJ000210_03.0301.C16 

Strand + 

End 14013 

Method TBLASTX : Mai ze 

End 7127 

Score 157 

.6865, 6920.. 7051, 6940. .7074, 



Seq. No. 


29611 


Seq. ID 


OJ000210 


J33.0301 


.C16 


Gene No. 


61138 


Strand 


+ 






Start 


12120 


End 


14013 






Name 


OJ000210 03j0301.C16.o3.gs 


Method 


GENSCAN 






Start 


12120 ■ 


End 


12923 






GI 


none 


Score 


.94 






Exons 


12120. .12267, 12790.. 12923 










Seq. No. 


29611 


Seq. ID 


OJ000210 


_03.0301 


.C16 


Gene No. 


61138 


Strand 


+ 






Start 


12120 


End 


14013 






Name 


OJ000210 03.0301.C16.o3.np 


Method 


AAT/NAP 






Start 


12135 


End 


14013 






GI 


3806098 


Score 


89 






Exons 


12135. .12267, 13937.. 14013 










GI Descrip. 


(AF079100) arginine-tRNA-protein transferase 1; 


Atelp 





[Arabidopsis thaliana] 



Seq. No. 29612 Seq. ID 

Gene No. 61139 Strand 

Start 190 End 

Name OJ000210_03 . 0301 . C17 . ol . gs Method 

Start 190 End 

GI none Score 

Exons 190.. 282 



OJ000210_03.0301.C17 
+ 

282 

GENSCAN 

282 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29613 Seq. ID 

61140 Strand 

1 End 

OJ000210_03.0301.C18.ol.np Method 

1 End 

6143875 Score 
l.il73, 251. .601, 1354. .1385 
(AC010927) hypothetical protein [Arabidopsis thaliana] 



OJ000210_03.0301.C18 

1385 
AAT/NAP 
1385 
120 



seq. No. 
Gene No. 
Start 



61140 
1 



Seq. ID 

Strand 

End 



OJ000210 03.0301.C18 



1385 



29470 



Name OJ000210_03 . 0301 . C18 . ol . tm 

Start 254 

GI none 

Exons 254.. 382, 257.. 427, 265.. 435 

Seq. No. 29614 

Gene No. 61141 

Start 216 

Name OJ990429_29 . 9819 . CI . ol . gs 

Start 216 

GI none 

Exons 216.. 258 



Method 

End 

Score 



TBLASTX: Maize 

435 

106 



Seq. ID OJ990429_29.9819.C1 

Strand 

End 258 

Method GENS CAN 

End 258 

Score .76 



Seq. No. 29615 

Gene No. 61142 

Start 232 

Name OJ990429_29. 9819.C3.ol.gs 

Start 232 

GI none 

Exons 232.. 1116 



Seq. ID OJ990429_29.9819.C3 

Strand + 

End 1116 

Method GENSCAN 

End 1116 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29615 
61143 
2435 

OJ990429_29. 9819 . C3 . o2 . gs 

2435 

none 



Seq. ID OJ990429_29.9819.C3 

Strand . + 

End 3557 

Method GENSCAN 

End 3557 

Score . 64 



2435. .2451, 2585.. 2724, 3133. .3265, 3494.. 3557 



29615 
61144 
7727 

OJ990429_29.9819.C3.o3.gs 

7727 

none 

7727. .8215 



Seq. ID OJ990429_29.9819.C3 

Strand + 

End 8215 

Method GENSCAN 

End 8215 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29615 
61145 
10395 

OJ990429_29.9819.C3.ol.gp 
10395 

7406_1.R1084 
10395. .10546 

' 1122 315 /emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. ID OJ990429_29.9819.C3 

Strand + 

End 10546 

Method AAT/GAP 

End 10546 

Score 222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



29615 
61146 
10996 

OJ990429_29. 9819 . C3 . o4 . gs 

10996 

none' 



Seq. ID OJ990429_29.9819.C3 

Strand + 

End 12928 

Method GENSCAN 

End 12928 

Score .64 



10996. .11551, 11656. .11925, 12061 .. 12187 , 12766. .12928 



29615 
61146 



Seq. ID OJ990429_29.9819.C3 
Strand + 



29471 



Start 10996 End 12928 

Name OJ990429_29. 9819.C3.o2.gp Method AAT/GAP 

Start 12046 End 12499 

GI LIB3431-045-P1-N1-A10 Score 852 

Exons 12046. .12499 

GI Descrip. 1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 29615 Seq. ID 

Gene No. 61147 Strand 

Start 13242 End 

Name O J9 90 4 2 9_2 9 . 98 1 9 . C3 . o5 . gs Method 

Start 13242 End 

GI none Score 

Exons 13242. .13260, 13916.. 14139 



OJ990429_29.9819.C3 
+ 

14139 
GENS CAN 
14139 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29615 Seq. ID 

61148 Strand 

15270 End 

OJ990429_29.9819.C3.o6.gs Method 

15270 End 

none Score 



OJ990429_29.9819.C3 
+ 

21023 
GENSCAN 
20815 
.8 



15270. .15515, 15557. .15732, 15908 .. 15977 , 16555 .. 16621, 
16719. .16843, 19119. . 19223, 19646 .. 19708, 19856 .. 19936, 
20139. .20237, 20311 20448, 20681.. 20815 



29615 
61148 
15270 

OJ990429_29.9819.C3.o3.gp 
19903 

3997JL.R1084 

19903. .19936, 20139.. 20237 



Seq. ID 
Strand 
End 

Method 
End 
Score 

, , 20311. .20448, 20681. .21023 

, 2245004/emb|CAB10424.1| 5.0e-17 (Z97341) membrane transporter 
like protein [Arabidopsis thaliana] ' 



OJ990429_29. 9819.C3 

+' . 

21023 
AAT/GAP 
21023 
1102 



29615 
61149 
21101 

OJ990429_29.9819.C3.ol.tc 

247 

none 



Seq. ID OJ990429_29.9819.C3 
Strand 
End 

Method 
End 
Score 

247. .282, 304. .483, 466. .684, 670. .903, 684. .794, 913. .1032 



22484 

TBLASTX: Cress 

1032 

36 



Seq. No. 29615 Seq. ID 

Gene No. 6114 9 Strand 

Start 21101 End 

Name 0 J9 9 0 4 2 9_2 9 . 98 1 9 . C3 . o 6 . tm Method 

Start 307 End 

GI none Score 

Exons 307.. 591 



OJ990429_29.9819.C3 
22484 

TBLASTX: Maize 

591 

193 



Seq. No. 29615 Seq. ID 

Gene No. 6114 9 Strand 

ft 4- — i_ r\ t i *\ t ... , 

uuQiL ^iiui JLnd 

Name OJ990429_29 . 9819 . C3 . ol . ts Method 

Start 343 End 



OJ990429_29.9819.C3 
22484 

TBLASTX : Soybean 
1038 



29472 




GI 


none 




Score 


319 




Exons 


343. .678, 363. .491, 


690. .794, 


691. .903, 898. .1038 




Seq. No. 


29615 




Seq. ID 


OJ990429_29. 9819. 


,C3 


Gene No. 


61149 




Strand 


— 




Start 


21101 




End 


22484 




Name 


OJ990429 29. 9819. C3 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


592 




End 


978 




GI 


none 




Score 


81 




Exons 


592;. 678, 631. .978, 


666. .794 








Seq. No. 


29615 




Seq. ID 


OJ990429_29. 9819. 


C3 


Gene No. 


61149 




Strand 


— 




Start 


21101 




End 


22484 




Name 


OJ990429 29. 9819. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


714 




End 


1032 




GI 


none 




Score 


203 




Exons 


714. .794, 715. .912, 


901. .1032 








Seq. No. 


29615 




Seq. ID 


OJ990429_29.9819. 


C3 


Gene No. 


61149 




Strand 






Start 


21101 




End 


22484 




Name 


OJ990429 29. 9819. C3 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


8014 




End 


8197 . 




GI 


none 




Score 


170 




Exons 


8014. .8148, 8015. .8107, 8046. 


.8150, 8084. .8197 




Seq. No. 


29615 




Seq. ID 


OJ990429_29.9819. 


C3 


Gene No. 


61149 




Strand 






Start 


21101 




End 


22484 




Name 


OJ990429 29. 9819. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13210 




End 


15007 




GI 


none 




Score 


219 




Exons 


13210. .13344, 13212 


..13352, 13215. .13352, 13226 .. 13369, 






13335. .13376, 13411 


..13461, 14841. .15005, 14843 .. 15007 , 






14845. .15006 . 










Seq. No. 


29615 




Seq. ID " 


OJ990429_29.9819. 


C3 


Gene No. 


61149 




Strand 






Start 


21101 




End 


22484 




Name 


OJ990429 29. 9819. C3 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


18533 




End 


19232 




GI 


none 




Score 


139 




Exons 


18533. .18616, 18534 


..18623, 18848. .19222, 18849. .19232 




Seq. No. 


29615 




Seq. ID 


OJ990429_29.9819. 


C3 


Gene No. 


61149 




Strand 






Start 


21101 




End 


22484 




Name 


OJ990429 29. 9819. C3, 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


18848 




End 


19226 




GI 


none 




Score 


399 




Exons 


18848. .19222, 18849, 


, .19226 








Seq. No. 


29615 




Seq. ID 


OJ990429_29.98i9. 


C3 


Gene No . 


6114 9 




Strand 






Start 


21101 




End 


22484 




Name 


OJ990429_29.9819.C3. 


. ol . tm 


Method 


TBLASTX: Maize 





29473 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Stare 
GI 

Exons 



18867 End 19677 

none Score 433 

18867. .19226, 18868 .. 18975, 188 69 192.22, 19480 .. 19539, 

19484. .19561, 19489. . 19539, 19636 .. 19677 , 19645.. 19677 



OJ990429 29. 9819. C3 



29615 Seq. ID 

61149 Strand 

21101 End 

OJ990429_29.9819.C3.o3itc Method 

19850 End 

none Score 

19850. .19939, 20142 .. 20240, 20144 20239, 20302 .. 20448 , 
20310. .20441 



22484 

TBLASTX: Cress 

20448 

95 



29615 
61149 
21101 

OJ990429_29.9819.C3.o3.ts 

20138 

5057520 

20138. .20248, 20139. . 20249, 
20307. .20441 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ990429_29.9819.C3 
22484 

TBLASTX: Soybean 

20445 

133 



20293. .20445, 20305 .. 204 15, 



29615 Seq. ID 

61149 Strand 

21101 End 

OJ990429_29.9819.C3.o3.tm Method 

20172 End 

none Score 



OJ990429_29.9819.C3 
22484 

TBLASTX: Maize 

20773 

96 



20172. .20240, 20177 .. 20239, 20182 .. 2024 1, 20308 .. 20448, 
20310. .20450, 20310 .. 20444 , 20317 .. 2044 8, 20675 .. 20773, 
20680. .20772 



29615 Seq. ID OJ990429_29 . 9819 . C3 

61149 Strand 

21101 End 22484 

OJ990429_29.9819.C3.o7.gs Method GENSCAN 

21101 End 22484 

none .Score .52 

21101. .21170, 22256. .22328, 22361. .22484 

29616 Seq. ID OJ990429_29 . 9819 . C4 

61150 Strand + 
4139 End 6244 
OJ990429_29. 9819. C4 . ol . gs Method GENSCAN 
4139 End 6244 
none Score 1 



4139. .6244 



29616 Seq. ID 

61150 Strand , 

4139 End 

0 J99042 9__29 . 98 19 . C4 . ol . gp Method 

4 961 End 

uC-osroM202001c02al Score 
4981. .5459 



OJ990429_29.9819*C4 
+ 

6244 
AAT/GAP 
5459 
779 



29474 



GI Descrip. 1 4972051/emb | CAB43919. 1 | 1.0e-26 (AL078470) 

serine/threonine-specif ic kinase like protein [Arabidopsis 
thaliana] ' 

Seq. ID OJ990429__29.9819.C4 
Strand 

End 6509 
19.C4.o2.gp Method AAT/GAP 

End 6509 
Score 7 92 



Seq. ID OJ990429_29. 9819.C4 
Strand 

End 94 65 

Method TBLASTX : Soybean 

End 4819 

Score 124 



Seq. ID OJ990429_29.9819.C4 
Strand 

9465 

TBLASTX: Cress ' 
6079 
108 



Seq. No. 


29616 


Gene No. 


61151 


Start 


6106 


Name 


OJ990429 29 


Start . 


6106 


GI 


none 


Exons 


6106. .6509 


Seq. No. 


29616 


Gene No. 


61152 


Start 


7062 


Name 


OJ990429 29 


Start 


4297 


GI 


none 


Exons 


4297. .4491, 


Seq. No. 


29616 


Gene No. 


61152 


Start 


7062 


Name 


OJ990429 29 


Start 


4325 


GI 


none 


Exons 


4325. .4567, 




5153. .5230, 




5510. .5869, 


Seq. No. 


29616 


Gene No. 


61152 


Start 


7062 


Name 


OJ990429 29 


Start 


4564 


GI 


none 


Exons 


4564. .4695, 


Seq. No. 


29616 


Gene No. 


61152 


Start 


7062 


Name 


OJ990429 29 


Start 


4628 


GI 


none 


Exons 


4628. .4705, 


Seq. No. 


29616 


Gene No. 


61152 


Start 


7062 


Name 


OJ990429 29 


Start 


5233 


GI 


none 


Exons 


5233. .5400, 










Gene No. 


6H52 


Start 


7062 



End 

Method 

End 

Score 



,4969 



Seq. ID OJ990429_29.98l9.C4 
Strand 

End 94 65 

Method TBLASTX : Wheat 

End 4935 

Score 104 
.4935, 4727.. 4909 

Seq. ID OJ990429_29.98l9.C4 
Strand 

End 94 65 

Method TBLASTX : Mai ze 

End 4 996 

Score 83 
.4962, 4724. .4996 

Seq. ID OJ990429_29.98l9.C4 
Strand 

End 94 65 

Method TBLASTX : Wheat 

End 5665 

Score 232 



Seq. ID OJ990429_29. 9819.C4 
Strand 

End 94 65 



29475 



Name 


OJ990429 29. 


9819. 


C4 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


5234 ~~ 








End 


5722 


GI 


none 








Score 


339 


Exons 


5234 . .5494, 


5245. 


. 5400, 


5455. 


.5493, 5495.-5722, 5512. .5721 


Seq. No. 


29616 








Seq. ID 


OJ990429_29.9819.C4 


Gene No. 


61152 








Strand 




Start 


7062, 








End 


9465 


Name 


OJ990429 29. 


9819. 


C4 ,ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5263 








End 


5836 


GI 


none 








Score 


306 


Exons 


5263. .5400, 


5267 . 


. 5503, 


5282. 


.5437, 5479. .5529, 5510. .5836, 




5534 . .5641, 


5545 . 


.5739, 


5777 . 


.5836 




Seq. No. 


29616 








Seq. ID 


OJ990429_29.9819.C4 


Gene No. 


61152 








Strand 




Start 


7062 








End 


9465 


Name 


OJ990429 29. 


9819. 


C4 .o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5738 ~ 








End 


6052 


GI 


none 








Score 


135 


Exons 


5738. .5929, 


5777 . 


. 5884, 


5930 . 


.6052 




Seq. No. 


29616 








Seq. ID 


OJ990429_29.9819.C4 


Gene No. 


61152 








Strand 




Start 


7062 








End 


9465 


Name 


OJ990429 29. 

w W S \J i fa. — ^ fa — • 


9819. 


C4 . o2 . 




Method 


GENSCAN 


Start 


7062 ~ 








End 


9465 


GI 


none 








Score 


.72 


Exons 


7062. .7120, 


7206. 


.7402, 


7492. 


.7696, 7923.. 9465 


Seq. No. 


29616 








Seq. ID 


OJ990429_29.9819.C4 


Gene No. 


61152 








Strand 




Start 


7062 








End 


9465 


Name 


OJ990429 29. 


9819. 


C4 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


7491 ~~ 








End 


9174 


GI 


none 








Score 


80 


Exons 


7491. .7694, 


7491. 


. 7694, 


7492 . 


.7698, 8110. .8202, 8227. .8364, 




8437 . . 8763, 


8821. 


. 9174, 


8843. 


.8962, 9023.. 9145 


Seq. No. 


29616 








Seq. ID 


OJ990429_29.9819.C4 


Gene No. 


61152. 








Strand 




Start 


7062 








End 


9465 


Name 


OJ990429 29. 


9819. 


C4 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7933 ~~ 








End 


8199 . 


GI 


none 








Score 


275 


Exons 


7933. .8199, 


7934 . 


.8194, 


7945. 


.8199 




Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819.C5 


Gene No. 


61153 








Strand 


+ 


Start 


10073 








End 


10348 


Name 


OJ990429 29. 


9819. 


C5.o4 . 




Method 


GENSCAN 


Start 


10073 








End 


10348 


GI 


none 








Score 


.86 


Exons 


10073. .10348 












Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819.C5 


Gene No. 


61154 








Strand 


+ 



29476 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13493 End 

0 J9 90 4 2 9_2 9 . 98 1 9 . C5 . o4 . gp Method 

13424 End 

29574 1.R1084 Score 



15966 
AAT/GAP 
15966 
1924 



13424. .13553, 14187 .. 14458, 1454 6 .. 14582, 14665 14762, 
15074. .15135, 15345. .15468, 15655. .15966 

•3236248 1.0e-116 (AC004684) unknown protein [Arabidopsis 
thaliana] 1 



29617 
61154 
13493 

OJ990429_29.9819.C5.o6.gs 

13493 

none 



Seq. ID OJ990429_29.9819.C5 

Strand + 

End 15966 

Method GENSCAN 

End 15774 

Score .83 



13493. .13553, 14 187 .. 14 411, 14665 .. 14762, 15074 .. 15135, 
15345. .15468, 15655. .15774 



29617 
61155 
31416 

OJ990429_29.9819.C5.o5.gp 
31386 

82060_1.R1084 
31386. .31747 

, 5419927/emb|CAB46492.1| 2.0e-36 (AJ243340) expansin9 
[Lycopersicon esculentum] 1 



Seq. ID OJ990429_29.9819.C5 

Strand + 

End 33887 

Method AAT/GAP 

End 31747 

Score 642 



Seq. No. 


29617 




Seq. ID 


Gene No. 


61155 




Strand 


Start 


31416 




End 


Name 


OJ990429 29. 9819. C5 


. o9 . gs 


Method 


Start 


31416 




End 


GI 


none 




Score 


Exons 


31416. .31900, 33267 


. .33576 




Seq. No. 


29617 




Seq. ID 


Gene No. 


61155 




Strand 


Start 


31416 




End 


Name 


OJ990429 29. 9819. C5 


. 06 . gp 


Method 


Start 


33388 




End 


GI 


3762780 




Score 


Exons 


33388. .33887 






Seq. No. 


29617 




Seq. ID 


Gene No. 


61156 




Strand 


Start 


34529 




End 


Name 


OJ990429 29. 9819. C5 


. o7 . gp 


Method 


Start 


34529 




End 


GI 


3763004 




Score 


Exons 


34529. .34873 






Seq. No. 


29617 




Seq. ID 


Gene No. 


61157 




Strand 


C" J 

o i_a.j_ u 


41235 




End 


Name 


OJ990429 29. 9819. C5 


. oil . gs 


Method 


Start 


41295 




End 



+ 

33887 
GENSCAN 
33576 
.83 



+ 

33887 
AAT/GAP 
33887 
923 



+ 

34873 
AAT/GAP 
34873 
640 



OJ990429_29.9819.C5 
+' 

43997 

GENSCAN 

43980 



29477 



GI 

Exons 



none Score .86 

41295. .41381, 41466. . 41536, 41648 .. 41705, 4 1835 .. 41941, 

42076. .42121, 42810 .. 42944 , 43271 .. 43399, 43505 43588, 

43689..437S3, 43833.. 43980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



29617 
61157 
41295 

OJ990429_29.9819.C5.o9.gp 

43240 

2280586 



Seq. ID OJ990429_29.9819.C5 

Strand + 

End 43997 

Method AAT/GAP 

End 43997 

Score 792 



43240. .43399, 43505 .. 43588, 43689 .. 43753, 43833.-43997 
3355490 4.0e-44 (AC004218) putative dolichyl-phosphate 
beta-glucosyltransferase [Arabidopsis thaliana] 



Seq. No. 


29617 




Seq. ID 


OJ990429_29. 9819.C5 


Gene No. 


61158 




Strand 




Start 


50 




End 


358 


Name 


OJ990429_29.9819. 


C5.ol.gs 


Method 


GENS CAN 


o tart 




End 


358 


GI 


none 




Score 


.98 


Exons 


50. .358 








Seq. No. 


29617 




Seq. ID 


OJ990429_29.9819.C5 


Gene No. 


61159 




Strand 




Start 


1605 




End 


2929 


Name 


OJ990429 29.9819. 


C5.o2.gs 


Method 


GENSCAN 


Start 


1605 




End 


2789 


GI 


none 




Score 


. 92 


Exons 


1605. .1814, 1971. 


.2065, 2325 


..2496, 2578. .2698, 2725. .2789 


Seq. No. 


29617 




Seq. ID 


OJ990429_29.9819.C5 


Gene No. 


61159 




Strand 




Start 


1605 




End 


2929. 


Name 


OJ990429 29.9819. 


C5.ol.gp 


Method 


AAT/GAP 


Start 


2438 




End 


2929 


GI 


LIB3474-011-P1-K1 


-D8 


Score 


778 


Exons 


2438.-2496, 2578. 


.2929 






GI Descrip. 


•3603461 8.0e-ll 
sapiens] ' 


(AF088982) 


heat shock 


protein hsp40-3 [Homo 


Seq. No. 


29617 




Seq. ID 


OJ990429_29.9819.C5 


Gene No. 


61160 




Strand 




Start 


3177 




End 


9223 


Name 


OJ990429 29.9819. 


C5.o2.gp 


Method 


AAT/GAP 


Start 


3177 




End 


6056 


GI 


2111 1.R1084 




Score 


2686 


Exons 


3177. .3904, 4227. 


.4329, 4434 


..4655, 4745.-4795, 5318. .5460, 




5887. .6056 








GI Descrip. 


'3928869 5.0e-19 


(AF093420) 


Hsp70 binding protein HspBPl [Homo 




sapiens] 1 








Seq. No. 


29617 




Seq. ID 


OJ990429__29.9819.C5 


Gene No. 


61160 




Strand 




Start 


3177 




T7>— -J 


r\ *^ ^ ~» 


Name 


OJ990429 29.9819. 


C5.o3.gs 


Method 


GENSCAN 


Start 


3376 




End 


9223 



29478 



GI 

Exons 



none Score .52 

3376. .3904, 4227. .4329, 4434. .4655, 4745.-4795, 5318. .5460, 
5887. .6101, 6706. .6787, 7055. .7168, 7488. .8117, 8970. .9223 



Seq. No. 29617 

Gene No. 61161 

Start 11424 

Name OJ990429_29 . 9819.C5 . o5 . gs 

Start 11424 

GI none 

Exons 11424. .11714, 12611 .. 127 17 , 12779 .. 12866, 12936 
13113. .13193 



Seq. ID OJ990429_29.9819.C5 
Strand 

13193. 
GENS CAN 
13193 
.66 



End 

Method 

End 

Score 



,13022, 



Seq. No. 29617 Seq. ID 

Gene No. 61162 Strand 

Start 18031 End 

Name OJ990429_29. 9819.C5 . o7 . gs Method 

Start 18031 .End 

GI none Score 

Exons 18031. .19707 



OJ990429_29.9819.C5 

19707 
GENSCAN 
19707 
.81 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



29617 Seq. ID 

61163 Strand 
35017 End. 

OJ990429__29.9819.C5.o4.ts ' Method 
3427 End 
none Score 



OJ990429_29.9819.C5 
394 92 \ 

TBLASTX : Soybean 

5960 

58 



3427. .3519, 3526. .3906, 3528. .3626, 3529. .3711, 3656. .3907, 
4226. .4336, 4435. .4656, 4436. .4657, 4746. .4796, 4750. .4797, 
5310. .5462, 5314. .5466, 5314. .5463, 5907. .5960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29617 
61163 
35017 

OJ990429_29.9819.C5.o7.tm 

4447 

none 



Seq. ID OJ990429_29. 9819.C5 
Strand 

End 39492 

Method TBLASTX : Mai ze 

End 5964 

Score 303 



4447. .4656, 4448. .4657, 4730. .4798, 4745. .4801, 5310. .5462, 
5314. .5472, 5324 .. 5467, .5887 5964, 5887. .5952, 5888. .5956, 
5907.. 5963 



Seq. No. 29617 Seq. ID 

Gene No. 61163 Strand 

Start 35017 End 

Name O J9 90 4 2 9_2 9 . 98 1 9 . C5 . 08 . tm Method 

Start 10147 End 

GI none Score 

Exons 10147. .10284 



OJ990429_29.-9819.C5 
39492 

TBLASTX : Maize 

10284 

69 



Seq. No. 
Gene No. 
Start 
Name 
Start 

r-T 

Exons 



29617 
61163 
35017 

OJ990429_29.9819.C5.o9.ts 
12644 



OJ990429 29. 9819. C5 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
12644. .12724, 12651 .. 12746, 12843 .. 128 66, 12844 12873, 
12918. .12989, 12934 .. 13014 , 13110 .. 13181, 13111. .13191 



39492 

TBLASTX : Soybean 

13191 

51 



29479 



Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819 


.C5 


Gene No . 


61163 








Strand 






Start 


35017 








End 


39492 




Name 


OJ9904 


29 29. 9819. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13493 








End 


15782 




GI 


none 








Score 


93 




Exons 


13493. 


.13555, 


14183. 


.14461, 


14185. .14466, 14 18 6 .. 144 61, 






14443. 


.14466, 


14543. 


.14596, 


14544. .14564, 1454 6 .. 14587, 






14663. 


.14791, 


14664. 


.14759, 


14669. .14764, 15069 .. 15128, 






15073. 


.15135, 


15074. 


.15136, 


15077. .15136, 15325. .15468, 






15342. 


.15464, 


15650. 


.15775, 


15651. .15782, 15655.. 15777 




Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819 


.C5 


Gene No. 


61163 








Strand 






Start 


35017 








End 


39492 




Name 


OJ990429 29. 9819. C5. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


13496 








End 


15783 




GI 


.none 








Score 


65 




Exons 


13496. 


.13555, 


14174. 


.14461, 


14183. .14461, 14331. .14474, 






14543. 


.14596, 


14546. 


.14590, 


14663. .14764, 14 664 .. 14759, 






15073. 


.15135, 


15074. 


.15136, 


15342. .15473, 15343 .. 154 68, 






15361. 


.15480, 


15654. 


.15767, 


15655.. 15783 




Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819 


.C5 


Gene No . 


61163 








Strand 






Start 


35017 








End 


39492 




Name 


OJ990429 29. 9819. C5. 


o3.ts 


Method - 


TBLASTX : Soybean 




Start 


14168 








End 


15816 




GI 


none 








Score 


359 




Exons 


14168. 


.14461, 


14183. 


.14461, 


14325. .14465, 14545 .. 14586, 






14546. 


.14587, 


14663. 


.14764, 


14664. .14759, 14665 .. 14775, 






14666. 


.14764, 


15074. 


.15136, 


15325. .15468, 15342 .. 15479, 






15344. 


.15472, 


15655. 


.15816, 


15666. .15815 




Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819 


.C5 


Gene No. 


61163 








Strand 






Start 


35017 








End 


39492 




Name 


OJ990429 29. 9819. C5. 


08 . ts 


Method 


TBLASTX: Soybean 




Start 


17746 








End 


17991 




GI 


none 








Score 


92 




Exons 


17746. 


.17991, 


17831. 


.17956 








Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819 


.C5 


Gene No. 


61163 








Strand 






Start 


35017 








End 


39492 




Name 


OJ990429 29. 9819. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17752 








End 


25651 




GI 


none 








Score 


70 




Exons 


17752. 


.17913, 


17842. 


.17964, 


17867. .17962, 18145 .. 18363, 






18145. 


.18825, 


18230. 


.18631, 


18656. .18847, 18901 .. 19098, 






25574. 


.25651 












Seq. No. 


29617 








Seq. ID 


OJ990429_29.9819 


-C5 


Gene No. 


61163 








Strand 






Start 


35017 








End 


39492 




Name 


OJ990429_29.9819.C5. 


o2.tw 


Method 


TBLASTX: Wheat 





29480 




Start 


17842 




End 


18252 




GI 


none 




Score 


112 




Exons 


17842. .17967, 17843. 


.17962, 


17848. .17 967, 1797 6 .. 18074 , 






17989. .18081, 18145. 


.18252 








Seq. No. 


29617 




Seq. ID 


OJ990429_29. 9819. 


C5 


Gene No. 


61163 




Strand 






Start 


35017 




End 


39492 




Name 


OJ990429 29. 9819. C5. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


18163 




End 


18825 




GI 


none 




Score 


97 




Exons 


18163. .18411, 18187. 


.18825, 


18662. .18787 




Seq. No. 


29617 




Seq. ID 


OJ990429_29. 9819. 


C5 


Gene No. 


61163 




Strand 






Start 


35017 




End 


39492 




Name 


OJ990429 29. 9819. C5. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18253 




End 


18544 




GI 


none 




Score 


88 




Exons 


18253. .18543, 18257. 


.18544 








Seq. No. 


29617 




Seq. ID 


OJ990429_29. 9819. 


C5 


Gene No. 


61163 




Strand 






Start 


35017 




End 


39492 




Name 


OJ990429 29. 9819. C5. 


06 . tc 


Method 


TBLASTX: Cress 




Start 


18301 




End 


18738 




GI 


none 




Score 


59 




Exons 


.18301. .18738, 18302. 


.18412, 


18512. .18736 




Seq. No. 


29617 




Seq. ID 


OJ990429_29. 9819. 


C5 


Gene No. 


61163 




Strand 






Start 


35017 




End 


39492 




Name 


OJ990429 29. 9819. C5. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


18877 




End 


19254 




GI 


none 




Score 


70 




Exons 


18877. .19254, 18905. 


.19114 








Seq. No. 


29617 




Seq. ID 


OJ990429_29. 9819. 


C5 


Gene No. 


61163 




Strand 






Start 


35017 




End 


39492 




Name 


OJ990429 29. 9819. C5. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


18907 




End 


19317 




GI 


none 




Score 


68 




Exons 


18907. .19317, 19010. 


.19108 








Seq. No. 


29617 




Seq. ID 


OJ990429_29.9819. 


C5 


Gene No. 


61163 




Strand 






Start 


35017 




End 


39492 




Name 


OJ990429 29. 9819. C5. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


31421 




End 


33577 




GI 


none 




Score 


46 




Exons, 


.31421. .31516, 31482. 


.31517, 


31508. .31900, 31509. .31901, 






33262. .33399, 33267. 


.33335, 


33289.-33399, 33367 .. 33423, 






33398.-33442, 33399. 


.33575, 


33399. .33575, 33400 .. 33576, 






33533 . . 33577 










Seq. No. 


29617 




Seq. ID 


OJ990429_29.9819. 


C5 



29481 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



61163 Strand 

35017 End 

OJ990429_29.9819.C5.ol.ts Method 

31490 End 

none Score 



39492 

TBLASTX : Soybean 

33578 

356 



31490. .31699, 314 91 31712, 31713 .. 31901, 31715 .. 31888 , 
33261. .33578, 33289 33576, 33399.. 33578 



Seq. No! 29617 '% Seq. ID 

Gene No. 61163 Strand 

Start 35017 End 

Name OJ990429_29. 9819.C5.ol. tc Method 

Start 31491 End 

GI none Score 

Exons 31491. .31712, 314 93 .. 31711, 

33267. .33575, 33289.. 33576 



OJ990429_29. 9819.C5 
39492 

TBLASTX: Cress 
33576 
353 

31713. .31901, 31715. .31900, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - v 



29617 
61163 
35017 

OJ990429_29.9819.C5.ol0.gs 

35017 

none 



Seq. ID OJ990429_29.9819.C5 
Strand 

End 39492 

Method GEN SCAN 

End 39119 

Score . 63 



35017. .35498, 36057 .. 36180, 36267 .. 364 09, 36524 .. 36659, 
36823.-36967, 38310 .. 38390, 38620 .. 38 660 , 39048.. 39119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29617 
61163 
35017 

OJ990429_29.9819.C5.o2.ts 

35200 

none 

35200. .35508, 35204 .. 35500, 
36049. .36177, 36050 .. 36172, 
36252. .36407, 36271 .. 36408, 
36525. .36659, 36814 .. 37074 , 



Seq. ID OJ990429_29. 9819.C5 
Strand 

End 39492 

Method TBLASTX : Soybean 

End 37087 

Score 212 
35219. .35512, 35265 .. 35516, 
36093. .36182, 3624 6 .. 36401, 
36522. .36656, 36523 36660, 
36823. .37074, 36824.. 37087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29617 
61163 
35017 - 

OJ990429_29.9819.C5.o6.tm 

35200 

none 



Seq. ID OJ990429_29.9819.C5 
Strand 
End 

Method 
End 
Score 



394 92 

TBLASTX: Maize 

35516 

212 



35200. .35508, 35204 .. 35500, 35219 .. 35512, 35265.. 35516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29617 
61163 
35017 

OJ990429_29.9819.C5.o2.tc 

35201 

none 



Seq. ID OJ990429_29.9819.C5 
Strand 

End 394 92 

Method TBLASTX: Cress 

End 37086 

Score 152 



35201. .35440, 35203 .. 35508, 35255 .. 35512 , 35379 35501, 

36049.. 36180, 36056.. 36172, 36252 .. 364 07 , 36271 36393, 

36523. .36660, 36525 .. 36659, 36812 37081 , 36814 .. 37059, 
36916. . 37066 



Seq. No. 



29617 



Seq. ID OJ990429_29.9819.C5 



29482 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



61163 Strand 

35017 End 

OJ990429_29.9819.C5.ol.tw Method 

35335 End 

none Score 



39492 

TBLASTX: Wheat 

36389 

107 



35335. .35508, 35354 35500, 35400 35516, 3604 9 .. 36180, 
36056. .36181, 36252.-36389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429 29. 9819. C5 



29617 Seq. ID 

61163 . . Strand 

35017 End 
OJ990429_29.9819.C5.o3. tm Method 
36081 End 
none Score 

36081. .36179, 36082 36180, 36083 

36265. .36408, 36266 .. 36409, 36266 

36523.-36663, 36524 .. 36658, 36525.-36659, 36821 .. 36967, 

36822. .36968, 36824.-36979, 36826.-36978 



39492 

TBLASTX: Maize 
36979 
132 

36181, 36252. .36407, 
36421, 36522. .36656, 



Seq. No. 29617 Seq. ID 

Gene No. 61163 Strand 

Start 35017 End 

Name OJ990429_29 . 9819 . C5 . 08 . gp Method 

Start 37001 End 

GI 25528_1.R1084 Score 

Exons 37001. .37148, 39093.. 39492 

GI Descrip. '3355490 4.0e-44 (AC004218) putative dolichyl-phosphate 
beta-glucosyltransferase [Arabidopsis thaliana] ' 



OJ990429_29.9819.C5 

39492 
AAT/GAP 
39492 
1032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29617 
61164 
41466 
OJ99042 
41466 
none 
41466. . 
41649. . 
42807. . 
43084. . 
43504. . 
43686. . 
43830. . 



9 29.9819.C5.o5.tm 



41537, 41505 

41708, 41834 

42944, 42823 

43176, 43268 

43596, 43505 

43754, 43688 
43880 



.41537, 
.41941, 
.42945, 
.43399, 
.43591, 
.43762, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

41582 

41835 

43067 

43269 

43505 

43689 



OJ990429 29. 9819. C5 



44013 

TBLASTX: Maize 
43881 
57 

41707, 41629. .41712, 
41939, 42770. .42949, 
43174, 43081. .43176, 
43388, 43328.-43399, 
43621, 43667. .43756, 
43757, 43822. .43881, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29617 
61164 
41466 

OJ990429_29.9819.C5.o4.tc 

43331 

none 

43331. .43399, 43358 .. 43399, 
43504. .43596, 43679.-43762, 
43829. .43945, 43830 .. 43985, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

43501 

43689 



OJ990429 29. 9819. C5 



44013 

TBLASTX: Cress 
44013 
77 

43587, 43502. .43612, 
43757, 43823. .43936, 



43831. .44013 



Seq. No. 29617 Seq. ID 

Gene No. 6II64 Strand 

Start 41466 End 

Name OJ990429 29. 9819.C5 . o7 . ts Method 



OJ990429_29.9819.C5 
44013 

TBLASTX : Soybean 



29483 



Start 


43679 








End 


43989 


GI 


none 








Score 


110 


Exons 


43679. .43762, 43689 .. 43757, 


43821. .43985, 43822. .43989 


Seq. No. 


0 Q£1 ft 








beq. iJJ 


OTQQHvlOQ OQ QQ1 Q r*n 

ujyyu4zy zy.yoiy.b/ 


Gene No. 


C1 1 fit; 
D 1 1 DO 








Strand 


T 


Start 


4 U DO 










Do / O 


Name 


O TQQH4 9 Q 9 Q 


Qftl Q 

y o i y « 


P7 r»1 
b / . Ol . 


gs 


^ V-\ /-\ /•! 

i*ie unoa 


oJLNobHJN 


Start 


fl U DO 












GI 


none 








Score 


.5 


Exons 


4063. .4182, 


5613. 


.5873 








Seq. No. 


9Q61 ft 
Z y DID 








Seq. ID 


OJ990429_29.9819.C7 


bene wo . 


DllOD 








Strand 




Start 


7 ft m 








End 


9567 


Name 


n.TQQHA9Q 9Q 


Qftl Q 

y o i y « 


P7 r\ "3 
b / . O j . 


4- c 

tS 


Method 


TBLASTX: Soybean 


Start 


7 ft m 








End 


8466 


GI 


none 








Score 


123 


Exons 


* 7807. .7896, 


7821. 


.7907, 


7978 


..8169, 8033. .8245, 8401. .8466 


Seq. No. 


£. J D J. 0 








Seq. ID 


OJ990429_29.9819.C7 


Gene No. 


DllDD 








Strand 




otart 


7ft r\7 








.End 


9567 


Name 


ujyyu4zy zy. 


QQ1 Q 

ytf iy . 


b / . Ol . 


tc 


Method 


TBLASTX: Cress 


Start 


7 q i n 

/ O 1 u 








End 


9552 


GI 


none 








Score 


96 


Exons 


/oiu . . /o yo, 


oUoo . 




q "3 q / 


..8411, 8413. .8625, 8418. .8624, 




8695.-8823, 


9148. 


.9183, 


9205 


..9384, 9367.. 9552 


Seq. No. 


z y di o 








Seq. ID 


OJ990429_29.9819.C7 


Gene No. 


DllDO 








. Strand 




btart 


7ft m 
/ o U / 








End 


9567 


Name 


ujyyufizy zy. 


QQ 1 Q 

y o i y . 


r*7 i 
b / . Ol . 


tw 


Method 


TBLASTX : Wheat 


Start 


ft n qq 
o u y y 








End 


8496 


GI 


none 








Score 


183 


Exons 


8099. .8245, 


8110. 


.8259, 


8332 


..8385, 8373. .8465, 8401. .8496, 




8404. .8472, 


8406. 


.8480 








Seq. No. 


9 Q£1 ft 
Z y bio 








Seq. ID 


OJ990429_29.9819.C7 


Gene No . 


DllDD 








Strand 




Start 


7 ft P17 
/OU / 








End 


9567 


Name 


n TQQPM OQ 9 Q 

ujyyu^zy zy. 


QQ 1 Q 

y o i y . 


U / . Ol . 




Method 


TBLASTX: Maize 


Start 










End 


9387 


GI 


none 








Score 


191 


Exons 


8404. .8625, 


8406. 


.8624, 


8695 


..8808, 8709.. 8789, 9208.. 9387 


Seq. No. 


z yoio 








Seq. ID 


OJ990429_29.9819.C7 


bene No . 


bilbo 








Strand 




Start 


7807 








End 


9567 


Name 


OJ990429 29. 


9819. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8470 








End 


8811 


GI 


none 








Score 


323 


Exons 


8470. .8811, 


8523. 


.8756 








1- *»w. 


o 

*- V J» w 








Seq. ID 


OJ99042 9_29. 9619.07 


Gene No. 


61166 








Strand 




Start 


7807 








End 


9567 



29484 



Name 


OJ990429 29.9819.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9244 


End 


9567 


GI 


none 


Score 


277 


Exons 


9244.. 9567, 9264.. 9392 






Seq. No. 


29619 


Seq. ID 


OJ990429_26.9819.C1 


Gene No. 


61167 


Strand 


+ 


Start 


252 


End 


1901 


Name 


OJ990429 26.9819.Cl.ol.gs 


Method 


GENS CAN 


Start 


252 


End 


1901 


GI 


none 


Score 


.81 


Exons 


252. .425, 468. .557, 1126. .1409, 1778.. 


1901 


Seq. No. 


29619 


Seq. ID 


OJ990429 26. 9819. CI 


Gene No. 


61167 


Strand 


+ — 


Start 


252 


End 


1901 


Name 


OJ990429 26.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


264 


End 


635 


GI 


2226329 


Score 


278 


Exons 


264. .635 






GI Descrip. 


(AF001634) physical impedance 


induced protein [Zea mays] 


Seq. No. 


29620 


Seq. ID 


OJ990429_26.9819.C2 


Gene No. 


61168 


Strand 




Start 


1 


End 


905 


Name 


OJ990429 26,9819. C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


661 


GI 


2498930 


Score 


737 


Exons 


1..434, 602. .661 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi | 1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


29620 


Seq. ID 


OJ990429_26.9819.C2 


Gene No. 


61168 


Strand 




Start 


1 


End 


905 


Name v.; 


OJ990429 26.9819.C2.ol.gs 


Method 


GENSCAN 


Start 


40 


End 


905 


GI 


none 


Score 


.95 


Exons 


40. .434, 602. .661, 784. .905 






Seq. No. 


29621 


Seq. ID 


-OJ990429_26.9819.C4 


Gene No. 


61169 


Strand 




Start 


40 


End 


642 


Name 


OJ990429 26.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


40 


End 


642 


GI 


none 


Score 


.55 


Exons 


40. .642 






Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


Gene No. 


61170 


Strand 


+" 


Start 


1 


End 


7261 


Name 


OJ990429 26.9819.C5.ol.np 


Method 


AAT/NAP 


Start*- 


1 


End 


7261 


GI 


4584539 


Score 


298 



fcxons I . .42, 4010.. bl32, 7203.. 7261 

GI Descrip. (AL04 9608) extensin-like protein [Arabidopsis thaliana] 



29485 



Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


Gene No. 


61170 


Strand 


+ 


Start 


1 


End 


7261 


Name 


OJ990429 26.9819.C5.ol.gp 


Method 


AAT/GAP 


Start 


298 


End 


405 


GI 


uC-osflcyp088bl2bl 


Score 


128 


Exons 


298. .405 






.GI Descrip. 


'5257255/dbj I AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomi 


*■ 


DNA, chromosome 8, clone : P0026F07 1 


Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


Gene No. 


61170 


Strand 


+ 


otart 


i 
i 


End 


7261 


Name 


ojyyu4zy_^b .yoiy.C5.oi.gs 


Method 


GENSCAN 


Start 


"7 O 1 
1 £.1 


End 


5574 


GI 


none 


Score 


.83 


Exons 


"7 0 1 Q *3 £ 1 nQO 1 1 CQ 1 no 


1 ylTO 10.01 

.14/8, 1931 


..2073, 4634. .4875, 




DUZy..Olby f 5454. .55/4 






Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


Gene No . 


oil / 1 


Strand 


+ 


Start 


8638 


End 


11056 


Name 


OJ99042 9_26. 9819 . C5 . o3 . gs 


Method 


GENSCAN 


Start . 


o a *3 o 
8638 


End 


11056 


GI 


none 


Score 


.56 


Exons 


8638. .8/04, 11004. .11056 






Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


bene ino . 


61172 


Strand 


+ 


Start 


1/1/5 


End 


18216 


Name 


OJyyU4z9 26 . 9819 . C5 . oo . gs 


Method 


GENSCAN 


Start 


1/1/5 


End 


18216 


GI 


none 


Score 


.59 


Exons 


nnc noi t 1 Tone it^vio 
1 / 1 /5 . . 1 fZ ±6, 1 /295 17348 , 


17675. .17834, 18104. .18216 


Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


Gene No. 


61173 


Strand 




O LCti I, 


zl58o 


End 


24284 


Name 


n.TQQf!49Q 06, Qfll Q ft; r\0 r*r\ 

Kjoyy\jH£j £ o . ye i v . L-0 . oz . np 


Method 


AAT/NAP 


Start 


zuyyj 


End 


23907 


GI 


6665543 


Score 


856 


Exons 


Z0993 .. 21050, 22254 .. 23314 , 


23451. .23543, 23766.. 23907 


GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


ocue WO . 


61173 


Strand 




Start 


21588 


End 


24284 


Name 


OJ990429 26.9819.C5.o7.gs 


Method 


GENSCAN 


Start 


21588 


End 


24284 


GI 


none 


Score 


.69 


Exons 


21588. .21629, 22518 22735, 


22982. .23068, 23766.-24284 


Seq. No. 


29622 


Seq. ID 


OJ990429_26.9819.C5 


Gene No. 


61173 


Strand 




Start 


21588 


End 


Z4^84 


Name 


OJ990429 26.9819.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


22245 


End 


23219 



29486 




(IT 






Score 


62 




P, von q 


22245 22802 22272 


224 60 


22503. .22784, 22570 22788 , 






22830 23219 22852 


. 23043, 


23086. .23208 




O ^ \J • Li V-/ • 


29622 




Seq. ID 


OJ990429_26.9819 


P5 


VJ \^ 11C I 1 ! \S * 


61173 




Strand 






Start 


21588 




End 


24284 




Name 


OJ990429 26. 9819. C5 . 


ol.tc 


Method 


TBLASTX: Cress 




Start 


22249 




End 


24258 




GI 


none 




Score 


73 






22249 22365 22254 


. 22829, 


22524. .22778, 22558 .. 22824 , 






22830 23219 22840 


22965 


22854. .23102, 23767 23829, 






23914 23949 24196 


.24258 








Qpiz-r Mo 

*J ^ vJ ■ llU 1 


29622 




Seq. ID 


OJ990429_26.9819 




Gene No. 


61173 




Strand 






Start 


21588 




End 


24284 




Nanie 


OJ990429 26 9819 C5 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


22434 ~~ 




End 


23222 




GI 


none 




Score 


187 




DA Ul lO 


22434 22829 22561 


22800 


22830. .22982, 22840 .. 22983, 






22992 23096 23031 


23222 










2 9622 




Seq. ID 


OJ990429_26.9819 


PR 


Gene No. 


61173 




Strand 






Start 


21588 




End 


24284 




Name 


OJ9904 2 9 26 9819 P5 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


22472 ~~ 




End 


22748 




GI 


none 




Score 


70 




UAvl 1 u 


22472 22600 22479 


22601 


22482. .22619, 22570 .. 22620, 






22 62 9 22748 22630 










Seq. No. 


29622 




Seq. ID 


OJ990429_26.9819 


.C5 


Gene No. 


61173 




Strand 






Start 


21588 




End 


24284 




Name 


O.T990429 26 QfilQ P5 


» u w 


Method 


TBLASTX: Wheat 




Start 


22749 — 




End 


23129 




GI 


none 




Score 


156 




Exons 


22749 22805 22830 


23129 


22852. .23043, 22887.. 23129 




Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819 


.C6 


Gene No. 


61174 




Strand 


+ 




Start 


1329 




End 


2995 




Name 


OJ990429 26. 9819. C6. 


ol.gs 


Method 


GENS CAN 




Start 


1329 




End 


2995 




GI 


none 




Score 


.85 






1329. .1345, 2469. .2604, 2609 


..2690, 2799.. 2995 




Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819 


.C6 


Gene No. 


61175 




Strand 


+ 




Start 


7479 




End 


13101 




Name 


OJ990429 26. 9819. C6. 


o4 . gs 


Method 


GENSCAN 




Start 


7479 




End 


9931 




GI 


none 




Score 


.69 




Exons 


74/9. .7481, 9167. .9931 








Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819 


.C6 



29487 




Gene No. 


61175 








Strand 


+ 




Start 


7479 








End 


i3ior 




Name 


OJ990429 26 


.9819. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


9603 ~ 








End 


13079 




GI 


4680179 








Score 


3282 




Exons 


9603. . 9719, 


10280. .11248, 11276. .13079 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


29623 








Seq. ID 


OJ990429_26.9819 


.C6 


Gene No'. 


61175 








Strand 


+ 




Start 


7479 








End 


13101 




Name 


OJ990429 26 


.9819. 


C6.o5. 


gs 


Method 


GENSCAN 




Start 


10216 








End 


13101 




GI 


none 








Score 


.77 




Exons 


10216. .13101 












Seq. No. 


29623 








Seq. ID 


OJ990429_26.9819 


.C6 


Gene No. 


61176 








Strand 






Start 


3977 








End 


5563 




Name 


OJ990429 26 


.9819. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


3977 








End 


5563 




GI 


none 








Score 


1 




Exons 


3977. .5563 














Sea. No. 


29623 








Seq. ID 


OJ990429_26.9819 


.C6 


Gene No. 


61177 








Strand 






Start 


6158 








End 


6862 




Name 


OJ990429 26 


.9819. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4139 








End 


5539 




GI 


none 








Score 


39 




Exons 


4139. .4264, 


4328. 


.4741, 


4386. . 


.4511, 4626. .4736, 4820. .4954 




5015. .5206, 


5309. 


.5539 










Seq. No. 


29623 








Seq. ID 


OJ990429_26.9819 


,C6 


Gene No. 


61177 








Strand 






Start 


6158 








End 


6862 




Name 


OJ990429 26 


.9819. 


C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4334 








End 


4750 




GI 


none 








Score 


117 




Exons 


4334. .4561, 


4382. 


.4525, 


4601 


,4750 






Seq. No. 


29623 








Seq. ID 


OJ990429_26.9819 


.C6 


Gene No. 


61177 








Strand 






Start 


6158 








End 


6862 




Name 


OJ990429 26 


.9819. 


C6.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


4334 








End 


4655 




GI 


none 








Score 


94 




Exons 


4334. .4576, 


4380. 


.4511, 


4556. . 


,4654, 4602. .4655 




Seq. No. 


29623 








Seq. ID 


OJ990429_26.9819 


.C6 


Gene No. 


61177 








Strand 






Start 


6158 








End 


6862 




Name 


OJ990429 26 


.9819. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4337 








End 


4756 




GI 


none 








Score 


83 




Exons 


4337. .4558, 


4398. 


.4511, 


4565. . 


4756, 4632.. 4736 





29488 



Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


,C6 


Gene No. 


61177 




Strand 






Start 


6158 




End 


6862 




Name 


OJ990429 26. 


9819.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


5192 ~ 




End 


5536 




GI 


none 




Score 


257 




Exons 


5192. .5536 










Seq. No. 


29623 




"Seq. ID 


OJ990429_26. 9819. 


C6 


Gene No. 


61177 




Strand 






Start 


6158 




End 


6862 




Name 


OJ990429 26. 


9819.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


5252 




End 


5536 




GI 


none 




Score 


72 




Exons 


5252. .5329, 


5309.. 5536, 5481.. 5522 






Seq. No. 


29623 




Seq. ID 


OJ990429_26. 9819. 


C6 


Gene No. 


61177 




Strand 






Start 


6158 




End 


6862 




Name 


OJ990429 26. 


9819.C6.o7.tw 


Method 


TBLASTX : Wheat 




Start 


5258 ~ 




End 


6137 




GI 


none 




Score 


53 




Exons 


5258.. 5536, 


6054. .6137 








Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61177 




Strand 






Start 


6158 




End 


6862 




Name 


OJ990429 26. 


9819.C6.o3.gs 


Method 


GENSCAN 




Start 


6158 ~ 




End 


6862 




GI 


none 




Score 


1 




Exons 


6158. . 6862 










Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61178 




Strand 






Start 


10402 




End 


10584 




Name 


OJ990429 26. 


9819.C6.o8Vtw 


Method 


TBLASTX * Wheat 




Start 


10402 




End 


10584 




GI 


none 




Score 


196 




Exons 


10402. .10584, 10404.. 10583 








Seq. No. 


'29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61179 




Strand 






Start 


10636 




End 


10980 




Name 


OJ990429 26. 


9819.C6.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10636 




End 


10980 




GI 


none 




Score 


325 




Exons 


10636. . 10980 


, 10662. .10766, 


10739. .10831 




Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61179 




Strand 






Start 


10636 




End 


10980 




Name 


OJ990429 26. 


9819.C6.o6.tm 


Method 


TBLASTX: Maize 




Start 


10636 




End 


10935 




GI 


none 




Score 


238 




Exons 


10636 . . 10935 


, 10662 . . 10766, 


108^4 . . iuy34 




Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 



29489 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



61180 
11290 

OJ990429_26.9819.C6.o7.tm 

11290 

none 



Strand 

End 11688 

Method TBLASTX: Maize 

End 11603 

Score 186 



11290. .11601, 11334. .11426, 11410 .. 11454, 11523. .11603 



Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61180 




Strand 






Start 


11290 




End 


11688 




Name 


OJ990429 26. 9819. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11335 




End 


11688 




GI 


none 




Score 


244 




Exons 


11335. .11688, 11356. 


.11484, 


11511. .11645 




Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61181 




Strand 






Start 


11692 




End 


11889 




Name 


OJ990429 26. 9819. C6. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


11692 




End 


11889 




GI 


none 




Score 


184 




Exons 


11692. .11889, 11739. 


.11888 








Seq. No. 


29623 




• Seq. ID 


OJ990429_26. 9819. 


C6 


Gene No. 


61182 




Strand 






Start 


11817 




End 


12333 




Name 


OJ990429 26. 9819. C6. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11817 




End 


12303 




GI 


none 




Score 


532 




Exons 


11817. .12128, 11821. 


.12303, 


11890. .12261 




Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61182 




Strand 






Start 


11817 




End 


12333 




Name 


OJ990429 26. 9819. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11857 




End 


12171 




GI 


none 




Score 


191 




Exons 


11857. .12171 










Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819. 


C6 


Gene No. 


61182 




Strand 






Start 


11817 




End 


12333 




Name 


OJ990429 26. 9819. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11890 




End 


12333 




GI 


none 




Score 


370 




Exons 


11890. .12333, 11893. 


.12324 









Seq. No. 29623 

Gene No. 61183 

Start 12244 

Name OJ99042 9_26 . 981 9 . C6 . o2 . ts 

Start 12244 

GI none 
Exons 



12720 

TBLASTX: Soybean 
12639 
57 

12244. .12276, 12244 .. 12276, 12280 .. 12333, 12280 12360, 



Seq. ID OJ990429_26.9819.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 29623 Seq. ID OJ990429_26 . 9819 . C6 

29490 



Gene No. 


61183 




Strand 




Start 


12244 




End 


12720 


Name 


OJ990429 26. 9819. C6. 


, o3. tw 


Method 


TBLASTX: Wheat 


Start 


12379 




End 


12653 


GI 


none 




Score 


354 


Exons 


12379. .12621, 12391. 


.12651, 


12399. .12653 


Seq. No. 


29623 




Seq. ID 


OJ990429_26. 9819 


Gene No. 


61183 




Strand 




Start 


12244 




End 


12720 


Name 


OJ990429 26. 9819. C6. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


12388 




End 


12720 


GI 


none 




Score 


316 


Exons 


12388. .12720, 12441. 


.12719 






Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819 


Gene No. 


61184 




Strand 




Start 


12654 




End 


13085 


Name 


OJ990429 26. 9819. C6. 


ol. tw 


Method 


TBLASTX: Wheat 


Start 


12654 




End 


13077 


GI 


none 




Score 


594 


Exons 


12654. .13073, 12655. 


.13077, 


12703. .13074 


Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819 


Gene No. 


61184 




Strand 




Start 


12654 




End 


13085 


Name 


OJ990429 26. 9819. C6. 


o3. ts 


Method 


TBLASTX: Soybean 


Start 


12664 




End 


12909 


GI 


none 




Score 


209 


Exons 


12664. .12909 








Seq. No. 


29623 




Seq. ID 


OJ990429_26.9819 


Gene No. 


61184 




Strand 




Start 


12654 




End 


13085 


Name 


OJ990429. 26.9819.C6. 


ol. tm 


Method 


TBLASTX: Maize 


Start 


12727 




End 


13085 


GI 


none 




Score 


469 


Exons 


12727. .13077, 12732. 


.12995, 


12733. .13065, 13041.. 13085 


Seq. No. 


29624 




Seq. ID 


OJ990429 26.9819 


Gene No. 


61185 




Strand 


+ 


Start 


264 




End 


361 


Name 


OJ990429 26. 9819. C7. 


ol . gs 


Method 


GENSCAN 


Start 


264 




End 


361 


GI 


none 




Score 


.88 


Exons 


264. .361 








Seq. No. 


29625 




Seq. ID 


OJ990429 26.9819, 


Gene No. 


61186 




Strand 


+ 


Start 


1 




End 


2833 


Name 


OJ990429 26. 9819. C9. 


ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2833 


GI 


5091513 




Score 


2025 


Exons 


1..1800, 1873. .2034, 


2638. . 


2833 




GI Descrip. 


(A5023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


29625 




Seq. ID 


OJ990429_26.9819, 



29491 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



61187 
4291 

OJ990429_26.9819.C9.ol.gp 
4291 



Strand 
End 

Method 
End 
Score 



4602 
AAT/GAP 
4396 
154 



5816518 
4291. .4396 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryz 
similar sequence to Pib gene 



a sativa DNA, 



OJ990429 26. 9819. C9 



29625 
61187 
4291 

OJ990429_26.9819.C9.o2.gp 
4291 

72524_1.R1084 
4291. .4602 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4602 
AAT/GAP 
4602 
419 



29626 



Seq. ID OJ990429 26. 9819. CIO 



61188 Strand + 

1070 End 1286 

OJ990429_26. 9819. C10. ol.gp Method AAT/GAP 

1070 End 1286 

uC-osroM202017a05al Score 330 

1070. .1286 

' 6041846/gb|AAF02155.1|AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


29626 


Seq. ID 


OJ990429_ 


_26. 9819. C10 


Gene No. 


61189 


Strand 


+ 




Start 


1389 


End 


6006 




Name 


OJ990429 26.9819. C10. ol.gs 


Method 


GENSCAN 




Start 


1389 


End 


6006 




GI 


none 


Score 


.66 




Exons 


1389. .1454, 1861. .2115, 2883. 


.2961, 4086. .4256, 


5879. .6006 


Seq. No. 


29626 


Seq. ID 


OJ990429_ 


26. 9819. C10 


Gene No. 


61189 


Strand 


+ 




Start 


1389 


End 


6006 




Name 


OJ990429 26.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


1936 


End 


4648 




GI 


6635860 


Score 


449 




Exons 


1936. .2115, 2791. .2961, 3312. 


.3432, 4144. .4250, 


4551. .4648 


GI Descrip. 


(AF216313) cytochrome P450 [Helianthus 


annuus] 





Seq. No. 29626 Seq. ID 

Gene No. 61190 Strand 

Start 7501 End 

Name OJ990429_26. 9819. C10. o2.gs Method 

Start 7501 End 

GI none Score 

Exons 7501.. 7849, 7890.. 7944, 8805.. 8973 



OJ990429_26. 9819. C10 

8973 
GENSCAN 
8973 
.41 



Gene No. 
Start 



61191 
764 



seq. lu 

Strand 

End 



ujyyu4^y__k:b. y«iy.cii 
+ 

3219 



29492 



Name 


OJ990429 26-9819. Cll.ol.np 


Method 


AAT/NAP 

nn x / lint 






Start 


764 


End 


3107 






GI 


6539588 


Score 


1 ^2 






Evons 


764.. 790, 1507.. 1758, 3068.. 


3107 








GT DescriD. 


(AP000837) hypothetical protein [Oryza 


eat- -1 T/A 1 
oa va j 






Seq. No. 


29627 


Seq. ID 


OJ990429_26. 


9819 


-Cll 


Gene No. 


61191 


Strand 


+ 






Start 


764 


End 


3219 






Name 


OJ990429 26.9819.Cll.ol.gs 


Method 


GEN SCAN 






Start 


783 


End 


3219 






GI 


none 


Score 


. 57 






Exons 


783. .858, 1065. .1125, 1691.. 


1758, 2562 


2664 3139 


.3219 


Seq. No. 


29628 


Seq. ID 


OJ990429 26 


9819 


.C12 


Gene No. 


61192 


Strand 








Start 


453 


End 


1666 






Name 


OJ990429 26.9819.C12.ol.np 


Method 


AAT/NAP 

iui X / lint 






Start 


453 


End 


1666 






GI 


6815099 


Score 


66 






Ex oris 


453. .564, 1640. .1666 










\J J* v«* o x» ^ • 


(AP001081) hypothetical protein [Oryza 


^ ^ I - i Tra 1 

o CI 1 — L va J 






Seq. No. 


29628 


Seq. ID 


OJ990429_26. 


9819 


.C12 


Gene No. 


61192 


Strand 








Start 


fi *J O 


End 


1666 






Name 


OJ990429 26.9819.C12.ol.gs 


Method 


\J Hi IN O 






Start 


751 


End 


790 






GI 


none 


Score 


i JU 






Exons 

I— I Awl X *J 


751. .790 










Seq. No. 


29629 


Seq. ID 


OJ990429_26. 


9819 


.C13 


Gene No. 


61193 


Strand 


+ 






Start 


1452 


End 


1995 






Name 


OJ990429 26.9819.C13.ol.gs 


Method 


\J Hi IN O V^illi 






Start * 


1452 


End 


1995 






GI 


none 


Score 


. 63 






Exons 


1452. .1472, 1501. .1995 










Seq. No. 


29629 


Seq. ID 


OJ990429_26. 


9819 


.C13 


Gene No. 


61194 


Strand 


+ 






Start 


2845 


End 


3123 






Name 


OJ990429 26.9819.C13.o2.gs 


Method 


VJIjLMU ^.rt IN 






Start 


2845 


End 


3123 






GI 


none 


Score 


.57 






Exons 


2845. .3123 










Seq. No. 


29629 


Seq. ID 


OJ990429_26. 


9819 


-C13 


Gene No. 


61195 


Strand 


+ 






Start 


5688 


End 


5996 






Name 


OJ990429 26.9819.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


2983 


End 


5858 






GI 


none 


Score 


80 






Exons 


2983.. 3075, 5661.. 5810, 5663 


..5857, 5664. .5858 






Seq. No. 


29629 


Seq. ID 


OJ990429_26. 


9819 


.C13 


Gene No. 


61195 


Strand 


+ 







29493 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5688 End 

OJ990429_25.9819.C13.ol.tc Method 

3010 End 

none Score 



5996 

TBLASTX: Cress 

5996 

73 



3010.. 3111, 3018.. 3068, 5645.. 5989, 5664.. 5996 



29629 
61195 
5688 

OJ990429_26.9819.C13.o3.gs 

5688 

none 

5688. .5987 



Seq. ID OJ990429_26.9819.C13 

Strand + 

End 5996 

Method GEN SCAN 

End 5987 

Score .54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29630 
61196 
2029 

OJ990429_26.9819.C14.o3.np 
2029 
4680179 
2029.. 2112, 6009.. 7591 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990429_26.9819.C14 
Strand + 

7594 
AAT/NAP 
7591 
2304 



End 

Method 

End 

Score 



29630 
61196 
2029 

OJ990429_26.9819.C14.ol.gp 
2845 

61605_3.R1084 
2845. .3160 

■ 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990429_26.9819.C14 

Strand + 

End 7594 

Method AAT/GAP 

End 3160 

Score 376 



29630 
61196 
2029 

OJ990429_26.9819.C14.o2.gs 

4821 

none 

4821. .5141 



Seq. ID OJ990429_26.9819.C14 

Strand + 

End 7594 

Method GENSCAN 

End 5141 

Score . 96 



Seq. No. 29630 

Gene No. 61196 

Start 2029 

Name OJ990429_26. 9819.C14 .o3.gs 

Start 6197 

GI none 

Exons 6197.. 7594 



Seq. ID OJ990429_26.9819.C14 

Strand + 

End 7594 

Method GENSCAN 

End 7594 

Score .87 



Seq. No. 29630 

Gene No. 61197 

Start 1 

Name OJ990429_26. 9819 . C14 . ol . np 

Start 1 

GI 4680179 

Exons 1..136, 1288.. 2322, 3130.. 3218 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method AAT/NAP 

End 3218 

Score 781 



29494 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29630 
61197 
1 

OJ990429__26.9819.C14.ol.gs 

106 

none 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method GENSCAN 

End 3733 

Score .45 



106. .208, 575. .649, 1410. .2342, 3662. .3733 



29630 
61197 
1 

OJ990429_26.9819.C14.o3.tm 

1647 

none 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method TBLASTX: Maize 

End 1943 

Score 4 6 



1647. .1715, 1647. .1943, 1756. .1920 



Seq. No. 29630 

Gene No. 61197 

Start 1 

Name OJ990429_26 . 9819 . C14 . o4 . tw 

Start 1647 

GI none 

Exons 1647.. 1943, 1749.. 1919, 1750. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29630 
61197 
1 

OJ990429_26.9819.C14.o5.tw 
1991 
none 

1991. .2131, 1995. .2168, 1995. .2177, 1996. .2175, 2236. .2280 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method TBLASTX : Wheat 

End 1943 

Score 93 

.1920 - ~ 

Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method TBLASTX : Wheat 

End 2280 

Score 57 



29630 
61197 
1 

OJ990429_26.9819.C14.o2.np 

3522 

.6063554 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method AAT/NAP 

End 7 601 

Score 427 



3522. .3696, 4340. .4367, 4860. .5082, 5200. .5466, 7575. .7601 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



29630 
61197 
1 

OJ990429_26. 9819 . C14 . o2 . tw 

6071 

none 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method TBLASTX : Wheat 

End 6580 

Score 586 



6071. .6529, 6074. .6580, 6082. .6579 



Seq. No. 29630 

Gene No. 61197 

Start 1 

Name OJ990429_26. 9819. C14 .ol. ts 

Start 6368 



Seq. ID OJ990429_26.9819.C14 
Strand 

End 7601 

Method TBLASTX : Soybean 

End 6628 



29495 




GI 


none 








Score 


298 


Exons 


6368. .6628, 


6370. 


.6627 








Seq. No. 


29630 








Seq. ID 


OJ990429_26.9819.C14 


Gene No. 


61197 








Strand 




Start 


1 








End 


7601 


Name 


OJ990429 26 


.9819. 


C14.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6426 








End 


6718 


GI 


none 








Score 


61 


Exons 


6426. .6527, 


6427. 


.6714, 


6428. 


.6718 




Seq. No. 


29630 








Seq. ID 


OJ990429_26.9819.C14 


Gene No. 


oll9 / 








Strand 




Start 


1 








End 


7601 


Name 


OJ990429 26 


.9819. 


C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6587 








End 


7213 


GI 


none 








Score 


736 


Exons 


6587. .7213, 


6589. 


.7101, 


6962. 


.7207, 7144. .7212 


Seq. No. 


29630 








Seq. ID 


OJ990429_26.9819.C14 


Gene No. 


61197 








Strand 




Start 


1 








End 


7601 


Name 


OJ990429 26 


.9819. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6767 . 






-» 


End 


7351 


GI 


none 








Score 


230 


Exons 


6767. .6928, 


6773. 


.6919, 


6775. 


.6930, 6775.. 6921, 6925.. 7227, 




6926. .7351 












Seq. No. 


29630 








Seq. ID 


OJ990429_26.9819.C14 


Gene No. 


61197 








Strand 




Start 


1 








End 


7601 


Name 


OJ990429 26 


.9819. 


C14.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


7213 








End 


7546 


GI 


none 








Score 


386 


Exons 


7213. .7287, 


7214. 


.7546, 


7217. 


.7330, 7306.. 7353 


Seq. No. 


29630 








Seq. ID 


OJ990429_26.9819.C14 


Gene No. 


61197 








Strand 




Start 


1 • 








End 


7601 


Name 


OJ990429 26 


.9819. 


C14.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7355 








End 


7601 


GI 


none 








Score 


181 


Exons 


7355. .7567, 


7385. 


.7567, 


7569. 


.7601, 7575.. 7601 


Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61198 








Strand 


+ 


Start 


1916 








End 


10152 


Name 


OJ99Q429 26 


.9819. 


C16 . ol 


.gs 


Method 


GENSCAN 


Start 


1916 






End 


10152 


GI. 


none 








Score 


.42 


Exons 


1916. .2041, 


2729. 


.3244, 


3307. 


.3641, 3760. .4641, 4860. .5584, 




5625. .5888, 


7576. 


.7762, 


7991. 


.8060, 9205.. 9282, 9499.. 9691, 




9920. .10152 












W ^ • v_/ . 










seq. iu 




Gene No. 


61198 








Strand 


+ 


Start 


1916 








End 


10152 



29496 



* 



Name OJ990429_26. 9819.C16.ol.np Method AAT/NAP- 

Start 2885 End 6664 

GI 6630696 Score 5655 

Exons 2885.. 6664 

GI Descrip. (AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No.' * 


29631 








Seq. ID 


OJ990429_26.9819 


.C16 


Gene No. 


61199 








Strand 


+ 




Start 


11258 








End 


11926 




Name 


OJ990429 26, 


9819 


C16.o2 


. as 


Method 


GENSCAN 




Start 


11258 






End 


11926 




GI 


none 








Score 


. 88 




Exons 


11258. .11926 












Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819 


.C16 


Gene No. 


61200 








Strand 






Start 


9475 








End 


13279 




Name 


OJ990429 26. 


9819. 


C16.o4 


. tw 


Method 


TBLASTX * Wheat 




Start 


2780 








End 


3175 




GI 


none 








Score 


125 




Exons 


2780. .2914, 


2954. 


.3175, 


2954 . 


.3175 






Seq. No. 


- ■ 

29631 








Seq. ID 


OJ990429_26.9819 


.C16 


Gene No. 


61200 








Strand 






Start 


9475 








End 


13279 




Name 


OJ990429 26. 


9819. 


CI6.06 


. tm 


Method 


TBLASTX: Maize 




Start 


2930 








End 


3202 




GI 


none 








Score 


243 




Exons 


2930. .3202, 


2951. 


.3202 










Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819 


.C16 


Gene No. 


61200 








Strand 






Start 


9475 








End 


13279 




Name 




QQ1 Q 


CI6.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


3731 








End 


4135 




GI 


none 








Score 


372 




Exons 


3731. .4075, 


3754. 


. 4038, 


3759. 


.4052, 4073.. 4135 




Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819 


.C16 


Gene No. 


61200 








Strand 






Start 


9475 








End 


13279 




Name 


OJ990429 26. 


9819. 


C16.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


4223 








End 


4687 




GI 


none 








Score 


284 




Exons 


4223. .4687, 


4504. 


.4614 










Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819 


.C16 


Gene No. 


61200 








Strand 






Start 


9475 








End 


13279 




Name 


OJ990429 26. 


9819. 


C16.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4331 








End 


4522 




GI 


none 








Score 


238 




Exons 


4331. .4522, 


4342. 


.4521 










Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819 


.C16 



29497 




Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26 


.9819. 


,C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4475 








End 


4872 


GI 


none 








Score 


192 


Exons 


4475. .4693, 


4546. 


. .4704, 


4699. 


.4872 




Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26 


.9819. 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4523 








End 


5277 


GI 


none 








Score 


238 


Exons 


4523. .4693, 


4531. 


, .4701, 


4698. 


.5027, 4702.. 5277, 4727.. 5272, 




4744. .5277 












Seq. No. 


29631 








Seq. ID 


OJ990429_26. 9819.C16 


Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26 


.9819. 


,C16.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5209 








End 


5602 


GI 


5752663 








Score 


214 


Exons 


5209. .5508, 


5271. 


.5459, 


5495. 


.5602 " 




GI Descrip. 














Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26 


.9819. 


C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5290 








End 


5551 


GI 


none 








Score 


240 


Exons 


5290. .5508, 


5292. 


.5462, 


5495. 


.5551 




Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26, 


.9819. 


C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5331 








End 


5779 


GI 


none 








Score 


158 


Exons 


5331. .5462, 


5332. 


.5508, 


5495. 


.5779, 5498.. 5548 


Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26. 


,9819. 


C16.o3. 


. tw 


Method 


TBLASTX: Wheat 


Start 


5332 








End 


5896 


GI 


none 








Score 


160 


Exons 


5332. .5508, 


5349. 


.5495, 


5495. 


.5677, 5672.. 5896 


Seq. No. 


29631 








Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 








Strand 




Start 


9475 








End 


13279 


Name 


OJ990429 26. 


9819. 


C16.o3. 


,ts" 


Method 


TBLASTX : Soybean 


Start 


5731 








End 


6082 


GI 


none 








Score 


135 


Exons 


5731. .5859, 


5732. 


.5890, 


5.893. 


.6078, 5894.. 6079, 5900.. 6082 



29498 



Sea. No 

<J — ' \mM ft LI N,/ ft 


29631 


Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 


Strand 




Start 


9475 


End 


13279 


Name 


OJ990429 26. 


9819.C16.o5.tm Method 


TBLASTX: Maize 


Start 


5882 ~" 


End 


6231 


GI 


none 


Score 


242 


Exons 


5882. . 6169, 


5888. .6160, 5896. .6168, 5989. .6174, 6177. .6230, 




6178. . 6231 






Seq. No. 


29631 


Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 


Strand 




Start 


9475 


End 


13279 


Name 


OJ990429 26. 


9819 . C16 . o2 . tw Method 


TBLASTX: Wheat 


Start 


6086 ~ 


End 


6528 


GI 


none 


Score 


108 


Exons 


6086. . 6160, 


6086. .6166, 6169. .6255, 6177. .6251, 6178. .6252, 




6247. . 6321, 


6248. .6526, 6248.-6499, 6424. .6528 


Seq. No. 


29631 


Seq. ID 


OJ990429_26.9819.C16 


Gene No . 


61200 


Strand 




Start 


9475 


End 


13279 


Name 


OJ990429 26. 


9819.C16.o6.tw Method 


TBLASTX: Wheat 


Start 


7007 


End 


7370 


GI 


none 


Score 


68 


Exons 

.... -1— ' v_y i. i h_? 


7007 7078. 


7008. .7079, 7080. .7151, 7082. .7162, 7088. .7150, 




7150. .7224, 


7151. .7240, 7152. .7244, 7153. .7221, 7155. .7241, 


l n 

1 La 


7179. 7328. 


7254.. 7370, 7256.. 7330, 7267.. 7341 


O Seq. No. 


29631 


Seq. ID 


OJ990429_26.9819.C16 


i := Gene No. 


61200 


Strand 




: a| Start 


9475 


End 


13279 


~! Name 


OJ990429 26. 


9819.C16.o4 .np Method 


AAT/NAP 


1 J Start 


9475 


End 


13279 


» GI 


6721547 


Score 


94 


Exons 


9475. .9501, 


10080. .10174, 13192.. 13279 




s GI Descrin. 


(AP001073) ^.Similar to Oryza sativa gene for Pib. (AB013448) 


Seo . No . 


29631 


Seq. ID 


OJ990429_26.9819.C16 


Gene No. 


61200 


Strand 




□ Start 


9475 


End 


13279 


r i Name 


OJ990429 26. 


9819.C16.o3.np Method 


AAT/NAP 


Start 


11327 


End 


11873 


GI 


6041846 


Score 


507 


Exons 


11327. .11873 






GI Descrip. 


(AC009853) unknown protein [Arabidopsis 


thaliana] 


Sea No 


29631 


Seq. ID 


OJ990429_26.9819.C16 


Gene No . 


61200 


Strand 




Start 


9475 


End 


13279 


Name 


OJ990429 26. 


9819.C16.ol.gp Method 


AAT/GAP 


Start 


11334 


End 


11603 


GI 


3061204 


Score 


495 


Exons 


11334. .11603 






GI Descrip. 


604184 6/gb|AAF02155. 1 1 AC009853_15 6.0e- 


16 (AC009853) unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


29631 


Seq. ID 


OJ990429_26.9819.C16 



29499 



Gene No. 


61200 


Strand 




Start 


9475 


End 


13279 


Name 


OJ990429 26.9819.C16.o2.tc 


Method 


TBLASTX: Cress 


Start 


11525 ~ 


End 


11842 


GI 


none 


Score 


70 


Exons 


11525. .11725, 11526. .11651, 


11732. .11842, 11736.. 11834 


Sea No. 


29631 


Seq. ID 


OJ990429_26. 98 19. CI 6 


Gene No. 


61200 


Strand 




Start 


9475 


End 


13279 


Name 


OJ990429 26.9819.C16.o2.gp 


Method 


AAT/GAP 


Start 


11650 


End 


12136 


GI 


569130 


Score 


673 


Ex on s 


11650. .11915, 12029.. 12136 






DpscriD. 


604184 6/gb|AAF02155.1|AC009853_15 l.Oe 


-09 (AC009853) unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


29631 


Seq. ID 


OJ990429_26. 98 19. CI 6 


Gene No. 


■61200 


Strand 


— 


Start 


9475 


End 


13279 


Name 


OJ990429 26.9819.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


11678 


End 


11879 


GI 


none 


Score 


93 


Exons 


11678. .11770, 11678. .11878, 


11688. .118 


79 


Seq. No. 


29632 


Seq. ID 


OJ990429_27 . 98 19. CI 


Gene No. 


61201 


Strand 


— 


Start 


1 


End 


496 


Name 


OJ990429 27.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


424 


GI 


6006359 


Score 


60 


Exons 


1..17, 313. .424 






GI DescriD. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29632 


Seq. ID 


OJ990429_27 . 98 19. CI 


Gene No. 


61201 ' 


Strand 




Start 


1 


End 


496 


Name 


OJ990429 27.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


266 


End 


496 


GI 


none 


Score 


.77 


Exons 


266.-496 






Seq. No. 


29633 


Seq. ID 


OJ990429_27. 9819.C2 


Gene No. 


61202 


Strand 




Start 


50 


End 


603 


Name 


OJ990429 27.9819.C2.ol.gs 


Method 


GENSCAN 


Start 


50 


End 


603 


GI 


none 


Score 


.53 • 


Exons 


50. .148, 363. .461, 494. .603 






Seq. No. 


29634 


Seq. ID 


OJ990429_27.9819.C3 


Gene No. 


61203 


Strand 




Start 


1665 


End 


5377 


Name 


OJ990429 27.9819.C3.ol.gs 


Method 


GENSCAN 


Start 


1665 


End 


5377 


GI 


none 


Score 


.41 


Exons 


1665.. 1920, 2369.. 2489, 4583 


..4681, 4930. .4994, 5027. .5136, 



29500 



5165. .5377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29635 Seq. ID 

61204 Strand 
440 End 
OJ99042 9_27 . . 981 9 . C4 . ol . np Method 
440 End 
3860274 Score 
440. .874 

(AC005824) unknown protein [Arabidopsis thaliana] 



OJ990429_27.9819.C4 
+ 

874 

AAT/NAP 
874 
261 , 



29635 Seq. ID 

61205 Strand 

3107 End 

OJ99042 9_27 . 98 19 . C4 . o2 . np Mdthod 

3107 End 

6907106 Score 

3107. .3209, 3655. .3933, 4368. .4430, 



OJ990429_27.9819.C4 
+ 

5306 
AAT/NAP 
4916 
397 

4460. .4680, 4745. .4916 



(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



29635 Seq. ID 

61205 Strand 

3107 End 

OJ990429_27 . 98 1 9 . C4 . o3 . gs Method 

4119 End 

none Score 

4119. .4846, 5002. .5087, 5176. .5306 



OJ990429_27. 
+ 

5306 
GEN SCAN 
5306 
.48 



9819-C4 



Seq. No. 29635 Seq. ID OJ990429_27 . 9819.C4 

Gene No. 61206 Strand + 

Start 17785 End 17952 

Name OJ990429_27 . 9819 . C4 . 06 . gp Method AAT/GAP 

Start 17785 End 17952 

GI 53818_1.R1084 Score 218 

Exons 17785. .17952 

GI Descrip. ' 4587518/gb | AAD25749. 1 1 AC007060J7 7.0e-20 (AC007060) Strong 
similarity to F19I3.8 gi_3033381 putative 
UDP-galactose-4-epimerase. from Arabidopsis thaliana BAC 
gb_AC004238 and is a member of PF_01370 the NAD dependent 
epimerase/dehydratase family. EST gb_AA59 f 



Seq. No. 29635 Seq. ID 

Gene No. 61207 Strand 

Start 19075 End 

Name OJ99042 9_27 .9819.C4.o6.gs Method 

Start 19075 End 

GI none Score 

Exons 19075. .23376 



OJ990429_27.9819.C4 
+ 

23382 
GENSCAN 
23376 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29635 Seq. ID 

61207 Strand 

19075 End 

OJ990429_27 . 9819. C4 . o4 .np Method 

19114 End 

5734736 Score 



OJ990429_27.9819.C4 
+ 

23382 
AAT/NAP 
23382 
2819 



19114. .19690, 19733. .20027, 20091 .. 214 92, 21646. .23382 



29501 




GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


29635 


Seq. ID 


OJ990429 27. 9819. C4 


Gene No. 


61208 


Strand 


+ 


Start 


24897 


End 


26742 


Name 


OJ990429 27.9819.C4.o7.gs 


Method 


GENSCAN 


Start 


24897 


End 


26742 


GI 


none 


Score 


.72 


Exons 


24897. .24965, 26050.. 26742 






Seq. No. 


29635 


Seq. ID 


OJ990429 27. 9819. C4 


Gene No. 


61208 


Strand 


+ 


Start 


24897 


End 


26742 


Name 


OJ990429 27.9819.C4.o5.np 


Method 


AAT/NAP 


Start 


26289 


End 


26739 


GI 


4836932 


Score 


212 


Exons 


26289. .26739 






GI Descrip. 


(AC006085) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


29635 


Seq. ID 


OJ990429_27.9819.C4 


Gene No. 


61209 


Strand 




Start 


469 


End 


1095 


Name 


.OJ990429 27.9819.C4.ol.gp 


Method 


AAT/GAP 


Start 


469 


End 


1095 


GI 


48930 1.R1084 


Score 


1093 


Exons 


469. .1095 






GI Descrip. 


, 4586109/emb|CAB40945.1| 1. 


0e-25 (AL049638) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990429 27. 9819. C4 



29635 Seq. ID 

61210 Strand 
5987 End 11069 

O J9 9 0 4 2 9_2 7 . 9 8 1 9 . C4 . o3 . np Method AAT/NAP 

5987 End 8027 

4512105 Score 514 

5987. .6042, 7048. .7242, 7344. .7630, 7736. .8027 
(AF121962) alliinase [Allium cepa] 

29635 Seq. ID OJ990429_27 . 9819 . C4 

61210 Strand 

5987 End 11069 

OJ990429_27.9819.C4.o3.gp Method AAT/GAP 

6716 End 7246 

22615_1.R1084 Score '966 

6716. .7246 

1 399028 /sp | Q01594 | ALLN_ALLSA 3.0e-12 ALLIIN LYASE PRECURSOR 

(ALLIINASE) (CYSTEINE SULPHOXIDE LYASE) >gi_419808_pir S29302 

alliin lyase (EC 4.4.1.4) precursor - garlic 

>gi_16109_emb_CAA78268_ (Z12622) precursor alliinase [Allium 
sativum] 1 



Seq. No. 29635 

Gene No. 61210 

Start 5987 

Name GJ990429_27 . 9619 .C4 . o4 . gs 

Start 7013 

GI none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 11069 

Method GENSCAN 

End 11069 

Score .96 



29502 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7013. .7242, 7344. .7630, 7696. .8027, 8147. .8447, 9085. .9188, 
9824. .9885, 10659 10696, 10726. .11069 



29635 
61210 
5987 

OJ990429_27.9819.C4.o4 .gp 
7551 

97415 1.R1084 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 11069 

Method AAT/GAP 

End 8342 

Score 1019 



7551. .7630, 7736. .8027, 8147. .8342 

'166341 8.0e-37 (M98267) alliinase [Allium cepa] >gi_1044969 
(L48614) allinase [Allium cepa] 1 



29635 
61211 
11365 

OJ990429_27.9819.C4.o5.gp 
11365 

LIB3477-003-P1-K1-E9 
11365. .11457 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 11457 

Method AAT/GAP 

End 11457 

Score 126 



29635 
61212 
12388 

OJ990429_27.9819.C4 .o5.gs 

12388 

none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 18066 

Method GENSCAN 

End 18066 

Score .48 



12388. .12402, 15050 .. 15455, 17493 .. 17710, 17905. .18066 



29635 
61213 
28013 

OJ990429_27 . 9819 . C4 . o4 . tc 

467 

none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 

Method TBLASTX : Cress 

End 26745 

Score 99 

467. .541, 665. .886, 685. .837, 26300 .. 26407, 26481 .. 26624 , 
26542. .26631, 26680. .26745 



29635 
61213 
28013 

OJ990429_27. 9819 . C4 . o7 . tm 

475 

none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 

Method TBLASTX: Maize 

End 26730 

Score 98 



475. .540, 476. .541, 650. .868, 691. .837, 2634 1 264 09, 
26342. .26461, 26553 26630, . 26554 .. 26631, 26633 26677, 
26652. .26693, 26677.. 26730 



29635 
61213 
28013 

OJ99u429_27.9819.C4.o4 ,ts 

476 

none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 

Method TBLASTX : Soybean 

End 26745 

Score- 64 



29503 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



476. .538, 665. .889, 703. .831, 26342 .. 26425, 26551 .. 26631 , 
26565. .26630, 26633 .. 26677, 26677.. 26745 



29635 
61213 
28013 

OJ990429_27.9819.C4.o7.tw 

689 

none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 

Method TBLASTX : Wheat 

End 26730 

Score 225 

689. .877, .694. .831, 264 67 .. 26631, 26556 .. 26630, 26633. . 26677, 
26677. .26730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



29635 
61213 
28013 

OJ990429_27. 9819 .C4 . ol . tw 

1800 

none 



OJ990429 27. 9819. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1800. .1868, 1801. .1866, 1894. .1947, 1915. .1944, 7070. .7243, 
7071. .7175, 7073. .7240, 7330. .7584, 7335. .7451, 7346. .7576, 
28070. .28249, 28071 .. 28160, 28073 .. 28162, 28351 .. 28587 , 
28357. .28596, 28358.. 28597 



30655 

TBLASTX: Wheat 

28597 

57 



29635 
61213 
28013 

OJ990429_27.9819.C4.ol.tm 

1830 

none 

1830. .1868, 1897. .1947, 7100 
7330. .7632, 7330. .7629, 7344 
7827. .7925, 7852. .7926, 7873 
28100. .28243, 28100 .. 28249, 
28357. .28641, 28358 28642, 
28840. .28938, 28865 .. 28939, 

29635 
61213 
28013 

OJ990429_27.9819.C4.o6.tm 

4492 

none 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 
Method TBLASTX : Mai ze 
End 29271 
Score 117 

.7243, 7100. .7243, 7156. .7245, 
.7634, 7702. .7854, 7734. .7859, 
.7932, 8204. .8278, 8219. .8275, 
28356. .28448, 28357 28641 , 
28718. .28867, 28744 28872 , 
29197. .29271, 29212. .29268 

Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 

Method TBLASTX : Mai ze 

End 4820 

Score 83 



4492..4692, 4500. .4580, 4657. .4776, 4681. .4728, 4681. .4716, 
4729... 4797, 4745. .4819, 4761. .4820 



29635 
61213 
28013 

OJ990429_27.9819.C4.o2.tc 

8150 

none 



Seq. ID OJ990429_27. 9819.C4 
Strand 

End 30655 

Method TBLASTX : Cress 

End 30479 

Score 170 



8150. .8449, 8151. .8447, 10728 .. 10808 , 10806 10910, 
28975. .29043, 29137 .. 29442, 29147 .. 294 40, 30303 .. 30377 , 
30375. .30479 ' 



29635 
61213 



Seq. ID 
Strand 



OJ990429 27. 9819. C4 



29504 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4, 


06. ts 


Method 


TBLASTX : Soybean 


Start 


8252 




End 


29440 


GI 


none 




Score 


103 


Exons 


8252. .8446, 8253. .8447, 29245.-294 39, 


29246. .29440 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


08 . tm 


Method 


TBLASTX: Maize 


Start 


10726 




End 


30600 


GI 


none 




Score 


163 


Exons 


10726. .10848, 10726. 


.10830, 


10728. .10847, 10833. .10967, 




10887. .10916, 10947. 


.11060, 


10957. .11061, 30303. .30401, 




30304 . . 30417, 30402 . 


. 30491, 


30405. .30587, 30525 .. 30599, 




30526. . 30600 








Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


oil . tm 


Method 


TBLASTX: Maize 


Start 


19019 




End 


19355 


GI 


none 




Score 


43 


Exons 


19019. . 19045, 19066. 


.19101, 


19123. .19353, 19143 .. .19355 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 . 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


06. tw 


Method 


TBLASTX: Wheat 


Start 


19231 




End 


19644 


GI 


none 




Score 


235 


Exons 


19231. .19587, 19249. 


.19644 






Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


19369 




End 


197 60 


GI 


none 




Score 


200 


■Exons 


19369. .19572, 19374 . 


.19568, 


19584. .19643, 19585 .. 19695, 




19675. .19758, 19692. 


.19760 






Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


olO. tm 


Method 


TBLASTX: Maize 


Start 


20175 




End 


20586 


GI 


none 




Score 


195 


Exons 


20175. .20351, 20176. 


.20394, 


20455. .20586 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 






End 


20652 


GI 


none 




Score 


176 


Exons 


20196. .20399, 20197. 


.20442, 


20458. .20565, 20566.. 20652 



29505 




Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


.C4 




61213 




Cf ranH 






Of- a r *- 


C O v X O 










IN ClllLC 






Lie; UIIOU 


i DLi/io i a . ooyoean 




JLul L. 


20590 ~~ 






9091 9 




GI 


none 




Score 


909 






20S90 2091 9 










Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


.C4 


Cpnp Mo 


61213 




Strand 






iD L.O J- U 






End 


30655 




WamQ 
IN ClilLC 




o9 t* IaI 


Method 


TBLASTX: Wheat 




Start 


20740 ~~ 




End 


21285 




GI 


none 




Score 


335 






20740 911flfi 90940 


91179 

• til / Zf / 


21190. .21285 




Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


.C4 


\J vll \^ Ll V_/ . 


61213 




Strand 






O L. CI A. L. 






End 


30655 




LN CLILLC? 


O.TQQ049Q 97 Qftl Q P4 


- 

oo . tm 


Method 


TBLASTX: Maize 




Start 


90Q^9 _ 




End 


21357 




GI 






Score 


380 






90Q^9 9197^ 90Q40 


91 9fi^ 


21286. .213;5-7' -• 




Seq. No. 


29635 




Seq. ID 


OJ990429_27. 9819 


.C4 


Hpnp Mo 


61213 




Strand 






Cf art 
o Lai t_ 


t. O U J- «J 




End 


30655 




in axuc 


O.TQQD49Q 97 QP1 Q P4 


o9 t" G 


Method 


TBLASTX : Soybean 






90QSQ — 

J J J 




End 


21435 




GI 


nnn o 
i IU1 ic. 




Score 


395 




JTvnn c 


90QSQ 914^ 90Qfi7 


9 1 9 fiO 








Seq. No. 


29635 




Seq. ID 


OJ990429_27. 9819 


.C4 


(tpnp Mn 


-61213 




. Strand 






Q.f art* 






End 


30655 




Name 


O.T9Q049Q 97 Qftl Q P4 


o^ f n 


Method 


TBLASTX: Cress 




Start 


20974 ~~ 




End 


21423 




ox 


none 




Score 


283 




uAUilO 


90974 9149^ 9097fi 


91 orq 


21084. .21257, 21286. .21420 




Seq. No. 


29635 




Seq. ID 


OJ990429_27. 9819 


.C4 


Gene No. 


61213 




Strand 






Start 


9R01 ^ 




End 


30655 




LNalLLC 


O.T990499 97 QftlQ P4 




Method 


TBLASTX : Soybean 




O U Ci -L L. 


91 ft47 _ 




End 


22335 






SS099 fiO 




Score 


352 






91 ft47 99?^^ 91Q19 




22170. .22307 
















Seq. No. 


29635 




Seq. ID 


OJ990429_27. 9819, 


.C4 


Gene No. 


61213 




Strand 






Start 


28013 




End 


30655 




Name 


OJ990429 27. 9819. C4. 


o4 . tm 


Method 


TBLASTX: Ms ize 




Start 


21865 




End 


22179 




GI 


none 




Score 


318 




Exons 


21865. .22179, 21883. 


.22164 









29506 




Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4 


o5 . tc 


Method 


TBLASTX : Cress 


Start 


21954 ~ 




End 


22218 


GI 


none 




Score 


225 


Exons 


21954. .22085, 21955. 


.22218 






Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


21999 




End 


22554 


GI 


none 




Score 


252 


Exons 


21999. . 22085, 22000. 


.22344, 


22000. .22347, 22330.. 22554 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


o9 . tm 


Method 


TBLASTX: Maize 


Start 


22381 ~ 




End 


22644 


GI 


none 




Score 


245 


Exons 


22381. .22644, 22381. 


.22623, 


22383. .22643 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4 . 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


22648 ~ 




End 


23100 


GI 


none 




Score 


423 


Exons 


22648. .23100, 22683. 


.23033, 


22900. .23079 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


22686 ~ 




End 


23349 


GI 


none 




Score 


263 


Exons 


22686. .22955, 22687. 


.22980, 


22984. .23100, 23098 .. 23349, 




23140. .23292, 23142. 


.23297 






Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429 27. 9819. C4. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


22708 ~ 




End 


23358 


GI 


none 




Score 


147 


Exons 


22708. .22869, 22737 

^* fa * \j * * fa fa \-/ \j s j fa fa / t * 


. 22874, 


22891. .23358, 23169.. 23297 


Seq. No. 


29635 




Seq. ID 


OJ990429_27.9819 


Gene No. 


61213 




Strand 




Start 


28013 




End 


30655 


Name 


OJ990429_27.9819.C4. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


2287 6 




End 


23319 


GI 


none 




Score 


151 


Exons 


22876. .23103, 23125. 


.23319, 


23142. .23318 



29507 



Seq. No. 


29635 


Seq. ID 


OJ990429_ 


_27.9819.< 


Gene No. 


61213. 


Strand 






Start 


28013 


End 


30655 




Name 


OJ990429 27.9819.C4.o8.gp 


Method 


AAT/GAP 




Start 


27706 


End 


28428 




GI 


4457 1.R1084 


Score 


1189 




Exons 


27706. .28242, 28356.. 28428 








GI Descrip. 


1 4633652/gb| AAD26853. 1 |AF124405_1 5. 0e- 


-23 (AF124405) all 












Seq. No. 


29635 


Seq. ID 


OJ990429_ 


27 . 9819.' 


Gene No. 


61213 


Strand 






Start 


28013 


End 


30655 




Name 


OJ990429 27 9819 C4 08 as 


Method 


GENS CAN 




Start 


?Qni ^ — 


End 


30638 




GI 




Score 


.92 




Exons 


?f)nn 28242 28*3^6 2904*5 


29140. .29440, 30295. 


. .30638 


Seq. No. 


2 96*3S 


Seq. ID 


OJ990429_ 


27.9819.' 


Gene No. 


61213 


Strand 






Start 


28013 


End 


30655 




Name 


OJ990429 27.9819.C4.o6.np 


Method 


AAT/NAP 




Start 


28049 


End 


29961 ' 




GI 


4220523 


Score 


483 




Exons 


28049. .28242, 28356.-28642, 


28748. .29043, 29140. 


, .29459, 




29912. .29961 








GI Descrio. 


(AL035356) putative alliin 


lyase [Arabidopsis thaliana] 


Seq. No. 


29635 


Seq. ID 


OJ990429_ 


27.9819.' 


Gene No. 


61213 


Strand 






Start 


28013 


End 


30655 




Name 


OJ990429 27.9819.C4.o9.gp 


Method 


AAT/GAP 




Start 


28619 


End 


29286 




GI 


97415 1.R1084 


Score 


702 




Exons 


28619. .28642, 28748 .. 29043, 


29140. .29286 




GI Descrip. 


'166341 8.0e-37 (M98267) alliinase [Allium cepa] 


I >gi_104 




(L48614) allinase [Allium cepa] ' 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29635 
61213 
28013 

OJ990429_27.9819.C4.ol0.gp 
29311 

LIB3431-058-P1-K1-D2 
29311. .29440, 30295.. 30655 

1 15961/emb | CAA78267 | 3.0e-22 (Z12621) precursor alliinase 
[Allium cepa] 1 



Seq. ID OJ990429_27.9819.C4 
Strand 

End 30655 

Method AAT/GAP 

End 30655 

Score 8 98 



29636 
61214 
1 

OJ990429_27.9819.C6.ol.np 
1 

1931639 

1..62, 782. .1172, 2012. .2075 

(U95973) lysophospholipase isolog [Arabidopsis thaliana] 



Seq. ID OJ990429_27.9819.C6 
Strand 

End 2075 

Method AAT/NAP 

End 2075 

Score 139 



29508 




Seq. No. 


29636 


Seq. ID 


OJ990429_27.9819.C6 


Gene No.. 


61214 


Strand 




Start 


1 


End 


2075 


Name 


OJ990429 27.9819.C6.ol.gs 


Method 


GEN SCAN 


Start 


714 


End 


2017 


GI 


none 


Score 


.46 


Exons 


714. .854, 915. .1105, 1473. .1629, 2012. 


.2017 


Seq. No. 


29636 


Seq. ID 


OJ990429_27.9819.C6 


Gene No. 


61214 


Strand 




Start 


1 


End 


2075 


Name 


OJ990429 27.9819.C6.o2.np 


Method 


AAT/NAP 


Start 


1416 


End 


1749 


GI 


6539588 


Score 


217 


Exons 


1416. .1749 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


29637 


Seq. ID 


OJ990429_27.9819.C7 


Gene No . 


61215 


Strand 




Start 


1759 


End 


2778 


Name 


OJ990429 27.9819.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1636 


End 


2304 


GI 


none 


Score 


36 


Exons 


1636.. 1896, 1712.. 1735, 1790. 


.1882, 1915. .2304, 1958. .2200 


Seq. No. 


29637 


Seq. ID 


OJ990429_27.9819.C7 


Gene No. 


61215 


Strand 




Start 


1759 


End 


2778 


Name 


OJ990429 27.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


1648 


End 


2778 


GI 


6630685 


Score 


1112 


Exons 


1648. .2778 






GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 






Seq. No. 


29637 


Seq. ID 


OJ990429_27.9819.C7 


Gene No. 


61215 


Strand 




Start 


1759 


End 


2778 


Name 


OJ990429 27.9819.C7.ol.tm 


. Method 


TBLASTX: Maize 


Start 


1666 


End 


2322 


GI 


none 


Score 


116 


Exons 


1666.. 2322, 1681.. 1881, 1697. 


.2314 




Seq. No. 


29637 


Seq. ID 


OJ990429_27.9819.C7 


Gene No. 


61215 


Strand 




Start 


1759 


End 


2778 


Name 


OJ990429 27.9819.C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1711 


End 


2019 


GI 


none 


Score 


77 


Exons 


1711. .1884, 1711. .1887, 1906. 


.2019 




Seq. No. 


29637 - 


Seq. ID 


OJ990429_27.9819.C7 


Gene No. 


61215 


Strand 




Start 


1759 


End 


2778 


Name 


OJ990429 27.9819.C7.ol.gs 


Method 


GENSCAN 


Start 


1759 


End 


2664 



29509 




GI 


none 






Score 


.86 




Exons 


1759. .2664 












Seq. No. 


29637 






Seq. ID 


OJ990429_27.9819 


.C7 


Gene No. 


61215 






Strand 






Start 


1759 






End 


2778 




Name 


OJ990429 27. 


9819. C7 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2068 






End 


2499 




GI 


none 






Score 


54 




Exons 


2068. .2325, 


2186. .2314, 2350. 


.2499 






Seq. No. 


29637 






Seq. ID 


OJ990429_27.9819 


.C7 


Gene No. 


61215 






Strand 






Start 


1759 






End 


2778 




Name 


OJ990429 27. 


9819. C7 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


2437 






End 


2775 




GI 


none 






Score 


65 




Exons 


2437. .2775, 


2440. .2553, 2450. 


.2602, 2639. .2725 




Seq. No. 


29638 






Seq. ID 


OJ990429_27.9819 


.C8 


Gene No. 


61216 






Strand 


+ 




Start 


17 






End 


332 




Name 


OJ990429 27. 


9819. C8 


. ol.gs 


Method 


GENS CAN 




Start 


17 






End 


332 




GI 


none 






Score 


.63 




Exons 


17.. 220, 231 


. .332 










Seq. No. 


29638 






Seq. ID 


OJ990429_27.9819 


.C8 


Gene No. 


61217 






Strand 






Start 


1 






End 


3167 




Name 


OJ990429 27. 


9819. C8 


.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1627 




GI 


3645899 






Score 


739 




Exons 


1..65, 342.. 


1627 










GI Descrip. 


(U68408) 5' 


end not 


determined experimentally ' [Zea mays; 


] 


Seq. No. 


29638 






Seq. ID 


OJ990429_27.9819 


.C8 


Gene No. 


61217 






Strand 






Start 


1 






End 


3167 




Name 


OJ990429 27. 


9819. C8 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


337 






End 


798 




GI 


none 






Score 


48 




Exons . 


337. .477, 340. .468, 


490. .798, 


497. .784 






Seq. No. 


29638 






Seq. ID 


OJ990429_27.9819 


.C8 


Gene No. 


61217 






Strand 






Start 


1 






End 


3167 




Name 


OJ990429 27. 


9819. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


340 






End 


976 




GI 


none 






Score 


260 




Exons 


340. .492, 487. .822, 


488. .799, 


592. .846, 


909. .971, 911. .976 


Seq. No. 


29638 






Seq. ID 


OJ990429_27.9819, 


,C8 


Gene No. 


61217 






Strand 






Start 


1 






End 


3167 




Name 


OJ990429 27. 


9819. C8, 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


346 






End 


784 





29510 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

346.-483, 493. .783, 698. .784 

29638 
61217 
1 

OJ990429_27.9819.C8.ol.tw 

478 

none 



Score 



67 



Seq. ID OJ990429_27.9819.C8 
Strand 

End 3167 

Method TBLASTX : Wheat 

End 1018 

Score 72 



478.-564, 583.-744, 592. .759, 872. .1018 



29638 
61217 
1 

OJ990429_27.9819.C8.o2.gs 

1019 

none 



Seq. ID OJ990429_27. 9819.C8 
Strand 

End 3167 

Method GENS CAN 

End 3167 

Score .59 



1019. .1624, 1905. .2603, 2956. .3066, 3165. .3167 



29639 
61218 
1 

OJ990429_27.9819.C9.o3.np 
1 

5852175 

1..37, 2867. .3038, 3675. .3731, 4308. .4403, 5032. .5069, 
6607. .6646 

(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ990429_27.9819.C9 

Strand + 

End 6646 

Method AAT/NAP 

End 6646 

Score 148 



29639 
61218 
1 

OJ990429_27.9819.C9.ol.gs 

948 

none 

948. .1087, 1534. .1592 



Seq. ID OJ990429_27.9819.C9 

Strand + 

End 664 6 

Method GEN SCAN 

End 1592 

Score . 67 



29639 
61219 
1 

OJ990429_27.9819.C9.o2.np 
1 

6539588 
1..115, 898.. 1167 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990429_27.9819.C9 
Strand 

End 1167 

Method AAT/NAP 

End 1167 

Score 209 



29639 
61220 
2807 

OJ990429_27.9819.C9.o2.gs 

2807 

none 

2807. .2999, 3106. .3275 



Seq. ID OJ990429_27.9819.C9 
Strand 

End 3275 

Method GENSCAN 

End 3275 

Score .87 



otsq. wo. 
Gene No. 
Start 



^yb4u 
61221 
114 



Seq. ID OJ990429_27. 9819. C10 
Strand + 
End 1844 



29511 




Name 


OJ990429 27 9819 CIO ol as 








Start 


114 "~ 




1 R44 

J. O 1 1 




GI 


none 








Exons 


114 . . 284 , 1737 1844 








Seq. No. 


29641 


Seq. ID 


OJ990429_ 


_27.9819.C11 


Gene No. 


61222 


Strand 


+ 




Start 


426 


End 


1222 




Name 


OJ990429 27.9819.Cll.ol.gs 


Method 


GENSPAN 




Start 


426 


End 


1222 




GI 


none 


Score 


. 52 




Exons 


426..S94, 804. .861, 1116. .1222 






Seq. No. 


29641 


Seq. ID 


OJ990429_ 


_27.9819.C11 


Gene No. 


61223 


Strand 






Start 


3116 


End 


3213 




Name 


OJ990429 27.9819.Cll.o2.gs 


Method 


GEN SCAN 




Start 


3116 


End 


3213 




GI 


none 


Score 


. 65 




Exons 
j-^ w 1 1 


3116. .3213 








Sea No 


29642 


Seq. ID 




71 Q81 Q PI 7 


Gene No. 


61224 


Strand 


+ 




Start 


1624 


End 


5849 




Name 


OJ990429 27.9819.C12.ol.gp 


Method 


AAT/GAP 




Start 


1624 


End 


2108 




GI 


14600 1.R1084 


Score 


8 97 




Exon *? 


1624. .2108 








GI Descrip.. 


'1438883 6.0e-ll (U43840) GmCK3p [Glycine max]' 




Sea No 


29642 


Seq. ID 


OJ990429_ 


71 Qfl 1 Q PI 7 


Gene No. 


61224 


Strand 


+ 




Start 


1624 


End 


5849 




Name 


OJ990429 27.9819.C12.ol.gs 


Method 


GENSCAN 




Start 


1864 


End 


5849 




GI 


none 


Score 


■ .81 




Exons 


1864.. 2286, 3486. .3607, 3689. 


.3884, 4391. .4508, 


4615 466? 




4841. .4944, 5056. .5090, 5239. 


.5387, .5701. .5849 




Sea. No. 


29642 


Seq. ID 


OJ990429 


71 Q81 Q PI 7 


Gene No . 


61224 


Strand 


+ 




Start 


1624 


End 


5849 




Name 


OJ990429 27.9819.C12.ol.np 


Method 


AAT/NAP 




Start 


1885 


End 


5160 




GI 


6939222 


Score 


981 




Exon «5 


1885. .2077, 2125. .2286, 3486. 


.3607, 3689. .3884, 






4615. .4663, 4845. .4944, 5056. 


.5160 






GI Dp*?pri n 

-1. 1— ' fc-J ^- -1- • 


(AC020579) putative choline kinase [Arabidopsis 


fha 1 -! anal 


Seq. No. 


29642 


Seq. ID 


OJ990429_ 


27 . 9819. C12 


Gene No. 


61224 


Strand 


+ 




Start 


1624 


End 


5849 




Name 


OJ990429 27.9819.C12.o2.gp 


Method 


AAT/GAP 




Start 


2227 


End 


5595 




T 

*J J. 


10475 1.R1084 


Score 


2132 




Exons 


2227.. 2286, 3486.. 3607, 3689. 


.3884, 4391. .4508, 


4615. .4662, 



4841. .4944, 5056. .5595 

29512 



GI Descrip. '1438883 9.0e-93 (U43840) GmCfOp [Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29642 
61225 
10536 

OJ990429_27.9819.C12.o2.np 
10536 
4468804 
10536. .10951 

(AL035601) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990429_27. 9819.C12 

Strand + 

End 10951 

Method AAT/NAP 

End 10951 

Score 157 



29642 
61226 
6460 

OJ9904 29_27 . 98 19 . C12 . o2 . tm 

1855 

none 



Seq. ID OJ990429_27.9819.C12 
Strand 

End 10586 

Method TBLASTX : Mai ze 

End 2184 

Score 69 

1855. .1920, 1857.,. 1916, 1878. .1922, 1899.. 2060, 1903. .2073, 
1951. .2073, 2095. .2184, 2146. .2184 



Seq. No. 29642 

Gene No. 61226 

Start 6460 

Name OJ990429_27 . 9819.C12 . ol . tc 

Start 1981 

GI none 

Exons 1981.. 2055, 2164.. 2286 



Seq. ID OJ990429_27.9819.C12 
Strand 

End 10586 

Method TBLASTX: Cress ■ 

End 2286 

Score 97 



Seq. No. 29642 

Gene No. 61226 

Start 6460 

Name OJ990429_27 . 9819 . C12 . ol . ts 

Start 1981 

GI none 
Exons 



Seq. ID OJ990429_27.9819.C12 
Strand 

End 10586 

Method TBLASTX : Soybean 

End 5148 

Score 91 



1981. .2055, 2146. .2286, 3483. .3608, 3485. .3595, 3686. .3886, 
3687. .3884, 4376. .4519, 4384. .4509, 4395. .4520, 4620. .4664, 
4849. .4944, 5047. .5148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29642 
61226 
6460 

OJ990429_27.9819.C12.ol.tm 

2185 

none 



Seq. ID OJ990429_27.9819.C12 
Strand 

End 10586 

Method TBLASTX : Maize 

End 4639 

Score 172 



2185. .2286, 3483. .3608, 3485. .3610, 3684. .3884, 3685. .3882, 
3686.-3886, 3687. .3884, 4376. .4495, 4390. .4497, 4399. .4497, 
4613. .4639, 4614. .4637 



Seq. No. 29642 

Gene No. 61226 

Start 64 60 

Name OJ990429_27 . 9819.C12 ,o2 . tc 

Start 4379 

GI none 



Seq. ID OJ990429_27. 9819.C12 
Strand 

End 10586 

Method TBLASTX : Cress 

End 5148 

Score 205 



4379. .4319, 439U..4509, 4852. .4944, 4872. .4946, 5047. .5148, 
5054. .5119 



29513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29642 Seq. ID 

61226 Strand 

6460 End 

OJ990429_27 . 9819 . C12 . ol . tw Method 

4452 End 

none Score 



OJ990429_27.9819.C12 
10586 

TBLASTX: Wheat 

5229 

88 



4452. .4532, 4457. .4507, 4613. .4660, 4614. .4661, 4846.-4944, 
4849. .4950, 5046. .5153, 5047. .5157, 5054. .5152, 5091. .5156, 
5166. .5192, 5173. .5193, 5186. .5227, 5187. .5228, 5188. .5229 



29642 
61226 
6460 

OJ990429_27 . 9819 . CI 2 . o3 . tm 

4844 

none 

4844. .4945, 4846.-4944, 4872. 
5150. .5191, 5202.. 5243 

29642 
61226 
6460 

OJ990429_27 . 9819 . C12 . o2 . gs 

6460 

none 



Seq. ID OJ990429_27.9819.C12 
Strand 

End 10586 

Method TBLASTX: Maize 

End 5243 

Score 161 

.4946, 5047. .5139, 5054. .5161, 



Seq. ID OJ990429_27.9819.C12 
Strand 

End 10586 

Method GEN SCAN . 

End 10586 

Score .53 



6460. .7143, 8869. .9059, 9155. .9270, 9845. .9994, 10522. .10586 



29643 Seq. ID 

61227 Strand 

1125 End 
OJ990429_27.9819.C13.ol.gp Method 

1125 End 

none Score 
1125. .1308 



OJ990429_27.9819.C13 
+ 

1308 
AAT/GAP 
1308 
276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29643 
61228 
10354 

OJ990429_27.9819.C13.o2.gs 
10354 



none 

10354. 

13785. 



Seq. ID OJ990429_27.9819.C13 
Strand + 

14458 
GENSCAN 
14458 
.43 



End 

Method 
End 
Score 

10585, 10918. .11010, 11201 .. 11261, 12385 .. 12614 , 
14458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



29643 Seq. ID 

61228 Strand 

10354 End 

OJ990429_27 . 9819 . C13 .o2 .np Method 

13345 End 

5777617 Score 
13345. .13459 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990429_27.9819.C13 
+ 

14458 
AAT/NAP 
13459 
73 



29643 
61226 
10354 

OJ990429_27. 9819.C13 .o3 .np 



Seq. ID OJ990429_27.9819.C13 

Strand + 

End 14458 

Method AAT/NAP 



29514 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13663 End 14270 

5262765 Score 228 
13663.. 14270 

(AL080283) putative protein [Arabidopsis thaliana] 



29643 Seq. ID 

61229 Strand 

15274 End 

OJ990429__27.9819.C13.o4 .gp Method 

15274 End 

LIB3431-010-P1-N1-F11 Score 
15274.. 15530 

•287403/dbj | D10838 I RICSBE1 l.Oe-111 Rice gene for starch 
branching enzyme 1 



OJ990429_27.9819.C13 
+ 

15530 
AAT/GAP 
15530 
490 



29643 Seq. ID 

61230 Strand 
1570 End 
OJ990429_27.9819.C13.o2.gp Method 
1416 End 
72477_1.R1084 Score 
1416. .1792, 2340. .2482, 2573. .2686 

•4204695 2.0e-38 (AF117062) putative inositol polyphosphate 
5-phdsphatase At5Pl [Arabidopsis thaliana] 1 



OJ990429_27.9819.C13 

7028 
AAT/GAP 
2686 
1117 



29643 
61230 
1570 

OJ990429_27.9819.C13.ol.gs 

1570 

none 



Seq. ID OJ990429_27.9819.C13 
Strand 

End 7028 

Method GEN SCAN 

End 7028 

Score .66 



1570.. 1792, 2340. .2482, 2573. .2681, 3207. .3391, 4158. .4503, 
4612. .4716, 5174. .5268, 6379. .6452, 6604.. 6724, 6852.. 7028 



Seq. No. 29643 

Gene No. 61230 

Start 1570 

Name OJ990429_27. 9819.C13.ol.np 

Start 1594 

GI 6682606 

Exons 1594.. 1792, 
4612. .4716, 

GI Descrip. 



2340. .2482, 2573. 
4947. .4993 



Seq. ID OJ990429_27.9819.C13 
Strand 

End 7028 

Method AAT/NAP 

End 4 993 

Score 1237 

.2681, 3207. .3391, 3699. .4503, 



(AC016163) putative inositol polyphosphate phosphatase, 5' 
partial [Arabidopsis thaliana] 



Seq. No. 


29643 










Seq. ID 


OJ990429_27.9819 


.*C13 


Gene No. 


61230 










Strand 






Start 


1570 










End 


7028 




Name 


OJ990429 27. 


9819 


.C13 


. o3 


.gp 


Method 


AAT/GAP 




Start 


3957 








End 


4297 




GI 


none 










Score 


652 




Exons 


3957. .4297 
















Seq. No. 


29643 










Seq. ID 


OJ990429_27.9819 


.C13 


Gene No. 


61231 










Strand 






Start 


15639 










End 


19282 




Name 


OJ990429 27. 


9819 


.C13 


.o4 


.ts 


Method 


TBLASTX : Soybean 





29515 



Start 1615 
GI none 

Exons 1615.. 1791, 1628.. 1804, 1637. 

Seq. No. 29643 
Gene No. 61231 
Start 15639 

Name OJ990429_27 . 9819 . C13 . o2 . tc 

Start 1621 
GI none 

Exons 1621.. 1791, 1637.. 1792, 1668. 

2334.. 2501, 2570.. 2680, 2571. 

3265.. 3393, 3693.-3872, 3699. 

4338. .4499, 4339.-4497, 4611. 

4946.. 5002, 6665.. 6721 



End 
Score 
.1792 



1804 
165 



Seq. ID OJ990429_27.9819.C13 
Strand 

End 19282 
Method TBLASTX : Cress 
End 6721 
Score 124 

.1802, 1858.. 1971, 2324.. 2476, 
.2681, 3242.-3394, 3248.-3385, 
.3839, 3736.. 3840, 3960.. 4052, 
.4718, 4613. .4714, 4614. .4715, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29643 
61231 
15639 

OJ990429_27, 

1720 

none 

1720. .1791, 
2567- .2668, 



9819.C13.o2.tm 



1721. .1792, 2334. 
2568. .2669 



Seq- ID OJ990429_27-9819.C13 
Strand 

End 19282 

Method TBLASTX: Maize 

End 2669 

Score 76 

.2519, 2335.. 2466, 2339.-2479, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

SLart 

GI 

Exons 



29643 
61231 
15639 

OJ990429_27. 

2351 

none 

2351. .2476, 

29643 
61231 
15639 

OJ990429_27. 

3176 

none 

3176. .3394, 
3699. .3893, 

29643 
61231 
15639 

OJ990429_27. 

3320 

none 

3320. .3394, 

29643 
61231 
15639 

OJ990429_27. 

4335 

none 

4335. .4502, 



9819.C13.o6.ts 



2358.-2483, 2570. 



9819.C13.o3.tm 



3207.. 3392, 3209. 
3736. .3897 



9819.C13.o5.ts 



3321.. 3392, 3693. 



9819.C13.o5.tm 



4336.-4497, 4611, 



Seq. ID OJ990429_27.9819.C13 
Strand 

End 19282 

Method TBLASTX : Soybean 

End 2680 

Score 127 
.2680 

Seq. ID OJ990429_27.9819.C13 
Strand 

End 19282 

Method TBLASTX : Mai ze 

End 3897 

Score 194 

.3394, 3693.. 3896, 3695.. 3889, 



Seq. ID OJ990429_27. 9819.C13 
Strand 

End 19282 

Method TBLASTX : Soybean 

End 3962 

Score 64 

.3962, 3699.. 3830, 3736.-3852 

Seq. ID OJ990429_27.9819.C13 
Strand 

End 19282 

Method TBLASTX: Maize 

End 5023 

Score 121 

.4637, 4647. .4718, 4946.-5O02, 



29516 




4997. .5023 



Seq. No. 


29643 


Seq. ID 


OJ990429_27. 9819 


.C13 


Gene No . 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.o3.ts 


Method 


TBLASTX : Soybean 




Start 


4345 


End 


4718 




GI 


none 


Score 


76 




Exons 


4345. .4476, 4347. .4472, 4347.-. 4484, 4348. .4476, 4479. .4499, 




4611. .4718, 4614. .4706 








Seq. No. 


29643 


Seq. ID 


OJ990429_27. 9819 


.C13 


Gene No. 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.o3.gs 


Method 


GEN SCAN 




Start 


15639 


End 


19159 




GI 


none 


Score 


.45 




Exons 


15639. .16280, 16403 .. 16572, 


17881. . 18003, 184 96. .18 647, 






18933. . 19159 








Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


Gene No . 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27. 9819.C13.o4.np 


Method 


AAT/NAP 




Start 


15651 


End 


16552 




GI 


3892708 


Score 


595 




Exons 


15651. .16280, 16403. .16552 








GI Descrip. 


(AL033545) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


Gene No. 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.o5.gp 


Method 


AAT/GAP 




Start 


15656 


End 


16101 




GI 


LIB34 33-026-P1-K1-F6 


Score 


840 




Exons 


15656.. 16101 








GI Descrip. 


f 3892708/emb ICAA22158.il 2. 


0e-26 (AL033545) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


Gene No . 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15759 


End 


16552 




GI 


none 


Score 


103 




Exons 


15759. .15956, 16017 .. 16280, 


16030. .16260, 16394.. 16552 




Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


Gene No. 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


15855 


End 


16574 




GI 


none ' 


Score 


482 




Exons 


15855. .16277, 15855 .. 16286, 


15880. .16281, 16397. .16555, 






16404. .16559, 16473. .16574 








Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 



29517 




Gene No . 


olz.31 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 2.7. 9819. C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


16014 


End 


16496 




GI 


none 


Score 


153 




Exons 


16014. .16280, 16021. .16278, 


16397. .16495, 16401.. 16496 




Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


• C13 


Gene No. 


61231 


Strand 






Start 


15639 


End 


19282 




Name 


riTQQnAOQ on qqi q n o 

uj ??u^y z / . y o i y . J . o d . yp 


Method 


AAT/GAP 




Start 


16119 


End 


16623 




GI 


LIB3431-010-P1-K1-F10 


Score 


660 




Exons 


16119. .16280, 16403.. 16623 








GI Descrip. 


'3892708/emb ICAA22158.il 6. 


Oe-27 (AL033545) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


Gene No. 


61231 


Strand 






b tar u 


IJDJ3 


End 


19282 




Name 


OJ990429 27.9819.C13.o5.np 


Method 


AAT/NAP 




Start 


17861 


End 


19282 




GI 


4417279 


Score 


1476 . 




Exons 


17861. .18889, 18935. .19282 








GI Descrip. 


(AC007019) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


-C13 


Gene No. 


ol2ol 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.o4.tm 


Method 


TBLASTX: Maize 




Start 


18320 


End 


18539 




GI 


none 


Score 


192 




Exons 


18320. .18511, 18325. .18510, 


18325. .18513, 18513. .18539 




Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


bene No. 


OlZ Jl 


Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


18644 


End 


18862 




GI 


none 


Score 


199 




Exons 


18644. .18862, 18645. .18860 








Seq. No. 


29643 


Seq. ID 


OJ990429_27.9819 


.C13 


Gene No. 




Strand 






Start 


15639 


End 


19282 




Name 


OJ990429 27.9819.C13.o7.ts 


Method 


TBLASTX: Soybean 




Start 


18935 


End 


19159 




GI 


none 


Score 


79 




Exons 


18935. .19087, 19097.. 19159 








Seq. No. 


29644 


Seq. ID 


OJ990429_27.9819, 


.C14 


Gene No. 


61232 


Strand 


+ 




Start 


683 


End 


907 




Name 


OJ990429_27.9819.C14.ol.gs 


Method 


GENS CAN 




O J -l— 

O LQi U 


683 


End 


907 




GI 


none 


Score 


.44 





Exons 683.. 907 

29518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29644 
61233 
5175 

OJ990429_27.9819.C14.o2.gs 

5175 

none 



Seq. ID OJ990429_27.9819.C14 

Strand + 

End 14204 

Method GEN SCAN 

End 12732 

Score .66 



5175. .5228, 5326. .5635, 6212. .6364, 6479. .6606, 8458. .8612, 
9026. .9300, 9315. .9405, 9929. .10057, 10422 10678 , 11257 .. 11297 , 
11327. .11525, 11974. .12161, 12529.. 12732 



29644 Seq. ID 

61233 Strand 

5175 End 

OJ990429_27.9819.C14.o2.np Method 

10326 End 

5882749 Score 



OJ990429_27.9819.C14 
+ 

14204 
AAT/NAP 
14204 
160 



10326. .10378, 12098 .. 12161, 12529 .. 12702, 14177. .14204 
(AC008263) Contains 2 PF 100612 IQ calmodulin-binding motif 
domains. [Arabidopsis thaliana] 



29644 Seq. ID 

61233 Strand 
5175 End 
OJ9904 2 9_27 . 9819 . C14 . ol . gp Method 
11134 End 
22827_1.R1084 Score 
11134. .11297, 11398. .11525, 
14030. .14113, 14171. .14204 

, 5882749/gb|AAD55302.1|AC008263_33 7.0e-27 (AC008263) Contains 2 
PF_00612 IQ calmodulin-binding motif domains. [Arabidopsis 
thaliana] ■ 



OJ990429_27.9819.C14 
+ 

14204 
AAT/GAP 
14204 
1421 



11916. .12161, 12529. .12732, 



Seq. No. 


29644 


Seq. ID 


OJ990429_27.9819.C14 


Gene No. 


61234 


Strand 




Start 


1401 


End 


1485 


Name 


OJ990429 27.9819.C14.ol.np 


Method 


AAT/NAP 


Start 


1401 


End 


1485 


GI 


6721547 


Score 


81 


Exons 


1401. .1485 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


29644 


Seq. ID 


OJ990429_27.9819.C14 


Gene No. 


61235 


Strand 




Start 


5341 


End 


5607 


Name 


OJ990429 27.9819.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


5341 


End 


5607 


GI 


none 


Score 


203 


Exons 


5341. .5499, 5376. .5468, 5551 


. .5607 




Seq. No. 


29644 


Seq. ID 


OJ990429_27.9819.C14 


Gene No. 


61236 


Strand 




Start 


11419 


End 


12737 


Name 


OJ990429 27.9819."C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


11419 


End 


12729 


GI 


none 


Score 


74 


Exons 


11419. .11484, 11435. .11488, 


11436. .11480, 11438. . 11488, 



29519 



11480. .11521, 11488. .11526, 11919 11996, 12030 12161, 
12049. .12162, 12528. .12722, 12529 12729, 12529.. 12729 



Seq. No. 


29644 


Seq. ID 


OJ990429_27.9819.C14 


Gene No. 


61236 


Strand 




Start 


11419 


End 


12737 


Name 


OJ990429 27.9819.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


11429 


End 


12737 


GI 


none 


Score 


68 


Exons 


11429. .11515, 11430. .11480, 


12526. .12711, 12528.. 12737 


Seq. No. 


29645 


Seq. ID 


OJ990429_27. 9819. CIS 


Gene No. 


61237 


Strand 


+ 


Start 


1 


End 


4428 


Name 


OJ990429 27.9819.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1446 


GI 


6539269 


Score 


254 


Exons 


1..85, 258.-897, 1009. .1446 






GI Descrip. 


(AC011765) unknown protein [Arabidopsis thaliana] 


Seq. No. 


29645 


Seq. ID 


OJ990429_27.9819.C15 


Gene No. 


61237 


Strand 


+ 


Start 


1 


End 


4428 


Name 


OJ990429 27.9819.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


246 


End 


1351 


GI 


none 


Score 


213 


Exons 


246. .503, 250. .477, 251. .541 


, 257. .487 


, 282. .509, 423. .575, 




518. .748, 519. .662, 545.-748 


, 552.. 752 


, 553. .759, 553. .753, 




668. .784, 682. .774, 687. .776 


, 688. .771 


, 761. .832, 774. .830, 




780. .842, 850. .921, 859. .966 


, 907. .951 


, 918. .1052, 920.. 105: 




1059.. 1349, 1066.. 1350, 1067 


..1351, 1067. .1351 


Seq. No. 


29645 


Seq. ID 


OJ990429_27.9819.C15 


Gene No. 


61237 


Strand 


+ 


Start 


1 


End 


4428 


Name 


OJ990429 27.9819.C15.ol.gs 


Method 


GENS CAN 


Start 


258 


End 


4428 


GI 


none 


Score 


.89 


Exons 


258. .1347, 2978. .3120, 3217. 


.4428 




Seq. No. 


29645 


Seq. ID 


OJ990429_27.9819.C15 


Gene No. 


61237 


Strand 


+ 


Start 


1 


End 


4428 


Name 


OJ990429 27.9819.C15.ol.gp 


, Method 


AAT/GAP 


Start 


615 


End 


1168 


GI 


none 


Score 


1108 


Exons 


615. .1168 






Seq. No. 


29645 


Seq. ID 


OJ990429_27. 9819. CIS 


Gene No. 


61237 


Strand 


+ 


Start 


1 


End 


4428 


Name 


OJ990429 27.9819.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


975 . 


End 


1392 


GI 


none 


Score 


78 


Exons 


975. .1124, 9/i)..1064, 983. .1198, 1059. 


.1199, 1084. .1200, 




1086.. 1241, 1213.. 1296, 1214 


..1297, 1215. .1292, 1219. .1299, 




1284. .1391, 1294. .1392, 1295 


. .1387 





29520 




JC^i Vi \J • 


9Q64 ^ 


oeq • iu 


nTQQfl49Q 97 QQ1 Q 


pi ^ 


Gene No. 


61237 


Strand 


+ 




Start 


1 


End 


4428 




Name 


OJ990429 27.9819.C15.o2.gp 


Method 


AAT/GAP 




Start 


1298 


End 


2559 




GI 


none 


Score 


744 




Exons 


1298. .1347, 2224. .2559 








OC\J • VI \J . 


29646 


Seq. ID 


O.TQQPI49Q 97 QftlQ 


pi f, 

LID 


Gene No. 


61238 


Strand 


+ ~~ 




Start 


172 


End 


1305 




Name 


OJ990429 27.9819.C16.ol.gs 


Method 


GENSCAN 




Start 


172 


End 


1305 




GI 


none 


Score 


.5 




Exons 


172. .304, 443. .517, 809. .1305 






Seq. No. 




Seq. ID 


OJ990429_27.9819. 


C17 


P,pne No 


61239 


Strand 






Start 


1 


End • 


2991 




Name 


O.TQQDd^Q 97 QP1 Q PI 7 r\1 no 
\jo 33ui^3 ^ f • :? o x . l x / .ox. np 


Method 


AAT/NAP 




Start 


1 ~~ 

X 


End 


2991 




GI 




Score 


1199 




Exons 


1 9fiQ9 9QH7 9QQ1 








GI Descrip. 


\t\E Wt z> ± ±\J ) pxpux IUaySJ 








Coo Mrt 


29647 


Seq. ID 


OJ990429_27.9819. 


pi 7 


Gene No. 


61239 


Strand 






Start 


i 

X 


End 


2991 




Name 


CilQQCiAOQ 97 QQ1Q PI 7 j-re» 

ujyyufjzy z / . y o x y . lx / . ox . qs 


Method 


GENSCAN 




Start 




End 


2866 




GI 


none 


Score 


.91 




Exons 


^4 "*Q7 R74 769 ftfiQ 1**ftfl 


1627. .2866 






29647 


Seq. ID 


OJ990429_27.9819. 


P1 7 


Gene No. 


61239 


Strand 






Start 


1 


End 


2991 




Name 


OJ990429 27.9819.C17.o4.tw 


Method 


TBLASTX: Wheat 




Start 


307 


End 


581 




GI 


none 


Score 


139 




Exons 


307.. 396, 408.. 581 








Qcirr Mn 


29647 


Seq. ID 


OJ990429_27.9819. 


PI 7 


Gene No. 


61239 


Strand 






Start 


1 


End 


2991 




Name 


OJ990429 27.9819.C17.o3.tm 


Method 


TBLASTX: Maize 




Start 


420 


End 


725 




GI 


none 


Score 


203 




Exons 


420. .725 








Seq. No. 


29647 


Seq. ID 


OJ990429_27. 9819. 


C17 


Gene No. 


61239 


Strand 






Start 


1 


End 


2991 




Name 


OJ990429_27.9819.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 




End 


1377 




GI 


none 


Score 


38 




Exons 


979. .1248, 1001. .1132, 1172.. 


1237, 1288 


. .1377 





29521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29647 
61239 
1 

OJ990429_27, 

1010 

none 

1010. .1264, 
1394. .1423' 

29647 
61239 
1 

OJ990429_27. 

1574 

none 

1574. .1762, 

29647 
61239 

1 . 

OJ990429_27. 

1661 

none 

1661. .1762, 

29647 
61239 
1 

OJ990429_27. 

1730 

none 

1730. .2191, 

29647 
61239 
1 

OJ990429_27. 

2060 

none 1 

2060. .2338, 
2408. .2464, 

29647 
61239 
1 

OJ990429_27. 

2192 

none 

2192. .2410, 



Seq. ID OJ990429_27.9819.C17 
Strand 

End 2991 

Method TBLASTX : Soybean 

End 1423 

Score 136 
1012. .1263,. 1285. .1341, 1285. .1386, 1289. .1387, 



9819.C17.o2.ts 



9819.C17.ol.ts 
1587. .1718, 1763. 

9819.C17.o3.tw 
1724. .2059 

9819.C17.ol.tm 
1731. .1850, 1796. 

9819.C17.ol.tw 



2067. .2174, 2081, 
2418. .2459 



9819.C17.o2.tm 



2193. .2405 



Seq. ID OJ990429_27. 9819.C17 
Strand 

End 2991 

Method TBLASTX : Soybean 

End 2044 

Score 86 
.2044, 1932.. 2006 

Seq. ID OJ990429_27.9819.C17 
Strand 

End 2991 

Method TBLASTX : Wheat 

End 2059 

Score 194 



Seq. ID OJ990429_27.9819.C17 
Strand 

2991 

TBLASTX: Maize 
2191 
76 



End 

Method 
End 
Score 
.2191 



29647 
61239 
1 

OJ990429_27.9819.C17.o3.ts 

2261 

none 



Seq. ID OJ990429_27.9819.C17 
Strand 

End 2991 

Method TBLASTX : Wheat 

End 2.4 64 

Score 183 

.2413, 2103. .2405, 2320. .2406, 



Seq. ID OJ990429_27.9819.C17 
Strand 

End 2991 

Method TBLASTX : Mai ze 

End 2410 

Score 181 



Seq. ID OJ990429_27.9819.C17 
Strand 

End 2991 

Method TBLASTX : Soybean 

End 2626 

Score 75 



29522 






2261 2395 2402 2626 2403 


. .2615 










29648 


Seq. ID 


O.TQQ042Q 27 


QR1 Q 

• -7 O X .7 


m ft 


Gene No. 


61240 


Strand 


+ _ 






Start 


4259 


End 


7206 






Name 


OJ990429 27.9819.C18.ol.np 


Method 


AAT/NAP 






Start 


4259 


End 


7089 






GI 


6539263 


Score 


832 








4259.. 4284, 5451.. 5991, 6199 


. .7089 








GT Dpscrin. 

\J J- t-S kJ J- -1- • 


(AC011765) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29648 


Seq. ID 


OJ990429_27 


.9819 


.C18 


Gene No. 


61240 


Strand 


+ 






Start 


4259 


End 


7206 






IN 0.1LIC 


OJ990429 27.9819.C18.o2.gs 


Method 


GENSCAN 






Start 


5380 


End 


7206 






GI 


none 


Score 


.66 








c^ofl Ton;; 

JJOU . . /^UO 










Seq. No. 


29648 


Seq. ID 


OJ990429_27 


.9819 


.C18 


Gene No. 


61241 


Strand 


+ 






Start 


7555 


End 


8282 






Name 


OJ990429 27.9819.C18.ol.gp 


Method 


AAT/GAP 






Start 


7551 


End 


7855 






GI 


none 


Score 


528 








7551.. 7855 










Seq. No. 


29648 


Seq. ID 


OJ990429_27 


.9819 


-C18 


Gene No. 


61241 


Strand 


+ 






Start 


7555 


End 


8282 






Name 


OJ990429 27.9819.C18.o3.gs 


Method 


GENSCAN 






Start 


7555 


End 


8282 






GI 


none 


Score 


.99 






Rvon 

J-J 1 1 o 


7555.. 7947, 8058. .8282 










Seq. No. 


29648 


Seq. ID 


OJ990429_27 


.9819 


pi ft 


Gene No . 


61242 


Strand 


+ 






Start 


9503 


End 


9801 






Name 


OJ990429 27.9819.C18.o2.gp 


Method 


AAT/GAP 






Start 


950'3 


End 


9801 






GI 


uC-osflcypl41hllbl 


Score 


574 






Rvnn ^ 


9503. .9801 










GI Dp^pri n 


'4151319 1.0e-34 (AF089084) putative auxin efflux 


carrier 




protein; AtPINl [Arabidopsis 


thaliana] 1 








Qprr Mo 


29648 


Seq. ID 


OJ990429_27 


.9819 


.C18 


Gene No. 


61243 


Strand 


+ 






Start 


14975 


End 


15090 






Name 


OJ990429 27.9819.C18.o4.np 


Method 


AAT/NAP 






Start 


14975 


End 


15090 






GI 


5817301 


Score 


138 






Exons 


14975.. 15090 











GI Descrip. (AF087818) auxin transport protein [Arabidopsis thaliana] 

gi|5902405|gb|AAD55507.1|AC008148_17 (AC008148) auxin transport 
protein [Arabidopsis thaliana] 

Seq. No. 29648 Seq. ID OJ990429_27 . 9819 . C18 



29523 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



61244 Strand 

122 End 4 610.v. 

OJ990429_27 . 9819 .C18 . ol . gs Method GENSCAN 

122 End 4 610 

none Score .48 

122.. 1432, 1588.. 2116, 2400.. 2578, 2702.. 2791, 3067.. 3634, 
3940. .4136, 4496. .4610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29648 
61245 
10303 

OJ990429_27, 

5488 

none 

5488. .5628, 
5695. .5766, 
5842. .6048, 
6133. .6372, 
6322. . 6642, 
10919. .11296 
11359. .11604 
11548. .11622 



9819.C18.o2.tm 



5634.. 5714, 5644 
5721.. 5873, 5742 
5842.. 6090, 5874 
6136.. 6303, 6144 
6448.. 6555, 6598 
11089. .11400, 
11413. .11604, 
11680. .11754, 



29648 
61245 
10303 

OJ990429_27.9819.C18.o4.ts 

5581 

none 



Seq. ID OJ990429_27.9819.C18 
Strand 

End 13443 

Method TBLASTX: Maize 

End 11754 

Score 35 
..5901, 5662. .5913, 5688. .5900, 
..5879, 5743. .5913, 5839. .6006, 
..6047, 6019. .6117, 6127. .6336, 
..6335, 6226. .6396, 6319. .7194, 
..6765, 10591. .11418, 1064 0 .. 10840, 
11222. .11401, 11341. .11535, 
11446. .11610, 11482. .11598, 
11681. .11752 

Seq. ID OJ990429 27.9819.C18 



Strand 
End 

Method 

End 

Score 



13443 

TBLASTX : Soybean 

11607 

52 



5581. .5709, 5743. .5874, 5848. .5985, 5917. .6126, 6136. .6288, 
6217. .6435, 6433. .6588, 11074 .. 11229, 11161 .. 11310, 
11168. .11314, 11320. .11532, 11371 .. 11529, 11464. .11607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29648 
61245 
10303 

OJ990429_27. 9819 . C18 . o2 . tc 

5644 

none 



Seq. ID OJ990429_27.9819.C18 
Strand 

End ' 13443 

Method TBLASTX : Cress 

End 11622 

Score 252 



5644..6093, 5647. .5796, 5689. .5925, 5847. .6011, 5848. .6018, 
6022. .6087, 6094. .6225, 6124. .6615, 6127. .6303, 6141. .6302, 
6181. .6606, 6288. .6386, 6295. .6375, 6391. .6597, 6436. .6621, 
6438. .6617, 6490. .6690, 6610. .6729, 6625. .6729, 11020 .. 11142 , 
11021. .11131, 11029. .11250, 11128 .. 114 15, 11140 .. 11619, 
11141. .11542, 11446. .11577, 11455. .11622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29648 
61245 
10303 

OJ990429_27.9819.C18.ol.tw 
5650 
none 



Seq. ID OJ990429_27.9819.C18 
Strand 

13443 

TBLASTX: Wheat 
11620 
151 



End 

Method 
End 
Score 

5650.. 5910, 5748.. 5909, 5848.. 6090, 5974.. 6138, 6021.. 6101, 
6130.. 6363, 6280.. 6747, 6300.. 6689, 6597.. 6692, 10994 .. 11.422. 
10996. .11475, 11359. .11619, 11363.. 11620 



Seq. No. 



29648 



Seq. ID OJ990429_27.9819.C18 



29524 




Gene No. 


61245 








Strand 




Start 


10303 








End 


13443 


Name 


OJ990429 27 


.9819 


C18 ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6688 ~ 








End 


11061 


GI 


none 








Score 


284 


Exons 


6688. .7125, 


6744 


. . 6851, 


6925. 


.7125, 10525. .11061, 10685.. 11026 


Seq. No. 


29648 - 








Seq. ID 


OJ990429_27.9819.C18 


Gene No. 


61245 








Strand 




Start 


10303 








End 


13443 


Name 


OJ990429 27 


. 9819 


.C18 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6928 ~ 








End 


10834 


GI 


none 








Score 


186 


Exons 


6928. .7149, 


6958 


. .7110, 


10297 


. .10833, 


10300. .10590, 10649.. 10834 


Seq. No. 


29648 








Seq. ID 


OJ990429_27.9819.C18 


Gene No. 


61245 








Strand 




Start 


10303 








End 


13443 


Name 


OJ990429 27 


.9819 


.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7674 








End 


8252 


GI 


none 








Score 


61 


Exons 


7674. .7730, 


7680 


. .7949, 


7696. 


.7731, 7735.. 7962, 8064.. 8252, 



8130. .8252 



Seq. No. 


29648 




Seq. ID 


OJ990429_27.9819.C18 


Gene No. 


61245 




Strand 




Start 


10303 




End 


13443 


Name 


OJ990429 27.9819 


-C18.o3.tc 


Method 


TBLASTX: Cress 


Start 


7680 




End 


8096 


GI 


none 




Score 


163 


Exons 


7680.. 7835, 7696 


..7839, 7854 


-.7943, 7855. .7956, 8058. .8096 


Seq. No. 


29648 




Seq. ID 


OJ990429_27.9819.C18 


Gene No. 


61245 




Strand 




Start 


10303 




End 


13443 


Name 


OJ990429 27.9819 


.C18.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7695 




End 


8096 


GI 


none 




Score 


122 


Exons 


7695.. 7787, 7696 


..7791, 7794 


..7949, 7795. .7956, 8058. .8096 


Seq. No. 


29648 




Seq. ID 


OJ990429_27.9819.C18 


Gene No. 


61245 




Strand 




Start 


10303 




End 


13443 


Name 


OJ990429 27.9819 


.C18.o3.ts 


Method 


TBLASTX: Soybean 


Start 


10260 




End 


10521 


GI 


none 




Score 


81 


Exons 


10260. .10391, 10296. .10376, 


10300. . 10440, 10300.. 10521 


Seq. No. 


29648 




Seq. ID 


OJ990429_27. 9819.C18 


Gene No. 


61245 




Strand 




Start 


10303 




End 


13443 


Name 


OJ990429 27.9819, 


.C18.o3.tm 


Method 


TBLASTX: Maize 


Start 


10291 




End 


10590 


GI 


none 




Score 


339 


Exons 


10^91. .10590 








Seq. No. 


29648 




Seq. ID 


OJ990429_27.9819.C18 



29525 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



61245 Strand 

10303 End 13443 

OJ990429_27.9819.C18.o2.np Method . AAT/NAP 

10303 End 13443 

2244839 Score 1102 
10303. .11752, 13362.. 13443 

(Z97337) hypothetical protein [Arabidopsis thaliana] 



29649 Seq. ID 

61246 Strand 
1 End 
OJ990429_27.9819.C19.ol.np Method 
1 End 
5817301 Score 
1..33, 853. .940, 1034. .1119, 1237. .1394, 1490. .1566, 1668. .1731 
(AF087818) auxin transport protein [Arabidopsis thaliana] 
gi|5902405|gb|AAD55507.1|AC008148_17 (AC008148) auxin transport 
protein [Arabidopsis thaliana] 



OJ990429__27.98L9.C19 
+ 

1822 
AAT/NAP 
1731 
360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29649 Seq. ID 

61246 Strand 

1 End 

OJ990429_27.9819.C19.ol.gp Method 

1048 ■ . End 

2311558 Score 



OJ990429_27.9819.C19 
+ 

1822 
AAT/GAP 
1822 
841 



1048. .1119, 1237. .1394, 1490. .1566, 1668. .1822 

4151319 1.0e-34 (AF089084) putative auxin efflux carrier 

protein; AtPINl [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29649 Seq. ID 

61247 Strand 

2378 End 
OJ990429_27.9819.C19.ol.ts Method 

792 End 

none Score 

792. .944, 863. .952, 1031. .1120, 1032.. 



1236. 
1645. 



,1394, 1265. 
,1725 



OJ990429_27.9819.C19 
5107 

TBLASTX: Soybean 
1725 
98 

1121, 1235. .1390, 
,1396, 1479. .1556, 1484. .1564, I486.. 1563, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29649 
61247 
2378 

OJ990429_27.9819.C19.ol.tc 

855 

none 



Seq. ID OJ990429_27.9819.C19 
Strand 

End 5107 

Method TBLASTX: Cress 

End 1725 

Score 87 



855. .944, 1031. .1120, 1032. .1121, 1235. .1387, 1236. .1394, 
1262. .1402, 1484. .1567, 1489. .1566, 1645. .1725 



Seq. No. 29649 

Gene No. 61247 

Start 2378 

Name OJ990429_27.9819.C19.ol.tm 

Start 855 

GI none 



OJ990429 27.9819.C19 



Seq. ID 
Strand 
End 

Method 
End 
Score 

855. .944, 1U32..1121, 1034. .1120, 1235. .1393, 1236. .1394, 
1484. .1564, 1489. .1563, 1669. .1725 



5107 

TBLASTX: Maize 

1725 

94 



29526 




Seq. No. 


29649 




Seq. ID 


OJ990429_27.9819.C19 


Gene No. 


61247 




Strand 




Start 


2378 




End 


5107 


Name 


OJ990429 27.9819.C19.o2. 


np 


Method 


AAT/NAP 


Start 


2378 




End 


5107 


GI 


5306245 




Score 


143 


Exons 


2378.. 2570, 2727.. 2968, 


3240. 


.3500, 4912.. 5107 


GI Descrip. 


(AC006438) unknown protein [Arabiclopsis thaliana] 


Seq. No. 


29650 




Seq. ID 


OJ990429_27.9819.C20 . 


Gene No. 


61248 




Strand 


+ 


Start 


114 




End 


1281 


Name 


OJ990429 27.9819.C20.ol. 


gs 


Method 


GENSCAN 


Start 


114 




End 


1281 


GI 


none 




Score 


.81 


Exons 


114. .297, 405. .454, 545. 


.753, 


975. .1281 


Seq. No. 


29650 




Seq. ID 


OJ990429_27.9819.C20 


Gene No. 


61248 




Strand 


+ 


Start 


114 




End 


1281 


Name 


OJ990429 27.9819.C20.ol. 


np 


Method 


AAT/NAP 


Start 


114 




End 


1278 


GI 


5929932 




Score 


700 


Exons 


114. .224, 365. .454, 545. 


.753, 


975. .1278 


GI Descrip. 


(AF178952) voltage-dependent 


anion channel protein 2 [Zea mays] 


Seq. No. 


29650 




Seq. ID 


OJ990429_27. 9819.C20 


Gene No. 


61249 




Strand 




Start 


1930 




End 


5228 


Name 


OJ990429 27.9819.C20.o2. 


gs 


Method 


GENSCAN 


Start 


1930 




End 


5218 


GI 


none 




Score 


.84 


Exons 


1930. .2058, 2141. .2278, 


2381. 


.2548, 2909. .3031, 3466. .3613, 




4445. .4551, 5039. .5218 








Seq. No. 


29650 




Seq. ID 


OJ990429_27.9819.C20 


Gene No . 


61249 




Strand 




Start 


1930 




End 


5228 


Name 


OJ990429 27.9819.C20.o2. 


np 


Method 


AAT/NAP 


Start 


2126 




End 


5228 


GI 


6358810 




Score 


1330 


Exons 


2126. .2278, 2381. .2548, 


2909. 


.3031, 3466. .3714, 4445. .4551, 




5039. .5228 








GI Descrip. 


(AC010675) putative alpha-amylase [Arabidopsis thaliana] 


Seq. No. 


29650 




Seq. ID 


OJ990429_27.9819.C20 


Gene No. 


61250 




Strand 




Start 


5385 




End 


5511 


Name 


OJ990429 27.9819.C20.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


116 




End 


756 


GI 


none 




Score 


123 


Exons 


116.. 217, 117.. .221, 117. 


.212, 


358. .453, 


359.-454, 370. .456, 




535.-636, 542. .754, 544. 


.756 






Seq. No. 


29650 




Seq. ID 


OJ990429_27.9819.C20 


Gene No. 


61250 




Strand 




Start 


5385 




End 


5511 



29527 



Name 

Start 

GI 

Exons 



OJ990429_27 . 9819 . C20 . ol . tc Method TBLASTX : Cress 

117 End 1299 

none Score 68 

117. .221, 542. .754, 542. .757, 544. .759, 975. .1019, 976. .1044, 
1035.. 1280, 1036.. 1299 



Seq. No. 29650 

Gene No. 61250 

Start 5385 

Name OJ990429_27 . 9819.C20.ol. ts 

Start 117 

GI none 
Exons 



OJ99042 9_27 .9819.C20 
5511 

TBLASTX: Soybean 
1281 
79 

117. .221, 368. .457, 373. .456, 542. .754, 542. .757, 547. .759, 
975. .1277, 976. .1281 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


29650 


Seq. ID 


OJ990429_27.9819.C20 


Gene No. 


61250 


Strand 




Start 


5385 


End 


5511 


Name 


OJ990429 27 


.9819.C20.o2.tm Method . 


TBLASTX: Maize 


Start 


950 


End 


1299 


GI 


none 


Score 


63 


Exons 


950. .1114, 


975. .1280, 976. .1299 




Seq. No. 


29650 


Seq. ID 


GJ990429_27.9819.C20 


Gene No. 


61250 


Strand 




Start 


5385 


End 


5511 


Name 


OJ990429 27 


. 98 1 9 . C20 . ol . tm Method 


TBLASTX: Maize 


Start 


1947 


End 


3514 


GI 


none 


Score 


46 


Exons 


1947. .2015, 


2097. .2279, 2102. .2281, 2132. .2281, 2372. .2548, 



2380.. 2556, 2382.. 2549, 2891.. 3031, 2902.. 3075, 2903.. 3028, 
2910. .3032, 3458. .3514, 3466. .3513, 3470. .3514 



Seq. No. 29650 

Gene No. 61250 

Start 5385 

Name OJ990429_27 . 9819.C20.o2. ts 

Start 2112 

GI none 
Exons 



Seq. ID OJ990429_27.9819.C20 
Strand 

End 5511 

Method TBLASTX : Soybean 

End 3023 

Score 58 



2112. .2192, 2114. .2191, 2189. .2278, 2190. .2276, 2372. .2548, 
2379. .2552, 2447. .2557, 2448. .2558, 2888. .3022, 2898. .3023, 
2913. .3023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29650 . 

61250 

5385 

OJ990429_27.9819.C20.o3.tc 

2189 

none 



Seq. ID OJ990429_27.9819.C20 
Strand 

End 5511 

Method TBLASTX: Cress 

End 3032 

Score 78 



2189. .2266, 2190. .2273, 2376. .2549, 2381. .2557, 2381. .2548, 
2391.. 2558, 2891.. 3031, 2903.. 3013, 2913.. 3032 



Seq. No. 29650 Seq. ID 

Gene No. 61250 Strand 

Start 5385 End 

Name OJ990429_27 . 9819 . C20 . o4 . tc Method 

Start 34 60 End 



OJ990429_27.9819.C20 
5511 

TBLASTX: Cress 
3713 



29528 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



141 



3460. .3621, 3466.-3642, 3573. .3710, 3612. .3713, 3613. .3711 



29650 
61250 
5385 

OJ990429_27.9819.C20.o3.ts 

3464 

none 



Seq. ID OJ990429_27.9819.C20 
Strand 

End 5511 

Method TBLASTX : Soybean 

End 4548 

Score 109 ■ 

3464. .3610, 3466. .3630, 3466.-3624, 3612. .3716, 3616. .3711, 
4379.-4546, 4429. .4548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29650 
61250 
5385 

OJ990429_27.9819.C20.o3.tm 

3543 

none 



Seq. ID OJ990429_27.9819.C20 
Strand 

End 5511 
Method TBLASTX : Mai ze 
End 5247 
Score 72 

3543. .3611, 3544. .3609, 3553. .3612, 3594... 3716, 3612. .3716, 
3613. .3717, 4429. .4470, 4435. .4467, 4439. .4471, 4455. .4553, 
4465. .4551, 4466. .4558, 5033. .5245, 5034. .5228, 5038. .5247 



29650 
61250 
5385 

OJ990429_27.9819.C20.o2.tc 

4445 

none 



Seq. ID OJ990429_27.9819.C20 
Strand 

End 5511 

Method TBLASTX : Cress 

End 5245 

Score 163 



4445. .4558, 4447. .4569, 4447. .4551, 5027. .5230, 5033. .5245, 
5034. .5234 



Seq. No. 29650 

Gene No. 61250 

Start 5385 

Name OJ990429_27 . 9819 . C20 . o3 . gs 

Start 5385 

GI none 

Exons 5385.. 5511 



Seq. ID OJ990429_27.9819.C20 
Strand 

End 5511 

Method GENSCAN 

End 5511 

Score .98 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29651 
61251 
159 

OJ990429_27.9819.C22.ol.gs 

159 

none 

159. .301, 303. .408 



29652 
61252 
1 

OJ990429_22.9819.C2.o2.np 

1 ^ 
4584539 



Seq. ID OJ990429_27.9819.C22 

Strand 

End 408 

Method GENSCAN 

End 408 

Score . 65 



Seq. ID OJ990429_22.9819.C2 
Strand + 

32708 
AAT/NAP 
32708 
189 



End 

Method 
End 
Score 

1..65, 4121. .4247, 10354 .. 10527 , 10894 .. 11373, 17542 .. 17 916, 
32608. .32708 

(AL04 9608) extensin-like protein [Arabidopsis thaliana] 



29529 



Seq. No. 29652 

Gene No. 61252 

Start 1 

Name 0 J9 90 4 2 9_2 2 . 98 1 9 . C2 . o3 . gs 

Start 10235 

GI none 

Exons 10235. .10242, 11069. . 11183, 

Seq. No. 29652 

Gene No. 61252 

Start 1 

Name OJ990429_22 . 9819 . C2 . o5 . gs 

Start 17466 

GI none 

Exons 17466. .18176, 19872 .. 19994, 

Seq. No. 29652 

Gene No. 61252 

Start 1 

Name OJ990429_22. 9819 . C2 . o3 . gp 

Start 20212 

GI 2798171 

Exons 20212.. 20484 



Seq. ID OJ990429_22.9819.C2 

Strand + 

End 32708 

Method GENSCAN 

End 12989 

Score .51 
11265. .11504, 12882. .12989 

Seq. ID OJ990429_22.9819.C2 

Strand + 

End 32708 

Method GENSCAN 

End 20345 

Score .4 
20211. .20345 

Seq. ID OJ990429_22.9819.C2 

Strand + 

End 32708 

Method AAT/GAP 

End 20484 

Score 437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29652 Seq. ID 

61253 Strand 

50528 End 

OJ990429_22 . 9819 . C2 . oil . gs Method 

50528 End 

none Score 



OJ990429_22. 9819.C2 
+ 

57885 
GENSCAN 
57474 
.53 



50528. .50678, 51320 .. 51514, 51828 51955, 52336 .. 52562 , 
52652. .52773, 53965 .. 54171, 54253 .. 544 40, 54842 .. 54 977, 
55993. .56156, 56939. . 57060, 57402.. 57474 



Seq. No. 29652 
Gene No. 61253 
Start 50528 

Name OJ990429_22 . 9819 . C2 . 06 . np 

Start 51978 
GI 4836944 

Exons 51978. .52016, 52623. . 52773, 

54842..S4977, 55322 .. 554 18 , 
56378. .56566, 56754 .. 56849, 



Seq. ID OJ990429_22.9819.C2 

Strand + 

End 57885 

Method AAT/NAP 

End 57061 

Score 1210 
53965. .54164, 54243 .. 54440, 
55549.-55649, 55993 .. 56156, 
56939. .57061 



GI Descrip. (AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29652 
61253 
50528 

OJ990429_22.9819.C2.o4.gp 
56490 

LIB3432-057-P1-K1-G9 
56490. .56566, 56754 .. 57060, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
57784. .57885 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



OJ990429_22.9819.C2 
+ 

57885 
AAT/GAP 
57885 
842 



Seq. No. 
Gene No. 



29652 
61254 



Seq. ID OJ990429_22.9819.C2 
Strand + 



29530 



Start 


61132 


End 


61387 






Nam© 


OJ990429 22 9819 C2 ol3 as 


Method 


GENSCAN 






Start 


61132 ~~ 


End 


61387 






GI 


none 


Score 


.76 






Exons 


61132 .. 61179, 61274 .. 61387 










Sea No. 


29652 


Seq. ID 


OJ990429 


22 . 9819. 


C2 


Gene No. 


61255 


Strand 


+ 






Start 


68801 


End 


73735 






Name 


OJ990429 22. 9819 . C2 . ol5 . gs 


Method 


GENSCAN 






Start 


68801 ~~ 


End 


73735 






GI 


none 


Score 


.45 






Exons 

L*J A 1 w 


68801 68823, 68878 .. 68993, 


70378. .71799, 71847, 


. .73238, 






73356. .73735 










Seq. No. 


29652 


Seq. ID 


OJ990429_ 


22. 9819. 


C2 


Gene No. 


61255 


Strand 


+ 






Start 


68801 


End 


73735 






Name 


OJ990429 22.9819.C2.o8.np 


Method 


AAT/NAP 






Start 


70375 


End 


73711 






GI 


2586083 


Score 


1429 






Exons 

J~~J *x v-/ -1 1 ^ 


70375. .70866, 70942 71211, 


71503. .73262, 73356, 


. .73711 




GI Descrio. 


(U72725) receptor kinase-like protein 


[Oryza longistaminatai 


lj C ^ • l 1 ! \J . 


29652 


Seq. ID 


OJ990429_ 


_22.9819. 


C2 


Gene No. 


61256 


Strand 








Start 


1159 


End 


3180 






Name 


OJ990429 22.9819.C2.ol.gs 


Method 


GENSCAN 






Start 


1159 


End 


3180 






GI 


none 


Score 


.67 






Exon s 


1159.. 1269, 1546.. 1629, 1818 


..1929, 2032. .2164, 


2183. .2368, 




2536.. 2742, 2763.. 3180 










Sea. No. 


29652 


Seq. ID 


OJ990429_ 


22.9819. 


C2 


Gene No. 


61257 


Strand 








Start 


7855 


End 


10369 






Name 


OJ990429 22.9819.C2.ol.np 


Method 


AAT/NAP 






Start 


7855 


End 


10369 






GI 


4584539 


Score 


123 






Exons ■i.'i^ 


7855. .8160, 8196. .8320, 10345. .10369 








GI Descrio. 


(AL04 9608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


29652 


Seq. ID 


OJ990429_ 


_22.9819. 


C2 


Gene No. 


61257 


Strand 








Start 


7855 


End 


10369 






Name 


OJ990429 22.9819.C2.ol.gp 


Method 


AAT/GAP 






Start 


8180 


End 


8758 






GI 


2801282 


Score 


815 






Exon s 


8180. .8486, 8597. .8758 










Seq. No. 


29652 


Seq. ID 


OJ990429_ 


_22.9819. 


C2 


Gene No. 


61258 


Strand 








Start 


22258 


End 


27938 






Name 


OJ990429 22.9819.C2.o6.gs 


Method 


GENSCAN 






Start 


2225b 


End 


27938 






GI 


none 


Score 


.74 






Exons 


22258. .22292, 22571 .. 22714 , 


23164 . .23227, 23395. 


.23501, 





29531 



23694. .23754, 26473 .. 26704, 26709. . 26909, 27604 27647, 
27783. .27938 



Seq. No. 


29652 




Seq. ID 


OJ990429_ 


22 . 9819 


Gene No. 


61259 




Strand 






Start 


29274 




End 


30251 




Name 


OJ990429 22. 9819. C2 


. o7 . gs 


Method 


GEN SCAN 




Start 


29274 




End 


30251 




GI 


none 




Score 


.82 




Exons 


29274. .29430, . 29515 


. .29641, 


30179.. 30251 




Seq. No. 


29652 




Seq. ID 


OJ990429_ 


22 . 9819 


Gene No . 


61260 




Strand 






Start 


31322 




End 


44651 




Name 


OJ990429 22. 9819. C2 


. 08 . gs 


Method 


GENSCAN 




Start 


31322 




End 


34635 




GI 


none 




Score 


.62 




Exons 


31322. .31676, 31855 


. . 31886, 


32419. .32582, 32652. 


. 32745, 




32796. .33181, 34569 


. .34635 








Seq. No. 


29652 




Seq. ID 


OJ990429_ 


22.9819 


Gene No. 


61260 




Strand 






Start 


31322 




End 


44651 




Name 


OJ990429 22.9819.C2 


. o3 .np 


Method 


AAT/NAP 




Start 


33040 




End 


36197 




GI 


6721512 




Score 


109 




Exons 


33040. .33065, 34381 


. .34697, 


34725.-34843, 35307. 


. 35446, 




35753. .36197 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29652 




Seq. ID 


OJ990429_ 


22.9819 


Gene No . 


61260 




Strand 






Start 


31322 




End 


44651 




Name 


OJ990429 22. 9819. C2 


.o9.gs 


Method 


GENSCAN 




Start 


35319 




End 


44651 




GI 


none 




Score 


.'42 




Exons 


35319. .35488, 35841 


. .36319, 


37638. .37802, 40463. 


. 40588. 




41879. .42181, 42489 


. .42552, 


42919. .42985, 43296. 


. 43514, 




44565. .44651 










Seq. No. 


29652 




Seq. ID 


OJ990429_ 


22. 9819 


Gene No . 


61261 




Strand 






Start 


47066 




End 


49200 




Name 


OJ990429 22. 9819. C2 


. o4 .np 


Method 


AAT/NAP 




Start 


47066 




End 


49067 




GI 


6498436 




Score 


458 




Exons 


47066. .47258, 47666 


. .47845, 


48090. .48214, 48309. 


.48818, 




48867. .49067 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29652 




Seq. ID 


OJ990429_ 


22. 9819 


Gene No. 


61261 




Strand 






Start 


47066 




End 


49200 




Name 


OJ990429_22.9819.C2 


. olO . gs 


Method 


GENSCAN 




r»j j_ 

o Lai i_ 


47190 




. End 


49200 




GI 


none 




Score 


.67 




Exons 


47190. .47383, 47666 


. .47816, 


48090. .48278, 48688. 


.48815, 



29532 



48867. .49200 



Seq. No. 


29652 


Seq. ID 


OJ990429_22.9819 


.C2 


Gene No. 


61262 


Strand 






Start 


49141 


End 


51640 




Name 


OJ990429 22.9819.C2.o5.np 


Method 


AAT/NAP 




Start 


49141 


End 


51640 




GI 


4689454 


Score 


148 




Exons 


49141. .49478, 51596. .51640 








GI Descrip. 


(AC006267). putative polyprotein [Arabidopsis thaliana] 




Seq. No. 


29652 


Seq. ID 


OJ990429_22.9819 


.C2 


Gene No. 


61263 


Strand 






Start 


58862 


End 


59482 




Name 


OJ990429 22.9819.C2.ol2.gs 


Method 


GENSCAN 




Start 


58862 


End 


59482 




GI 


none 


Score 


.44 




Exons 


.58862. .59482 









Seq. No. 29652 Seq. ID OJ990429_22 . 9819 . C2 

Gene No. 61264 Strand 

Start 62882 End 67347 

Name OJ990429_22 . 9819 . C2 . o7 . np ' Method AAT/NAP . 

Start 62859 End 67017 

GI 6466937 Score 2275 

Exons 62859. .67017 

GI Descrip. (AC011621) putative ret roe lenient pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29652 
61264 
62882 

OJ990429_22.9819.C2.ol4.gs 

62882 

none 



Seq. ID OJ990429_22. 9819.C2 
Strand 

End 67347 

Method GENSCAN 

End 67347 

Score .87 



62882.-65887, 65933 .. 66480, 66579. .67347 



29652 

61265 

75370 

OJ9904 

24739 

none 

24739. 

24862. 

24993. 

25009. 

25052. 

25203. 

25240. 

25379. 



29 22.9819.C2.ol3.tm 



24813, 
24933, 
25121, 
25131, 
25177, 
25355, 
25350, 
25483, 



24748. 
24863. 
24995. 
25020. 
25112. 
25204. 
25250. 
25387. 



.24795, 
.25024, 
.25165, 
.25154, 
.25201, 
.25323, 
.25339, 
.25485, 



Seq. ID OJ990429_22. 9819.C2 
Strand 

End 75604 

Method TBLASTX : Maize 

End 25504 

Score 50 
24854. .25012, 24854 .. 25009, 
24871. .24933, 24 992 .. 25117 , 
24999. .25133, 25009 .. 25128 , 
25025. .25177, 25031 .. 25150, 
25113. .25199, 25151 25321, 
25206. .25346, 25221 .. 25340, 
25370. .25486, 25378 .. 25482 , 
25394. .25504, 25405. .25479 



Seq. No. 29652 Seq. ID 

Gene No. 61265 Strand 

Start 75370 End 

Name OJ990429_22 . 9819. C2 . o2 . tw Method 

Start 49159 End 



OJ990429 22. 9819. C2 



TBLASTX: Wheat 
49623 



29533 



GI 


none 








Score 


88 






Exons 


49159. 


.49323, 


49163. 


.49336, 


49195. .49347, 49360 


. .49623, 






49366. 


.49560, 


49400. 


.49588 










Seq. No. 


29652 








Seq. ID 


OJ990429 


_22.9819. 


,C2 


Gene No. 


61265 








Strand 


- 






Start 


75370 








End 


75604 






Name 


OJ990429 22. 9819. C2. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


49165 








End 


49563 






GI 


none 








Score 


156 






Exons 


49165. 


.49323, 


49315. 


.49563 










Seq. No. 


29652 








Seq. ID 


OJ990429 


_22.9819. 


C2 


Gene No. 


61265 








Strand 








Start 


75370 








End 


75604 






Name 


OJ990429 22. 9819. C2. 


oll.tm 


Method 


TBLASTX: 


Maize 




Start 


52516 








End 


54104 






GI 


none 








Score 


78 






Exons 


52516. 


.52566, 


52527. 


.52565, 


52649. .52774, 52650 


. .52775, 






53960. 


.54097, 


53964. 


.54098, 


53967. .54104 






Seq. No. 


29652 








Seq. ID 


OJ990429 


_22.9819. 


C2 


Gene No. 


61265 








Strand . 








Start 


75370 








End 


75604 






Name 


OJ990429 22. 9819. C2 . 


olO.tm 


Method 


TBLASTX : 1 


Maize 




Start 


54105 








End 


56431 






GI 


none 








Score 


165 






Exons 


54105. 


.54164, 


54242. 


. 54436, 


54254. .54448, 54258 


. . 54437, 






54268. 


.54441, 


54841. 


.54975, 


54844. .54975, 54845 


. .54976, 






54845. 


.54976, 


55308. 


.55421, 


55309. .55422, 55320 


. .55421, 






55339. 


.55422, 


55543. 


.55647, 


55548. .55679, 55548 


. .55646, 






55549. 


.55650, 


55550. 


.55651, 


55980. .56156, 55991 


. .56164, 






56372. 


.56428, 


56373. 


.56429, 


56375. .56431 






Seq. No. 


29652 








Seq. ID 


OJ990429 


_22.9819. 


C2 


Gene No. 


61265 








Strand 








Start 


75370 








End 


75604 






Name 


OJ990429 22. 9819. C2 . 


06. ts 


Method 


TBLASTX:; 


Soybean 




start 


54901 








End 


57061 




GI 


none 








Score 


124 






Exons 


54901. 


.54981, 


54902. 


.54979, 


55285. .55458, 55320 


. .55424, 






55526. 


.55651, 


55540. 


.55659, 


55980. .56156, 55991 


. .56161, 






55994. 


.56158, 


56374. 


.56460, 


56375. .56434, 56519 


. .56566, 






56748. 


.56894, 


56753. 


.56848, 


56939. .57061, 56944 


. .57060 




Seq. No. 


29652 








Seq. ID 


OJ990429 


_22.9819. 


C2 


Gene No. 


61265 








Strand 








Start 


75370 








End 


75604 






Name 


OJ990429 22. 9819. C2. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


56431 








End 


57061 






GI 


none 








Score 


144 






Exons 


56431. 


.56565, 


56433. 


.56564, 


56748. .56849, 56750 


. .56851, 






56753. 


.56848, 


56770. 


.56856, 


56939. .57061, 56941 


. .57060 




C « *1 - 


r\ <"\ r r\ 








Seq. ID 


OJ990429 


_22.9819. 


C2 


Gene No. 


61265 








Strand 








Start 


75370 








End 


75604 







29534 



Name 


OJ990429 22. 9819. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


59481 




End 


65095 




GI 


none 




Score 


64 




Exons 


59481. .59648, 64676. 


. 65095, 


64694. .64861, 64710 .. 64 952, 






64883. .64990, 64998. 


. 65093 








Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819. 


C2 


Gene No. 


61265 




Strand 






Start 


75370 




End 


75604 




Name 


OJ990429 22. 9819. C2. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


" 59481 




End 


65212 




GI 


none 




Score 


67 




Exons 


59481. . 59648, 59523. 


. 59651, 


64877. .65176, 64892. .65212 




Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819. 


C2 


Gene No. 


61265 




Strand 






Start 


75370 




End 


75604 




Name 


OJ990429 22. 9819. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


59481 




End 


65083 




GI 


none 




Score 


59 




Exons 


59481. .59648, 59514. 


.59612, 


59651. .59767, 59656 .. 59766, 






59673. .59828, 59772. 


. 59900, 


59784. .59879, 64895. .65083 




Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819. 


C2 


Gene No. 


61265 




Strand 






Start 


75370 " 




End 


75604 




Name 


OJ990429 22. 9819. C2. 


06 . tm 


Method 


TBLASTX : Maize 




Start 


62941 ~ 




End 


63331 




GI 


none 




Score 


120 




Exons 


62941. . 63111, 62942 . 


. 63181, 


62945. .63286, 63009 .. 63287 , 






63081. . 63287, 63308. 


. 63331 








Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819. 


C2 


Gene No. 


61265 




Strand 






Start 


75370 




End 


75604 




Name 


OJ990429 22. 9819. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


63377 ~ 




End 


63958 




GI 


none 




Score 


92 




Exons 


63377. . 63511, 63575. 


. 63958, 


63750. .63920 




Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819. 


C2 


Gene No. 


61265 




Strand 






Start 


75370 




End 


75604 




Name 


OJ990429 22. 9819. C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


63578 ~ 




End 


64073 




GI 


none 




Score 


87 




Exons 


63578 . . 63766, 63578. 


. 64036, 


63579. .64073 




Seq. No. 


29652 




Seq. ID 


OJ990429_22. 9819. 


C2 


Gene No. 


61265 




Strand 






Start 


75370 




End 


75604 




Name 


OJ990429 22. 9819. C2. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


63806 




End 


64073 




GI 


none 




Score 


117 




Exons 


63806. .64039, 63831. 


.64073 








Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819. 


C2 



29535 




Gene No. 


61265 




Strand 




Start 


75370 




End 


75604 


Name 


OJ990429 22. 9819. C2. 


. 08 . tm 


Method 


TBLASTX: Maize 


Start 


64172 




End 


64520 


GI 


none 




Score 


122 


Exons 


64172. .64516, 64173. 


, . 64520 






Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819.C2 


Gene No. 


61265 




Strand 




Start 


.75370 




End 


75604 


Name 


OJ990429 22. 9819. C2 . 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


64433 




End 


64853 


GI 


none 




Score 


63 


Exons 


64433. . 64684, 64445. 


. 64852, 


64752. .64853 


Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819.C2 


Gene No. 


61265 




Strand 




Start 


75370 




End 


75604 


Name 


OJ990429 22. 9819. C2. 


o7 . ts 


Method 


TBLASTX : Soybean 


Start 


64610 




End 


64867 


GI 


none 




Score 


189 


Exons 


64610. .64867 








Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819.C2 


Gene No. 


61265 




Strand 




Start 


75370 




End- 


75604 


Name 


OJ990429 22. 9819. C2. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


65168 




End 


65653 


GI 


none 




Score 


205 


Exons 


65168. .65653, 65169. 


.65642 






Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819.C2 


Gene No. 


61265 




Strand 




Start 


75370 




End 


75604 


Name 


OJ990429 22. 9819. C2. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


65264 




End 


65704 


GI 


none 




Score 


151 


Exons 


65264. .65704, 65283. 


. 65609 






Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819.C2 


Gene No. 


61265 




Strand 




Start 


75370 




End 


75604 


Name 


OJ990429 22. 9819. C2. 


ol2 . tm 


. Method 


TBLASTX: Maize 


Start 


66793 




End 


67029 


GI 


none 




Score 


131 


Exons 


66793. .67029, 66794. 


. 67021, 


66811. .67026 


Seq. No. 


29652 




Seq. ID 


OJ990429_22.9819.C2 


Gene No. 


61265 




Strand 




Start 


75370 




End 


75604 


Name 


OJ990429 22. 9819. C2. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


70407 




End 


72520 


GI 


none 




Score 


90 


Exons 


70407. .70610, 70590. 


.70946, 


70590. .70934, 70602 .. 70931, 



70623. .70928, 7064 9. .707 98, 70692. .70877, 70695. .70943, 
70764. .70928, 70841 .. 70945, 70950 .. 71153, 70950 71147, 
70953. .71147, 7098 6 .. 71153, 71121 .. 71351, 7 1190 .. 71345, 



29536 





71352 . 


.71516, 


71358 . 


.71648, 




71783. 


.72172, 


71810. 


. 72313, 




72005. 


.72457 






Seq. No, 


29652 










61265 








Start 


75370 








Name 


OJ990429 22. 9819. C2. 


ol . tc 


Start 


70587 








GI 


none 










70587. 


.70862, 


70695. 


.70940, 




70953. 


.71147, 


70964. 


.71146, 




71358. 


.71513, 


71394. 


.71516, 




71752. 


.71781, 


71807. 


.71953, 




71825. 


.71956, 


71828. 


.72169, 




72041. 


.72184, 


72065. 


.72385, 




72185. 


.72337, 


72185. 


.72313, 




72325. 


.72489, 


72329. 


.72493, 




29652 








VJC lie llU • 


61265 








Start 


75370 








Name 


OJ990429 22. 9819. C2. 


o7 . tm 


Start 


70602 








GI 


none 








Exons 


70602. 


.70943, 


70623. 


.70928, 




70746. 


.70943, 


70935. 


.71183, 




70965. 


.71147, 


71166. 


.71354, 




71190. 


.71231, 


71349. 


.71492, 




71358. 


.71513, 


71358. 


.71513, 




71786. 


.72367, 


71810. 


.72439, 




72229. 


.72375 






Seq. No. 


29652 








Gene No. 


61265 








Start 


75370 








Name 


OJ990429 22. 9819. C2. 


o5 . tm 


Start 


72704 








GI 


none 








Exons 


72704. 


.72967, 


72704. 


.72958, 


Sprr No 


29652 








Gene No. 


61265 








Start 


75370 








Name 


OJ990429 22. 9819. C2. 


ol.ts 


Start 


72713 








GI 


none 








Exons 


72713. 


.73015, 


72724. 


.73008, 




73355. 


.73579, 


73384. 


.73491 


Seq. No. 


29652 








Gene No. 


61265 








Start 


75370 








Name 


OJ990429 22. 9819. C2. 


o2.tc 


Start 


72713 








GI 


none 








Exons 


72713. 


.73198, 


73196. 


.73261, 



Seq. ID OJ990429_22.9819.C2 
Strand 

End 75604 

Method TBLASTX : Cress 

End 72493 

Score 109 
70737. .70943, 70800 .. 70934 , 
70971. .71306, 71348 71569, 
71670. .71759, 71673 .. 71807, 
71810. .72019, 71813. .71953, 
71966. .72313, 71987 .. 72157, 
72131. .72466, 72166 .. 72327, 
72203. .72328, 72266 .. 72457, 
72329. .72457, 72332.. 72490 

Seq. ID OJ990429_22.9819.C2 
Strand 

End 75604 

Method TBLASTX : Mai ze 

End 72457 

Score 130 
70695. .70910, 70701 .. 70928, 
70953. .71147, 70953 .. 71147, 
71175. .71351, 71187. .71351, 
71352. .71516, 71352 .. 71513, 
71403. .71516, 71489. .71599, 
71843. .72457, 71978 .. 72457, 



Seq. ID OJ990429_22.9819.C2 
Strand 

End 75604 

Method TBLASTX : Mai ze 

End 72967 

Score 340 
72712. .72966 

Seq. ID OJ990429_22.9819.C2 
Strand 

End 75604 

Method TBLASTX : Soybean 

End 73579 

Score 196 
73022. .73261, 73120 .. 73260, 



Seq. ID OJ990429_22.9819.C2 
Strand 

End 75604 

Method TBLASTX : Cress 

End 73498 

Score 267 



73355. .73498 



29537 




Seq. No. 


29652 


Seq. ID 


OJ990429_22.9819 


.C2 


Gene No. 


61265 


Strand 






Start 


75370 


End 


75604 




Name 


OJ990429 22.9819.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


72881 " 


End 


73270 




GI 


none 


Score 


77 




Exons 


72881. .73015, 73028. .73270 








Seq. No. 


29652 


Seq. ID 


OJ990429_22.9819 


.C2 


Gene No. 


61265 


Strand 






Start 


75370 


End 


75604 




Name 


OJ990429 22.9819.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


73135 "~ 


End 


73663 




GI 


none 


Score 


185 




Exons 


73135. .73260, 73136. .73261, 


73354 . .73569, 73355 .. 73573, 






73559. .73663, 73598. .73660 








Seq. No. 


29652 


Seq. ID 


OJ990429_22.9819 


.C2 


Gene No. 


61265 


Strand 






Start 


75370 


End 


75604 




Name 


OJ990429 22. 9819 . C2 . ol6 . gs 


Method 


GEN SCAN 




Start 


. 75370 ~ 


End 


75604 




GI 


none 


Score 


.74 




Exons 


75370. .75450, 75557. .75604 








Seq. No. 


29653 


Seq. ID 


OJ990429_22.9819 


,C3 


Gene No. 


61266 


Strand 


+ 




Start 


36 


End 


2627 




Name 


OJ990429 22.9819.C3.ol.np 


Method 


AAT/NAP 




Start 


36 


End 


2627 




GI 


4836944 


Score 


97 




Exons 


36. .103, 193. .323, 2602. .2627 






GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29653 


Seq. ID 


OJ990429__22.9819 


.C3 


Gene No. 


61266 


Strand 


+ 




Start 


36 


End 


2627 




Name 


OJ990429 22.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


230 , 


End 


666 




GI 


none 


Score 


.67 




Exons 


230. .314, 503.. 666 








Seq. No. 


29653 


Seq. ID 


OJ990429_22.9819 


.C3 


Gene No. 


61267 


Strand 


+ 




Start 


3995 


End 


10090 




Name 


OJ990429 22.9819.C3.o2.gs 


Method 


GENSCAN 




Start 


3995 


End 


10090 




GI 


none 


Score 


.44 




Exons 


3995.. 6793, 6929.. 10090 








Seq. No. 


29653 


Seq. ID 


OJ990429_22.9819 


-C3 


Gene No. 


61267 


• Strand 


+ 




Start 


3995 


End 


10090 




Name 


UJ990429 22.9819.C3.o2.np 


Method 


AAT/NAP 




Start 


3995 


End 


10054 




GI 


5922631 


Score 


6662 
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Exons 3995.. 4119, 4378.. 4625, 4860.. 5062, 5108.. 5679, 5722.. 5870, 

5997. .6920, 7527. .10054 
GI Descrip. (AP0004.92) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 

gi | 6016864 | dbj | BAA85207 . 1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 29653 Seq. ID 

Gene No. 61268 Strand 

Start 14 652 End 

Name OJ990429_22 . 9819 . C3 . ol . gp Method 

Start 14652 End 

GI uC-osflcypl77g01al Score 

Exons 14652. .14805 

GI Descrip. 1 4884864/gb| AAD31846. 1 1 AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



OJ990429_22.9819.C3 
+ 

14805 
AAT/GAP 
14805 
241 



Seq. No. 29653 Seq. ID 

Gene No. 61269 Strand 

Start 10406 End 

Name OJ990429_22 . 9819 . C3 . o3 . gs Method 

Start 10406 End 

GI none Score 

Exons 10406. .10854, 10927 .. 11031, 11104 

11676. .12007, 12090. .12307, 12463 



11293, 
13347 



OJ990429_22.9819.C3 

13347 
GENSCAN- 
13347 
.79 

11369. .11556, 



Seq. No. 29653 

Gene No. 61269 

Start 10406 

Name OJ990429_22 . 9819 . C3 . o3 . np 

Start 10409 

GI 6691716 

Exons 10409. .10854, 
11724. .12007, 

GI Descrip. 



OJ990429 22. 9819. C3 



Seq. ID 
Strand 

End 13347 
Method AAT/NAP 
End 13347 
Score 2317 
11190. .11293, 11369. .11547, 
12463. .13347 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6691717|dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



10927. 
12090. 



11039, 
12265, 



Seq. No. 29653 Seq. ID 

Gene No. 61270 Strand 

Start 14210 End 

Name OJ990429_22 . 9819 . C3 . o4 . gs Method 

Start 14210 End 

GI none Score 

Exons 14210. .14335, 14520.. 14531 



OJ990429_22. 9819.C3 

14531 
GENSCAN 
14531 
.72 



Seq. No. 
Gene No. 
Start 
Name 
Start 

r t 

Exons 



29653 Seq. ID 

61271 Strand 

15641 End 

OJ990429_22.9819.C3.o5.tm Method 

57 End 

none Score 

57. .107, 68. .106, 190. .315, 191. .316 



OJ990429_22.9819.C3 
19617 

TBLASTX: Maize 

316 

81 



29539 




Seq. No, 


29653 








Seq. ID 


OJ990429_22.9819 


.C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


O.T990429 22 


98 1 9 

. Z> O X J . 


C3 . o7 . 


u w 








O LCtl L 


5284 ~~ 








Fnri 


56R 




rir 
ox 


nont^ 
nunc 








OUUI c 


297 

Z* i 




tTvAn c 


5284 5592 


5285 . 


.5686 












Jl. .7 \J -J -J 








Seq. ID 


OJ990429_22.9819 


.C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6260 ~~ 








End 


7057 




w X 


none 








Score 


150 






6260 6442. 


6323. 


. 6436, 


6481 . 


.6717, 6485.. 6715, 6764.. 7057, 




6829 7053 














Seq. No. 


29653 








Seq. ID 


OJ990429_22. 9819 


. C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


O.T990429 22 


.9819 . 


C3 . o3 . 


L. O 


Method 


TBLASTX: Soybean 




Start 


6977 ~ 








End 


7342 




GI 


none 








Score 


138 




IT von q 


fi977 7201 


7208 


7?42 










Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819 




Gene No. 


61271 








Strand 






O Lai u 


1564 1 








End 


19617 






O.T990429 99 


9R1 9 

• Z* O X Z* • 


• (JO • 




Method 


TBLASTX: Wheat 




O LQ1 L. 


7058 "~ 

/UJO 








End 


7292 




GI 


none 








Score 


282 




K von ^ 


7058 7291 


7078 


7290 


7079 

/ \J f z* . 


.7291, 7128.. 7292 




Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819 




Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


O.T990429 22 


9R1 9 


C\ o2 


t-m 

L.IU 


Method 


TBLASTX: Maize 






70fi7 ~ 








End 


7423 




VJ X 


nunc 








Score 


375 




i-j 110 


7067 7423 


7108 


741 ^ 


71 *30 

/ X J VJ a 


.7423 






Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819 


.C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


O.T990429 22 


981 9 

. Z* O X z* . 


P*3 o2 




Method 


TBLASTX: Wheat 




Start 


7292 ~~ 

/ £. Z* £. 








End 


7711 




GI 


n on o 
nunc 








Score 


468 






7292 7711 

1 £.Z* £. • • / /XX, 


7294 


771 0 
• / / x u 










Sea. No. 


29653 








Seq. ID 


OJ990429_22.9819 


.C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


.9819. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7556 








End 


7987 




GI 


none 








Score 


322 




Exons 


7556. .7987, 


7603. 


.7746, 


7783. 


.7953 
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Seq. No. 


29653 








Seq. ID 


OJ990429 22.9819. 


.C3 


Gene No. 


61271 








Strand 


— ^ 




Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7654 ~ 








End 


8098 




GI 


none 








Score 


276 




Exons 


7654 . .7908, 


7655 


. .7909, 


7930. 


.8061, 7931. .8074, 8072. .8098 


Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


,C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819 


. C3. o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7756 ~~ 








End 


8185 




GI 


none 








Score 


419 




Exons 


7756. . 8028, 


7757 


. .8185 










Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


,C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8213 ~ 








End 


8601 




GI 


none 








Score 


88 




Exons 


8213. .8317, 


8221 


. .8601, 


8357 . 


.8599 






Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8222 ~ 








End 


8644 




GI 


none 








Score 


416 




Exons 


8222. .8644, 


8230 


. .8634 










Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819 


. C3 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


8275 ~ 








End 


8548 




GI 


none 








Score 


126 




Exons 


8275. . 8445', 


8276 


. .8446, 


8450.. 


.8548, 8482. .8547 




Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22 


. 9819 


.C3 . olO 


. tw 


Method 


TBLASTX: Wheat 




Start 


8660 ~ 








End 


8959 




GI 


none 








Score 


130 




Exons 


8660. .8794, 


8834, 


. .8959 










Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


C3 


Gene No. 


61271 








Strand 






Start 


15641 








End 


19617 




Name 


OJ990429 22, 


.9819, 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8957 








End 


9319 




GI 


none 








Score 


447 




Exons 


b957. . 9280, 


8977, 


. .9291, 


8977. 


.9267, 9271. .9318, 9272. .9319 


Seq. No. 


29653 








Seq. ID 


OJ990429_22.9819. 


C3 



29541 



Gene No. 


61271 








Start 


15641 








Name 


OJ990429 22. 


9819. 


C3.o4 . 


tw 


Start 


8962 ~" 








GI 


none 








Exons 


8962.. 9273, 


8963. 


.9349, 


9164 


Seq. No. 


29653 








Gene No. 


61271 








Start 


15641 








Name 


OJ990429 22. 


9819. 


C3.o7. 


tm 


Start 


9421 








GI 


none 








Exons 


9421. .9528, 


9422. 


.9520, 


9511 


Seq. No. 


29653 








Gene No. 


61271 








Start 


15641 








Name 


OJ990429 22. 


9819. 


C3.o3. 


tw 


Start 


9464 ~~ 








GI 


none 








Exons 


9464. .9955, 


9484 . 


. 9573, 


9625 


Seq. No. 


29653 








Gene No. 


6127f 








Start 


15641 








Name 


OJ990429 22. 


9819. 


C3.o4. 


tm 


Start 


9785 ~ 








GI 


none 








Exons 


9785. . 9958, 


9907 . 


. 9957, 


9937 


Sea No. 


29653 








Gene No. 


61271 








Start 


15641 








Name 


OJ990429 22. 


9819. 


C3.o9. 


tw 


Start 


12937 








GI 


none 








Exons 


12937. .13227 









Strand 
End 

Method 

End 

Score 



19617 

TBLASTX: Wheat 

9349 

420 



Seq. ID OJ990429_22.9819.C3 
Strand 

End 19617 

Method TBLASTX : Maize 

End 9694 

Score 95 



Seq. ID OJ990429_22. 9819.C3 
Strand 

End 19617 

Method TBLASTX : Wheat 

End 10078 

Score 380 



Seq. ID OJ990429_22. 9819.C3 
Strand 

End 19617 

Method TBLASTX : Maize 

End 10039 

Score 167 



Seq. ID OJ990429_22.9819.C3 
Strand 

End 19617 

Method TBLASTX : Wheat 

End 13227 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29653 
61271 
15641 

OJ990429_22.9819.C3.o5.gs 

15641 

none 



Seq. ID OJ990429_22.9819.C3 
Strand 

End 19617 

Method GENSCAN 

End 19617 

Score .58 



15641. .15861, 17030. .17133, 17908 .. 18140, 19238 .. 19376, 
19447. .19617 



Seq. No. 29654 

Gene No. 61272 

Start 323 

Name OJ990429_22 . 9819 . C4 . ol . np 

Start 323 

GI 6630699 

Exons 323 . . 397 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 



Seq. ID OJ990429_22. 9819.C4 

Strand + 

End 397 

Method AAT/NAP 

End 397 

Score 61 



29542 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29654 
61273 
533 

OJ990429_22.9819.C4.o2.np 
533 

6539570 

533.. 726, 886.. 956, 3141.. 3168 

(AP000836) hypothetical protein [Oryza. sativa] 



Seq. ID OJ990429_22.9819.C4 

Strand + 

End 3168 

Method AAT/NAP 

End 3168 

Score 225 



Seq. No. 


29654 






Gene No. 


61274 






Start 


7396 






Name 


OJ990429 22 


.9819. 


C4.ol. 


Start 


7396 






GI 


none 






Exons 


7396. .7895, 


8009. 


.8086, 


Seq. No. 


29654 






Gene No. 


61274 






Start 


7396 






Name 


OJ990429 22 


.9819. 


C4.o2. 


Start 


7597 






GI 


none 






Exons 


7597. .7737, 


7598. 


.7738, 



Seq. ID OJ990429_22.9819.C4 
Strand 

End 10220 

gp Method AAT/GAP 

End 8364 

Score 1438 
8170. .8364 

Seq. ID OJ990429_22.9819.C4 
Strand 

End 10220 

tm Method TBLASTX: Maize 

End 7822 

Score 136 
7744. .7821, 7745. .7822 



Seq. No. 29654 Seq. ID _ 

Gene No. 61274 Strand 

Start 7396 End 10220 

Name OJ990429_22 . 9819.C4 . o3.np Method AAT/NAP 

Start 7819 End 10220 

GI 4680199 Score 583 

Exons 7819.. 7854, 9299.. 9352, 9524.. 10220 
GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ990429 22. 9819. C4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29654 
61274 
7396 

OJ990429_22. 

9346 

none 

9346. .9534, 



9819.C4.o3.tm 



9356. .9541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_22. 9819.C4 
10220 

TBLASTX: Maize 

9541 

114 



Seq. No. 29654 Seq. ID OJ990429_22 . 9819 . C4 

Gene No. 61274 Strand 

Start 7396 End 10220 

Name OJ9904 2 9_22 . 98 19 . C4 . ol . tw Method TBLASTX : Wheat 

Start 9403 End 9803 

GI none Score 68 

Exons 9403.. 9534, 9559.. 9645, 9561.. 9644, 9678.. 9776, 9678.. 9803 



Seq. No. 29654 Seq. ID 

Gene No. 61274 Strand 

Start 7396 End 

Name OJ990429_22 . 9819.C4 .ol.tm Method 

Start 9544 End 



OJ990429_22.9819.C4 
10220 

TBLASTX: Maize 
9935 



29543 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 52 

9544. .9645, 9555. .9644, 9669. .9935, 9679. .9930 



29654 

61274 Strand 

7396 End 

OJ990429_22. 9819. C4 .ol.ts Method 

9564 End 

none Score 

9564.. 9890, 95.65.. 9741, 9823.-9882 



Seq. ID OJ990429_22.9819.C4 



10220 

TBLASTX : Soybean 

9890 

104 



29655 Seq. ID 

61275 Strand 
1 End 
OJ990429_22.9819.C5.ol.np Method 
1 End 
5917666 Score 

1..32, 222. .325, 975. .1336, 1404. .1487 
(AF159297) extensin-like protein [Zea mays] 



OJ990429_22.9819.C5 
+ 

1487 
AAT/NAP 
1487 
77 



29655 
61276 
120 

OJ990429_22.9819.C5.ol.gs 

120 

none 



Seq. ID OJ990429_22.9819.C5 
Strand 

End 1556 

Method GENSCAN 

End 1556 

Score .48 



120. .344, 723.-783, 1045. .1175, 1334. .1556 



29656 
61277 
826 

OJ990429_22.9819.C6.ol.gs 

826 

none 



Seq. ID OJ990429_22. 9819.C6 

Strand + 

End 3019 

Method GENSCAN 

End 1590 

Score-- .5 



826. .890, 1080. .1146, 1531. .1590 



, np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_22 
+ 

3019 
AAT/NAP 
3019 
117 



9819. C6 



29656 
61277 
826 

OJ990429_22 . 9819 . C6. o2 . 
958 

6721561 
958. .1048, 2969. .3019 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



29656 
61278 
4846 

OJ990429_22.9819.C6.o2.gs 

4846 

none 



Seq. ID OJ990429_22.9819.C6 



Strand 
End 

Method 

End 

Score 



+ 

6700 
GENSCAN 
6524 
.6 



4846. .4937, 5166. .5295, 5709. .6032, 6135. .6524 



29544 




Seq. No. 


29656 


Seq. ID 


OJ990429 22. 


9819 C6 


Gene No. 


61278 


Strand 


+ ~ 




Start 


4846 


End 


6700 




Name 


OJ990429 22. 9819.C6.o3.np 


Method 


AAT/NAP 




Start 


5116 


End 


5544 




GI 


4972067 


Score 


132 




Exons 


5116. .5300, 54 61. .5544 








GI Descrip. 


(AL0784 67) putative protei 


[Arabidopsis thaliana] 




Seq. No. 


29656 


Seq. ID 


OJ990429_22. 


9819. C6 


Gene No. 


61278 


Strand 


+ 




Start 


4846 


End 


6700 




Name 


OJ990429 22.9819.C6.o2.gp 


Method 


AAT/GAP 




Start 


5175 


End 


6102 




GI 


2283 1.R1084 


Score 


339 




Exons 


5175.. 5295, 5456.. 5543, 6083.. 6102 






GI Descrip. 


, 4972067/emb|CAB43874.1| 4. 


.Oe-47 (AL078467) putative protei 




[Arabidopsis thaliana] 1 








Seq. No. 


29656 


Seq. ID 


OJ990429 22. 


9819. C6 


Gene No. 


61278 


Strand 


+ 




Start 


4846 


End 


6700 




Name 


OJ990429 22.9819.C6.o4.np 


Method 


AAT/NAP 




Start 


5715 . v 


End 


5960 




GI 


1084404 


Score 


109 




Exons 


5715. .5960 









GI Descrip. hypothetical protein - tomato gi 1667069 (L22186) ORF 
[Lycopersicon esculentum] 



Seq. No. 29656 Seq. ID 

Gene No. 61278 Strand 

Start 4846 End 

Name OJ990429_22 . 9819.C6.o5 .np Method 

Start 5786 End 

GI 6815107 Score 

Exons 5786.. 6700 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ990429_22.9819.C6 
+ 

6700 
AAT/NAP 
6700 
313 



BAC 



Seq. No. 29656 Seq. ID 

Gene No. 61279 Strand 

Start 1 End 

Name 0 J9904 2 9_22 . 98 1 9 . C6 . ol . np Method 

Start 1 End 

GI 6815109 Score 

Exons 1..150, 1460.. 1497 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ990429_22.9819.C6 

1497 
AAT/NAP 
1497 
125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3_22.9819.C6.ol.gp 



29656 
61280 
1555 

OJ990429 
1555 

uC-osflcyp088bl2bl 
1555 . . 1663 

'5257255/dbj | AP000364 . 1 | AP000364 3 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429_22.9819.C6 

1663 
AAT/GAP 
1663 
158 



Oe-36 Oryza sativa genomic 



29545 




Seq. No. 


29656 


Seq. ID 


OJ990429_22. 9819.C6 


Gene No. 


61281 


Strand 




Start 


5106 


End 


5542 


Name 


OJ990429 22. 9819.C6.ol. tc 


Method 


TBLASTX: Cress 


Start 


5106 


End 


5291 


GI 


none 


Score 


243 


Exons 


5106.. 5291, 5113. .5289 






Seq. No. 


29656 


Seq. ID 


OJ990429_22 . 9819.C6 


Gene No. 


61281 


Strand 




Start 


5106 


End 


5542 


Name 


OJ990429 22.9819.C6.ol.tm 


Method 


TBLASTX : Maize 


Start 


5110 


End 


5256 


GI 


none 


Score 


249 


Exons 


5110.. 5256, 5112.. 5255 






Seq. No. 


29656 


Seq. ID 


OJ990429_22.9819.C6 


Gene No. 


61281 


Strand 




Start 


5106 


End 


5542 


Name 


OJ990429 22.9819.C6.ol.ts 


Method 


TBLASTX: Soybean . 


Start 


5113 


End 


5542 


GI 


none 


Score 


249 


Exons 


5113.. 5295, 5116.. 5283, 5121 


..5297, 5121.. 5291, 5453.. 5533, 




5455. .5535, 5456. .5542 






Seq. No. 


29657 


Seq. ID 


OJ990429_22.9819.C7 


Gene No. 


61282 


Strand 




Start 


1 


End 


727 


Name 


OJ990429 22.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


727 


GI 


6815109 


Score 


910 


Exons 


1..727 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29657 


Seq. ID 


OJ990429_22.9819.C7 


Gene No. 


61282 


Strand 




Start 


1 


End 


727 


Name 


OJ990429 22.9819.C7.ol.gs 


Method 


GENSCAN- 


Start 


332 


End 


710 


GI 


none 


Score 


.62 


Exons 


332. .564, 586. .710 






Seq. No. 


29658 


Seq. ID 


OJ990429_22.9819.C9 


Gene No. 


61283 


Strand 


+ 


Start 


521 


End 


580 


Name 


OJ990429 22.9819.C9.ol.np 


Method 


AAT/NAP 


Start 


521 


End 


580 


GI 


2498930 


Score 


50 


Exons 


521. .580 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


29658 


Seq. ID 


OJ990429_22.9819.C9 


Gene No. 


61284 


Strand 




Start 


226 


End 


513 


Name 


OJ990429_22.9819.C9.ol.gs 


Method 


GENSCAN 



29546 



# • 



Start 


226 


End 


513 


GI 


none 


Score 


. 63 


Exons 


226. .387, 469. .513 






Seq. No. 


29659 


Seq. ID 


OJ990319 10. 9819. C2 


Gene No. 


61285 


Strand 


+ 


Start 


1 


End 


7029 


Name 


OJ990319 10.9819.C2.ol.gp . 


Method 


AAT/GAP 


Start 


1 


End 


330 


GI 


LIB3434-021-P1-K1-G6 


Score 


565 


Exons 


1. .330 






GI Descrip. 


'5454046/ref |NP 006314 . 1 |pSEC24 | 8 . Oe- 


11 secretory protein 24 




>gi_3 94769 0_emb_CAAl 0 3 3 5 . 1_ 


(AJ131245) 


Sec24B protein [Homo 



sapiens] 1 



Seq. ID OJ990319 10. 9819. C2 



Seq. No. 29659 

Gene No. 61285 Strand + 

Start ,1 End 7029 

Name OJ990319_10. 9819 .C2 . ol . np Method AAT/NAP 

Start 1 End 1276 

GI 6642655 Score 628 
Exons 1..344, 620. .817, 1036. .1276 

GI Descrip. (AC012395) putative Sec24-like COPII protein [Arabidopsis 
thaliana] 



Seq. No. 29659 Seq. ID 

Gene No. 61285 Strand 

Start 1 End 

Name 0 J99031 9_1 0 . 98 1 9 . C2 . o2 . gp Method 

Start 1022 End 

GI none Score 

Exons 1022.. 1689 



OJ990319_10.9819.C2 
+ 

7029 
AAT/GAP 
1689 
1200 



Seq. No. 29659 Seq. ID OJ990319_10 . 9819.C2 

Gene No. . 61285 Strand + 

Start 1 End 7029 

Name OJ990319_10 . 9819 . C2 . ol . gs Method GENSCAN 

Start 1282 End 7029 

GI none Score . 57 

Exons 1282. .1479, 2900. .3044, 3058.:3131, 3343. .3526, 5924.. 6027, 
6943. .7029 



Seq. No. 29659 Seq. ID 

Gene No. 61285 Strand 

Start 1 End 

Name OJ990319_10 . 98 19 . C2 . o2 . np Method 

Start 334 6 End 

GI 4512696 Score 

Exons 3346.. 3529, 4797.. 4816 

GI Descrip. (AC006569) hypothetical protein [Arabidopsis thaliana] 



OJ990319_10.9819.C2 
+ 

7029 
AAT/NAP 
4816 
175 



Seq. No. 29659 Seq. ID 

Gene No. 61286 Strand 

Start 6582 End 

Name OJ9903I9_I0. 9819 .02 . o3 . np Method 

Start 6582 End 

GI 4538896 Score 



OJ990319_10.9819.C2 

8191 
AAT/NAP 
8191 
739 



29547 




Exons 


6582. . 6843, 


6874.. 7004, 7048 


..7536, 7645. .7793, 7886. .8191 


GI Descrip. 


(AL049482) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


29659 




Seq. ID 


OJ990319_10.9819.C2 


Gene No. 


61287 




Strand 


- 


Start 


8787 




End 


9687 


Name 


OJ990319 10 


. 9819.C2.o2.gs 


Method 


GENSCAN 


Start 


8787 




End 


9687 


GI 


none 




Score 


. 67 


Exons 


8787. .8855, 


9288.. 9565, 9594 


9687 




Seq. No. 


29659 




Seq. ID 


OJ990319_10. 9819.C2 


Gene No. 


61288 




Strand 


- 


Start 


11124 




End 


13374 


Name 


OJ990319 10 


.9819.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


249 


GI 


none 




Score 


246 


Exons 


1..246, 2.. 


247, 59. .247, 115 


..249, 165 


. .248 


Seq. No. 


29659 




Seq. ID 


OJ990319_10.9819.C2 


Gene No. 


61288 




Strand 




Start 


11124 




End 


13374 


Name 


OJ990319 10 


. 9819.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


1517 


GI 


none 




Score 


448 


Exons 


2. .310, 3.. 


311, 4. .312, 12.. 


314, 13. .312, 667. .834, 671. .835, 




672. .839, 1037. .1282, 1046.. 


1246, 1047 


..1286, 1054. .1290, 




1054. .1290, 


1288.. 1335, 1307 


..1336, 1331. .1363, 1407. .1472, 




1428. .1517 








Seq. No. 


29659 




Seq. ID 


OJ990319_10. 9819.C2 


Gene No. 


61288 




Strand 




Start 


11124 




End 


13374 


Name 


OJ990319 10 


.9819.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


304 


GI 


none 




Score 


309 


Exons 


2. .304, 4.. 


297 






Seq. No. 


29659 




Seq. ID 


OJ990319_10.9819.C2 


Gene No. 


61288 




Strand 




Start 


11124 




End 


13374 


Name 


OJ990319 10 


.9819.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1037 




End 


1475 


GI 


none 




Score 


333 


Exons 


1037. .1273, 


1046.. 1249, 1047 


..1292, 1051. .1305, 1051. .1287, 




1306. .1347, 


1307.. 1348, 1307 


..1345, 1431. .1475 


Seq. No. 


29659 




Seq. ID 


OJ990319_10. 9819.C2 


Gene No. 


61288 




Strand 




Start 


11124 




End 


13374 


Name 


OJ990319 10 


.9819.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1037 




End 


1270 


GI 


none 




Score 


244 


Exons 


1037. .1270, 


1057. .1269 






Seq. No. 


29659 




Seq. ID 


OJ990319_10.9819.C2 


Gene No. 


61288 




Strand 





29548 




Start 


11124 


End 


13374 


Name 


OJ990319 10 9819 C2 o2 tc 


Method 


TBLASTX * Cress 


Start 


3331 ~~ 


End 


3501 


GI 


none 


Score 


193 


Exons 


3331.. 3501, 3336.. 3494 






Seq. No. 


29659 


Seq. ID 


OJ990319_10.9819.C2 


Gene No. 


61288 


Strand 




Start 


11124 


End 


13374 


Name 


OJ990319 10.9819.C2.o3.ts 


Method 


TBLASTX: Soybean 


Start 


3331 


End 


6006 


GI 


none 


Score 


242 


Exons 


3331.. 3525, 3336.-3548, 3336.. 3524, 5923.. 6006 


Seq. No. 


29659 


Seq.. ID 


OJ990319_10.9819.C2 


Gene No. 


61288 


Strand 


- 


Start 


11124 


End 


13374 


Name 


OJ990319 10.9819.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


3331 


End 


3528 


GI 


none 


Score 


226 


Exons 


3331.. 3528, 3336.. 3527 






Seq. No. 


29659 


Seq. ID 


OJ990319JL0.9819.C2 


Gene No. 


61288 


• Strand 




Start 


11124 


End 


13374 


Name 


OJ990319 10.9819.C2;o3.gs 


Method 


GEN SCAN 


Start 


11124 


End 


12674 


GI 


none 


Score 


.92 


Exon 


11124. .11537, 11691. .12674 






Sea No 


29659 


Seq. ID 


OJ990319_10.9819.C2 


Qene No . 


61288 


Strand 




Start 


11124 


End 


13374 


Name 


OJ990319 10.9819.C2.o4.np 


Method 


AAT/NAP 


Start 


11151 


End 


11820 


GI 


2462734 


Score 


219 


Exons 


11151. .11537, 11776.. 11820 






GI Descrip. 


(AC002292) similar to "Mx" 


GTP-binding proteins [Arabidopsis 




thaliana] 






Seq. No. 


29659 


Seq. ID 


OJ990319_10.9819.C2 


Gene No. 


61288 


Strand 




Start 


11124 


End 


13374 


Name 


OJ990319 10.9819.C2.o5.np 


Method 


AAT/NAP 


Start 


11151 


End 


13374 


GI 


2462734 


Score 


913 




11151. .11555, 11817. .12742, 


13351. .13374 


GI Descrip. 


(AC002292) similar to "Mx" 


GTP-binding proteins [Arabidopsis 




thaliana] 






Seq. No. 


29660 


Seq. ID 


OJ990319_10.9819.C4 


Gene No. 


61289 


Strand 




Start 


236 


End 


532 


Name 


OJ990319_10.9819.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


236 


End 


532 


GI 


none 


Score 


105 


Exons 


236. .325, 353.-457, 358. .450, 446. .511, 


464. .532 



29549 




Seq. No. 


29661 


Seq. ID 


OJ990319_10.9819.C5 


Gpne* No 


.61290 


Strand 




Start 


89 


End 


768 


Name 


OJ990319 10 9819. C5 ol as 


Method 


GENS CAN 

v_J x^ VI villi 


Start 


89 ~~ 


End 


728 


GI 


none 


Score 


.43 


Exons 


89. .728 






Seq. No. 


29661 


Seq. ID 


OJ990319_10.9819.C5 


Gene No . 


61290 


Strand 




Start 


89 


End 


768 


Name 


OJ990319 10. 9819.C5 .ol . tw 


Method 


TBLASTX • Wheat 


Start 


253 ~ 


End 


768 


GI 


none 


Score 


56 


Exons 


253. .354. 385. .444. 385. 486, 


463. . 651 


. 479 652. 670. 768 


Seq. No. 


29661 


Seq. ID 


OJ990319_10.9819.C5 


Gene No . 


61290 


Strand 




Start 


89 


End 


768 


Name 


OJ990319 10 9819 C5 ol tm 


Mp1~ hod 


TBLASTX • Ma \ ?p 


Start 


487 ~~ 


End 


768 


GI 


none 


Score 


94 


Exons 


487 594 488 595 607 768 


613 717 




Seq. No. 


29662 


Seq. ID 


OJ990319_10.9819.C8 


Gene No. 


61291 


Strand 


+ 


Start 


3303 


End 


5649 


Name 


OJ990319 10 9819 C8 o2 no 


Mpf Hod 


AAT /NAP 


Start 


3303 — 


End 


5649 


GI 


4680203 


Score 


361 


Exons 


3303 3328. 4 626 564 9 






GI DescriiD 


(AF114171) TNP2-like orotein 




hi r*o 1 ot* 1 


Seq. No. 


29662 


Seq. ID 


OJ990319_10.9819.C8 


Gene No. 


61292 


Strand 




Start 


1 


End 


273 


Name 


OJ990319 10.9819.C8.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


273 


GI 


6630735 


Score 


125 


Exons 


1. .273 






GI Descrip. 


(AL132958) glucosyltransf erase-like protein [Arabidopsis 




thaliana] 






Seq. No. 


29662 


Seq. ID 


OJ990319_10.9819.C8 


Gene No . 


61293 


Strand 




Start 


5077 


End 


5530 


Name 


OJ990319 1019819. C8.ol.ts 


Method 


TBLASTX: Soybean 


Start * 


5077 


End 


5360 


GI 


none 


Score 


245 


Exons 


5077.. 5355, 5100.. 5360 






Seq. No. 


29662 


Seq. ID 


OJ990319_10.9819.C8 


Gene No. 


61293 


Strand 




r> i j_ 

o t-ax. L 


5077 


End 


5530 


Name 


OJ990319 10.9819.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5185 


End 


5530 



29550 



GI 

Exons 



none Score 171 

5185.. 5409, 5187.. 5381, 5400. .5504, 5404. .5523, 5410. .5529, 
5429. .5530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990319_10.9819.C9 



29663 

61294 Strand + 

1 End 2558 

OJ990319_10.9819.C9.ol.np Method AAT/NAP 

1 End 2558 

100488 Score .555 
1..392, 459. .866, 2266. .2558 
TNP2 protein - garden snapdragon 



29663 Seq. ID 

61295 Strand 

2693 End 

OJ990319_10.9819.C9.o2.np Method 

2693 End 

6630699 Score 
2693. .2773 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj | BAA89566 . 1 1 (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990319_10.9819.C9 
+ 

2773 
AAT/NAP 
2773 
80 



29663 Seq. ID 

61296 Strand 
5210 End 

OJ990319_10.9819.C9.o4.np Method 

5210 . End 
6630699 Score 
5210.. 5297, 5548.. 5716 
(AP000969) hypothetical protein [Oryza sativa] 



OJ990319_10.9819.C9 
+ 

5716 ' 
AAT/NAP 
5716 
82 



gi I 6721536 | dbj IBAA89566. 
[Oryza sativa] 



1| (AP001073) hypothetical protein 



OJ990319 10. 9819. C9 



Seq. No. 29663 Seq. ID _ 

Gene No. 61297 Strand 

Start 2909 End 5578 

Name. OJ990319_10 . 9819.C9 . o2 .gs Method GENSCAN 

Start 2909 End 5578 

GI none Score .47 

Exons 2909.. 3116, 3543.. 3680, 4454.. 4538, 4778.. 4901, 5206.. 5514, 
5516. .5578 



Seq. No. 29663 
Gene No. 61297 
Start 2909 

Name OJ990319_10 . 9819 .C9 .o3. np 

Start 2912 
GI 5922620 
Exons 2912.. 3042, 

5540. .5578 
GI Descrip. (AP000492) EST 

predicted gene.; 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_10.9819.C9 

5578 
AAT/NAP 
5578 
497 



4454. .4538, 4575. .4901, 5012. .5045, 5356. .5498, 



D15357 (C0514) 
hypothetical 



corresponds to a region 
protein [Oryza sativa] 



of the 



gi i 6016853 i dbj iBAA65I96.ii (AfGGOs/O) EST D15357 (C0514 ) 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 



29551 



Seq. No. 


29663 








Seq. ID 


OJ990319_10.9819.C9 


Gene No . 


61298 








Strand 




Start 


5855 








End 


7110 


Name 


OJ990319 10. 


9819. 


C9.ol. 


tm 


Method 


TBLASTX * Mai ze 


Start 


2240 ~ 








End 


2567 


GI 


none 








Score 


134 


Exons 


2240. .2485, 


2261. 


.2563, 


2262 . 


. 2567 




Seq. No. 


■ Mr* 

29663 








Seq. ID 


OJ990319_10.9819.C9 


Gene No. 


61298 








Strand 




Start 


5855 








End 


7110 


Name 


OJ990319 10. 


9819. 


C9.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2262 ~ 








End 


7110 


GI 


none 








Score 


351 


Exons 


2262. .2690, 


2453. 


.2659, 


6387 . 


.6617, 6638.. 6820, 6639.. 6815, 




6814 . . 6903. 


6931 . 


. 7035, 


6936. 


.7028, 7024.. 7089, 7042.. 7110 


Seq. No. 


29663 








Seq. ID 


OJ990319_10. 9819.C9 


Gene No. 


61298 








Strand 




Start 


5855 








End 


7110 


Name 


OJ990319 10. 


9819. 


C9.o5. 


np 


Method 


AAT/NAP 


Start 


5855 








End 


5967 


GI 


5922620 








Score 


82 



Exons 5855.. 5967 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 29663 Seq. ID 

Gene No. 61298 Strand 

Start 5855 End 

Name OJ99031 9_10 . 98 1 9 . C9 . o2 . tm Method 

Start 6513 End 

GI none Score 

Exons 6513.. 6683, 6530.. 6682, 6575.. 6700, 6651 
6716.. 6802 



OJ990319_10.9819.C9 
7110 

TBLASTX: Maize 
6803 
156 

6794, 6687.. 6803, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29664 Seq. ID 

61299 Strand 

69 End 

OJ990319_10. 9819. C10. ol.gs Method 

69 End 

none Score 



OJ990319_10. 9819. C10 
+ 

3196 
GENSCAN 
3196 
.75 



69. .203, 281. .381, 955. .1087, 1504. .1755, 1834. .1944, 3133. .3196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29664 
61300 
4342 

OJ990319 10.9819.C10.o2.tm 



OJ990319 10. 9819. C10 



4228 
none 

4228. .4329, 
4379. .4468, 



4229. 
4379. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4339, 4230. .4328, 4377.. 4466, 4378 
4468 



5703 

TBLASTX: Maize 

4468 

98 



.4467, 



29552 



Seq. No. . 29664 . Seq. ID. OJ990319_10 . 9819 . CIO 

Gene No. 61300 Strand 

Start 4342 End 5703 

Name OJ990319_10 . 9819 .CIO . ol . np Method AAT/NAP 

Start 4342 End 5703 

GI 6630696 Score 1587 

Exons 4342.. 5703 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol. 
polyprotein from transposon Tnt 1-94. (P109.78) [Oryza sativa] 



Seq. No. 


29664 




Seq. ID 


OJ990319_10. 9819. C10 


Gene No. 


61300 




Strand 




Start 


4342 




End 


5703 


Name 


OJ990319 10 


.9819. C10. ol.tw 


Method 


TBLASTX: Wheat 


Start 


4478 




End 


4953 


GI 


none 




Score 


389 


Exons 


4478. .4864, 


4480. .4863, 4879. 


.4953, 4880. .4948, 4887. .4952 


Seq. No. 


29664 




Seq. ID 


OJ990319_10. 9819. C10 


Gene No. 


61300 




Strand 




Start 


4342 




End 


5703 


Name 


OJ990319 10 


. 9819. C10. ol.ts 


Method 


TBLASTX: Soybean 


Start 


4591 




End 


4965 


GI 


none 




Score 


107 


Exons 


4591. .4815, 


4834 . .4965 






Seq. No. 


29664 




Seq. ID 


OJ990319_10. 9819. C10 


Gene No. 


61300 




Strand 




Start 


4342 




End 


5703 


Name 


OJ990319 10 


. 9819. C10. ol.tm 


Method 


TBLASTX: Maize 


Start 


4809 




End 


5157 


GI 


none 




Score 


131 


Exons 


4809. .5060, 


4810. .5157, 4811. 


.5143 




Seq. No. 


29664 




Seq. ID 


OJ990319JL0. 9819. C10 


Gene No. 


61300 




Strand 




Start 


4342 




End 


5703 


Name 


OJ990319 10 


.9819. C10. o2.ts 


Method 


TBLASTX : Soybean 


Start 


4969 




End 


5319 


GI 


none 




Score 


68 


Exons 


4969. .5139, 


4969. .5148, 4976. 


.5146, 5149.. 5319 


Seq. No. 


29665 




Seq. ID 


OJ990319_10.9819.C11 


Gene No. 


61301 




Strand 




Start 


1 




End 


2499 


Name 


OJ990319 10 


.9819.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2499 


GI 


6630696 




Score 


3823 


Exons 


1. .2499 








GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 




region of the predicted gene. 


; Similar 


to retrovirus-related pol 




polyprotein 


from transposon Tnt 1-94 . 


(P10978) [Oryza sativa] 


Seq. No. 


29665 




Seq. ID 


OJ990319_10.9819.C11 


Gene No. 


61301 




Strand 




Start 


1 




End 


2499 



29553 




Name 


OJ990319 10.9819.Cll.o2 


.tw 


Method 


Start 


62 




End 


GI 


none 




Score 


Exons 


62. .202, 197. .541, 357. 


.524 




Seq. No. 


29665 




Seq. ID 




61301 




J Li CI 1 1 Li 


Start 


1 




End 


Name 


OJ990319 10.9819.Cll.o2 


. tm 


Method 


Start 


77 




End 


GI 


none 




Score 


Exons 


77. .541, 180. .290, 326. 


.406, 


411. .542 


Seq. No. 


29665 




Seq. ID 


Gene No. 


61301 




Strand 


Start 


1 




End 


Name 


OJ990319 10.9819.Cll.ol 


.ts 


Method 


Start 


227 




End 


GI 


5509260 




Score 


Exons 


227. .628, 357. .389, 420 


. .581 




GI Descrip. 


- 






Seq. No. 


29665 




Seq. ID 




Wl Jul 




Q+- ranH 
OCiaUu 


Start 


1 




End 


Name 


OJ990319 10.9819.Cll.ol 


.tc 


Method 


Start 


323 




End 


GI 


none 




Score 


Exons 


323. .583, 411. .581 






Seq. No. 


29665 




Seq. ID 




61301 




Strand 


Start 


1 




End 


Name 


OJ990319 10.9819.Cll.ol.tw 


Method 


Start 


596 




End 


GI 


none 




Score 


Exons 


596.. 643, 643.. 1350, 644.. 1342 


Seq. No. 


29665 




Seq. ID 


UCUC liU . 


61301 - 




Strand 


Start 


1 




End 


Name 


OJ990319 10.9819.Cll.o2, 


. ts 


Method 


Start . 


1000 




End 


GI 


none 




Score 


Exons 


1000.. 1173, 1177.. 1398, 


1184. 


.1396 


Seq. No. 


29665 




Seq. ID 




61301 




Strand 


Start 


1 




End 


Name 


OJ990319 10.9819.Cll.o3. 


. tm 


Method 


Start 


1186 




End 


GI 


none 




Score 


Exons 


1186.. 1512, 1193. .1369, 


1508. 


.1618 


Seq. No. 


29665 




Seq. ID 


Gene No. 


61301 




Strand 


Start 


1 




End 




TBLASTX: Wheat 

541 

73 



OJ990319_10.9819.C11 
2499 

TBLASTX: Maize 

542 

63 



OJ990319_10.9819.C11 
2499 

TBLASTX: Soybean 

628 

42 



OJ990319_10.9819.C11 
2499 

TBLASTX: Cress 

583 

108 



OJ990319_10.9819.C11 
2499 

TBLASTX : Wheat 

1350 

649 



OJ990319_10.9819.C11 
2499 

TBLASTX: Soybean 

1398 

88 



OJ990319_10.9819.C11 
2499 

TBLASTX: Maize 

1618 

65 



OJ 39031 9_10 . 96 I 9 . ul 1 
2499 



29554 




Name 


OJ990319 10 


9819. 


Cll.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


1351 








End 


1538 




GI 


none 








Score 


191 




Exons 


1351. .1512, 


1352. 


.1513, 


1377. 


.1514, 1497. .1538 




Seq. No. 


29665 . 








Seq. ID 


OJ990319_10. 9819. 


Cll 


Gene No. 


61301 








Strand 






Start 


1 








End 


2499 




Name 


OJ990319 10. 


9819. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1734 








End 


2146 




GI 


none 








Score 


44 




Exons 


1734. .1793, 


1736. 


.1801, 


1833. 


.2126, 1838. .2146, 1850.. 2122, 




1851.. 2123, 


1858. 


.2127 










Seq. No. 


29666 








Seq. ID 


OJ990319_10.9819. 


C12 


Gene No. 


61302 








Strand 






Start 


103 








End 


1279 




Name 


OJ990319 10. 


9819. 


C12.ol. 


gs 


Method 


GENSCAN 




Start 


103 








End 


1279 




GI 


none 








Score 


.72 




Exons 


103. .247, 353. .526, 1065. .1279 






Seq. No. 


29667 








Seq. ID 


OJ990319_10.9819. 


C13 


Gene No. 


61303 








Strand ' 






Start 


3565 








End 


3903 




Name 


OJ990319- 10. 


9819. 


C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3565 








End 


3903 




GI 


none 








Score 


322 




Exons 


3565. .3903, 


3639. 


.3902 










Seq. No. 


29667 








Seq. ID 


OJ990319_10.9819. 


C13 


Gene No. 


61304 








Strand 






Start 


4181 








End 


5914 




Name 


OJ990319 10. 


9819. 


C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4181 








End 


5148 




GI 


none 








Score 


431 




Exons 


4181. .4747, 


4204. 


.4572, 


4436. 


.4591, 4738. .4800, 4783. .5148 


Seq. No. 


29667 








Seq. ID 


OJ990319_10.9819. 


C13 


Gene' No. 


61304 








Strand 






Start 


4181 








End 


5914 




Name 


OJ990319 10. 


9819. 


C13.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4232 








End 


4510 




GI 


none 








Score 


138 




Exons 


4232. .4348, 


4255. 


.4506, 


4330. 


.4407, 4406. .4510 .. 




Seq. No. 


29667 








Seq. ID 


OJ990319_10.9819. 


C13 


Gene No. 


61304 








Strand 






Start 


4181 








End 


5914 




Name 


OJ990319 10. 


9819. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4866 








End 


5277 




GI 


none 








Score 


181 




Exons 


4866. .5075, 


4876. 


.5103, 


5092. 


.5277 






Seq. No. 


29667 








Seq. ID 


OJ990319_10.9819. 


C13 


Gene No. 


61304 








Strand 






Start 


4181 








End 


5914 





29555 




Name 


OJ990319 10.9819.C13.o2 


.tw 


' Method 


TBLASTX: Wheat 


Start 


4900 




End 


5451 


GI 


none 




Score 


283 


Exons 


4900.. 5262, 5047.. 5124, 


5109. 


.5204, 5269.. 5307, 5335.. 5451 


Seq. No. 


29667 




Seq. ID 


OJ990319_10.9819.C13 








Strand 




Start 


4181 




End 


5914 


Name 


OJ990319 10.9819.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5349 




End 


5821 


GI 


none 




Score 


278 


Exons 


5349. .5567, 5350. .5721, 


5682. 


.5717, 5761.. 5820, 5765.. 5821 


Seq. No. 


29667 




Seq. ID 


OJ990319_10.9819.C13 


bene lnq. 


O X o u *± 




Strand 




Start 


4181 




End 


5914 


Name 


OJ990319 10.9819.C13.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


5545 




End 


5914 


GI 


none 




Score 


155 


Exons 


5545.. 5763, 5765. .5914 








Seq. No. 


29667 




Seq. ID 


OJ990319_10. 9819.C13 




Dl jUj 




Strand 




Start 


5993 




End 


6283 


Name 


OJ990319 10.9819.C13.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5993 




End 


6283 


GI 


none 




Score 


167 


Exons 


5993.. 6181, 5998.. 6105, 


6035. 


.6187, 6188.. 6283 


Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819.C14 


Gene No. 


61306 




Strand 


+ 


Start 


6889 




End 


8789 


Name 


OJ990319 10.9819.C14.ol 


• gp 


Method 


AAT/GAP 


Start 


6711 




End 


7093 


GI 


uC-osflcyp033a04bl 




Score 


676 


Exons 


6711. .7093 








GI Descrip. 


' 6016845/dbj | AP000570.il AP000570 3.0e- 


■59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 




Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819.C14 


bene wo • 


61306 




Strand 


+ 


Start 


6889 




End 


8789 


Name, 


OJ990319 10.9819.C14.o2. 


.gs 


Method 


GENS CAN 


Start 


6889 




End 


8789 


GI 


none 




Score 


.89 


Exons 


6889.. 6960, 7980. .8789 








Seq. No. 


29668 




Seq. ID 


OJ990319 10.9819.C14 


Gene No. 


61307 




Strand 


+ 


Start 


9039 




End 


13556 


Name 


OJ990319 10.9819.C14.ol, 


,np 


Method 


AAT/NAP 


Start 


9036 


End 


13553 


GI 


4680179 




Score 


5389 



Exons 9036.. 10119, 10153.. 13553 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indicaj 

Seq. No. 29668 Seq. ID OJ990319_10 . 9819. C14 



29556 



bene wo • 


OljU / 








Strand 


+ 


Start 


9039 








End 


13556 


Name 


OJ990319 10. 


9819. 


C14.03. 


gs 


Method 


. GENSCAN 


Start 


9039 






End 


13556 


GI 


none 








Score 


.65 


Exons 


9039. .9648, 


9719. 


.13128, 


13161. .13556 




Seq. No. 


29668 








Seq. ID 


OJ990319 


bene inu • 










Strand 




Start 


3615 








End 


5818 ' 


Name 


OJ990319 10. 


9819. 


C14.ol. 


gs 


Method 


GENSCAN 


Start 


3615 








End 


5818 


GI 


none 








Score 


.6 


Exons 


3615. .3927, 


4247. 


.4413, 


H DO 0 • 


.4769, 5050.. 5301, 


Seq. No. 


29668 








Seq. ID 


OJ990319 


bene lno • 










Strand 




Start 


9270 








End 


9816 


Name 


OJ990319 10. 


9819. 


C14.o7. 


tw 


Method 


TBLASTX:! 


Start 


9270 








End 


9632 


GI 


none 








Score 


292 


Exons 


9270. .9632, 


9272. 


.9631 








Seq. No. 


29668 








Seq. ID 


OJ990319 


Gene No. 


61309 








Strand 




Start 


9270 








End 


9816 


Name 


OJ990319 10. 


9819. 


C14.o6. 


tm 


Method 


TBLASTX : I 


Start 


9513 








End 


9816 


GI 


none 








Score 


111 


Exons 


9513. .9644, 


9527. 


.9643, 


9640. 


.9816 





Seq. No. 29668 

Gene No. 61310 

Start 10144 

Name OJ990319_10 . 98 1 9 . C14 . o7 . tm 

Start 10144 

GI none 

Exons 10144. .10497 



Seq. ID OJ990319_10.9819.C14 
Strand 

End 10617 

Method TBLASTX : Maize 

End 104 97 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29668 
61310 
10144 

OJ990319_10.9819.C14 .08. tw 

10180 

none 



Seq. ID OJ990319_10.9819.C14 
Strand 

End 10617 

Method TBLASTX : Wheat 

End 10617 

Score 164 



10180. .10389, 10236. .10388, 10434 .. 10547, 10435 .. 10548, 
10576.. 10617 



Seq. No. 29668 

Gene No. 61311 

Start 10713 

Name OJ990319_10 . 9819.C14 .o4 . tw 

Start 10713 

GI none 



Seq. ID OJ990319_10.9819.C14 
Strand 

End 11586 

Method TBLASTX : Wheat 

End-..,. . 11199 

Score 52 



10713 11156, 10717 .. 10767 , 10622. .11199 



Seq. No. 



29668 



Seq. ID OJ990319 10.9819.C14 



29557 



Gene No. 


61311 




Strand 




Start 


10713 




End 


11586 


Name 


OJ990319 10.9819.C14 


. o5 . tm . 


Method 


TBLASTX: Maize 


Start 


10728 




End 


11018 


GI 


none 




Score 


276 


Exons 


10728. .11018, 10729. 


.11016 






Seq. No. 


29668 




Seq. ID 


OJ990319JL0.9819 


Gene No. 


61311 




Strand 




Start 


10713 




End 


11586 


Name 


OJ990319 10.9819.C14 


.o3. tm 


Method 


TBLASTX: Maize 


Start 


11086 




End 


11586 


GI 


none 




Score 


166 


Exons 


11086. .11265, 11094. 


.11213, 


11272. .11586, 11337. .11465, 




11493. .11543 








Seq. No. 


29668 




Seq. ID 


OJ990319JL0. 9819 


Gene No. 


61311 




Strand 




Start 


10713 




End 


11586 


Name 


OJ990319 10.9819.C14 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11140 




End 


11535 


GI 


none 




Score 


57 


Exons 


11140. .11172/ 11142. 


.11171, 


11176. .11535, 11178. .11213, 




11244. .11534 








Seq. No. 


29668 




Seq. ID- 


OJ990319 10.9819 


Gene No. 


61311 




Strand 




Start 


10713 




End 


11586 


Name 


OJ990319 10.9819.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


11248 




End 


11550 


GI 


none 




Score 


382 


Exons 


11248. .11550, 11250. 


.11534 






Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819 


Gene No. 


61312 




Strand 




Start 


11551 




End 


11985 


Name 


OJ990319 10.9819.C14 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


11551 




End 


11973 


GI 


none 




Score 


598 


Exons 


11551. .11973, 11583. 


.11972 






Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819, 


Gene No. 


61312 




Strand 




Start 


11551 




End 


11985 


Name 


OJ990319 10.9819.C14 


.o3. ts 


Method 


TBLASTX : Soybean 


Start 


11557 




End 


11802 


GI 


none 




Score 


207 


Exons 


11557. .11802, 11574. 


.11801 






Seq. No. 


29668 




Seq. ID 


OJ990319_10. 9819, 


Gene No. 


61312 




Strand 




Start 


11551 




End . 


11985 


Name 


• OJ990319 10.9819.C14 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


11622 




End 


11985 


r*~r 
ux 


no iie 




Score 


482 


Exons 


11622. .11972, 11623., 


.11976, 


11623. .11985 



29558 




Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819. 


C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319 10.9819.C14 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11976 




End 


12543 




GI 


none 




Score 


641 




Exons 


11976. . 12542, 12010. 


.12543 








Seq. No. 


29668 




Seq. ID. 


OJ990319JL0.9819. 


C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319 10.9819.C14 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12253 




End 


12567 




GI 


none 




Score 


86 




Exons 


12253. . 12423, 12424 . 


.12567, 


12426. .12566 




Seq. No. 


29668 




Seq. ID 


OJ990319JL0.9819. 


C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319 10.9819.C14 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


12331 




End 


12591 




GI 


none 




Score 


296 




Exons 


12331. . 12591, 12336. 


.12590 








Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819. 


C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319 10.9819.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12389 ~~ 




End 


12681 




GI 


none 




Score 


89 




Exons 


12389. .12550, 12390. 


. 12677, 


12391. .12681 




Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819. 


C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319 10.9819.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12550 




End 


13161 




GI ' 


-none 




Score 


665 




Exons 


12550. . 13143, 12606. 


.13064, 


12643. .13161 




Seq. No. 


29668 




Seq. ID 


OJ990319_10.9819. 


C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319 10.9819.C14 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12729 




End 


13328 




GI 


none 




Score 


104 




Exons 


12729. .12878, 12729. 


. 12872, 


12730. .12891, 12733. .12885, 






12889. . 13167, 12891. 


. 13169, 


13127. .13327, 13137 .. 13313, 






13146. .13328 










Seq. No. 


29668 




Seq. ID 


OJ990319 10.9819.C14 


Gene No. 


61313 




Strand 






Start 


11976 




End 


13508 




Name 


OJ990319_10.9819.C14 


. 06. tw 


Method 


TBLASTX: Wheat 




O J J- 


13164 




End 


13508 




GI 


none 




Score 


330 




Exons 


13164. .13508, 13166. 


.13444, 


13179. .13487 





29559 




Seq. No. 


29669 


Seq. ID 


OJ990319 10.9819.C15 


Gene No. 


61314 


Strand 


+ 


Start 


655 


End 


1118 


Name 


OJ990319 10.9819.C15.ol.gs 


Method 


GENSCAN 


Start 


655 


End 


1118 


GI 


none 


Score 


.46 


Exons 


- 655. .736, 1033. .1118 






Seq. No. 


29669 


Seq. ID 


OJ990319_10.9819.C15 


Gene No. 


61315 


Strand 




Start 


1 


End 


2664 


Name 


OJ990319 10.9819.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2664 


GI 


5852180 


Score 


383 


Exons 


1..59, 266. .630, 664. .803, 2644. .2664 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


29670 


Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61316 


Strand 


+ 


Start 


415 


End 


796 


Name 


OJ990319 10.9819.C16.ol.gp 


Method 


AAT/GAP 


Start 


415 


End 


796 


"GI 


uC-osflcyp033a04bl . 


Score 


687 


Exons 


415. .796 






GI Descrip. 


•6016845/dbj I AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


29670 


Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 


Strand 




Start 


37 


End 


8817 


Name 


OJ990319 10.9819. C16.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


8092 


GI 


none 


Score 


.43 


Exons 


37. .88, 395. .548, 742. .823, 


1463. .1596, 


2115.. 2329, 2348.. 247 




2598.. 2972, 3063.. 3186, 3212 


..3338, 3996.. 4327, 5028.. 6063, 




6432.. 7164, 7279. .8092 






Seq. No. 


29670 


Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 


Strand 




Start 


37 


End 


8817 


Name 


OJ990319 10.9819.C16.ol.np 


Method 


AAT/NAP 


Start. 


348 


End 


1437 


GI 


4680186 


Score 


384 


Exons 


348. .548, 1386. .1437 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq, No. 


29670 


Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 


Strand . 




Start 


37 


End 


8817 


Name 


OJ990319 10.9819.C16.o3.ts 


Method 


TBLASTX: Soybean 


Start 


5132 


End 


5344 


GI 


none 


Score 


90 


Exons 


5132. .5344, 5186. .5344 






Seq. No. 


29670 


Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 


Strand 





29560 




Start 


37 , 








End 


8817 


Name 


OJ990319 10:9819. 


C16.ol 


. tw 


Method 


TBLASTX: Wheat 


Start. 


5192 








End 


6334 


GI 


none 








Score 


64 


Exons 


5192. .5293, 


5199. 


.5291, 


5324. 


.5383, 5324. .5425, 5402. .5590, 




5418. .5600, 


5609. 


. 6334, 


5793. 


.6080, 6144.. 6194 


Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


.9819. 


C16.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


5426 








End 


5716 


GI 


none 








Score 


94 


Exons 


5426. .5533, 


5427. 


.5534, 


5546. 


.5716, 5552.. 5668 


Seq. No. 


29670 








Seq. ID 


OJ990319__10.9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


.9819. 


C16.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


5609 








End 


6034 


GI 


none 








Score 


106 


Exons 


5609. .6034, 


5793. 


. 6026 








Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


.9819. 


C16.o3. 


.np. 


Method 


AAT/NAP 


Start 


5846 








End 


8817 


GI 


5911167 








Score 


1208 


Exons 


5846. .7830, 


8709. 


.8817 








GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


.9819. 


C16.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


5966 








End 


6349 


GI 


none 








Score 


278 


Exons 


5966. .6280, 


5967. 


.6281, 


6281. 


.6349 




Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


.9819. 


C16.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6853 








End 


7338 


GI 


none 








Score 


74 


Exons 


6853. .6942, 


6857. 


.6946, 


6946. 


.6993, 6994. .7041, 7035. .7070, 




7138. .7227, 


7139. 


.7231, 


7234. 


.7338, 7235.. 7330 


Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10, 


.9819. 


C16.o3. 


tw 


Method 


TBLASTX: Wheat - 


Start 


6904 








End 


7239 


T 


none 








Score 


57 


Exons 


6904. .6942, 


6952. 


.7050, 


6968. 


.7039, 7096.. 7194, 7097.. 7192, 



7198. .7239 



29561 



Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No . 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


. 9819. 


,C16.o2 


. tc 


Method 


TBLASTX : Cress 


Start 


7144 








End 


7476 


GI 


none 








Score 


84 


Exons 


7144 . .7476, 


7199. 


.7306, 


7340. 


.7390 




Seq. No. 


29670 








Seq. ID 


OJ990319_10. 9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


.9819. 


C16.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


7225 ~ 








End 


7500 


GI 


none 








Score 


124 


Exons 


7225. .7500, 


7226. 


.7465 








Seq. No. 


29670 








Seq. ID 


OJ990319_10. 9819.C16 


Gene No. 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


. 9819. 


C16.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7240 ~ 








End 


7833 


GI 


none 








Score 


69 


Exons 


7240. .7365, 


7241. 


.7348, 


7363. 


.7482, 7369.. 7485, 7540.. 7833, 




7541. .7831 












Seq. No. 


29670 








Seq. ID 


OJ990319_10.9819.C16 


Gene No . 


61317 








Strand 




Start 


37 








End 


8817 


Name 


OJ990319 10 


. 9819. 


CI6.0I 


. ts 


Method 


TBLASTX: Soybean 


Start 


7540 ~~ 








End 


7815 


GI 


none 








Score 


101 


Exons 


7540... 7815, 


7550. 


.7798 








Seq. No. 


29671 








Seq. ID 


OJ990319_10.9819.C17 


Gene No . 


61318 








Strand 




Start 


1 








End 


2769 


Name 


OJ990319 10 


.9819. 


C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


2769 


GI 


6642655 








Score 7 ' : 


1735 


Exons 


1..19, 212/ 


.563, 


655. .782, 1189. .1345, 


1424. .1573, 1650. .186 




1971. .2174, 


2288. 


.2395, 


2549. 


.2769 




GI Descrip. 


(AC012395) putative Sec24-like COPII protein [Arabidopsis 




thaliana] 












Seq. No. 


29671 








Seq. ID 


OJ990319_10.9819.C17 


Gene No. 


61318 








Strand 




Start 


1 








End 


2769 


Name 


OJ990319 10, 


.9819. 


C17.ol, 


• gp 


Method 


AAT/GAP 


Start 


221 






End 


778 


GI 


LIB3434-021- 


-Pl-Kl 


-G6 




Score 


780 



Exons 221.. 563, 655.. 778 

GI Descrip : . ■ 5454046/ref | NP_006314 . 1 |pSEC24 | 8.0e-ll secretory protein 24 
>gi_3947 690_emb_CAA10335.1_ (AJ131245) Sec24B protein [Homo 
sapiens] : 



Seq. No. 



29671 



Seq. ID OJ990319_10.9819.C17 



29562 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



61318 Strand 

1 End 

OJ990319_10 . 9819 . C17 . ol . tm Method 

237 * End 

none Score 



2769 

TBLASTX: Maize 

2662 

335 



237. .560, 239. .589, 239. .559, 241. .579, 656. .781, 657. .782, 
1184. .1336, 1185. .1346, 1186. .1347, 1190. .1348, 1398. .1580, 
1404. .1580, 1408.. 1581, 1605.. 1880, 1615. .1896, 1649.. 1882, 
1650. .1883, 1971. .2144, 1972. .2169, 1972. .2169, 1973. .2170, 
1973. .2170, 2288. .2401, 2288. .2398, 2540. .2614, 2618. .2662 



29671 
61318 
1 

OJ990319_10.9819.C17.ol.gs 

241 

none 



241. .563, 655. .782, 1306. .1345, 1424 
1971.. 2174, 2288.. 2395, 2549.. 2699 



Seq. ID OJ990319_10.9819.C17 
Strand 

End 2769 

Method GENSCAN 

End 2699 

Score .86 

1573, 1650.. 1881, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29671 
61318 
1 

OJ990319_10.9819.C17.ol.ts 

247 

none 



Seq. ID OJ990319_10.9819.C17 
Strand 

End 2769 

Method TBLASTX: Soybean 

End 2324 

Score 201 



247. .579, 254. .589, 656. .781, 660. .782, 1181. .1339, 1185. .1346, 
1186. .1347, 1404. .1580, 1410. .1568, 1415. .1603, 1613. .1882, 
1615. .1896, 1649. .1882, 1971. .2081, 1971. .2081, 1972. .2103, 
2089. .2175, 2148. .2177, 2288. .2323, 2295. .2324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29671 
61318 
1 

OJ990319_10.9819.C17.ol.tc 

302 

none 



Seq. ID OJ990319_10.9819.C17 
Strand 

End 2769 

Method TBLASTX : Cress 

End 1236 

Score 64 



302. .436, 303. .386, 304. .564, 305. .565, 656. .799, 660. .782, 
673. .783, 1185. .1235, 1186.. 1236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29671 
61318 
1 

OJ990319_10.9819.C17.ol.tw 

680 

none 



Seq. ID OJ990319_10.9819.C17 
Strand 

End 2769 

Method TBLASTX : Wheat 

End 2078 

Score 44 



680. .781, 1185. .1346, 1413. .1580, 1591. .1785, 1597. .1737, 
1789.. 1872, 1823.. 1876, 1823.. 1882, 1971.. 2078 



Seq. No. 
Gene No. 
Start 
Name 
Start 

r> t 

Exons 



29671 
61318 
1 

OJ990319_10.9819.C17.o2.tc 
1759 



End 

Method 
End 

none Score 
1759.. 1896, 1772.. 1873, 1782.. 1883, 1971.. 2039, 1971.. 2057, 
1972. .2058 



Seq. ID OJ990319_10.9819.C17 
Strand 

2769 

TBLASTX: Cress 
2058 



29563 




Seq. No. 


29671 


Seq. ID 


OJ990319_10.9819.C17 


Gene No. 


61318 


Strand 




Start 


1 


End 


2769 


Name 


ojyyooly 10 


. 9819.C17.o2.gp Method 


AAT/GAP 


Start 


1847 


End 


2421 


GI 


426130 


Score 


627 


Exons 


1847. .1881, 


1971. .2174, 2288. .2421 




GI Descrip. 


5454046/ref 


|NP_006314.1|pSEC24 | 7.0e-19 secretory protein 2 




>gi_3947690_ 


_emb_CAA10335.1_ (AJ131245) 


Sec24B protein [Homo 




sapiens] 






Seq. No. 


29671 


Seq. ID 


OJ990319_10.9819.C17 


Gene No. 


61318 


Strand 




Start 


1 


End 


2769 


Name 


OJ990319 10 


. 9819.C17.o3.tc Method 


TBLASTX: Cress 


Start 


2322 


End 


2708 


GI 


none 


Score 


57 


Exons 


2322. .2396, 


2324. .2407, 2539. .2703, 2540. .2686, 2540. .2707, 




2625. .2708 






Seq. No. 


29671 


Seq. ID 


OJ990319_10.9819.C17 


Gene No. 


61318 


Strand 




Start 


1 


End 


2769 


Name 


OJ990319 10. 


9819.C17.o2.ts Method 


TBLASTX : Soybean 


Start 


2327 


End - 


2707 


GI 


none 


Score 


86 


Exons 


2327. .2398, 


2328. .2396, 2540. .2707, 2549. .2686 


Seq. No. 


29672 


Seq. ID 


OJ990319_10.9819.C18 


Gene No. 


61319 


Strand 


+ 


Start 


524 


End 


546 


Name 


OJ990319 10. 


9819.C18.ol.gs Method 


GEN SCAN 


Start 


524 


End 


546 


GI 


none 


Score 


.86 


Exons 


524. .546 






Seq. No. 


29672 


Seq. ID 


OJ990319_10.9819.C18 


Gene No. 


61320 


Strand 




Start 


1 


End 


7880 


Name ■ 


OJ990319 10. 


9819.C18.ol.np Method- 


AAT/NAP 


Start 


1 


End 


3176 


GI 


6642655 


Score 


595 


Exons 


1..46, 1918. 


.2050, 2136. .2456, 2487.. 3176 


GI Descrip. 


(AC012395) putative Sec24-like COPII protein [Arabidopsis 




thaliana] 






Seq. No. 


29672 


Seq. ID 


OJ990319_10.9819.C18 


Gene No. 


61320 


Strand 




Start 


1 


End 


7880 


Name 


OJ990319 10. 


98 1 9 . C18 . o2 . gs Method 


GENSCAN 


Start 


1853 


End 


7880 


GI 


none 


Score 


.42 


Exons 


1853. .2087, 


2245. .2410, 2426. .2554, 2601. .2792, 2861. .2954, 




2 980 . . 3198 , 


3336.. 3449, 4636.. 4600, 4907.-5070, 6725.. 6800, 




7649. .7732, 


7807. .7880 





29564 



Seq. No. 


29672 






Seq. ID 


OJ990319 


_10.9819.C18 


Gene No. 


61320 






Strand 






o tart 


i 
± 






End 


7880 




Name 


OJ990319 10, 


.9819.C18.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1909 






End 


2402 


GI 


none 






Score 


123 




Exons 


1909. .2028, 


1919. .2056, 


1932. 


.2054, 2132. .2224, 


2134. .2394, 




2135. .2314, 


2136. .2402 










Seq. No. 


29672 






Seq. ID 


. OJ990319 


_10.9819.C18 


Gene No. 


61320 






Strand 






O Lai. u 


i 

X 






End 


7880 




Name 


OJ990319 10. 


,9819.C18.ol, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1915 






End 


2259, 




GI 


none 






Score 


109 ' 




Exons 


1915. .2034, 


1919. .2056, 


1941. 


.2054, 2134. .2196, 


2136. .2201, 




2159. .2209, 


2233. .2259 










Seq. No. 


29672 






Seq. ID 


OJ990319 


_10. 9819.C18 


Gene No. 


61320 






Strand 






Start 


1. 






End 


7880 




Name 


OJ99O319__10. 


9819.C18.ol. 


,tm 


Method 


TBLASTX:! 


Maize 










End 


2885 




GI* 


none 






Score 


163 




Exons 


2262. .2453, 


2262. .2453, 


2458. 


.2601, 2461.. 2532, 


2571. .2603, 




2572. .2649, 


2622. .2747, 


2623. 


.2748, 2631. .2780, 


2658. .2714, 




2667. .2813, 


2697. .2837, 


2721. 


.2855, 2763. .2885, 


2769. .2792, 




2802. .2825, 


2835. .2885, 


2844. 


.2885 






Seq. No. 


29673 






Seq. ID 


OJ990319 


_10.9819.C19 


Gene No. 


61321 






Strand 


+ 




J Lai L 


1192 






End 


4686 




Name 


OJ990319 10. 


9819.C19.ol. 


np 


Method 


AAT/NAP 




Start 


1192 






End 


3472 




GI 


6553882 






Score 


466 




Exons 


1192. .1269, 


2374. .2590, 


2825. 


.3472 






GI Descrip. 


(AC012563) unknown protein [Arabidopsis thaliana] 


Seq. No. 


29673 






Seq. ID 


OJ'990319 


_10.9819.C19 


Vjdlts IN (J • 


61321 






Strand 


+ 


. ■ -. • 


Start 


1192 






End 


4686 




Name 


OJ990319 10. 


9819.C19.o2. 


gs 


Method 


GENSCAN 




Start 


2361 






End 


4686 




GI 


none 






Score 


.43 




Exons 


2361. .3427, 


4369. .4525, 


4555. 


.4686 






Seq. No. 


29673 






Seq. ID 


OJ990319_ 


_10.9819.C19 


Gene No. 


61322 






Strand 


+ 






13143 






End 


17233 




Name 


OJ990319 10. 


9819.C19.o4. 


gs 


Method 


GENSCAN 




Start 


13143 






End 


16063 




GI 


none 






Score 


.62 




Exons 


13143. .13395 


, 13770. .13946., 14122 .. 14252, 14356, 


. .14517, 




15204. .15314, 16010.. 16063 








Seq. No. 


29673 






Seq. ID 


OJ990319_ 


_10.9819.C19 


Gene No. 


61322 






Strand 


+ 





29565 



Start 


13143 


End 


17233 


Name 


OJ990319 10.9819 C19 o3 nn 


Method 


AAT/NAP 


Start 


13197 


End 


15426 


GI 


4455316 


Score 


382 


Exons 


13197. .13420, 13770. .13953, 


14129. .14252, 14356. .14517, 




15204. .15426 






GI Descrip. 


(AL035528) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


29673 


oeq . ±u 


PiTQQfi*31Q in QQ1 Q /~«1Q 

udyyuoiy iu. yoiy.Liy 


Hpnp No 


61322 


o urana 


T 


Start 


13143 


End 


17233 


Name 


OJ990319 10.9819.C19.o3.gp 


Method 


AAT/GAP 


Start 


15380 


End 


17233 


GI 


none 


Score 


■778 


Exons 


15380. .15537, 16957. .17233 






Seq. No. 


29673 


Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61323 


Strand 


+ 


Start 


30318 


End 


34979 


Name 


OJ990319 10.9819.C19.o5.np 


Method 


AAT/NAP 


Start 


30318 


End 


34979 


GI 


6069646 


Score 


557 


Exons 


30318. .30334, 34544.. 34979 






GI Descrip. 


(AP000616) simiiar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



29673 Seq. ID 

61324 Strand 

1072 End 
OJ990319_10 . 98 1 9 . C19 . ol . gs Method 

1072 End 

none Score 

1072.. 1316, 1437.. 1572 



29673 
61325 
5057 

OJ990319_10.9819.C19.o3.gs 
5057 



OJ990319_10.9819.C19 

1572 
GENSCAN 
1572 
.52 



OJ990319 10.9819.C19 



Seq. ID 
Strand 

End 11561 "\ 

Method GENSCAN 
End 11561 
none Score . 68 

5057.. 5200, 5563.. 5766, 6084.. 6296, 6933.. 7883, 8016.. 8426, 
8829.. 8902, 9021.. 9153, 9538.. 9626, 11368 . .114 80, 11515.. 11561 



29673 Seq. ID 

61325 Strand 

5057 End 

OJ990319_10.9819.C19.o2.np Method 

5602 End 

4204265 Score 



OJ990319_10.9819.C19 

11561 
AAT/NAP 
7196 
545 



5602.. 5766, 6084.. 6296, 6933. .7196 
(AC005223) 45643 [Arabidopsis thaliana] 



29673 
61325 



Seq. ID 
Strand 



OJ990319 10.9819.C19 



29566 




Start 


5057 








End 


11561 


Name 


OJ990319 10. 


9819. 


C19.ol 




Method 


AAT/GAP 


Start 


7462 








End 


7796 


GI 


4878421 








Score 


615 


Exons 


7462. .7796 












Seq. No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61325 " 








Strand 




Start 


5057 








End 


11561 


Name 


OJ990319 10. 


9819. 


C19.o2 


. gp 


Method 


AAT/GAP 


Start 


8055 








End 


8892 


GI 


2443107 








Score 


816 


Exons 


8055. .8426, 


8829. 


.8892 








Seq. No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61326 








Strand 




Start 


21509 








End 


25039 


Name 


OJ990319 10. 


9819. 


C19.o4 


. np 


Method 


AAT/NAP 


Start 


21100 






End 


21634 


GI 


5001599 








Score 


316 


Exons 


21100. .21634 










GI Descrip. 


(AF092120) ATP synthase 


beta 


subunit 


[Hibbertia volubilis] 


Seq.* No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61326 








Strand 




Start 


21509 








End 


25039 


Name 


OJ990319 10. 


9819. 


C19.o5 


. gs 


Method 


GENSCAN 


Start 


21509 








End 


25039 


GI 


none 








Score 


.49 


Exons 


21509. .21636 


, 24805.. 25039 






Seq. No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61327 








Strand 




Start 


31979 








End 


35189 


Name 


OJ990319 10. 


9819. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2315 








End 


2752 


GI 


none 








Score 


36 


Exons 


2315. .2344, 


2316. 


.2345, 


2345. 


.2656, 2352. .2654, 2353. .2658, 




2353. .2661, 


2354. 


.2659, 


2660. 


.2746, 2662. .2745, 2666.-2752 


Seq. No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61327 








Strand 




Start 


31979 








End 


35189 


Name 


OJ990319 10. 


9819. 


C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2357 








End 


3149 


GI 


none 








Score 


303 


Exons 


2357. .2566, 


2370. 


.2588, 


2841. 


.3149, 2846. .3106, 2890. .3138 


Seq. No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 


Gene No. 


61327 








Strand 




Start 


31979 








End 


35189 


Name 


OJ990319 10. 


9819. 


C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2385 








End 


3140 ■ 


GI 


none 








Score 


180 


Exons 


2365 . . 254 6, 


2417 . 


. 2551, 


2638. 


.3140, 2846. .3106 


Seq. No. 


29673 








Seq. ID 


OJ990319_10.9819.C19 



29567 



UC I 1 C IN • 


fil 'KOI 


Start 


31979 


Name 


OJ990319 10 


Start 


2886 


GI 


none 


Exons 


2886. .3176, 


Seq. No. 


29673 


Gene No. 


61327 




^1 Q7Q 


Name 


OJ990319 10 


Start 


3182 


GI 


none 


Exons 


3182. .3340, 




3387. .3446, 


Seq. No. 


29673 


OtSIlC Vt\J • 




Start 


31979 


Name 


OJ990319 10 


Start 


5647 


GI 


none 


Exons 


5647. .5766, 


Seq. No. 


29673 


Gene No. 


61327 




"31 Q7 Q 


Name 


OJ990319 10 


Start 


5647 


GI 


none 


Exons 


5647. .5766, 




6977. .7135, 


Seq. No. 


29673 


Gene No. 


61327 


Cf art* 
o Lai U 


?1 Q7Q 


Name 


OJ990319 10 


Start 


5647 


GI 


none 


Exons 


5647. .5751, 




6928. .6954, 


Seq. No. 


29673 


Gene No. 


61327 




^1 Q7Q 


Name 


OJ990319 10, 


Start 


5662 


GI 


none 


Exons 


5662. .5766, 




6083. .6214 


Seq. No. 


29673 


Gene No. 


61327 


Start 


31979 


Name 




Start 


6214 


GI 


none 



,9819.C19.o3.tm 



2898. .3149 



.9819.C19.o5.tm 



3183. .3341, 3184. 
3388.. 3450, 3389. 



9819.C19.ol.tw 



6081.. 6302, 6084, 



9819.C19.o3.tc 



6081.. 6302, 6082. 
6984. .7151, 6987. 



9819.C19.o3.ts 



6081.. 6302, 6082. 
6984. .7181, 6988. 



9819.C19.o7.tm 



6078.. 6212, 6081. 



Strand 
End 

Method 

End 

Score 



35189 

TBLASTX: Maize 

3176 

303 



Seq. ID OJ990319_10.9819.C19 
Strand 

End 35189 

Method TBLASTX: Maize 

End 3451 

Score 14 6 
.3219, 3185.. 3340, 3280.. 3342, 
.3451 

Seq. ID OJ990319_10.9819.C19 
Strand 

End 35189 

Method TBLASTX : Wheat 

End 6302 

Score 88 
.6296, 6091.. 6297 

Seq. ID OJ990319_10.9819.C19 
Strand 

End 35189 

Method TBLASTX : Cress 

End 7181 

Score 209 

.6297, 6925.. 6954, 6927.. 6974, 
.7181 

Seq. ID OJ990319_10.9819.C19 

Strand. : - 

End " 35189 

Method TBLASTX : Soybean 

End 7181 

Score 206 

.6297, 6161. .6304, 6927. .6974, 
.7176 

Seq. ID OJ990319_10.9819.C19 
Strand 

End 35189 

Method TBLASTX : Maize 

End 6214 

Score 8 6 

.6212, 6082.. 6213, 6082.. 6213, 



Seq. ID OJ990319_10.9819.C19 
Strand 

End 35189 



End 
Score 



7270 
114 



29568 




Exons 6214.. 6297, 6216.. 6302, 6221 .. 6298, 6927 6977, 6928.. 6975, 

6975. .7268, 6977 . .7270, 6987. .7256 



Seq. No. 


29673 




Seq. ID 


OJ990319_10.9819 


.CI 9 


Gene No. 


61327 




Strand 






Start 


31979 




End 


35189 




Name 


OJ990319 10.9819.C19 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


21163 




End 


21623 




GI 


none 




Score 


90 




Exons 


21163. .21186, 21173. 


.21307, 


21174. .21305, 21265. .21501, 






21348. .21521, 21512. 


.21622, 


21513. .21623 




Seq. No. 


29673 




Seq. ID 


OJ990319_10.9819 


.CI 9 


Gene No. 


61327 




Strand 






Start 


31979- 




End 


35189 




Name 


OJ990319 10.9819.C19 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


21173 




End 


21623 




GI 


none 




Score 


77 




Exons 


21173. .21307, 21174. 


.21305, 


21265. .21501, 21348. .21521, 






21356. .21502, 21512. 


.21622, 


21513. .21623 




Seq. No. 


29673 




Seq. ID 


OJ990319_10.9819 


.C19 


Gene No. 


61327 




Strand 






Start 


31979 




End - 


35189 




Name 


OJ990319 10.9819.C19 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


21273 




End 


21622 




GI 


none 




Score 


43 




Exons 


21273. .21305, 21281. 


.21307, 


21305. .21355, 21337 .. 21501 , 






21350. .21499, 21510. 


.21620, 


21512. .21622, 21512.. 21622 




Seq. No. 


29673 




Seq. ID 


OJ990319_10. 9819 


.C19 


Gene No. 


61327 




Strand 






Start 


31979 




End 


35189 




Name 


OJ990319 10.9819.C19 


. 06 . gs 


Method 


GENSCAN 




Start 


31979 




End 


35189 




GI 


none 




Score y 


.59 




Exons 


31979. .32106, 34793. 


.35189 








Seq. No. 


29673 




Seq. ID 


OJ990319_10.9819 


.C19 


Gene No. 


61327 




Strand 






Start 


31979 




End 


35189 




Name 


OJ990319 10.9819.C19 


.06. tm 


Method 


TBLASTX: Maize 




Start 


34541 




End 


34968 




GI 


none 




Score 


151 




Exons 


34541. .34711, 34552. 


.34701, 


34756. .34968 




Seq. No. 


29674 




Seq. ID 


OJ990319_10.9819 


.C20 


Gene No. 


61328 




Strand 


+ 




Start 


1 




End 


480 




Name 


OJ990319 10.9819.C20 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


480 




GI 


5852178 




Score 


124, 




Exons 


1..230, 280. .480 










GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 






Seq. No. 


29674 




Seq. ID 


OJ990319_10.9819 


.C20 


Gene No. 


61329 




Strand 







29569 



VP- 



Start 


109 




End 


519 


Name 


OJ990319 10.9819.C20.ol 


. gs 


Method 


GENSCAN 


Start 


109 




End 


519 


GI 


none 




Score 


.94 


Exons 


109. .519 








Seq. No. 


29675 




Seq. ID 


OJ990319 10.98 


Gene No. 


61330 




Strand 


+ 


Start 


1 . 




End 


700 


Name 


OJ990319 10.9819.C21.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


700 


GI 


5042447 




Score 


213 


Exons 


1. .700 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


29676 




Seq. ID 


OJ990319_10. 98 


Gene No. 


61331 




Strand 


+ 


Start 


5673 




End 


7690 


Name 


OJ990319 10. 9819.C22.o2 


.gs 


Method 


GENSCAN 


Start 


5673 




End 


7690 


GI 


none 




Score 


.44 


Exons 


5673. .5687, 7103. .7690 








Seq. No. 


29676 




Seq. ID 


OJ990319 10.98 


Gene No. 


61332 




Strand 




Start 


1 




End 


3862 


Name 


OJ990319 10.9819.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3862 


GI 


4680179 




Score 


4765 


Exons 


1. .2805, 2833. .3862 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


29676 




Seq. ID 


OJ990319JL0.98 


Gene No. 


61333 




Strand 




Start 


4088 




End 


4876 


Name 


OJ990319 10.9819.C22.o2 


.np 


Method 


AAT/NAP 


Start 


4088 


End 


4876 


GI 


4512231 




Score 


1269 


Exons 


4088. .4876 








GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 




Seq. No. 


29676 




Seq. ID 


OJ990319_10. 98: 


Gene No. 


61334 




Strand 




Start 


8391 




End 


9321 


Name 


OJ990319 10.9819.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4 




End 


9215 


GI 


none 




Score 


52 


Exons 


4. .69, 11. .70, 65. .214, 


67. .228, 74. .229, 8634. .9059, 




8635.. 8841, 8991.. 9038, 


9055. . 


9141, 9057.. 9215, 9064. 




9069.. 9212 








Seq. No. 


29676 




Seq. ID 


OJ990319_10.98: 


Gene No. 


61334 




Strand 




Start 


8391 




End • 


9321 


Name 


OJ990319 10.9819.C22.o4 


■ tw 


Method 


TBLASTX: Wheat 


Start 


22 




End 


9321 


GI 


none 




Score 


303 



9192, 



29570 



Exons 



22. .408, 29. .403, 148. .408, 9030. .9320, 9032. .9142, 9043. .9195, 
9283.. 9321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29676 
61334 
8391 

OJ990319_10. 9819.C22.o3.tm 

277 - 

none 



Seq. ID OJ990319_10. 9819.C22 
Strand 

End 9321 

Method TBLASTX : Mai ze 

End 9320 

Score 300 



277. .567, 281. .568, 281. .568, 9282. .9320, 9283. .9318 



Seq. No. 29676 

Gene No. 61334 

Start 8391 

Name OJ990319__10. 9819.C22.o2. ts 

Start 367 

GI none 

Exons 367.. 627, 368.. 616 



Seq. ID OJ990319_10.9819.C22 
Strand 

End 9321 

Method TBLASTX : Soybean 

End 627 

Score 187 



Seq. No. 29676 

Gene No. 61334 

Start 8391 

Name OJ990319_10. 9819.C22.ol. tc 

Start 391 

GI none 

Exons 391.. 534, 392.. 532, 535.. 717 



Seq. ID OJ990319_10.9819.C22 
Strand 

End 9321 

Method TBLASTX : Cress 

End 717 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29676 
61334 
8391 

OJ99031 9_10 . 98 19 . C22 . ol . tw 

414 

none 



Seq. ID OJ990319_10.9819.C22 
Strand 

End 9321 

Method TBLASTX : Wheat 

End 954 

Score 136 



414. .695, 415. .798, 415. .954, 419. .913 



Seq. No. 29676 

Gene No. 61334 

Start 8391 

Name - OJ990319_10. 9819.C22.o2. tm 

Start 982 

GI none 

Exons 982.. 1335, 989.. 1330 



Seq. ID OJ990319_10.9819.C22 
Strand 

End 9321 

Method TBLASTX : Mai ze 

End 1335 

Score 212 



Seq. No. 29676 

Gene No. 61334 

Start 8391 

Name OJ990319_10 .9819. C22 . o2 . tw 

Start 982 

GI none 

Exons 982.. 1407, 989.. 1405 



Seq. No. 
Gene No. 
Start 

Start 
GI 



29676 
61334 
8391 



1153 
none 



Seq. ID OJ990319_10.9819.C22 
Strand 

End 9321 

Method TBLASTX: Wheat . 

End 1407 

Score 317 



Seq. ID OJ990319_10.9819.C22 
Strand 

End 9321 

Method TBLASTX ; Soybean 

End 1401 

Score 206 



29571 



Exons 



1153. .1401 



Seq. No. 


29676 






Seq. ID 


OJ990319_10.9819, 


.C22 


Gene No. 


61334 






Strand 






Start 


8391 






End 


9321 




Name 


OJ990319 10 


.9819.C22.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1342 






End 


1674 




GI 


none 






Score 


144 




Exons 


1342. .1674, 


1343. .1621 










Seq. No. 


29676 






Seq. ID 


OJ990319_10.9819. 


,C22 


Gene No. 


61334 






Strand 






Start 


8391 






End 


9321 




Name 


OJ990319 10, 


.9819.C22.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


1408 






End 


1671 




GI 


none 






Score 


250 




Exons 


1408. .1671, 


1409. .1669 










Seq. No. 


29676 






Seq. ID 


OJ990319JL0.9819. 


,C22 


Gene No. 


61334 






Strand 






Start 


8391 






End 


9321 




Name 


OJ990319 10. 


.9819.C22.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1423 






End 


1818 




GI 


none 






Score 


189 




Exons 


1423. .1674, 


1433. .1666, 


1729. 


.1782, 1739. .1780, 1786. .1818, 




1786. .1818 












Seq. No. 


29676 






Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 






Strand 






Start 


8391 






End 


9321 




Name 


OJ990319 10. 


9819.C22.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1729 






End 


2176 




GI 


none 






Score 


111 




Exons 


1729. .2172, 


1739. .2176 










Seq. No. 


29676 






Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 






Strand 






Start 


8391 






End 


9321 - 




Name 


OJ-990319 10. 


9819.C22.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1759 






End 


2242 




GI 


none 






Score 


240 




Exons 


1759. .2241, 


1762. .2238, 


1802. 


.2242 






Seq. No. 


29676 






Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 






Strand 






Start 


8391 






End 


9321 




Name 


OJ990319 10. 


9819.C22.o4, 


. ts 


Method 


TBLASTX : Soybean 




Start 


1891 






End 


2205 




GI 


none 






Score 


198 




Exons 


1891. .2205 












Seq. No. 


29676 






Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 > 






Strand 






Start 


8391 






End 


9321 




Name 


OJ990319 10. 


9819.C22.o7. 


. tm 


Method 


TBLASTX: Maize 




Start 


2177 






End 


2370 




GI 


none 






Score 


155 





29572 




Exons 


2177. .2332, 


2179 


. .2370 










Seq. No. 


29676 








Seq. ID 


OJ990319JL0.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 




Name 


OJ990319 10. 


9819 


.C22.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


2374 








End 


2727 




GI 


none 








Score 


57 




Exons 


2374. .2727, 


2449 


. .2727 










Seq. No. 


29676 








Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 




Name 


OJ990319 10. 


9819 


,C22.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


3061 








End 


3411 




GI 


none 








Score 


316 




Exons 


3061. .3411 














Seq. No. 


29676 








Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 




Name 


OJ990319 10. 


9819 


.C22.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


. 3109 , 








.End 


3411 




GI 


none 








Score 


245 




Exons 


3109. .3411 














Seq. No. 


29676 








Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 




Name 


OJ990319 10. 


9819 


.C22.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


3463 








End 


3661 




GI 


none 








Score 


128 




Exons 


3463. .3660, 


3464 


. .3661 










Seq. No. 


29676 








Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 




Name 


OJ990319 10. 


9819 


.C22.o3 


.gs 


Method 


GEN SCAN 




Start 


8391 








End 


9143 




GI 


none 








Score 


.47 




Exons 


8391. .9143 














Seq. No. 


29676 








Seq. ID 


OJ990319JL0.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 




Name 


OJ990319 10. 


9819 


,C22.o3 


. np 


Method 


AAT/NAP 




Start 


8394 








End 


9321 




GI 


4680179 








Score 


1155 




Exons 


8394. .9321 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


29676 








Seq. ID 


OJ990319_10.9819. 


C22 


Gene No. 


61334 








Strand 






Start 


8391 








End 


9321 






rs toaa -> -i r> i r\ 




^ r\ f\ . r- 


. tw 


Method 


TBLASTX: Wheat 




Start 


8439 








End 


8861 




GI 


none 








Score 


172 





29573 




Exons 


8439. .8861, 8491. .8841 






Seq. No. 


29677 


Seq. ID 


OJ990319_10.9819.C25 




Ul JJ J 


Of ran H 
oil dllu. 


i 


Start 


194 


End 


365 


Name 


OJ990319 10.9819.C25.ol.gs 


Method 


GENSCAN 


Start 


194 


End 


365 


GI 


none 


Score 


.41 


Exons 


194. .365 






Seq. No. 


29678 


Seq. ID 


OJ990319_10.9819.C26 




Ul J JU 


Of r a n H 

Oil ClIIU 




Start 


277 


End 


1310 


Name 


OJ990319 10.9819.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


195 


End 


4 92 


GI 


none 


Score 


125 


Exons 


195. .293, 196. .294, 301. .492, 


301. .492 




Seq. No. 


29678 


Seq. ID 


OJ990319_10.9819.C26 




61336 


Of T*anH 

Oil ctilU 




Start 


277 


End 


1310 


Name 


OJ990319 10.9819.C26.ol.gs 


Method 


GENSCAN 


Start 


277 


End 


614 


GI 


none 


Score 


.8 , 


Exons 


277. .509, 605. .614 






Seq. No. 


29678 


Seq. ID 


OJ990319_10.9819.C26 




U -L _? _J U 






Start 


277 


End 


1310 


Name 


OJ990319 10.9819.C26.ol.ts 


Method 


TBLASTX: Soybean 


Start 


283 


End 


835 


GI 


none 


Score 


297 


Exons 


283. .618, 440. .619, 480. .620, 


530. . 622, 


707. .835, 708. .794 


Seq. No. 


29678 


Seq. ID 


OJ990319_10.9819.C26 


Gene No. 


61336 


Strand 


+ 


Start 


277 


End 


1310 


Name 


OJ990319 10.9819.C26.ol.np 


Method 


AAT/NAP 


Start 


347 


End 


1310 


GI 


6642655 


Score 


389 


Exons 


347. .618, 704. .848, 1228. .1310 . 




GI Descrip. 


(AC012395) putative Sec24-like COPII protein [Arabidopsis 




thaliana] 






Seq. No. 


29679 


Seq. ID 


OJ990319_10.9819.C27 


Gene No. 


61337 


Strand 


+ 


Start 


1 


End 


747 


Name 


OJ990319 10.9819.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


747 


GI 


4680179 


Score 


695 


Exons 


1. .747 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


29679 


Seq. ID 


OJ990319_10.9819.C27 


Gene No . 


61337 


St jl and 


+ 


Start 


1 


End 


747 


Name 


OJ990319_10.9819.C27.ol.tw 


Method 


TBLASTX: Wheat 



29574 






Start 


55 


End 


477 






GI 


none 


Score 


338 






Exons 


55. .468, 129. .449, 139. .477 










Seq. No. 


- 

29679 


Seq. ID 


OJ990319JL0.9819. 


C27 




Henp No 


61337 




.f 






Start 


1 


End 


747 






Name 


OJ990319 10.9819.C27.ol.tm 


Method 


TBLASTX: Maize 






Start 


121 


End 


450 






GI 


none 


Score 


208 






Exons 


121. .450 










Seq. No. 


29679 


Seq. ID 


OJ990319_10.9819. 


C27 




rifanp No 


61337 


St* ranH 


+ 






Start 


1 


End 


747 






Name 


OJ990319 10.9819.C27.ol.gs 


Method 


GENSCAN 






Start 


184 


End 


345 






GI 


none 


Score 


.65 






Exons 


184. .345 










Seq. No. 


29679 


Seq. ID 


OJ990319JL0.9819. 


C27 




fzpne No 


61337 


Strand 


+ 






Start 


1 


End 


747 






Name 


OJ990319 10.9819.C27.ol.ts 


Method 


TBLASTX : Soybean 






Start 


433 


End 


746 






GI 


none 


Score 


53 






Exons 


433. .465, 433. .480, 510. .746, 


533. .745 








Seq. No. 


29679 


Seq. ID 


OJ990319_10.9819. 


C27 






61337 


St- ranH 


+ 






Start 


1 


End 


747 




■J 


Name 


OJ990319 10.9819.C27.o2.tw 


Method 


TBLASTX: Wheat 




y 


Start 


540 


End 


746 






GI 


none 


Score 


166 




: 


Exons 


540. .746, 542. .745 








"7 


Seq. No. 


29680 


Seq. ID 


OJ990319JL0.9819. 


C28 


: == 


Gene No. 


61338 


Strand 






_.! 


Start 


132 


End 


748 




3 


Name 


OJ990319 10.9819;C28.ol.np 


Method 


AAT/NAP 






Start 


132 


End 


748 . 






GI 


5032266 


Score 


143 






Exons 


132. .431, 714. .748 










GI Descrip. 


(AF147265) similar to Arabidopsis thaliana putative En/Spm 






transposon protein (GB: AC005396) 








Seq. No. 


29680 


Seq. ID 


OJ990319_10.9819. 


C28 




vjC -L I Dv • 


61338 


Strand 








Start 


132 


End 


748 






Name 


OJ990319 10.9819.C28.ol.ts 


Method 


TBLASTX: Soybean 






Start 


143 


End 


424 






GI 


none 


Score 


73 






Exons 


143. .424, 168. .407 










O ^ ~ 

\j \^ • • 




oeq. ±u 








Gene No. 


61338 


Strand 








Start 


132 


End 


748 





29575 



Name 


OJ990319 10.9819.C28.ol 


.tw 


Method 


Start 


167 




End 


GI 


none 




Score 


Exons 


167. .436, 168. .437 






Seq. No. 


29681 




Seq. ID 


Gene No . 






Strand 


Start 


62 




End 


Name 


OJ990319 10. 98.19. C30. 61 


.gs 


Method 


Start 


62 




End 


GI 


none 




Score 


Exons 


62. .152, 377. .453 






Seq. No. 


29682 




Seq. ID 


bene no. 


61340 




Strand 


Start 


216 




End 


Name 


OJ990319 10.9819.C31.ol 


. gs 


Method 


Start 


216 




End 


GI 


none 




Score 


Exons 


216.. 477, 1380.. 1510, 1516.. 


1773 


Seq. No. 


O C\ £ o o 

2 96.82 




Seq. ID 


Gene no. 


r 1 Oil 1 

61341 




Strand 


Start 


. 2440 




En#*'- 


Name 


OJ990319_10 . 9819 . C31 . ol 


.tw 


Method 


Start 


2439 




End- 


GI 


none 




Score 


Exons 


2439.. 2597, 2443.-2598 






Seq. No. 


29682 




Seq. ID 


Gene No. 


61341 




Strand 


o tar u 


2440 




End 


Name 


OJ990319 10.9819.C31.ol 


. np 


Method 


Start 


2440 




End 


GI 


6742729 




Score 


Exons 


2440. .2707 






GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 


Seq. No. 


29682 




Seq. ID 


Gene No. 


61341 




Strand 


Start 


2440 




End 


Name 


OJ990319 10.9819.C31.ol 


. tm 


Method 


Start 


2442 




End 


GI 


none 




Score 


Exons 


2442. .2582, 2445. .2597, 


2446 


..2598, 264 


Seq. No. 


29683 




Seq. ID 


Gene No. 


61342 




Strand 


Start 


470 




End 


Name 


OJ990319 10.9819.C32.ol 


.gp 


Method 


Start 


470 


End 


GI 


2310235 




Score 


Exons 


470. .507, 921. .1060, 1936. .1999 


GI Descrip. 


5852182/embl CAB55420.il 


9.0e 


-13 (AL1172 




sativa] 






Seq. No. 


29683 




Seq. ID 



TBLASTX: Wheat 

437 

83. 



+ 

453 

GENSCAN 

453 

.81 



1773 
GENSCAN 
1773 
.92 



2728 

TBLASTX: Wheat 

2598 

164 



2728 
AAT/NAP 
2707 
382 



2728 

TBLASTX: Maize 

2728 

87 



+ 

3693 
AAT/GAP 
1999 
300 



29576 




Gene No. 


61342 








Strand 


+ 




Start 


470 








End 


3693 




Name 


OJ990319 10 


.9819 


.C32.ol 


. gs 


Method 


GENSCAN 




Start 


921 








End 


3678 




GI 


none 








Score 


.5 




Exons 


921. .1380, 


1491. 


.3678 










-Seq. No. 


29683 








Seq. ID 


OJ990319 10.9819 


.C32 


feene No. 


61342 








Strand 


+ 




Start 


470 . 








End 


3693 




Name 


OJ990319 10 


.9819 


.C32.o2 


.gp 


Method 


AAT/GAP 




Start 


925 






End 


3681 




GI 


342 1.R1084 








Score 


4704 




Exons 


925. .3681 














GI Descrip. 


M574406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Or^ 




sativa] 1 














Seq. No. 


29683 








Seq. ID 


OJ990319JL0.9819 


C32 


Gene No. 


61342 








Strand 


+ 




Start 


470 








End 


3693 




Name 


OJ990319 10 


. 9819 


.C32.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1323 








End 


1831 




GI 


none 








Score 


93 




Exons 


1323. .1520, 


1504 


. . 1626, 


1505. 


.1630, 1616.. 1687, 1639.. 1686, 




1708. .1770, 


1712 


. . 1831 










Seq. No. 


29683 








Seq. ID 


OJ990319_10.9819. 


C32 


Gene No. 


61342 








Strand 


+ 




Start 


470 








End 


3693 




Name 


OJ990319 10 


.9819 


.C32.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


1543 








End 


1972 




GI 


none 








Score 


102 




Exons 


1543. .1626, 


1544 


. .1618, 


1619. 


.1681, 1676.. 1972, 1730.. 1954 


Seq. No. 


29683 








Seq. ID. 


OJ990319_10.9819. 


C32 


Gene No . 


61342 








Strand 


+ 




Start 


470 








End 


3693 




Name 


OJ990319 10 


.9819 


.C32.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1705 








End 


2053 




GI 


none 








Score 


318 




Exons 


1705. .1857, 


1712 


.2053, 


1897. 


.2034 






Seq. No. 


29683 








Seq. ID 


OJ990319JL0.9819. 


C32 


Gene No. 


61342 








Strand 


+ 




btart 


470 








End 


3693 




Name 


OJ990319 10 


.9819 


C32.ol 


np 


Method 


AAT/NAP 




Start 


1733 






End 


3693 




GI 


6742729 








Score 


3130 




Exons 


1733. .3693 














GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


29683 








Seq. ID 


OJ990319_10.9819. 


C32 


Gene No. 


61342 








Strand 


+ 




Start 


470 








End 


3693 




XT 

name 


GJ 99031 9 10. 


9819 . 


C32 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1841 








End 


2310 




GI 


none 








Score 


72 





29577 




Exons 


1841. .1894, 


1849, 


.1893, 


1895. 


.1999, 1906.. 1995, 2003. .2101, 




2008. .2100, 


2081. 


.2305, 


2101. 


.2310, 2102. .2305, 2104. .2310 


Seq. No. 


29683 








Seq. ID 


OJ990319_10 . 9819.C32 


Gene No. 


61342 








Strand 


+ 


Start 


470 








End 


3693 


Name 


OJ990319 10. 


9819. 


C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1886 








End 


2344 


GI 


none 








Score 


247 


Exons . 


1886. .2140, 


1898. 


.2140, 


2150. 


.2344 




Seq. No. 


29683 








Seq. ID 


OJ990319_10 . 9819. C32 


Gene No. 


61342 








Strand 


+ 


Start 


470 








End 


3693 


Name 


OJ990319 10. 


9819. 


C32.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2174 








End 


2416 


GI 


none 








Score 


216 


Exons 


2174. .2416, 


2260. 


.2358 








Seq. No. 


29683 








Seq. ID 


OJ990319_10.9819.C32 


Gene No. 


61342 








Strand 


+ 


Start 


470 








End 


3693 


Name 


OJ990319 10. 


9819. 


C32.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2449 








End 


2859 


GI 


none 








Score 


87 


Exons 


2449. .2499, 


2450. 


.2512, 


2518. 


.2700, 2522.. 2740, 2762.. 2857, 




2768. .2857, 


2770. 


.2859, 


2773. 


.2859 




Seq. No. 


29683 








Seq. ID 


OJ990319_10.9819.C32 


Gene No. 


61342 








Strand 


+ 


Start 


470 








End 


3693 


Name 


OJ990319 10. 


9819. 


C32.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2860 








End 


3681 


GI 


none 








Score 


823 


Exons 


2860. .3561, 


2861. 


.3679, 


3401. 


.3679, 3619.. 3681 


Seq. No. 


29683 








Seq. ID 


OJ990319_10.9819.C32 


Gene No. 


61342 








Strand 


+ 


Start 


470 








End 


3693 


Name 


OJ990319 10. 


9819. 


C32.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2903 








End 


3217 


GI 


none 








Score 


314 


Exons 


2903. .3217, 


2914. 


.3075, 


3106. 


.3189 




Seq. No. 


29683 








Seq. ID 


OJ990319_10.9819.C32 


Gene No. 


61342 








Strand 


+ 


Start 


470 








End 


3693 


Name 


OJ990319 10. 


9819. 


C32.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3144 








End 


3595 


GI 


none 








Score 


172 


Exons 


3144 . .3326, 


3148. 


. 3570, 


3148. 


.3561, 3152.. 3595, 3158.. 3595 


Seq. No. 


29684 








Seq. ID 


OJ990319_10.9819.C33 


Gene No. 


61343 








Strand 


+ 


Star L 


100 








End 


1267 


Name 


OJ990319 10. 


9819. 


C33.ol 


.gs 


Method 


GENSCAN 


Start 


100 








End 


1267 



29578 




GI 


none 


Score 


.64 






Exons 


100. .349, 431. .504, 


1104. .1267 








Seq. No. 


29685 


Seq. ID 


OJ990319_ 


JL0.9819. 


C35 


Gene No. 


61344 


Strand 


+ 






Start 


406 


End 


597 






Name 


OJ990319 10.9819.C35 


.ol.gs Method 


GENSCAN 






Start 


406 


End 


597 






GI 


none " 


Score 


.99 






Exons 


406. .597 










Seq* No. 


29686 


Seq. ID 


OJ990319_ 


JL0.9819. 


C38 


Gene No. 


61345 


Strand 


+ 






Start 


496 


End 


754 






Name 


OJ990319 10.9819.C38 


.ol.gs Method 


GENSCAN 






Start 


496 


End 


754 






GI 


none 


Score 


.64 






Exons 


496. .628, 697. .754 










Seq. No. 


29687 


Seq. ID 


OJ990319_ 


10. 9819. 


C39 


Gene No. 


61346 


Strand 








Start 


260 


End 


1617 






Name 


OJ990319 10.9819.C39 


.ol.gp Method 


AAT/GAP 






Start 


260 


End 


1555 






GI 


342 1.R1084 


Score 


1666 






Exons 


260. .785, 895. .992, 


1075. .1094, 1130.. 


1555 






GI Descrip. 


M574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 



sativa] 1 



Seq. No. 29687 Seq. ID 

Gene No. 6134 6 Strand 

Start 260 End 

Name OJ990319_10 . 9819 . C39 . ol . gs Method 

Start 1202 End 

GI none Score 

Exons 1202.. 1537 



OJ990319_10. 9819.C39 

1617 
GENSCAN 
1537 
.58 



Seq. No. 


29687 






Seq. ID 


OJ990319_10.9819.C39 


Gene No. 


61346 






Strand 




Start 


260 






End 


1617 


Name 


OJ990319 10 


.9819.C39 


. ol . np 


Method 


AAT/NAP 


Start 


1223 






End 


1617 


GI 


4680203 






Score 


298 


Exons 


1223. .1617 










GI Descrip. 


(AF114171) 


TNP2-like 


protein 


[Sorghum bicolor] 


Seq. No. 


29687 






Seq. ID 


OJ990319_10.9819.C39 


Gene No. 


61346 






Strand 




Start 


260 






End 


1617 


Name 


OJ990319 10 


.9819.C39 


. ol. tw 


Method 


TBLASTX: Wheat 


Start 


1277 






End 


. 1556 


GI 


none 






Score 


52 


Exons 


1277. .1369, 


1278. .1343, 1358. 


.1438, • 1451. .1555, 1452. .1556 


n - » ■» - 

0«4» LNU. 


29688 






Seq. ID 


OJ990429 12. 9819. C2 


Gene No. 


61347 






Strand 


+ 


Start 


1 






End 


195 



29579 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0 J9 90 4 2 9_12 . 98 1 9 . C2 . ol . np Method AAT/NAP 

1 End 195 

2832645 Score 76 

1. .195 

(AL021710) hypothetical protein [Arabidopsis thaliana] 



29688 
61348 
171 

OJ990429_12.9819.C2.ol.gs 

171 

none 

171. .340 



Seq. ID OJ990429 12. 9819. C2 



Strand 
End 

Method 

End 

Score 



+ 

340 

GENS CAN 

340 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29689 
61349 
1 

OJ990429_12.9819.C4.ol.np 
1 

4883601 



Seq. ID OJ990429_12. 9819.C4 
Strand 

End 2122 

Method " AAT/NAP 

End 2116 

Score 356 



1..59, 1163. .1276, 1620. .1874, 1963. .2116 

(AC006922) hypothetical protein [Arabidopsis thaliana] 



29689 
61349 
1 

OJ990429_12.9819.C4.ol.gs 

190 

none 



Seq. ID OJ990429_12.9819.C4 
Strand 

End 2122 

Method GENSCAN 

End 2122 

Score .57 



190. .295, 1171. .1276, 1963. .2122 



29689 
61350 
5011 

OJ990429_12.9819.C4.ol.tc 
1176 
none 



Seq. ID OJ990429_12.9819.C4 
Strand 

6789 

TBLASTX: Cress 
2105 
66 



End 

Method 
End 
Score 

1176. .1277, 1177. .1242, 1621. .1674, 1759. .1797, 1831. .1875, 
1967.. 2104, 2031. .2105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29689 
61350 
5011 

OJ990429_12.9819.C4.ol.tm 

1203 

none 



Seq. ID OJ990429_12.9819.C4 
Strand 

End 6789 
Method TBLASTX: Maize 
End 2117 
Score 69 

1203. .1277, 1206. .1277, 1617. .1679, 1621. .1680, 1622. .1681, 
1741. .1875, 1742. .1882, 1763. .1876, 1964. .2107, 2025. .2117 



29689 
61350 
5011 

OJ990429_12.9819.C4.ol.ts 

1759 

none 



Seq. ID OJ990429_12.9819.C4 
Strand 

End 6789 

Method TBLASTX : Soybean 

End 2102 

Score 63 



1759. .1800, 1822. .1875, 1964. .2101, 2025. .2102 



29580 




Seq. No. 


29689 


Seq. ID 


OJ990429_12. 9819 


.C4 


Gene No. 


61350 


Strand 






Start 


.5011 


End 


6789 




Name 


OJ990429 12.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


4183 


End 


6789 




GI 


4063743 


Score 


207 




Exons 


4183. .4360, 6094. .6789 








GI Descrip. 


(AC005851) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29689 ' 


Seq. ID 


OJ990429_12.9819 


.C4 


Gene No. 


61350 


Strand 






Start 


5011 


End 


6789- 




Name 


OJ990429_12 . 9819 . C4 . o2 . gs 


Method 


GENSCAN 




Start 


5011 


End 


6783 




GI 


none 


Score 


. 62 




Exons 


5011.. 5026, 5246.. 5440, 5558 


. . 6783 






Seq. No. 


29689 


Seq. ID 


OJ990429 12.9819 


.C4 


Gene No. 


61350 


Strand 






Start 


5011 


End 


6789 




Name 


OJ990429_12 . 9819 . C4 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


6409 


End 


6663 




GI 


none 


Score 


61 




Exons 


6409. .6585, 6410.. 6538, 6622 


. .6663 






Seq. No. 


29690 


Seq. ID 


OJ990429_12.9819 


.C5 


Gene No. 


61351 


Strand 


+ 




Start 


54 


End 


1080 




Name 


OJ990429_12. 9819.C5.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


1080 




GI 


none 


Score 


.77 




Exons 


54. .385, 1040. .1080 








Seq. No. 


29691 


Seq. ID 


OJ990429_12.9819 


.C6 


Gene No. 


61352 


Strand 






Start 


1566 


End 


1681 




Name 


OJ990429_12 . 9819 . C6 . ol . gp 


Method 


AAT/GAP 




Start 


1566 


End 


1681 




GI 


uC-osflcyp087a02al 


Score 


205 




Exons 


1566. .1681 








GI Descrip. 


'3582333 7.0e-40 (AC005496) 


hypothetical protein [Arabidop: 




thaliana] ' 








Seq. No. 


29692 


Seq. ID 


OJ990429_12.9819, 


.C8 


Gene No. 


61353 


Strand 






Start 


1 


End 


1410 




Name 


OJ990429 12.9819.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1326 




GI 


31010 1.R1084 


Score 


498 




Exons 


1..292, 824. .870, 1217. .1326 








GI Descrip. 


'629592/pirl IS42651 1.0e-47 


hypothetical protein - rape 






>gi 6065752 emb CAB58175.1 


(X74225) putative pod-specific 




dehydrogenase SAC25 [Brassica napus] 1 






Seq. No. 


29692 


Seq. ID 


OJ990429_12.9819. 


.C8 


Gene No. 


61353 


Strand 






Start 


1 


End 


1410 





29581 



Name OJ990429_12. 9819.C8.ol.np Method AAT/NAP 

Start " 133 End 1410 

GI 629592 Score 101 

Exons 133.. 369, 1232.. 1410 

GI Descrip. hypothetical protein - rape gi | 6065752 | emb | CAB58 175 . 1 | (X74225) 
putative pod-specific dehydrogenase SAC 2 5 [Brassica napus] 



Seq. No. 


29692 


Seq. ID 


OJ990429_12.9819.C8 


Gene No. 


61353 ' 


Strand 




Start 


1 


End 


1410 


Name 


OJ990429 12.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


204 


End 


1301 


GI 


none 


Score 


.51 


Exons 


204. .254, 1217. .1301 






Seq. No. 


29693 


Seq. ID 


OJ990429_12.9819.C9 


Gene No. 


61354 


Strand 




Start 


453 


End 


979 


Name 


OJ990429 12.9819.C9.ol.gs 


Method 


GENSCAN 


Start 


453 


End 


979 


GI 


none 


Score 


.56 


Exons 


453.. 548, 644.. 728, 971.. 979 






Seq. No. 


29694 


Seq. ID 


OJ990429_12. 9819.C11 


Gene No. 


61355 


Strand 


+ 


Start 


611 


End 


732 


Name 


OJ990429_12.9819.Cll.ol.gs 


Method 


GENSCAN 


Start 


611 


End 


732 


GI 


none 


Score 


.43 


Exons 


611. .732 






Seq. No. 


29695 


Seq. ID 


OJ990429_12.9819.C12 


Gene No. 


61356 


Strand 


+ 


Start 


262 


End 


762 


Name 


OJ990429_12.9819.C12.ol.gp 


Method 


AAT/GAP 


Start 


262 


End 


700 


GI 


31959 1.R1084 


Score 


842 


Exons 


262. .700 






GI Descrip. 


1 3451068/emb|CAA204 64. 1 | 3.0e 


-43 (AL031326) putative proteir 




[Arabidopsis thaliana] 1 






Seq. No. 


29695 


Seq. ID 


OJ990429_12.9819.C12 


Gene No . 


61356 


Strand 


+ 


Start 


262 


End 


762 


Name 


OJ990429 12.9819.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


339 


End 


701 


GI 


none 


Score 


445 


Exons 


339.. 701, 353.. 559, 495.. 566, 


653. .700 




Seq. No. 


29695 


Seq. ID 


OJ990429 12.9819.C12 


Gene No. 


61356 


Strand 


+ 


Start 


262 


End 


762 


Name 


OJ990429 12.9819.C12.ol.gs 


Method 


GENSCAN 


Start 


354 


End 


707 


/-i -r 


none 


Score 


.53 


Exons 


354. .707 







29582 



Seq. No. 


29695 


Gene No. 


61356 






Name 


OJ990429 


Start 


363 


GI 


3451068 


Exons 


363. .762 


GI Descrip. 


(AL03132 


Seq. No. 


29695 


Gene No. 


61356 


Start 


262 


Name 


OJ990429 


Start 


366 


GI 


none 


Exons 


366. .719, 



Seq. ID OJ990429_12.9819.C12 

Strand + 

End 7 62 

. 9819.C12.ol.np Method AAT/NAP 

End 762 

Score 310 

(AL031326) putative protein [Arabidopsis thaliana] 

Seq. ID OJ990429_12.9819.C12 

Strand + 

End 762 

L2 . 98 19 . C12 . ol . t s Method TBLASTX : Soybean 

End 719 

Score 353 

380. .559 



Seq. No. 


29695 


Seq. ID OJ990429 12.9819. 


C12 


Gene No. 


61356 


Strand + 




Start 


262 


End 7 62 




Name 


OJ990429 12.9819.C12.ol.tc 


Method TBLASTX : Cress 




Start 


383 


End 701 




GI 


none 


Score 312 




Exons . 


383. .541, 384. .701 






Seq. No. 


29696 


Seq. ID OJ990429_12.9819. 


C14 


Gene No. 


61357 


Strand + 




Start 


463 


End 1075 




Name 


OJ990429 12.9819.C14.ol.gp 


. Method AAT/GAP 




Start 


463 


End 922 




GI 


LIB3434-042-P1-K1-A6 


Score 536 




Exons 


463. .601, 767.. 922 






GI Descrip. 


'1087073/bbs 1169916 2.0e-34 (S79243) calmodulin-binding 






heat-shock protein, CaMBP 


[Nicotiana tabacum=tobacco, 






Wisconsin-38, Peptide, 449 


aa] [Nicotiana tabacum], 1 




Seq. No. 


29696 


Seq. ID OJ990429_12.9819. 


C14 


Gene No. 


61357 


Strand + 




Start 


463 


End 1075 




Name 


OJ990429 12.9819.C14.ol.np 


Method AAT/NAP 




Start 


463 


End 1075 




GI 


6522561 


Score 297 




Exons 


463. .601, 767.. 1075 







GI Descrip. (AL132967) calmodulin-binding heat-shock-like protein - 
[Arabidopsis thaliana] 



Seq. No. 29696 

Gene No. 61357 

Start 463 

Name OJ990429_12 . 9819 . C14 . ol . gs 

Start 4 66 

GI none 

Exons 466.. 601, 767.. 1075 



Seq. ID OJ990429_12.9819.C14 

Strand +. 

End 1075 

Method GENSCAN 

End 1075 

Score . 98 



oeq. lno. 
Gene No. 
Start 



61358 
2530 



Seq. iu OJ990429_l2.98iy.C14 
Strand + 
End 2694 



29583 




Name OJ990429_12 . 9819. C14 .o4 .gp Method AAT/GAP 

Start 2530 End 2694 

GI 700259 Score 290 

Exons 2530.. 2694 

GI Descrip. 3047123 3.0e-36 (AF058919) similar to the family of glycosyl 
hydrolases [Arabidopsis thaliana] 



Seq. No. 29696 Seq. ID 

Gene No. ' 61359 Strand 

Start 1434 End 

Name OJ990429_12 . 9819. C14 .o2 .gp Method 

Start 1434 End 

GI 3768577 Score 

Exons 1434.. 1787 



OJ990429_12.9819.C14 

1787. 
AAT/GAP 
1787 
499 



Seq. No. 


29696 






Seq. ID 


OJ990429_12. 9819.C14 


Gene No. 


61360 






Strand 




Start 


1981 






End 


2990 


Name 


OJ990429 


12.9819.C14 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


460 






End 


874 


GI 


none 






Score 


207 


Exons 


460. .606, 


464. .604, 


767. .874 






Seq. No. 


• 29696 






Seq. ID 


OJ990429_12.9819.C14 


Gene No. 


61360 






Strand 




Start 


1981 






End 


2990 


Name 


OJ990429 


12.9819.C14 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


463 






End 


1012 


GI 


none 






Score 


230 


Exons 


463. .606, 


464. .604, 


465. .605, 


767. .931, 


769. .936, 931. .978, 




932. .985, 


973. .1011, 


983. .1012 





Seq. No. 


29696 








Seq. ID 


OJ990429 


_12.9819.C14 


Gene No. 


61360 








Strand 






Start 


1981 








End 


2990 




Name 


OJ990429 12 


.9819. 


C14.ol 


. tm 


Method 


TBLASTX:] 


Maize 


Start 


1908 








End 


2581 




GI 


none 








Score 


44 




Exons 


1908. .1952, 


1909. 


.1974, 


1979. 


.2.011, 1981.'. 2010, 


2088. .2321, 




2089. .2316, 


2091. 


.2318, 


2457. 


.2570, 2465. .2581, 


2466. .2579 


Seq. No. 


29696 








Seq. ID 


OJ990429 


_12.9819.C14 


Gene No. 


61360 








Strand 






Start 


1981 








End 


2990 




Name 


OJ990429 12 


.9819. 


C14.o2 


. gs 


Method 


GENSCAN 




Start 


1981 






End 


2692 




GI 


none 








Score 


.89 




Exons 


1981. .2009, 


2096. 


.2315, 


2474. 


.2692 






Seq. No. 


29696 








Seq. ID 


OJ990429_ 


_12.9819.C14 


Gene No. 


61360 








Strand 






Start 


1981 








End 


2990 




Name 


OJ990429 12 


.9819. 


C14.o2 


.up 


Method 


AAT/NAP 




Start 


2040 






End 


2990 




GI 


3047123 








Score 


627 




Exons 


2040. .2315, 


2474. 


.2990 











GI Descrip. (AF058 919) similar to the family of glycosyl hydrolases 



29584 



[Arabidopsis thaliana] 



Seq. No. 


29696 


Seq. ID 


OJ990429 12.9819.C14 


Gene No. 


61360 


Strand 


_ 


Start 


1981 


End 


2990 


Name 


OJ990429 12.9819.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


2100 


End 


2689 


GI 


none 


Score 


183 


Exons 


2100. .2195, 2519. .2689 






Seq. No. 


29696 


Seq. ID 


OJ99042 9_12 ..9819.C14 


Gene No. 


61360 


Strand 




Start 


1981 


End 


2990 


Name 


OJ990429 12.9819.C14.o3.gp 


Method 


AAT/GAP 


Start 


2123 


End 


2245 


GI 


LIB3433-033-P1-K1-B10 


Score 


123 


Exons 


2123. .2245 






GI Descrip. 


'3047123 3.0e-36 (AF058919) 


similar to 


the family of glycosyl 



hydrolases [Arabidopsis thaliana] 1 



Seq. No. 29696 

Gene No. 61360 

Start 1981 

Name OJ990429_12 . 9819. C14 . ol . ts 

Start 2160 

GI none 

Exons 2160.. 2321, 2161.. 2316, 2166. 
2466.. 2690 



Seq. ID OJ990429_12.9819.C14 
Strand 

End 2990 

Method TBLASTX: Soybean 

End 2695 

Score 132 

.2318, 2457..2678, 2465. .2695, 



Seq. No. 


29696 


Seq. ID 


OJ990429_12.9819.C14 


Gene No. 


61360 - 


Strand 




Start 


1981 


End 


2990 


Name 


OJ990429 12.9819.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2471 


End 


2695 


GI 


none 


Score 


301 


Exons 


2471.. 2695, 2472.. 2693, 2476. 


.2694 




Seq. No. 


29696 


Seq. ID 


OJ990429_12.9819.C14 


Gene No. 


61360 


Strand 




Start " 


1981 


End 


2990 


Name 


OJ990429 12.9819.C14.o3.tm 


Method 


TBLASTX: Maize 


Start 


2582 


End 


2693 


GI 


none 


Score 


159 


Exons 


2582. .2692, 2586, .2693 






Seq. No. 


29697 


Seq. ID 


OJ990429_12.9819.C15 


Gene No. 


61361 


Strand 




Start 


1 


End 


1102 


Name 


OJ990429 12.9819.C15.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


677 


GI 


11896 1.R1084 


Score 


283 


Exons 


1..135, 227. .280, 631. .677 






GI Descrip. 


'2980789/emb ICAA18165.il 6.0e- 


-42 (AL022197) hypothetical protein 




[Arabidopsis thaliana] ' 






Seq. No. 


29697 


Seq. ID 


OJ990429_12.9819.C15 


Gene No. 


61361 


Strand 





29585 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 1102 

OJ990429_12. 9819.C15 .ol ,np Method AAT/NAP 
1 End 1026 

2980789 Score 130 

1..135, 227. .280, 631. .677, 870. .1026 

(AL022197) hypothetical protein [Arabidopsis thaliana] 



29697 
61361 
1 

OJ990429_12.9819.C15.ol.tw 

226 

none 



Seq. ID OJ990429_12.9819.C15 
Strand 

End 1102 

Method TBLASTX : Wheat 

End 1025 

Score 63 



226. .282, 625. .675, 633. .677, 634. .690, 890. .1024, 945. .1025 



29697 
61361 
1 

OJ990429_12.9819.C15.ol.gs 
227 
none 

227.. 280, 631.. 675, 890.. 1102 



Seq. ID OJ990429_12.9819.C15 
Strand 

End 1102 

Method GEN SCAN 

End 1102 

Score .56 



29698 
61362 
1 

OJ990429_12.9819.C16.ol.np 
1 

6522561 

1..236, 695.. 823, 1518. .1599 

(AL132967) calmodulin-binding heat-shock-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ990429_12.9819.C16 
Strand 

End 1599 

Method AAT/NAP 

End 1599 

Score 398 



Seq. No. 29698 

Gene No. 61362 

Start 1 

Name OJ990429_12 . 9819.C16.ol . gs 

Start 20 

GI none 

Exons 20.. 236, 695.. 799 

Seq. No. 29698 

Gene No. 61362 

Start 1 

Name OJ990429_12 . 9819 . C16 . ol . tm 

Start 96 

GI none 
Exons 



Seq. ID OJ990429_12. 9819.C16 
Strand 

End 1599 

Method GENS CAN 

End 7 99 

Score . 95 



Seq. ID OJ990429_12. 9819.C16 
Strand 

End 1599 

Method TBLASTX : Mai ze 

End 1579 

Score 208 



96. .239, 97. .237, 98. .238, 102. .239, 692. .823, 694. .846, 
694. .804, 1520. .1579, 1521. .1577 



Seq. No. 29698 

Gene No. 61362 

Start 1 

Name OJ990429_12 . 9819 . C16. ol . ts 

Start 96 , 

GI none Score 162 

Exons 96. .242, 98. .238, 682. .807, 704. .823, 704. .820, 709. .846, 



Seq. ID OJ990429_12.9819.C16 
Strand 

End 1599 

Method TBLASTX : Soybean 



29586 



1523. .1573 

Seq. No. 29698 Seq. ID OJ990429_12 , 9819 . C16 

Gene No. 61362 Strand 

Start 1 End 1599 

Name OJ990429_12. 9819.C16.ol .gp Method AAT/GAP 

Start 101 End 788 

GI LIB3434-042-P1-K1-A6 Score 399 

Exons 101.. 236, 695.. 788 

GI Descrip. ■ 1087073/bbs 1 169916 2.0e-34 (S79243) calmodulin-binding 
heat-shock protein, CaMBP [Nicotiana tabacum=tobacco, 
Wisconsin-38, Peptide, 449 aa] [Nicotiana tabacum] 1 



Seq. No. 


29699 




Seq. ID 


OJ990429_12.9819.C17 


Gene No. 


61363 




Strand 




Start 


1 




End 


397 


Name 


OJ990429 12.9819.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


390 


GI 


3047111 




Score 


377 


Exons 


1. .390 








GI Descrip. 


(AF058919) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


29699 




Seq. ID 


OJ990429_12 . 9819.C17 


Gene No. 


61363 




Strand 


— . 


Start 


1 




End 


397 * 


Name 


OJ990429 12.9819.C17.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


19 




End 


366 


GI 


none 




Score 


71 


Exons 


19. .177, 211. .366, 212. 


.295, 


319. .363 




Seq. No. 


29699 




Seq. ID 


OJ990429_12.9819.C17 


Gene No. 


61363 




Strand 




Start 


1 




End 


397 


Name 


OJ990429 12.9819.C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


211 




End 


397 


GI 


none 




Score 


99 


Exons 


211.. 390, 212.. 397 








Seq. No. 


29700 




Seq. ID 


OJ990429_12.9819.C18 


Gene No. 


61364 




Strand 




Start 


182 




End 


210 


Name 


OJ990429 12.9819.C18.ol 


.gs 


Method 


GENS CAN 


Start 


182 




End 


210 


GI 


none 




Score 


.46 


Exons 


182. .210 








Seq. No. 


29701 




Seq. ID 


OJ990429_12.9819.C20 


Gene No. 


61365 




Strand 




Start 


345 




End 


480 


Name 


OJ990429 12.9819.C20.ol 


.gs 


Method 


GENSCAN 


Start 


345 




End 


480 


GI 


none 




Score 


.77 


Exons 


.34,5. .386, 436.. 480 








Seq. No. 


23702 




Seq. ID 


OJ990429_12.9819.C21 


Gene No. 


61366 




Strand 


+ 


Start 


361 




End 


862 



29587 




Name 


OJ990429 12.9819.C21.ol 


.gs 


Method 


GENSCAN 






Start 


361 


End 


8 62 






GI 


none 




Score 


. .87 






Exons 


361. .417, 561. .862 












Seq. No. 


29702 




Seq. ID 


OJ990429JL2. 


9819 


.C21 


oene wo. 


DIjO / 




Strand 


+ 






Start . 


5406 




End 


6390 






Name 


OJ990429 12.9819.C21.o3 


.gs 


Method 


GENSCAN 






Start 


5406. 


End 


6278 






GI 


none 




Score 


.74 






Exons 


5406. .6278 












Seq. No. 


29702 




Seq. ID 


OJ990429_12. 


9819 


.C21 


belle INO • 


Dl ju / 




Strand 


j_ 

T 






Start 


5406 




End 


6390 






Name 


OJ990429 12.9819.C21.o2 


• gp 


Method 


AAT/GAP 






Start 


6101 




End 


6390 






GI 


5851081 




Score 


329 






Exons 


6101.. 6149, 6210.. 6390 












Seq. No. 


29702 




Seq. ID 


OJ990429_12. 


9819 


.C21 


Gene No. 


61368 




Strand 








Start 


1551 - 




. End - 


2503 






Name 


OJ990429 12.9819.C21.ol 


.gp 


Method 


AAT/GAP 






Start 


1551 


End 


2503 






GI 


468 1.R1084 




Score 


1134 






Exons 


1551.. 2102, 2427.. 2503 












GI Descrip. 


'1084454/pirl IS48018 l.i 


Oe-87 


peptidylprolyl isomerase (EC 



5.2.1.8) Cypl - rice >gi_600765 (L29471) cyclophilin 1 [Oryza 
sativa] 1 



Seq. No. 


29702 




Seq. ID 


OJ990429_12.9819.C21 


Gene No. 


61368 




Strand 




Start 


1551 




End 


2503. 


Name 


OJ990429 12.9819.C21.o2 


.np 


Method 


AAT/NAP 


Start 


1558 


End 


2094 


GI 


1084454 




Score 


960 


Exons 


1558. .2094 








GI Descrip. 


peptidylprolyl isomerase (EC 


5.2.1.8) 


Cypl - rice gi 1600765 




(L29471) cyclophilin 1 


[Oryza 


sativa] 




Seq. No. 


29702 




Seq. ID 


OJ990429_12.9819.C21 


Gene No. 


61369 




Strand 




Start 


6417 




End 


7940 


Name 


OJ990429 12.9819.C21.o5 


.ts 


Method 


TBLASTX: Soybean 


Start 


635 




End 


844 


GI 


none 




Score 


201 


Exons 


635. .844, 658.-843 








Seq. No. 


29702 




Seq. ID 


OJ990429_12.9819.C21 


Gene No. 


61369 




Strand 




Start 


6417 




End 


7940 


Name 


OJ990429_12.9819.C21.ol 


.ts 


Method 


TBLASTX: Soybean 


SLcirt 


1570 




End 


2088 


GI 


none 




Score 


277 


Exons 


1570. .2088, 1571.. 1840, 


1883. 


.2083 





29588 




Seq. No. 


29702 








Seq. ID 


OJ990429JL2.9819. 


,C21 


Gene No. 


61369 








Strand 






Start 


6417 








End 


7940 




Name 


OJ990429 12, 


.9819. 


,C21.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


1573 








End 


2091 




GI 


none 








Score 


265 




Exons 


1573. .2082, 


1577. 


.1840, 


1880. 


.2089, 1900.. 2091 




Seq. No. 


2.3 /U2 








Seq. ID 


OJ990429_12.9819. 


C21 


Gene No. 


61369 








Strand 






Start 


6417 








End 


/ 94U 




Name 


OJ990429 12. 


,9819. 


C21.ol. 


,tc 


Method 


TBLASTX : Cress 




Start 


1576 








End 


2095 




GI 


none 








Score 


265 




Exons 


1576. .2082, 


1577. 


.1840, 


1883. 


o r\ n c 

. 2095 






Seq. No. 


o rt i n o 

29702 








Seq. ID 


OJ990429JL2.9819. 


C21 


Gene No. 


61369 








Strand 






Start 


6417 








End 


7 940 




Name 


OJ990429 12. 


9819. 


C21.ol. 


,tw 


Method 


TBLASTX : Wheat 




Start 


1576 








End 


2092 




GI 


none 








Score 


273 




Exons 


1576. .2082/ 


.1580. 


.1840, 


1880. 


. 20.92 






Seq. No. 


29702 








Seq. ID 


OJ990429_12.9819. 


C21 


Gene No. 


61369 








Strand 






Start 


6417 








End 


7940 




Name 


OJ990429 12. 


9819. 


C21.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5414 








End 


5777 




GI 


none 








Score 


546 




Exons 


5414. .5725, 


5415. 


.5777 










Seq. No. 


29702 








Seq. ID 


OJ990429JL2.9819. 


C21 


Gene No.. 


61369 








Strand 






Start 


6417 








End 


7940 




Name 


OJ990429 12. 


9819. 


C21.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5414 








End 


5819 




GI 


none 








Score 


203 




Exons 


5414. .5545, 


5415. 


.5603, 


5601. 


.5819, 5645. .5728 




Seq. No. 


29702 








Seq. ID 


OJ990429_12.9819. 


C21 


Gene No . 


61369 








Strand 






Start 


6417 








End 


7940 




Name 


OJ990429 12. 


9819. 


C21.o4. 


np 


Method 


AAT/NAP 




Start 


6402 






End 


7940 




GI 


4415916 








Score 


791 




Exons 


6402. .7429, 


7722. 


.7940 










GI Descrip. 


(AC006282) putative pectinesterase [Arabidopsis thaliana] 


Seq. No. 


29702 








Seq. ID 


OJ990429_12.9819. 


C21 


Gene No. 


61369 








Strand 






Start 


6417 








End 


7940 




Name 


OJ990429_12. 


9819. 


C21.o4. 


gs 


Method 


GENSCAN 




Stare 


6417 








End 


7464 




GI 


none 








Score 


.64 




Exons 


6417. .6728, 


6754. 


.7464 











29589 




Seq. No. 


29702 








Seq. ID 


OJ990429 


12 . 9819 


♦ C21 


Gene No. 


61369 








Strand 








Start 


6417 








End 


7940 






Name 


OJ990429 12 


.9819. 


C21.o4 


.ts 


Method 


TBLASTX : 


Soybean 




Start 


6471 








End 


6741 




GI 


none 








Score 


51 






Exons 


6471. .6551, 


6564. 


.6740, 


6565 


. .6651, 6682. .6741 






Seq. No. 


z y fuz 








Seq. ID 


OJ990429 


_12 . 9819 


.C21 


Gene No. 


61369 








Strand 








Start 


6417 








End 


7940 






Name 


OJ990429 12 


.9819. 


C21.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


6618 








End 


7080 






GI 


none 








Score 


79 






Exons 


6618. .6839, 


6628. 


.6816, 


6853 


..7080, 6869. .7042 






Seq. No. 


29702 








Seq. ID 


OJ990429 


_12.9819 


.C21 


Gene No. 


61369 








Strand 








Start 


6417 








End 


7940 






Name 


OJ990429 12 


.9819. 


C21.o2 


.tc 


Method 


TBLASTX: 


Cress 




Start • 


6654 








End 


7108 






GI 


none 








Score 


54 






Exons 


6654. .6770, 


6756. 


.6839, 


6757 


..6816, 6853.. 7104, 


6877. .7056, 




6884. .7108 
















Seq. No. 


29702 








Seq. ID 


OJ990429 


_12.9819 


.C21 


Gene No. 


61369 








Strand 








Start 


6417 








End 


7940 






Name 


OJ990429 12 


.9819. 


C21.o2 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


6839 








End 


7475 






GI 


none 








Score 


75 






Exons 


6839. .7042, 


6853. 


.7146, 


6856 


..7083, 7153. .7353, 


7358. .7429, 




7361. .7411, 


7404. 


.7475, 


7405 


. .7455 








Seq. No. 


29702 








Seq. ID 


OJ990429 


_12. 9819 


.C21 


Gene No. 


61369 








Strand 








Start 


6417 








End 


7940 






Name 


OJ990429 12 


.9819. 


C21.o3 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


6853 








End 


7255 




GI 


none 








Score 


130 






Exons 


6853. .7254, 


6872. 


.7135, 


7187 


. .7255 








Seq. No. 


29703 








Seq. ID 


OJ990429 


_12. 9819 


.C22 


Gene No . 


61370 








Strand 








Start 


254 








End 


1814 






Name 


OJ990429 12 


.9819. 


C22.ol 


,np 


Method 


AAT/NAP 






Start 


254 








End 


1095 






GI 


2346984 








Score 


114 






Exons 


254. .628, 974. .1095 












GI Descrip. 


(AB006604) ZPT2-9 


[Petunia x 


hybrida] 








Seq. No. 


29703 








Seq. ID 


OJ990429 


_12.9819 


.C22 


Gene No. 


61370 








Strand 








otdi t 


254 








End 


1814 






Name 


OJ990429 12 


.9819. 


C22.ol 


gs 


Method 


GENSCAN 






Start 


344 








End 


1574 







29590 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none . Score 

344.. 710, 1021.. 1197, 1572.. 1574 



29703 Seq. ID 

61370 Strand 

254 End 1814 

OJ990429_12.9819.C22.o2.np Method AAT/NAP 

1364 End 1814 

5777617 Score 90 
1364. .1470, 1785. .1814 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



,71 



OJ990429 12.9819.C22 



Seq. No. 29704 Seq. ID 

Gene No. 61371 Strand 

Start 1 End 

Name OJ990429_12 . 9819 .C23 . ol .np Method 

Start 1 End 

GI 3451067 Score 

Exons 1..66, 906.. 1067 

GI Descrip. (AL031326) putative protein [Arabidopsis thaliana] 



OJ990429_12.9819.C23 
+ 

1100 
AAT/NAP 
1067 
107 



Seq. No. 


29704 






Seq. ID 


OJ990429 12.9819.C23 


Gene No. 


61371 






Strand 


+ 


Start 


1 






End 


1100 . 


Name 


OJ990429 


12.9819.C23 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


323 






End 


1100 


GI 


none 






Score 


75 


Exons 


323. .373, 


327. .374, 


327. .374, 


328. .375, 


328. .375, 898. .1050 




899. .961, 


900. .1100, 


903. .1058 




Seq. No. 


29704 






Seq. ID 


OJ99042 9_12.9819.C23 


Gene No. 


61371 






Strand 


+ 


Start 


1 






End 


1100 


Name 


OJ990429 


12.9819.C23 


. ol . gs 


Method 


GENSCAN 


Start 


878 






End 


1064 


GI 


none 






Score 


.97 


Exons 


878. .880, 


945. .1064 








Seq. No. 


29705 






Seq. ID 


OJ990429_12.9819.C25 


Gene No. 


61372 






Strand 




Start 


4 97 






End 


569 


Name 


OJ990429 


12.9819.C25 


.ol.gs 


Method 


GENSCAN 


Start 


497 




End 


569 


GI 


none 






Score 


.67 


Exons 


497. .569 










Seq. No. 


29705 






Seq. ID 


OJ990429_12.9819.C25 


Gene No. 


61373 






Strand 




Start 


598 






End 


661 


Name 


OJ990429 


12.9819.C25 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


495 






End 


659 


GI 


none 






Score 


117 


Exons 


495. .659, 


508. .657 









29705 Seq. ID OJ990429_12 . 9819 . C25 

Gene No. 61373 Strand 

Start 598 End 661 



29591 



Name OJ990429_12 . 9819.C25 .ol . ts 

Start 4 95 

GI none 

Exons 495. . 656, . 513. . 656 

Seq. No. 29705 

Gene No. 61373 

Start 598 

Name OJ990429_12.9819.C251ol.tm 

Start 495 

GI none 

Exons 495.-659, 496.. 660, 515.. 661 



Seq. No. 29705 

Gene No. 61373 

Start 598 

Name OJ990429_12 . 9819.C25.ol . 

Start 598 

GI none 

Exons 598.. 660 



gp 



Method TBLASTX : Soybean 
End 656 
Score 163 



Seq. ID OJ990429_12.9819.C25 
Strand 

End 661 

Method TBLASTX : Maize 

End 661 

Score 189 



Seq. ID OJ990429_12.9819.C25 

Strand 

End 661 

Method AAT/GAP 

End 660 

Score 102 



Seq. No. 29706 

Gene No. 61374 . 

Start 1 

Name 0 J990429_12 . 9819 . C27 . ol , 

Start 1 

GI 4883601 

Exons 1. .391, 494. .625 

GI Descrip. (AC006922) hypothetical 

Seq. No. 29706 

Gene No. 61374 

Start 1 

Name OJ990429_12 . 9819.C27 .ol, 

Start 104 

GI none 

Exons 104. .400, 118. .363, 494, 

Seq. No. 29706 

Gene No. 61374 

Start 1 

Name OJ990429_12 . 9819. C27 . ol . 

Start 107 

GI none 

Exons 107.. 391, 1403.. 1547 



np 



Seq. ID OJ990429_12.9819.C27 

Strand + 

End 1547 

Method AAT/NAP 

End 625 

Score 376 



Seq. No. 
Gene No. 
Start 



protein [Arabidopsis thaliana] 

Seq. ID OJ990429_12.9819.C27 

Strand + 

End 1547 

t s Method TBLASTX : Soybean 

End 622 

Score 282 
.559, 569.. 622 

Seq. ID OJ990429_12.9819.C27 

Strand + 

End 1547 

gs Method GENSCAN 

End 1547 

Score .75 



Seq. No. 29706 

Gene No. 61374 

Start 1 

Name OJ990429_12 . 9819.C27 .ol . tm 

Start 137 

GI none 

Exons 137. .400, 139. .390, 143. .391, 494. .595 



Seq. ID OJ990429_12.9819.C27 



Strand 
End 

Method 

End 

Score 



+ 

1547 

TBLASTX: Maize 

595 

259 



29706 
61374 
1- 



Seq. ID OJ990429_12.9819.C27 
Strand + 
End 1547 



29592 






Name 


OJ990429 12.9819.C27 


.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


180 






End 


626 






GI 


none 






Score 


217 






Exons 


180. .392, 182. .409, 


184. 


.390, 


194. .391, 


493. .564, 494.. 


568, 






497. .568, 571. .624, 


572. 


.625, 


576. .626, 


578. .625 






Seq. No. 


29706 






Seq. ID 


OJ990429JL2.9819 


.C27 




bene wo . 


£1 11 A 
01 J / H 






o rrana 


x 






Start 


1 






End 


1547 






Name 


OJ990429 12.9819.C27 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


206 






End 


622 






GI 


none 






Score 


210 






Exons 


206. .409, 223. .390, 


494. 


.583, 


578. .622 








Seq. No. 


29707 






Seq. ID 


OJ990429_12.9819 


.C28 




Gene No. 


61375 






Strand 


+ 






uLdl. L 


i 
j. 






End 


433 






Name 


OJ990429 12.9819.C28 


.ol . 


np 


Method 


AAT/NAP 






Start 


1 






End 


433 






GI 


6579213 






Score 


246 






Exons 


1. .433 














GI Descrip. 


(AC011438) T23G18.3 


[Arabidopsis thaliana] 






Seq. No. 


29707 






Seq. ID 


OJyy04^9 12.9819 


.C-28 




bene no . 


ci m c; 






Strand 


+ 






Start 


1 






End 


433 




Li a 


Name 


OJ990429 12.9819.C28 


.ol . 


gs 


Method 


GENSCAN 






Start 


119 






End 


A 1 O 

41o 






GI 


none 






Score 


. 97 




: = -.3 


Exons 


119. .418 














Seq. No. 


29707 






Seq. ID 


OJ990429_12.9819 


.C28 


1 \$ 


ucne wo . 


ci inc. 






Strand 








Start 


850 






End 


2040 




. !E . 


Name 


OJ990429 12.9819.C28 


.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


125 






End 


409 




''I 


GI 


none 






Score 


248 




M S 


Exons 


125.. 409, 155.. 205, 


175. 


.276, 


195. .242, 


307. .405 






Seq. No. 


29707 






Seq. ID 


OJ990429_12.9819 


.C28 




bene ino. 








Strand 






□ 


Start 


850 






End 


2040 






Name 


OJ990429 12.9819.C28 


. ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


154 






End 


409 






GI 


none 






Score 


80 






Exons 


154. .273, 155. .250, 


155. 


.409, 


307. .405 








Seq. No. 


29707 






Seq. ID 


OJ990429_12.9819 


.C28 




bene wo . 


CI in C 






Strand 








Start 


850 






End 


2040 






Name 


OJ990429 12.9819.C28 


.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


155 






End 


409 






GI 


none 






Score 


252 






Exons 


155. .409, 175. .396 














Seq. No. 


29707 






Seq. ID 


OJ990429_12.9819 


.C28 




Gene No. 


61376 






Strand 







29593 



Start 
Name 
Start 
GI 

Exons 



850 End 

OJ990429_12.9819.C28.o2.ts Method 

155 End 

none Score 
155. .409, 307. .405 



2040 

TBLASTX: Soybean 

409 

255 



Seq. No. 29707 Seq. ID OJ990429JL2 . 9819. C28 

Gene No. 61376 Strand 

Start 850 . End 2040 

Name OJ990429_12 . 9819.C28 .o3.np Method AAT/NAP . 

Start 821 End 2040 

GI 6016680 Score 384 

Exons 821.. 927, 999.. 2040 

GI Descrip. (AC009991) putative leucoanthocyanidin dioxygenase [Arabidopsis 
thaliana] 



Seq. No. 29707 Seq. ID 

Gene No. 61376 Strand 

Start 850 • End 

Name OJ990429_12 . 9819 . C28 . o2 . gs Method 

Start 850 End 

GI none . . Score 

Exons 850.. 1943 : t ' 



OJ990429_12.9819.C28 

2040 
GEN SCAN 
1943 
.59 



Seq^ No. 29707 

Gene No. 61376 

Start 850 

Name OJ990429_12 . 9819 .C28 . o2 .np 

Start 883 

GI 4415914 

Exons 883.. 1974 

GI Descrip. (AC006282) putative giberellin beta-hydroxylase [Arabidopsis 
thaliana] 



Seq. ID OJ990429_12.9819.C28 
Strand 

End 2040 

Method AAT/NAP 

End 1974 

Score 674 



Seq. No. 29707 

Gene No. 61376 

Start 850 

Name OJ990429_12 . 98 1 9 . C28 . ol . t s 

Start 1000 

GI * ; ' none 
Exons 



Seq. ID OJ990429_12.9819.C28 
Strand 

End 2040 

Method TBLASTX : Soybean 

End 1356 

Score 70 



1000. .1203, 1001. .1141, 1213. .1356, 1244. .1351 



Seq. No. 


29707 








Seq. ID 


OJ990429_12.9819 


.C28 


Gene No. 


61376 








Strand 






Start 


850 








End 


2040 




Name 


OJ990429 12 


.9819. 


C28.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1006 








End 


1350 




GI 


none 








Score 


79 




Exons 


1006. .1350, 


1010. 


.1138 










Seq. No. 


29707 








Seq. ID 


OJ990429_12.9819 


.C28 


Gene No. 


61376 








Strand 






Start 


850 








End 


2040 




Name 


OJ990429 12 


.9819. 


C28.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1006 








End 


1362 




GI 


none 








Score 


71 




Exons 


1006. .1203, 


1010. 


.1141, 


1213. 


.1362, 1247.. 1354 





29594 




C /-\ /-t \\r\ 
OCVj • WO • 


9Q7H7 








oeq. id 




Gene No. 


61376 








Strand 




Start 


850 








End 


2040 


Name 


OJ990429 12 


.9819. 


,C28.o2 


,tw 


Method 


TBLASTX: Wheat 


Start 


1126 








End 


1338 


GI 


none 








Score 


196 


Exons 


1126. .1338 






















c orf t n 
ocq, lu 


ujyyu*izy iz.yoiy.czy 


Gene No. 


61377 








Strand 


+ 


Start 


408 








End 


467 


Name 


OJ990429 12 


.9819. 


,C29.ol 


.gs 


Method 


GENS CAN 


Start 


408 








End 


4 67 


GI 


none 








Score 


.68 


Exons 


408. .467 














29708 








Oar. T Pi 

oeq. id 


r*TQQn/10Q lO QQ1Q pOQ 

ujyyu^^y i^. yoiy .tzy 


Gene No. 


61378 








Strand 


+ — 


Start 


13283 








End 


13737 


Name 


OJ990429 12 


.9819. 


C29.o2. 


.gp 


Method 


AAT/GAP 


Start 


13283 








End 


13737 


GI 


none 








Score 


894 


Exons 


13283. .13737' 










C o rr M/-\ 

oeq. in g . 


29708 








Cart T Pt 

oeq. id 


ujyyu4^y iz . yoiy .L^y 


Gene No. 


61379 








Strand 




Start 


4130 








End 


5923 


Name 


OJ990429 12 


.9819. 


C29.o2. 


,gs 


Method 


GENS CAN 


Start 


4130 






End 


5923 


GI 


none 








Score 


.43 


Exons 


4130. .4266, 


5638. 


.5923 








oeq • wo • 


29708 








oeq. id 


ujyyu*i^y x^.yoiy.czy 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12.9819. 


C29.o7. 


,tm 


Method 


TBLASTX: Maize 


Start 


4135 








End 


4404 


GI 


none 








Score 


76 


Exons 


4135. .4404, 


4256. 


.4402 








Con Mn 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12, 


,9819. 


C29.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4482 








End 


4843 


GI 


none 








Score 


94 


Exons 


4482. .4541, 


4543. 


.4698, 


4544. 


.4711, 4544. .4843, 4554. .4724 


Seq. No. 


29708 








Seq. ID 


OJ990429_12. 9819.C29 


Gene No. 


■ 61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


,9819. 


C29.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4574 








End 


5041 


GI 


none 








Score 


c o 


Exons 


4574. .4642, 


4599. 


.4655, 


4673. 


.4882, 4685. .4741, 4847. .5041, 



4864. .5040 



29595 



Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


,9819. 


C29.o3, 


,tw 


Method 


TBLASTX: Wheat 


Start 


4942 








End 


5494 


GI 


none 








Score 


64 


Exons 


4942. .5040, 


5119. 


.5208, 


5195 


. .5314, 5384. .5494 


Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


9819. 


C29.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


5248 








End 


6041 


GI 


none 








Score 


38 


Exons 


5248. .5280, 


5349. 


.5522, 


5375 


..5728, 5384. .6040, 5583. .5960, 




5837. .6022, 


5994. 


.6041 








Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


9819. 


C29.o2. 


,tw 


Method 


TBLASTX: Wheat 


Start 


5573 








End 


5912 


GI 


none 








Score 


88 


Exons 


5573. .5725, 


5730. 


.5912, 


5735 


. .5911 




Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


9819. 


C29.o3. 


gs 


Method 


GENSCAN 


Start 


7911 








End 


18002 


GI 


none 








Score 


.85 


Exons 


7911. .8543, 


8611. 


.8712, 


9178 


..9324, 9797.. 9892, 9980.. 10164, 




10782. .10961, 11255. .11443, 


11538. .11783, 11914 . .12078, 




14448. .14613, 14855 .. 15161, 


15249. .16055, 16534 .. 1664 6, 




16744. .16944, 17958. .18002 






Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


9819. 


C29.ol. 


gp 


Method 


AAT/GAP 


Start 


8112 








End 


8559 


GI 


none 








Score 


844 


Exons 


8112. .8559 












Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 








Strand 




Start 


7911 








End 


18912 


Name 


OJ990429 12. 


9819. 


C29.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8370 








End 


10048 


GI 


none 








Score 


166 


Exons 


8370. .8543, 


8370. 


.8543, 


8371 


..8544, 8597. .8695, 8620. .8691, 




9169. .9291, 


9176. 


.9286, 


9177 


..9287, 9373.-9432, 9374.. 9430, 




9400:. 9432, 


9501. 


.9566, 


9512 


..9547, 9787.. 9882, 9792.. 9893, 




ft -7 ft A nm n 




r\ r\ r\ 


3969 


..10046, 9975.. 10046, 9977.. 1004: 


Seq. No. 


29708 








Seq. ID 


OJ990429_12.9819.C29 



29596 




Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


. o2 . np 


Method 


AAT/NAP 




Start 


8456 




End 


11384 




GI 


2642156 




Score 


158 




Exons 


8456. .8543, 9178. .9336, 9378. .9417, 9797. .9892, 9980. .10184, 




10810. .10949, 11249. 


.11384 








GI Descrip. 


(AC003000) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29708 




Seq. ID 


OJ990429_12.9819. 


C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


.06. tm 


Method 


TBLASTX: Maize 




Start 


10115 




End 


11490 




GI 


none 




Score 


78 




Exons 


10115. .10165, 10115. 


.10180, 


10778. .10969, 10781 10960, 






10783. .10962, 11241. 


.11393, 


11242. .11490, 11279. .11449 




Seq. No. 


29708 




Seq. ID 


OJ990429_12. 9819. 


C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


. o5 .np 


Method 


AAT/NAP 




Start 


11739 




End 


18912 




GI 


4510421 




Score 


269 




Exons 


11739. .11784, 14864 . 


.15161, 


15249. .16075, 16521 .. 1664 6, 






16744. .16862, 18855. 


.18912 








GI Descrip. 


(AC006929) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


29708 




Seq. ID 


OJ990429_12.9819. 


C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


'13627 




End 


14614 




GI 


none 




Score 


126 




Exons 


13627. .13755, 13643. 


.13759, 


13840. .13986, 13881 .. 13985, 






13886. .13996, 14446. 


.14610, 


14446. .14613, 14459. .14614 




Seq. No. 


29708 




Seq. ID 


OJ990429_12.9819. 


C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


. ol.ts 


Method 


TBLASTX : Soybean 




Start 


13627 




End 


14614 




GI 


none 




Score 


125 




Exons 


13627. .13755, 13628. 


.13759, 


13868. .13951, 13879 13965, 






13881. .13973, 14446. 


.14607, 


14447. .14614, 14462. .14608 




Seq. No. 


29708 




Seq. ID 


OJ990429_12.9819. 


C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


.oS.tm 


Method 


TBLASTX: Maize 




Start 


13691 




End 


14616 




GI 


none 




Score 


100 




Exons 


13691. .13747, 13693. 


.13755, 


13846. .14010, 13855. .13962, 






13868. .13963, 13881. 


.13994, 


14446. .14616, 14447. .14614 




Seq. No. 


29708 




Seq. ID 


OJ990429_12.9819. 


C29 


Gene No. 


61380 




Strand 







- 29597 



Start 
Name 
Start 
GI 

Exons 



7911 End 

OJ990429_12 . 98 1 9 . C29 . o3 . gp Method 

14549 End 

none Score 
14549. .14613, 14855.. 15297 



18912 
AAT/GAP 
1529.7 
992 



Seq. No. 


29708 




Seq. ID 


OJ990429_12.9819, 


.C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


. o4 . np 


Method 


AAT/NAP 




Start 


14865 




End 


18799 




GI 


4510421 




Score 


269 




Exons 


14865. .15161, 15249. 


.16075, 


16521. . 16646, 16744 .. 168 62 , 






18775. .18799 










GI Descrip. 


(AC006929) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


29708 




Seq. ID 


OJ990429_12. 9819, 


.C29 


Gene No. 


61380 




Strand 






Start 


7911 




End 


18912 




Name 


OJ990429 12.9819.C29 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15035 




End 


15637 




GI 


none 




Score 


175 




Exons . 


15035. .15166, 15035. 


.15163, 


15248. . 15472, 15250 .. 15453, 






15359. .15466, 15359. 


.154 63, 


15521.. 15637 





Seq. No. 


29708 


Seq. ID 


OJ990429_12.9819.C29 


Gene No. 


61380 


Strand 




Start 


7911 


End 


18912 


Name 


OJ990429 12.9819.C29.o2.ts 


Method 


TBLASTX : Soybean 


Start 


15035 


End 


15378 


GI 


none 


Score 


121 


Exons 


15035. .15160, 15057. .15161, 


15251. .15325, 15274. .15378 


Seq. No. 


29709 


Seq. ID 


OJ990429_12.9819.C30 


Gene No. 


61381 


Strand 


+ 


Start 


430 


End 


867 


Name 


OJ990429 12.9819.C30.ol.gp 


Method 


AAT/GAP 


Start 


430 


End 


867 


GI 


uC-osflcyp087a02al 


Score 


790 


Exons 


430.;867 






GI Descrip. 


•3582333 7.0e-40 (AC005496) 


hypothetical protein [Arabidopsis 




thaliana] 1 







Seq. No. 29709 Seq. ID OJ990429_12 . 9819 . C30 

Gene No. 61382 Strand 

Start 940 End 5082 

Name OJ990429_12 . 9819 .C30 . o2 . gp Method AAT/GAP 

Start 648 End 1218 

GI 2800097 Score 647 

Exons 648.. 1037, 1193.. 1218 

GI Descrip. 2252847 5.0e-20 (AF013293) No definition line found [Arabidopsis 
thaliana] >gi_604 9889_gb_AAF02804 . 1_AF195115_24 (AF195115) weak 
similarity to phthalate permease family [Arabidopsis thaliana] 



n 



Gene No. 
Start 



61382 
940 



Seq. ID 

Strand 

End 



OJ990429 12.9819.C30 



5082 



29598 



Name OJ990429JL2. 9819.C30 .o3.gp Method AAT/GAP 

Start 758 End 1268 

GI 2800097 - Score 574 

Exons 758.. 1037, 1193.. 1268 

GI Descrip. 2252847 5.0e-20 (AF013293) No definition line found [Arabidopsis 
thaliana] >gi_604 9889_gb_AAF02804 . 1_AF195115_24 (AF195115) weak 
similarity to phthalate permease family [Arabidopsis thaliana] 

' : Seq. No. 29709 Seq. ID OJ990429_12 . 98 19 . C30 

Gene No. 61382 Strand 

Start 940 End 5082 

Name OJ990429_12 . 9819 . C30 . ol . ts Method TBLASTX: Soybean 

Start 938 End 2199 

GI none Score 105 

Exons 938. .1039, 940. .1038, 1180. .1278, 1191. .1277, 1426. .1494, 

1433.. 1492, 1590.. 1703, 1599. .1700, 1600.. 1707, 1789.. 1923, 
1805. .1939, 1829. .1924, 1924. .1944, 1925. .1948, 1966. .1998, 
2017. .2127, 2026. .2127, 2027. .2146, 2031. .2132, 2033. .2146, 
2122. .2199 

Seq. No. 29709 Seq. ID OJ990429_12 . 9819 . C30 

Gene No. 61382 Strand 

Start 940 End 5082 

Name OJ990429_12 . 9819 .C30 . ol . gs Method GENSCAN 

Start 940 End 5012 

GI none Score .69 

Exons 940. .1037, 1193. .1277, 1804. .1941, 2116. .2241, 2449. .2664, 

3034. .3189, 3287..3394, 3528. .4066, 4472. .4536, 4864. .5012 

Seq. No. 29709 Seq. ID OJ990429_12 . 9819 . C30 

Gene No. 61382 Strand 

Start 940 End 5082 

Name OJ990429_12 . 9819 . C30 . ol .np Method AAT/NAP 

Start 943 End 5082 

GI 6498428 Score 1579 

Exons 943.. 1037, 1193.. 1277, 1426. .1491, 1599.. 1700, 1804.. 1941, 

2032. .2241, 2449.-2664, 3034. .3189, 3287. .3394, 3528. .3596, 

5055.. 5082 

GI Descrip. (AP000815) Similar to Arabidopsis thaliana chromosome II BAC 

T27A16 sequence; hypothetical protein. (AC005496) [Oryza sativa] 

Seq. No. 29709 Seq. ID OJ990429JL2 . 9819 . C30 

Gene No. 61382 Strand 

Start 940 End 5082 

Name OJ990429_12. 9819 . C30 . o4 . gp Method AAT/GAP 

Start 1461 End 2067 

GI 2800235 Score 471 

Exons 1461.. 1491, 1599.. 1700, 1804.. 1941, 2032.. 2067 
GI Descrip. 3582333 7.0e-40 (AC005496) hypothetical protein [Arabidopsis 
thaliana] 

Seq. No. 29709 Seq. ID OJ990429_12 . 9819 . C30 

Gene No. 61382 Strand 

Start 940 End 5082 

Name OJ330429__I2 . 9819 . C30 . o3 . tm Method TBLASTX: Maize 

Start 1471 End 1873 

GI none Score 38 



29599 



Exons 



1471. .1491, 1472.. 1492, 1584. 
1805. .1873 



,1709, 1602. .1700, 1789. .1872, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29709 
61382 
940 

OJ990429_12.9819.C30.ol.tc 

1617 

none 

1617.. 1700, 1621.. 1707, 1789. 
2026.. 2241, 2045.. 2164 

29709 
61382 
940 

OJ990429_12 . 9819 . C30 . o2 . tm 

1892 

none 

1892.. 1939, 1897.. 1944, 2020. 
2447.. 2581, 2449.. 2583, 2453. 

29709 
61382 
940 

OJ990429_12.9819.C30.o2.ts 

2449 

none 

2449.. 2664, 2450.. 2665, 2450. 
3038. .3085 



Seq. ID OJ990429_12.9819.C30 
Strand 

End 5082 

Method TBLASTX : Cress 

End 2241 

Score 70 

.1944, 1805. .1942, 2026. .2094, 



Seq. ID OJ990429_12. 9819.C30 
Strand 

End 5082 

Method TBLASTX : Maize 

End 2583 

Score 51 
.2241, 2031. .2243, 2036. .2197, 
.2581 

Seq. ID OJ990429_12.9819.C30 
Strand 

End 5082 

Method TBLASTX : Soybean 

End 3090 

Score 268 

.2665, 2466. .2669, 3010. .3090, 



Seq. No. 


29709 








Seq. ID 


OJ990429_12.9819.C30 


Gene No. 


61382 








Strand 




Start 


940 








End 


5082 


Name 


OJ990429 12 


.9819. 


C30.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2453 








End 


2635 


GI 


none 








Score 


210 


Exons 


2453. .2626, 


2458. 


.2634, 


2462. 


.2635 




Seq. No. 


29709 








Seq. ID 


OJ990429_12.9819.C30 


Gene No. 


61382 








Strand 




Start 


940 








End 


5082 


Name 


OJ990429 12 


.9819. 


C30.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2584 








End 


3977 


GI 


none 








Score 


85 


Exons 


2584. .2667, 


2585. 


.2665, 


3029. 


.3190, 3033.. 3191, 3034.. 3192, 




3274. .3378, 


3284. 


.3397, 


3288. 


.3398, 3291.. 3395, 3292.. 3399, 




3522. .3839, 


3523. 


.3834, 


3531. 


.3839, 3840. .3956, 3843. .3977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



29709 
61382 
940 

OJ990429_12.9819.C30.o3.tc 

3034 

none 



Seq. ID OJ990429_12. 9819.C30 
Strand 

End 5082 

Method TBLASTX : Cress 

End 3340 

Score 70 



3034. .3192, 3034. .3192, 3035. .3193, 3284. .3340, 3291. .3338 
29709 Seq. ID OJ990429_12 . 9819 . C30 



29600 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



61382 
940 

OJ990429_JL2.9819.C30.o5.gp 
3261 

10390_1.R1084 

3261.. 3394, 3528.. 4066, 4363 



Strand 

End 5082 
Method AAT/GAP 
End 4451 
Score 1394 
4451 

'2252847 4.0e-31 (AF013293) No definition line found 
[Arabidopsis thaliana] >gi_604988 9_gb_AAF02804 . 1_AF195115_24 
(AF195115) weak similarity to phthalate permease family 
[Arabidopsis thaliana] 1 



29710 
61383 
84 

OJ990429_12. 9819 . C31 . ol . gp 
84 

31010 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 12.9819.C31 



2685 
AAT/GAP 
2428 
1184 

84. .366, 897. .943, 1290. .1374, 2081. .2159, 2258.-2428 
1 629592/pir | | S42651 1.0e-47 hypothetical protein - rape 
>gi_6065752_emb_CAB58175. 1_ (X74225) putative pod-specific 
dehydrogenase SAC25 [Brassica napus] 1 



Seq. No. 29710 

Gene No. 61383 

Start 84 

Name OJ990429_12. 9819.C31.ol.np 

Start 202 

GI 629592 

Exons 202.. 396, 1275.. 1374, 2081 
GI Descrip. 



OJ990429. 12. 9819.C31 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2159, 2258, 

hypothetical protein - rape gi | 6065752 | emb | CAB58175 . 1 1 (X74225) 
putative pod-specific dehydrogenase SAC25 [Brassica napus] 



2685 
AAT/NAP 
2685 
348 

,2420, 2658.. 2685 



Seq. No. 


29710 


Seq. ID 


OJ990429_12.9819.C31 


Gene No. 


61383 


Strand 




Start 


84 


End 


2685 


Name 


OJ990429 12.9819.C31.ol.gs 


Method 


GENS CAN 


Start 


208 


End 


2411 


GI 


none 


Score 


.92 


Exons 


208. .327, 897. .943, 1290. .1374, 2081.. 


2159, 2258.. 2411 


Seq. No. 


29710 


Seq. ID 


OJ990429_12. 9819.C31 


Gene No. 


61383 


Strand 




Start 


84 


End 


2685 


Name 


OJ990429 12.9819.C31.o2.tm 


Method 


TBLASTX: Maize 


Start 


208 


End 


374 


GI 


none 


Score 


156 


Exons 


208. .372, 211. .369, 212. .373, 


234. .374 




Seq. No. 


29710 


Seq. ID 


OJ990429_12. 9819.C31 


Gene No. 


61383 


Strand 




Start 


84 


End 


2685 


Name 


OJ990429 12.9819.C31.o2.ts 


Method 


TBLASTX : Soybean 


Start 


217 


End 


372 


GI 


5677940 


Score 


73 


Exons 


217. .354, 217. .372, 224. .370 






GI Descrip. 


3451067/emb_CAA204 63.1_ 2.0e- 


17 (AL031326) putative protein 




[Arabidopsis thaliana] 







2*9601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29710 Seq. ID 

61383 Strand 

84 End 

OJ990429_12 . 9819 .C31 . ol . tm Method 

897 End 

none Score 



OJ990429_12.9819.C31' 
2685 

TBLASTX: Maize 

2412 

68 



897. .944, 897. .944, 898.-948, 1292. .1375, 1292. .1366, 

2070. .2150, 2081. .2158, 2081. .2158, 2085. .2159, 2200. .2412, 

2255.. 2383, 2274.. 2390 



29710 Seq. ID 

61383 Strand 

84 End 

OJ990429_12 . 9819 .C31 . ol . ts Method 

2079 End 

none Score 



OJ990429_12.9819.C31 
2685 

TBLASTX : Soybean 

2414 

89 



2079. .2144, 2079. .2141, 2080. .2142, 2081. .2158, 2081. .2158, 
2200. .2409, 2261. .2383, 2263. .2412, 2268. .2414, 2280. .2411 



Seq. No. 29711 Seq. ID OJ990429_12 . 9819 . C34 

Gene No. 61384 Strand 

Start 703 End 1733 

Name OJ990429_12 . 9819.C34 .ol . gp Method • AAT/GAP 

Start 503 End 1443 

GI 31010_1.R1084 Score 717 

Exons 503.. 861, 1392.. 1443 

GI Descrip. 1 629592/pir | | S42651 1.0e-47 hypothetical protein - rape 

>gi_6065752_emb_CAB58175. 1_ (X74225) putative pod-specific 
dehydrogenase SAC25 [Brassica napus] 1 



Seq. No. 


29711 


Seq. ID 


OJ990429_12.9819.C34 


Gene No. 


61384 


Strand 




Start 


703 


End 


1733 


Name 


OJ990429 12.9819.C34.ol.np 


Method 


AAT/NAP 


Start 


700 


End 


1733 


GI 


3451067 


Score 


127 


Exons 


700.. 869, 1673.. 1733 






GI Descrip. 


(AL031326) putative protein 


[Arabidopsis thaliana]. 


Seq. No. 


29711 


Seq. ID 


OJ990429_12.9819.C34 


Gene No. 


61384 


Strand 




Start 


703 


End 


1733 


Name 


OJ990429 12.9819.C34.ol.gs 


Method 


GENSCAN 


Start 


703 


End 


889 


GI 


none 


Score 


.94 


Exons 


703. .822, 887. .889 






Seq. No. 


29711 


Seq. ID 


OJ990429_12.9819.C34 


Gene No. 


61384 


Strand 




Start 


703 


End 


1733 


Name 


OJ990429 12.9819.C34.ol.tm 


Method 


TBLASTX: Maize 


Start 


703 


End 


1443 , ■ 


GI 


none 


Score 


152 


Exons 


703.. 867, 706.. 843, 707.. 868 


, 1392. .1439, 1392. .1439, 1393. 


Seq. No. 


29711 


Seq. ID 


OJ990429_12.9819.C34 



,1443 



29602 



Gene No. 61384 . Strand 

Start 703 End 

Name OJ990429_12 . 9819.C34 .ol. ts Method 

Start 712 End 

GI 5677940 Score 

Exons 712.. 849, 712.. 867, 719.. 865 

GI Descrip. 34 51067/emb_CAA204 63 . 1_ 2.0e-17 (AL031326) putative protein 
[Arabidopsis thaliana] 



1733 

TBLASTX : Soybean 

867 

73 



Seq. No. 29712 

Gene No. 61385 

Start 1668 

Name OJ990429_12 . 9819 . C35 . o2 . gs 

Start 1668 

GI none 

Exons 1668.. 2129 



Seq. ID OJ990429_12.9819.C35 

Strand + 

End 2129 

Method GENS CAN 

End 2129 

Score . 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29712 
61386 
1 

OJ990429_12. 9819 . C35 . ol . np 
1 

3451068 

1..37, 145. .223, 322. .475, 



Seq. ID OJ990429_12.9819.C35 
Strand 

End 2149 

Method AAT/NAP 

End 2048 

Score 610 
779. .909, 1711. .2048 



(AL031326) putative protein [Arabidopsis thaliana] 



29712 
61386 
1 

OJ990429_12. 9819. C35 .ol . gp 
124 

31010_1.R1084 
124. .223, 322. .492 
'629592/pirl IS42651 1.0e-47 
>gi_6 0 6 5 7 5 2_emb_CAB5 8 1 7 5 . 1_ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_12.9819.C35 

2149 
AAT/GAP 
4 92 
417 



dehydrogenase SAC 2 5 [Brassica napus] 



hypothetical protein - rape 
(X74225) putative pod-specific 



Seq. No. 29712 Seq. .ID 

Gene No. 6138 6 Strand 

Start 1' End 

Name OJ990429_12 . 9819. C35 .ol . gs Method 

Start 145 End 

GI none Score 

Exons 145.. 223, 322.. 440 



OJ990429_12.9819.C35 

2149 
GENS CAN 
440 
.42 



3_12.9819.C35.o2.gp 



Seq. No. 29712 

Gene No. 61386 

Start 1 

Name OJ990429 

Start 769 

GI 31959_1.R1084 

Exons 769.. 858, 1711.. 2149 

GI Descrip. • 3451068/emb | CAA204 64 . 1 | 
[Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_12.9819.C35 

2149 
AAT/GAP 
2149 
1006 



3.0e-43 (AL031326) putative protein 



Seq. No. 
Gene No. 



29712 
61387 



Seq. ID 
Strand 



OJ990429 12.9819.C35 



29603 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


134 




End 


2072 


GI 


none 




Score 


70 


Exons 


134. .214, 144. .212, 145 


. .222, 


145. .222, 149. .223, 264. .476, 




319. .447, 338. .454, 777 


. .857, 


778. .864, 778. .858, 1710. .207: 




1711^.1758, 1815.. 1916, 


1852. 


.2058 




Seq. No. 


29712 




Seq. ID 


OJ990429 12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


417 




End 


2081 


GI 


none 




Score 


70 


Exons 


417. .476, 777. .857, 778 


. .864, 


1710. .20 


81, 1852.. 2040 


Seq. No. 


29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


777 




End 


2028 


GI 


none 




Score 


89 


Exons 


777. .857, 778. .864, 1710.. 202 


7, 1870.. 


2028 


Seq. No. 


j 

29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3037 




End 


3989 


GI 


none 




Score 


124 


Exons 


3037. .3078, 3315. .3428, 


3316. 


.3423, 3316. .3444, 3478. .3537, 




3605.. 3676, 3606.. 3674, 


3695. 


.3853, 3696.-3854, 3697. .3852, 




3843.. 3989, 3854.. 3988 








Seq. No. 


29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.o3 


. gs 


Method 


GENSCAN 


Start 


3142 




End 


5346 


GI 


none " 




Score 


.88 


Exons 


3142.. 3239, 3316.. 4223, 


4344. 


.4450, 4508. .4714, 4800. .4904, 




4996.. 5049, 5341.. 5346 








Seq. No. 


29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


4019 




End 


4634 


GI 


none 




Score 


121 


Exons 


4019.. 4225, 4019.. 4225, 


4338. 


.4424, 4339. .4428, 4343. .4441, 




4343. .4429, 4505. .4633, 


4506. 


.4634 




Seq. No. 


29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




3 tart 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.o2, 


.ts 


Method 


TBLASTX : Soybean 


Start 


4142 




End 


4901 



29604 



GI 


none 




Score 


96 


Exons 


4142. .4225, 4343. .4429, 


4346. 


.4420, 4502. .4603, 4506. .4604, 




4625. .4714, 4824. .4901 








Seq. No. 


29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12 . 9819 . C35 . o3 


.gp 


Method 


AAT/GAP 


Start 


4153 




End 


5049 


GI 


11896 1.R1084 




Score 


8.94 


Exons 


4153. .4223, 4344. .4429, 


4508. 


.4714, 4800. .4904, 4996. .5049 


GI Descrip. 


, 2980789/emb|CAA18165.1 


I 6.0e 


-42 (AL022197) hypothetical prote 




[Arabidopsis thaliana] 1 








Seq. No. 


29712 




Seq. ID 


OJ990429_12.9819.C35 


Gene No. 


61387 




Strand 




Start 


3142 




End 


5346 


Name 


OJ990429 12.9819.C35.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4637 




End 


5040 


GI 


none 




Score 


49 


Exons 


4637.. 4687, 4640.. 4684, 


4798. 


.4905, 4798. .4905, 4799. .4909, 




4800. .4907, 4994. .5032, 


5011. 


.5040 




Seq. No. 


29713 




Seq. ID 


OJ990429_12. 9819.C36 


Gene No. 


61388 




Strand 


+ 


Start 


1698 




End 


2233 


Name 


OJ990429 12.9819.C36.ol 


• gp 


Method 


AAT/GAP 


Start 


1698 




End 


2233 


GI 


uC-osrocyp028g09al 




Score 


1036 


Exons 


1698. .'2233 








GI Descrip. 


•3386604 9.0e-09 (AC004665) putative protein kinase [Arabidops 




thaliana] 1 








Seq. No. 


29713 




Seq. ID 


OJ990429_12.9819.C36 


Gene No. 


61389 




Strand 


+ 


Start 


6955 




End 


7318 " 


Name 


OJ990429 12.9819.C36.o3 


.gp 


Method 


AAT/GAP 


Start 


6955 




End 


7318 


GI 


none 




Score 


724 


Exons 


6955.. 7318 








Seq. No. 


29713 




Seq. ID 


OJ990429_12.9819.C36 


Gene No. 


61390 




Strand 


+ 


Start 


15984 




End 


18663 


Name 


OJ990429 12. 9819.C36.o5 


gp 


Method 


AAT/GAP 


Start 


15813 


End 


18663 


GI 


2428738 




Score 


667 


Exons 


15813. .16019, 18504.. 18663 






Seq. No. 


29713 




Seq. ID 


OJ990429 12.9819.C36 


Gene No. 


61390 




Strand 


+ 


Start 


15984 




End 


18663 


Name 


OJ990429 12.9819.C36.o4. 


gs 


Method 


GENSCAN 


Start 


15984 


End 


17209 


GI 


none 




Score 


.99 


Exons 


15984. .16019, 16784. .17003, 17067.. 17209 



29605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29713 Seq. ID 

61391 Strand 

1946 End 

OJ990429_12.9819.C36.ol.np Method 

1911 End 

5295966 Score 



OJ990429_12.9819.C36 

5794 
AAT/NAP 
4871 
500 



1911. .2680, 2784. .2899, 4812. .4871 

(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 
sativa] 



Seq. No. 29713 Seq. ID 

Gene No. 61391 Strand 

Start 1946 End 

Name OJ990429_12 . 9819 . C36 . o2 . gs Method 

Start 194 6 End 

GI none Score 

Exons 1946. .2680, 2784. .3116, 3288. .3437, 

4330. .4424, 4854. .4975, 5406. .5547 



OJ990429_12.9819.C36 

5794 
GENSCAN 
5547 
.89 

3752.. 3814, 3922.. 4075, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29713 
61391 
1946 

OJ990429_12.9819.C36.o2.gp 
4354 

uC-osrocyp028g09bl 



OJ990429 12.9819.C36 



Seq. ID 
Strand 

End 5794 
Method AAT/GAP 
End 5794 
Score 807 
4354. .4424, 4854. .4975, 5406. .5575, 5703. .5794 

'3386604 2.0e-ll (AC004665) putative protein kinase [Arabidopsis 
thaliana] ■ 



Seq. No. 29713 

Gene No. 61392 

Start 7393 

Name OJ990429_12 . 9819.C36.o3.gs 

Start 7393 

GI none 
Exons 



Seq. ID OJ990429_12.9819.C36 
Strand 

End 26919 

Method GENSCAN 

End . 11804 

Score . 92 



7393. .7581, 8157. .8924, 9042. .9509, 9752. .9892, 10172 .. 10361 , 
10476. .10583, 10881 .. 11002, 11150 .. 11338, 11724. .11804 



Seq. No. ' 29713 Seq. ID 

Gene No. 61392 Strand 

Start 7393 End ' 26919 

Name OJ990429_12 . 9819.C36.o2 .np Method AAT/NAP 

Start 7399 End 26919 

GI 3386604 . Score 1154 

Exons 7399.. 7581, 8157.. 8924, 9042.. 9509, 9752.. 9829, 

10847. .11002, 11150. .11271, 11612 .. 11741, 26786 



OJ990429 12.9819.C36 



10039. .10357, 
.26919 



GI Descrip. (AC004665) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990429_12.9819.C36 



Seq. No. 29713 

Gene No. 61392 

Start 7393 

Name OJ990429_12. 9819.C36.o4 .gp 

Start 9479 

GI none 

Exons 9479.. 950D, 9752.. SG32, 10172 .. 10361, 10472 .. 1057 6, I088I.. 10984 



Strand 
End 

Method 

End 

Score 



26919 
AAT/GAP 
10984 
1058 



Seq. No. 



29713 



Seq. ID OJ990429 12.9819.C36 



29606 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



61392 Strand 

7393 End 

OJ990429_12 . 9819 . C36 . o5 . gs Method 

17999 End 

none Score 



26919 
GENSCAN 
22602 
.95 



17999. .18187, 18488 .. 19216, 19316 .. 19786, 19990 .. 20121, 
20235. .20619, 20743 .. 20847, 21252 .. 21364 , 21652 21776, 
22275.. 22602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29713 
61393 
30377 

OJ990429_12.9819.C36.ol.tm 

2045 

none 



Seq. ID OJ990429_12.9819.C36 
Strand 
End 

Method 
End 
Score 



31356 

TBLASTX: Maize 

19219 

132 



2045. .2347, 2115. .2348, 2384. .2554, 2385.. 2552, 2564.. 2683, 
2565. .2666, 8163. .8201, 8256. .8927, 8257 .'.8925, 184 95 .. 18524 , 
.18548. .19219, 18549. . 18857, 18912.. 19217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29713 
61393 
30377 

OJ990429_12.9819.C36.ol.ts 

2045 

none 



Seq. ID OJ990429_12. 9819.C36 
Strand 

End 31356 

Method TBLASTX : Soybean 

End 19085 

Score 82 



2045. .2332, 2124. .2375, 2363. .2560, 7411. .7587, 7412. .7582, 
8157. .8189, 8256. .8795, 8320. .8787, 18011 18193, .18011 .. 18196, 
18030. .18197, 18488. .18520, 18581 .. 19078 , 18585 .. 18680, 
18711. .18854, 18966.. 19085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29713 
61393 
30377 

OJ990429_12.9819.C36.ol.tc 

2243 

none 



Seq. ID OJ990429_12.9819.C36 
Strand 

End 31356 

Method TBLASTX : Cress 

End 19483 

Score 38 



2243. .2320, 2369. .2560, 2775. .2900, 8454. .8561, 8619. .8783, 
8793. .8855, 8838. .8927, 8994.. 9155, 1874 6 .. 18859, 18908 .. 19075, 
19091. .19147, 19154.. 19219, 19313.. 19435, 19442.. 19483 



Seq. No. 29713 

Gene No. 61393 

Start 30377 

Name OJ990429_12 . 9819.C36 . ol . tw 

Start 2393 

GI none 
Exons 



Seq. ID OJ990429_12.9819.C36 
Strand 

End 31356 

Method TBLASTX : Wheat 

End 19195 

Score 63 



2393. .2548, 2421. .2546, 2570. .2656, 2571. .2657, 8628. .8900, 
8629. .8901, 18920. .19192, 18923 .. 19051, 18960 .. 19193, 
19133. .19195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29713 Seq. ID 

61393 Strand 

30377 End 

OJ990429_12.9819.C36.o2.ts Method 

2564 End 

none Score 



OJ990429_12. 9819.C36 
31356 

TBLASTX: Soybean 

19483 

88 



2564. .2683, 2565. .2681, 2775. .2954, 2782. .2946, 8808. .8927, 



29607 




8809.. 8925, 9019.. 9108, 9033.. 9206, 19100 .. 19219, 19101 .. 19217, 
19313. .19483, 19359.. 19472 



Seq. No. 


29713 


Seq. ID 


OJ990429_12. 9819. 


C36 


Gene No. 


61393 


Strand 






Start 


30377 


End 


31356 




Name 


OJ990429 12.9819.C36.o2. tm 


Method 


TBLASTX: Maize 




Start 


2781 


End 


19492 




GI 


none . 


Score 


179 




Exons 


2781. .2966, 2782.-2967, 2782 


..2967, 19313. .19492 




Seq. No. 


29713 


Seq. ID 


OJ990429_12.9819. 


C36 


Gene No . 


61393 


Strand 






Start 


30377 


End 


31356 




Name 


OJ990429 12.9819.C36.o2.tc 


Method 


TBLASTX: Cress 




Start 


7408 


End 


18173 




GI 


none 


Score 


122 




Exons 


7408. .7560, 7408. .7566, 7409 


..7567, 18020.. 18172, 18021. 


.18: 


Seq. No. 


29713 


Seq. ID 


OJ990429_12.9819. 


C36 


Gene No . 


61393 


Strand 






Start 


30377 


End 


31356 




Name 


OJ990429 12. 9819. C36 .o3 . tm 


Method 


TBLASTX: Maize 




Start 


7408 


End 


18190 




GI 


none 


Score 


78. 




Exons 


7408. .7491, 7415. .7489, 7492 


..7584, 7502. .7582, 18005. .18111 




18021. .18110, 18098. .18190, 


18099. .18188 




Seq. No. 


29713 


Seq. ID 


OJ990429_12.9819. 


C36 


Gene No . 


61393 


Strand 






Start 


30377 


End 


31356 




Name 


OJ990429 12.9819.C36.o3.np 


Method 


AAT/NAP 




Start 


30377 


End 


31356 




GI 


2832645 


Score 


129 




Exons 


30377. .30622, 31231.. 31356 








GI Descrip. 


(AL021710) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29713 


Seq. ID 


OJ990429JL2.9819. 


C36 


Gene No. 


61393 


Strand 






Start 


30377 


End 


31356 




Name 


OJ990429 12.9819.C36.o7.gs 


Method 


GEN SCAN 




Start 


31142 


End 


31312 




GI 


none 


Score 


.92 




Exons 


31142. .31167, 31231.. 31312 








Seq. No. 


29714 


Seq. ID 


OJ990429 12.9819. 


C37 


Gene No. 


61394 


Strand 


+ 




Start 


85 


End 


6604 




Name 


OJ990429 12.9819.C37.ol.np 


Method 


AAT/NAP 




Start 


85 


End 


6604 




GI 


1706103 


Score 


744 




Exons 


85. .233, 1199. .1367, 1451 .. 1547, 1617 . 


.1743, 1825. .1940, 





2320. .2444, 2520. .2650, 3083.. 3245, 3618.. 3870, 3974.. 4132, 
4327. .4422, 4518. .4616, 4901. .5074, 6512. .6604 
GI Descrip. CLEAVAGE AND POL YADEN YLAT I ON SPECIFICITY FACTOR, 100 KD SUBUNIT 
(CPSF 100 KD SUBUNIT) gi | 1363022 | pir || A56351 cleavage and 
polyadenylation specificity factor 100K chain - bovine 



29608 




gi|599683|emb|CAA53535| (X75931) Cleavage and Polyadenylation 
specificity factor (CPSF) lOOkD subunit [Bos taurus] 



Seq. No. 


29714 








Seq. ID 


OJ990429 12.9819.C37 


Gene No . 


61394 








Strand 


+ 


Start 


85 








End 


6604 


Name 


OJ990429 12 


. 9819. 


C37.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


85 ~ 








End 


1299 


GI 


none 








Score 


272 


Exons 


85.-264, 85 


. . 147, 


87. .254, 1197. .1298, 


1199. .1297, 1200. .12 




1201. .1299 












Seq. ■ No. 


29714 








Seq. ID 


OJ990429_12. 9819.C37 


Gene No . 


61394 








Strand 


+ 


Start 


85 








End 


6604 


Name 


OJ990429 12 


.9819. 


C37.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


85 ~ 








End 


1924 


GI 


none 








Score 


206 


Exons 


85. .264, 87 


. .254, 


1188. 


.1286, 


1197. .1367, 1199. .1360, 




1448 . . 1552, 


1450 . 


. 1533, 


1582. 


.1743, 1604. .1744, 1637. .1744, 




1639. . 1761, 


1815 . 


. 1892, 


1822. 


.1923, 1823.. 1924 


Seq. No.-: 


29714 








-Seq. ID 


OJ99042 9_12. 9819.C37 


Gene No . 


61394 








Strand 


+ 


Start 


85 








End 


6604 


Name 


OJ990429 12 


. 9819. 


C37.ol 


.gs 


Method 


GENSCAN 


Start 


1199 ~~ 








End 


6168 


GI 


none 








Score 


.91 


Exons 


1199. . 1367, 


1451. 


. 1551, 


1825. 


.1940, 2320. .2414, 2499. .2650, 




3018 . . 3075, 


3138 . 


. 3245, 


3618. 


.3870, 3963. .4144, 4327. .4422, 




4518 . .4616, 


4901. 


. 5032, 


5243. 


.5287, 6004.. 6168 


Seq. No. 


29714 








Seq. ID 


OJ990429_12.9819.C37 


Gene No. 


61394 








Strand 


+ 


Start 


85 








End 


6604 


Name 


OJ990429 12 


. 9819. 


C37.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1619 ~ 








End 


3066 


GI 


none 








Score 


48 


Exons 


1619. .1651, 


1619. 


. 1651, 


1621. 


.1653, 1641.. 1742, 1648.. 1743, 




1649. . 1744, 


1822. 


. 1938, 


1823. 


.1939, 1824.. 1949, 2318.. 2410, 




2319. .2411, 


2325. 


. 2411, 


2446. 


.2592, 2499.. 2618, 2499.. 2591, 




2580. .2651, 


2603. 


.2656, 


3022. 


.3066 




Seq. No. 


29714 








Seq. ID 


OJ990429_12.9819.C37 


Gene No. 


61394 








Strand 


+ 


Start 


85 








End 


6604 


Name 


OJ990429 12 


. 9819. 


C37.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2318 ~~ 








End 


2656 


GI 


none 








Score 


101 


Exons 


2318. .2410, 


2319. 


.2411, 


2460. 


.2654, 2471. .2656 


Seq. No. 


29714 








Seq. ID. 


OJ990429_12.9819.C37 


Gene No. 


61394 








Strand 


+ 


Start 


85 








End 


6604 


Name 


OJ990429 12 


.9819. 


C37.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3135 








End 


3854 


GI 


none 








Score 


127 



29609 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3135. .3245, 3137. .3241, 3614. .3703, 3615. .3854 



29714 Seq. ID 

61394 Strand 

85 End 

OJ990429_12 . 98 1 9 . C37 . ol . t s Method 

3756 End 

none Score 



OJ990429_12.9819.C37 
+ 

6604 

TBLASTX : Soybean 

6165 

84 



3756.. 3863, 3810. .3863, 3962.. 4141, 3964.. 4140, 4333.. 4449, 
4517. .4618, 4518. .4619, 4897. .5034, 4900. .5034, 4901. .5068, 
5237. .5290," 6001. . 6093, 6003. .6092, 6052. .6165, 6060. .6161 



29714 
61394 
85 

OJ990429_12.9819.C37.ol.tm 

3792 

none 



Seq. ID OJ990429_12.9819.C37 

Strand + 

End 6604 

Method TBLASTX: Maize 

End 4395 

Score 93 



3792. .3869, 3803. .3856, 3963. .4085, 3967. .4140, 3968. .4141, 
3969. .4145, 4327. .4395 



Seq. No. 29714 Seq. ID 

Gene No. 61394 Strand 

Start 85 End 

Name OJ9904 2 9_12 . 981 9 . C37 . o3 . tc Method 

Start 4530 End 

GI none Score 
Exons 



OJ990429_12.9819.C37 
+ 

6604 

TBLASTX: Cress 

6177 

128 



4530. .4619, 4532. .4618, 4900. .5064, 4901. .5068, 5237. .5290, 
6001.. 6078, 6003.. 6077, 6054.. 6161, 6055.. 6177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



29715 Seq. ID 

61395 Strand 

284 End 
OJ990429_12.9819.C38.ol.gs Method 

284 End 

none Score 

284. .464, 493. .601 



OJ990429_12.9819.C38 
601 

GENSCAN 

601 

.59 



29716 Seq. ID 

61396 Strand 

1 End 

OJ990429_12.9819.C42.ol.np Method 

1 End 

3386604 Score 
1..344, 462. .815 

(AC004665) putative protein kinase [Arabidopsis thaliana] 



OJ990429_12.9819.C42 
+ 

815 

AAT/NAP . 
815 
480 



29716 
61396 
1 

OJ990429_12.9819.C42.ol.tm 
84 

none 

84. .353, 459. .704, 461. .574 

29716 
61396 



Seq. ID OJ990429_12.9819.C42 

Strand + 

End 815 

Method TBLASTX: Maize 

End 704 

Score 125 



Seq. ID OJ990429_12.9819.C42 
Strand + 



29610 




Start 


1 


End 


815 


Name 


OJ990429 12.9819.C42.ol.gs 


Method 


GENSCAN 


Start 


87 


End 


756 


GI 


none 


Score 


.93 


Exons 


87. .344, 462. .756 






Seq. No. 


29716 


Seq. ID 


OJ990429_12.9819.C42 


Gene No . 


oijyo 


Strand 


+ 


Start 


1 


End 


815 


Name 


OJ990429 12.9819.C42.ol.tc 


Method 


TBLASTX: Cress 


Start 


452 


End 


725 


GI 


none 


Score 


239 


Exons 


452. .724, 462. .725 






Seq. No. 


29716 


Seq. ID 


OJ990429_12.9819.C42 


Gene No . 


ci one 


Strand 


+ 


Start 


1 


End 


815 


Name 


OJ990429 12.9819.C42.ol.ts 


Method 


TBLASTX: Soybean 


Start 


459 


End 


703 


GI 


none 


Score 


302 


Exons 


459. .701, 459. .698, 461. .703 






Seq. No. 


29716 


Seq. ID 


OJ990429_12.9819.C42 


Gene No. 


c. i one 
01030 


Strand 


+ 


Start 


1 


End 


815 


Name 


OJ990429 12.9819.C42.ol.tw 


Method 


TBLASTX: Wheat 


Start 


485 


End 


758 


GI 


none 


Score 


228 


Exons 


485. .718, 486. .758 






Seq. No. 


29717 


Seq. ID 


OJ990319_04.9819.C1 


Gene No. 


buy / 


Strand 




Start 


116 


End 


695 


Name 


OJ990319 04.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


116 


End 


695 


GI 


none 


Score 


.49 


Exons 


116. .319, 377. .695 






Seq. No. 


29718 


Seq. ID 


OJ990319_04 .9819.C2 


Gene No . 


oijyo 


Strand 


+ 


Start 


726 


End 


876 


Name 


OJ990319 04.9819.C2.ol.gp 


Method 


AAT/GAP 


Start 


726 


End 


876 


GI 


none 


Score 


245 


Exons 


726. .876 






Seq. No. 


29719 


Seq. ID 


OJ990319_04 .9819.C3 


Gene No. 


61399 


Strand 


+ 


Start 


725 


End 


1231 


Name 


OJ990319 04.9819.C3.o2.gp 


Method 


AAT/GAP 


Start 


725 


End 


1231 


GI 


uC-osflM202096g03bl 


Score 


940 


Exons 


725. .1231 






GI Descrip. 


'2505877/emb ICAA73306I 6.0e-14 


; (Y12776) 


dehydrogenase 



[Arabidupsis thaliana] : 



Seq. No. 29719 Seq. ID OJ990319_04 . 9819.C3 

29611 




Gene No . 


61400 


Strand 




Start 


319 


End 


2835 


Name 


OJ.990319 04.9819.C3.ol.gs 


Method 


GENSCAN 


Start 


319 


End 


1314 


GI 


none 


Score 


.5 


Exons 


319. .351, 493. .540, 657. .1314 




Seq. No. 


29719 , . 


Seq. ID 


OJ990319j04.9819.C3 


Gene No. 


61400 


Strand 




btart 


319 


End 


2835 


Name 


OJ990319 04.9819.C3.ol.np 


Method 


AAT/NAP 


Start 


473 


End 


2835 


GI 


2505878 


Score 


498 


Exons 


473. .540, 657. .1500, 2643. .2835 




GI Descrip. 


(Y12776) gene5; most likely 


[Arabidopsis thaliana] 


Seq. No. 


29719 


Seq. ID 


OJ990319_04 . 9819.C3 


Gene No. 


61400 


Strand 




Start 


319 


End 


2835 


Name 


OJ990319 04.9819.C3.ol.gp 


Method 


AAT/GAP 


Start 


493 


End 


739 


GI 


uC-osflcypl32g04al 


Score 


197 


Exons 


493. .540, 657. .739 






GI Descrip. 


, 2505877/emb|CAA73306| 7 . Oe- 


36 (Y12776) 


dehydrogenase 




[Arabidopsis thaliana] 1 






Seq. No. 


29719 


Seq. ID 


OJ990319_04,9819.C3 


Gene No . 


61400 


Strand 




Start 


319 


End 


2835 


Name 


OJ990319_04.9819.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


760 


End 


989 


GI 


none 


Score 


264 


Exons 


760. .978, 762. .989 






Seq. No. 


29719 


Seq. ID 


OJ990319_04.9819.C3 


Gene No. 


61400 


Strand 




Start 


319 


End 


2835 


Name 


OJ990319 04.9819.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


1131 


End 


1542 


GI 


none 


Score 


67 


Exons 


1131.. 1256, 1137.. 1238, 1259 


..1432, 1281. .1433, 1294. .1434, 




1321. .1542 






Seq. No. 


29720 


Seq. ID 


OJ990319 04. 9819. C5 


Gene No . 


61401 


Strand 


+ 


Start 


625 


End 


1630 


Name 


OJ990319 04.9819.C5.ol.gs 


Method 


GENSCAN 


Start 


625 


End 


1630 


GI 


none 


Score 


.77 


Exons 


625.. 817, 1300.. 1630 






Seq. No. 


29721 


Seq. ID 


OJ990319_04.9819.C6 


Gene No. 


61402 


. Strand 


+ 


Start 


240 


End 


730 


N CUTIS 


wu^^uSIS 04 . 9819 . C6 . ol . np 


Method 


AAT/NAP 


Start 


240 


End 


730 


GI 


2632252 


Score 


168 



29612 




Exons 240.. 418, 655.. 730 

GI Descrip. (Y12464) serine/threonine kinase [Sorghum bicolor] 



Seq. No. 


29721 




Seq. ID 


OJ990319_04 . 9819. C6 


Gene No. 


61402 




Strand 


+ 


Start 


240 




End 


730 


Name . 


OJ990319 04.9819.C6.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


248 




End 


424 


"GI 


none 




Score 


59 


Exons 


248. .424, 254. .310, 267. .419 






Seq. No. 


29721 




Seq. ID 


OJ990319 04. 9819. C6 


-Gene No. 


61402 




Strand 


+ 


Start 


240 




End 


730 


Name 


OJ990319_04 .9819.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


251 




End 


419 


GI 


none 




Score 


183 


Exons 


251. .409, 267. .419 








Seq. No. 


29721 




Seq. ID 


OJ990319_04 . 9819. C6 


Gene No. 


61402 




Strand 


+ 


Start 


240 




End 


730 


Name 


OJ990319_04 . 9819.C6.ol. 


gs 


Method* 


GEN SCAN 


Start 


254 


End 


532 


GI 


none 




Score 


.81 


Exons 


254. .410, 461. .532 








Seq. No. 


29721 




Seq. ID 


OJ990319 04. 9819. C6 


Gene No. 


61402 




Strand 


+ 


Start 


240 




End 


730 


Name 


OJ990319 04.9819.C6.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


263 




End 


419 


GI 


none 




Score 


183 


Exons 


263. .409, 267. .419 








Seq. No. 


29722 




Seq. ID 


OJ990319_04.9819.C8 


Gene No. 


61403 




Strand 


+ 


Start 


300 




End 


6854 


Name 


OJ990319 04.9819.C8.ol. 


gs 


Method 


GENSCAN 


Start 


300 


. End 


5557 


GI 


none 




Score 


.59 


Exons 


300. .428, 1339. .1548, 1588.. 


1709, 1759. 


.1881, 1972. .2085, 




3229.. 3368, 3442.. 3529, 


4314 


..4387, 4804. .4887, 4927. .5557 


Seq. No. 


29722 




Seq. ID 


OJ990319 04. 9819. C8 


Gene No. 


61403 




Strand 


+ 


Start 


300 




End 


6854 


Name 


OJ990319 04.9819.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


1303 




End 


1721 


GI 


3061057 




Score 


544 


Exons 


1303.. 1548, 1633.. 1721 








GI Descrip. 


4263821/gb|AAD15464| 2. 


0e-16 


(AC006067) 


hypothetical proted 




[Arabidopsis thaliana] 








T ♦ 






Seq. ID 


OJ990319_04. 9819.C8 


Gene No. 


61403 




Strand 


+ 


Start 


300 




End 


6854 



29613 



Name 

Start 

GI 

Exons 



OJ990319_04 . 9819 . C8 . ol . np Method AAT/NAP 

1371 End 6854 

4263821 Score 823 

1371. .1548, 1612. .1709, 1798. .1881, 1972. .2120, 3229.-3368, 
3442. .3529, 4314. .4387, 6336. .6520, 6619. .6854 



GI Descrip. (AC006067) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29722 
61403 
300 

OJ990319_04.9819.C8.o2.gp 
3421 

LIB3432-012-P1-K1-G5 



Seq. ID OJ990319_04.9819.C8 
Strand + 

6854 
AAT/GAP 
6724 
828 



End 

Method 
End 
Score 

3421. .3529, 4314. .4387, 6336. .6529, 6619. .6724 

' 4263821/gb| AAD15464 | 2.0e-16 (AC006067) hypothetical protein 

[Arabidopsis thaliana] f 



Seq. No. 29722 

Gene No. 61404 

Start 6217 

Name OJ990319_04 . 9819 . C8 . ol . ts 

Start 1367 

GI none 
Exons 



Seq. ID OJ990319_04.9819.C8 
Strand 

End 6823 

Method TBLASTX : Soybean 

End 3532 

Score 108 



1367. .1528, 1368. .1547, 1643. .1708, 1647. .1709, 1795. .1923, 
1797. .1880, 1957. .2064, 2059. .2088, 2751. .2861, 3226. .3372, 
3228.-3329, 3229.. 3369, 3434.-3532, 3457.. 3531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29722 
61404 
6217 

OJ990319_04.9819.C8.o2.tm 
1448 



End 

Method 
End 

none Score 
1448. .1483, 1448. .1546, 1494. .1547, 1634. .1657, 1634 
1647. .1709, 1795. .1923, 1797. .1922, 1941. .2015, 1957 
1958.. 2011, 1963. .2016 



Seq. ID OJ990319_04.9819.C8 
Strand 

6823 

TBLASTX: Maize 
2016 
65 



.1708, 
.2016, 



Seq. No. 29722 

Gene No. 61404 

Start 6217 

Name OJ990319_04 . 9819.C8.ol. tc 

Start 1995 

GI none 

Exons 1995.. 2084, 1996.. 2088, 2753. 

3226.. 3372, 3229.. 3366, 3371. 



Seq. ID OJ990319_04.9819.C8 
Strand 

End 6823 
Method TBLASTX : Cress 
End 3532 
Score 102 

.2860, 2757. .2861, 3224. .3328, 
.3532, 3437.. 3532 



Seq. No. 29722 
Gene No. 61404 
Start 6217 

Name OJ990319_04 . 9819 . C8 . ol . tm 

Start 2757 
GI none. 

Exons ' 2757.. 2861, 2768.. 28.60, 3226. 

3229.. 3369, 3398.. 3532, 3436. 
4271.. 4387, 4314.. 4388, 4317. 
6333.. 6446, 6334.. 6480, 6334. 
6638.. 6712, 6640.. 6714, 6645. 



Seq. ID OJ990319_04.9819.C8 
Strand 

End 6823 
Method TBLASTX : Mai ze 
End 6823 
Score 134 

.3366, 3227.. 3385, 3228.. 3365, 
.3531, 3444.. 3533, 3445.. 3534, 
.4388, 4318.. 4395, 6333.-6446, 
.6447, 6481.. 6534, 6638.-6697, 
.6716, 6693.. 6821, 6695.. 6823, 



29614 




6696. .6821 



Seq. No. 


29722 


Seq. ID 


OJ990319_04.9819.C8 


Gene No. 


61404 


Strand 




Start 


6217 


End 


6823 


Name 


OJ990319 04.9819.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3304 


End 


3532 


GI 


none 


Score 


111 


Exons 


3304.. 3399, 3304.. 3384, 3381. 


.3530, 3410.. 3532, 3415.. 3531 


Seq. No. 


29722 


Seq. ID 


OJ990319_04.9819.C8 


Gene No. 


61404 


Strand 




Start 


6217 


End 


6823 


Name 


OJ990319 04.9819.C8.o2.gs 


Method 


GENSCAN 


Start 


6217 


End 


6366 


GI 


none 


Score 


.64 


Exons 


6217. .6366 






Seq. No. 


29723 


Seq. ID 


OJ990319 04. 9819. C9 


Gene No. 


61405 


Strand 


+ 


Start 


326 


End 


1148 


Name 


OJ990319 04.9819.C9.ol.np 


Method 


AAT/NAP 


Start 


326 


End 


1148 


GI 


6907107 


Score 


575 


Exons 


326. .516, 612. .682, 781. .1148 






GI Descrip. 


(AP001129) ESTs AU029388 (E30287 ) , D49277 (S16474 ) correspond 




region of the predicted gene. 


; Similar 


to Arabidopsis thai: 




DNA chromosome 4, BAC clone F16G20, picA protein. (AL03132' 




[Oryza sativa] 






Seq. No. 


29723 


Seq. ID 


OJ990319 04. 9819. C9 


Gene No . 


61405 


Strand 


+ 


Start 


326 


End 


1148 


Name 


OJ990319 04.9819.C9.ol.gp 


Method 


AAT/GAP 


Start 


364 


End 


708 


GI 


uC-osflcyp086g06bl 


Score 


390 


Exons 


364. .516, 612. .708 






GI Descrip. 


'3738338 9.0e-52 (AC005170) putative polygalacturonase 




[Arabidopsis thaliana] ' 






Seq. No. 


29723 


Seq. ID 


OJ990319_04.9819.C9 


Gene No. 


61405 


Strand 


+ 


Start 


326 


End 


1148 


Name 


OJ990319 04.9819.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


365 


End 


681 


GI 


none 


Score 


162 


Exons 


365. .517, 598. .681 






Seq. No. 


29723 


Seq. ID 


OJ990319_04.9819.C9 


Gene No. 


61405 


Strand 


+ 


Start 


326 


End 


1148 


Name 


OJ990319 04.9819.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


365 


End 


520 


GI 


none 


Score 


186 


Exons 


365. .517, 365. .520 






Seq. No. 


29723 


Seq. ID 


OJ990319_04.9819.C9 



29615 




Gene No. 


61405 


Strand 


+ 




Start 


326 


End 


1148 




Name 


OJ990319 04.9819.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


365 


End 


1061 




GI 


none 


Score 


188 




Exons 


365. .511, 365. .520, 598. .681, 


609. .680, 


779. .1060, 780.. 


1061 


Seq. No. 


29723 


Seq. ID 


OJ990319_04.9819. 


C9 


Gene No. 


61405 


Strand 


+ 




Start 


326 


End. 


1148 




Name 


OJ990319 04.9819.C9.ol.gs 


Method 


GEN SCAN 




Start 


368 


End 


1058 




GI 


none 


Score 


.84 




Exons 


368. .516, 522. .682, 781. .1058 








Seq. No. 


29723 


Seq. ID 


OJ990319 04.9819. 


C9 


Gene No. 


61405 


Strand 


+ 




Start 


326 


End 


1148 




Name 


OJ990319 04.9819.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


609 


End 


1061 




GI 


none 


Score 


101 




Exons 


609.. 680, 610.. 681, 646.. 708, 


779. .1060, 780. .1061 




Seq. No. 


29723 


Seq. ID 


OJ990319_04.9819. 


C9 


Gene No. 


61405 


Strand 


+ 




Start 


326 


End 


1148 




Name 


OJ990319 04.9819.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


779 


End 


1054 




GI 


none 


Score 


186 




Exons 


779.. 1054, 780.. 983 








Seq. No. 


29724 


Seq. ID 


OJ990319 04.9819. 


C10 


Gene No. 


61406 


Strand 


+ 




Start 


358 


End 


809 




Name 


OJ990319 04 . 9819. C10. ol.gp 


Method 


AAT/GAP 




Start 


358 


End 


809 




GI 


904 1.R1084 


Score 


847 




Exons 


358. .809 








GI Descrip. 


•3777600 1.0e-131 (AF095708) 


SOS ribosomal protein L5 [Oryza 




sativa] 1 








Seq. No. 


29724 


Seq. ID 


OJ990319_04.9819. 


C10 


Gene No. 


61407 


Strand 






Start 


514 


End 


887 




Name 


OJ990319 04.9819.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


512 


End 


808 




GI 


none 


Score 


42 




Exons 


512. .571, 514. .585, 595. .807, 


665. .808 






Seq. No. 


29724 


Seq. ID 


OJ990319_04.9819. 


C10 


Gene No. 


61407 


Strand 






Start 


514 


End 


887 




Name 


OJ990319 04.9819.C10.ol.gs 


Method 


GEN SCAN 




Start 


514 


End 


798 




GI 


none 


Score 


.69 




Exons 


514. .798 









29616 




Seq. No. 


29724 


Seq. ID 


OJ990319 04. 9819. C10 


Gene No. 


61407 


Strand 




Start 


514 


End 


887 


Name 


OJ990319 04.9819.C10.ol.np 


Method 


AAT/NAP 


Start 


517 


End 


887 


GI 


3777600 


Score 


497 


Exons 


517. .887 






GI Descrip. 


(AF095708) SOS ribosomal protein L5 [Oryza sativa] 


Seq. No. 


29724 


Seq. ID 


OJ990319 04. 9819. C10 


Gene No. 


61407 


Strand 




Start 


514 


End 


887 


Name 


OJ990319_04 . 9819.C10.ol.tm 


Method 


TBLASTX : Maize ■ 


Start 


520 


End 


807 


GI 


none 


Score 


107 


Exons 


520.. 807, 525.. 638, 529.. 807 






Seq. No. 


29724 


Seq. ID 


OJ990319_04. 9819. C10 


Gene No. 


61407 


Strand 




Start 


514 


End 


887 


Name 


OJ990319 04.9819. C10. ol.ts 


Method 


TBLASTX: Soybean 


Start 


520 


End 


809 


GI 


none 


Score 


151 


Exons 


520.. 807, 521. .808'/ 624.. 809 






Seq. No. 


29725 


Seq. ID 


OJ990319_04.9819.C11 


Gene No. 


61408 


Strand 


+ 


Start 


1 


End 


823 


Name 


OJ990319 04.9819.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


823 


GI 


5870598 


Score 


464 


Exons 


1..111, 217. .275, 360. .581, 691. .823 




GI Descrip. 


(Y14809) beta-carotene hydroxylase [Lycopersicon esculentum] 


Seq. No. 


29725 


Seq. ID 


OJ990319_04.9819.C11 


Gene No. 


61408 


Strand 


+ 


Start 


1 


End 


823 


Name 


OJ990319 04.9819.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


574 


GI 


none 


Score 


132 


Exons 


2. .121, 3. .116, 218. .277, 219 


..278, 353. .412, 414. .566, 416.. 


Seq. No. 


29725 


Seq. ID 


OJ990319 04.9819.C11 


Gene No. 


61408 


Strand 


+ 


Start 


1 


End 


823 


Name 


OJ990319 04.9819.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


574 


GI 


none 


Score 


76 


Exons 


2. .115, 2. .115, 3. .116, 203.. 


277, 210. 


.278, 210. .278, 353. .57 




354. .566 






Seq. No. 


29725 


Seq. ID 


OJ990319_04.9819,.C11 


Gene No. 


61408 


Strand 


+ 


Start 


1 


End 


823 


Name 


OJ990319 04 . 9B19.Cll.ol.gs 


Method 


GENSCAN 


Start 


42 


End 


566 


GI 


none 


Score 


.75 



29617 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42. .114, 184. .275, 360. .566 

29725 Seq. ID 

61408 Strand 

1 End 

OJ990319_04 . 9819 . Cll . ol . ts Method 

371 End 

none Score 
371.-. 574, 411. .566 



OJ990319_04. 9.819. Cll 
+ 

823 

TBLASTX : Soybean 

574 

260 



OJ990319 04.9819.C13 



29726 Seq. ID 

61409 Strand 
108 End 1171 

OJ990319_04 . 9819 . C13 . ol . np Method AAT/NAP 
108 End 1171 

401213 Score 225 

108. .261, 589. .714, 919. .1171 

ANTHRANILATE PHOSPHORIBOSYLTRANSFERASE, CHLOROPLAST PRECURSOR 
gi 1 166792 (M96073) phosphoribosylanthranilate transferase 
[Arabidopsis thaliana] gi | 445600 | prf | | 1909347A 
phosphoribosylanthranilate transferase [Arabidopsis thaliana] 



Seq. No. 


29726 


Seq. ID 


OJ990319_04.9819.C13 


Gene No. 


61409 


Strand 




Start 


108 


End 


1171 


Name 


OJ990319 04.9819.C13.ol.gs 


Method 


GENSCAN 


Start 


126 


End 


738 


GI 


none 


Score 


.84 


Exons 


126. .245, 589. .738 






Seq. No. 


29726 


Seq. ID 


OJ990319_04.9819.C13 


Gene No. 


61409 


Strand 




Start 


108 


End 


1171 


Name 


OJ990319 04.9819.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


127 


End 


734 


GI 


none 


Score 


82 


Exons 


127. .192, 135. .194, 587. .712, 


587. .712 


, 589. .714, 589. .714, 




592. .729, 592. .726, 594. .734, 


649. .729 




Seq. No. 


29726 


Seq. ID 


OJ990319_04.9819.C13 


Gene No. 


61409 


Strand 




Start 


108 


End 


1171 


Name 


OJ990319 04.9819.C13.ol.gp 


Method 


AAT/GAP 


Start 


139 


End 


727 


GI 


LIB3434-026-P1-K1-E6 


Score 


428 


Exons 


139. .261, 589. .727 






GI Descrip. 


•1389768 1.0e-34 (U58942) phosphoribosylanthranilate transferase 




[Arabidopsis thaliana] ' 






Seq. No. 


29727 


Seq. ID 


OJ990319 04.9819.C15 


Gene No. 


61410 


Strand 


+ 


Start 


247 


End 


5572 


Name 


OJ990319 04.9819.C15.ol.gs 


Method 


GENSCAN 


Start . 


247 


End 


5572 


GI 


none 


Score 


.55 


Exons 


247.. 292, 1209.. 1357, 2030.. 2050, 2796 


..2925, 3457.. 3553, 




5268.. 5298, 5555.. 5572 







29618 




Seq. No. 


29727 








Seq. ID 


OJ990319_04.9819. 


,C15 


Gene No. 


61411 








Strand 


+ . 




Start 


6452 








End 


7174 




Name 


OJ990319 04. 


, 9819, 


,C15.o2 


. OS 


Method 


GENSCAN 




Start 


6452 








End 


7174 




GI 


none 








Score 


.63 




Exons 


6452. .6522, 


6583. 


, .6697, 


6876 


..6917, 7139. .7174 




Seq. No. 


. 29727 








Seq. ID 


OJ990319JD4.9819. 


C15 


Gene No. 


61412 








Strand 






Start 


7376 








End 


8456 




Name 


OJ990319 04. 


9819. 


C15.o3 


. OS 


Method 


GENSCAN 




Start 


7376 








End 


8456 




GI 


none 








Score 


.7 




Exons 


7376. .7392, 


7623. 


.7817, 


8047 


..8230, 8409. .8456 




Seq. No. 


29728 








Seq. ID 


OJ990319_04.9819. 


C19 


Gene No. 


61413 








Strand 


+ 




Start 


174 








End 


309 




Name 


OJ990319 04. 


9819. 


C19.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


65 








End 


305 




GI 


none 








Score 


272 




Exons 


65. .151, 66. 


.299, 


129. . 


305, 


178. .300 






Seq. No. 


29728 








Seq. ID 


OJ990319_04.9819. 


C19 


Gene No. 


61413 








Strand 


+ 




Start 


174 








End 


309 




Name 


OJ990319 04. 


9819. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


65 








End 


309 




GI 


none 








Score 


64 




Exons 


65.. 112, 69. 


.113, 


125. . 


160, 

J- w , 


126. .299, 


129. .308, 178. .309 


Seq. No. 


29728 








Seq. ID 


OJ990319_04.9819. 


C19 


Gene No. 


61413 








Strand 


+ 




Start 


174 








End 


309 




Name 


OJ990319 04. 


9819. 


C19.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


126 








End 


296 




GI 


none 








Score 


223 . 




Exons 


126. .296 














Seq. No. 


29728 








Seq. ID 


OJ990319_04.9819. 


C19 


Gene No. 


61413 








Strand 


+ 




Start 


174 








End 


309 




Name 


OJ990319 04. 


9819. 


C19.ol 


. as 


Method 


GENSCAN 




Start 


174 








End 


298 




GI 


none 








Score 


.54 




Exons 


174. .298 














Seq. No. 


29729 








Seq. ID 


OJ990319_04.9819. 


C20 


Gene No. 


61414 








Strand 






Start 


78 








End 


171 




Name 


OJ990319 04. 


9819. 


C20.ol 


.gs 


Method 


GENSCAN 




Start 


78 








End 


171 




GI 


none 








Score 


.62 




Exons 


78. .171 















29619 



Seq. No. 


29730 




Seq. ID 


OJ990319_04. 


ucuc INU . 


Ol H 1 D 




Strand 


T 


Start " 


408 




. End 


735 


Name 


OJ990319 04.9819.C21.ol 


.gs 


Method 


GENSCAN 


Start 


408 




End 


735 


GI 


none 




Score 


.66 


Exons 


408. .541, 576. .735 








Seq. No. 


29730 




Seq. ID 


OJ990319_04. 










_L 
I 


Start 


822 




End 


1128 


Name 


OJ990319 04.9819.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


822 




End 


1128 


GI 


none 




Score 


576 


Exons 


822. .1128 








Seq. No. 


29731 




Seq. ID 


OJ990319_04. 








o trana 




Start 


253 




End 


648 


Name 


OJ990319 04.9819.C22.ol 


. gs 


Method 


GENSCAN 


Start 


253 




End 


648 


GI 


none 




Score 


.62 


Exons 


253. .345, 459. .648 








Seq. No. 


29732 




Seq. ID 


OJ990319_04. 


Vac: lie? v\\j • 


61418 




Strand 


T 


Start 


643 




End 


1011 


Name 


OJ990319 04.9819.C24.ol 


. gs 


Method 


GENSCAN 


Start 


643 




End 


1011 


GI 


none 




Score 


.4 


Exons 


643. .715, 829. .955, 1006. .1011 




Seq. No. 


29732 




Seq. ID 


OJ990319_04. 


ladle 1NU • 


61419 




Strand 


+ 


Start 


2541 




End 


5789 


Name 


OJ990319 04.9819.C24.o2 


.gs 


Method 


GENSCAN 


Start 


2541 




End 


5651 


GI 


none 




Score 


.7 


Exons 


2541.. 2702, 3760.. 3940, 


4038 


..4309, 5470. .5651 


Seq. No. 


29732 




Seq. ID 


OJ990319_04. 


Gene No. 


61419 




Strand 


+ 


Start 


2541 




End 


5789 


Name 


OJ990319 04.9819.C24.ol 


.np 


Method 


AAT/NAP 


Start 


3775 


End 


5789 


GI 


2961375 




Score 


724 


Exons 


3775.. 3940, 4038.. 4309, 


5470 


. .5789 




GI Descrip. 


(AL022141) NAM like protein 


[Arabidopsis thaliana] 


Seq. No. 


29732 




Seq. ID 


OJ990319_04. 


Gene No. 


61419 




Strand 


+ 


Start 


2541 




End 


5789 


Name 


OJ990319 04.9819.C24.ol, 


. tm 


Method 


TBLASTX : Maiz< 


Start 


3780 




End 


4308 


GI 






Score 


62 


Exons 


3780.. 3866, 3780.. 3866, 


3784 


..3957, 4067. .4300, 407; 




4189. .4308 









29620 



Seq. No. 29732 

Gene No. 61419 

Start 2541 

Name OJ990319_04 . 9819. C24 .ol . tc 

Start 3789 

GI none 

Exons 3789.. 3881, 3793.. 3939, 4034. 

4198. .4269, 4199. .4270 



Seq. ID OJ990319_04.9819.C24 

Strand + 

End 5789 

Method TBLASTX: Cress 

End 4270 

Score 216 

.4180, 4048. .4173, 4196. .4270, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29732 
61419 
2541 

OJ990319_04.9819.C24.ol.ts 

3792 

none 



Seq. ID OJ990319_04. 9819.C24 

Strand + 

End 5789 

Method TBLASTX : Soybean 

End 4284 

Score 152 



3792. .3875, 3799.-3948, 4064. .4282, 4069. .4284 



Seq. No. 29732 Seq. ID 

Gene No. 61419 Strand 

Start 2541 End 

Name OJ990319_04 . 9819 .C24 .ol . tw Method 

Start 4049 End 

GI none Score 

Exons 4049.. 4294, 4072.. 4275 



OJ990319_04. 9819.C24 
+ 

5789 

TBLASTX : Wheat 

4294 

246 



Seq. No. 29733 
Gene No. 61420 
Start 11195 

Name OJ990319_04 . 9819 .C25 .o3. gs 

Start 11195 
GI none 
Exons 11195. 

13219. 

14257. 

16889. 



Seq. ID OJ990319_04.9819.C25 

Strand + 

End 17092 

Method GENSCAN 

End 17092 

Score .83 



,11407, 12088. .12198, 12310 .. 12381, 12570. 
,13344, 13431. .13520, 13673 .. 137 95, 13909. 



,14373, 14664. .14738, 14877. 

,17092 



,14953, 16059. 



,12677, 
,14019, 
,16116, 



Seq. No. 29733 
Gene No. 61420 
Start 11195 

Name OJ990319_04 . 9819 .C25 .ol . np 

Start 11216 
GI 6715641 
Exons 11216. .11407, 

12769. .12849, 

13673. .13795, 

14664. .14750, 



12136. .12198, 
13084. .13137, 
13909. .14019, 
14877. .14951 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12310. .12381, 
13219. .13348, 



OJ990319_04.9819.C25 
+ 

17092 
AAT/NAP 
14951 
1327 

12570. 
13429. 



14260. .14373, 14509. 



,12677, 
,13520, 
,14565, 



GI Descrip. (AC007323) T25K16.13 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29733 Seq. ID 

61420 Strand 

11195 End 

OJ990319_04.9819.C25.ol.gp Method 

14504 End 

2317412 Score 



OJ990319_04 . 9819. C25 
+ 

17092 
AAT/GAP 
15150 
749 



14504. .14565, 14664 14738, 14877. .15150 

2632252/emb|CAA73067| 4.0e-18 (Y12464) serine/threonine kinase 



29621 



[Sorghum bicolor] 

Seq. No. 29733 . Seq. ID 

Gene No. 61420 Strand 

Start 11195 End 

Name OJ990319_04 . 9819 . C25 . o2 . gp Method 

Start 15217 End 

GI 2317413 Score 

Exons 15217. .15392 



OJ990319_04. 
+ 

17092 
AAT/GAP 
15392 
317 



9819. C25 



Seq. No. 29733 Seq. ID 

Gene No. 61421 Strand 

Start 17749 End 

Name OJ990319_04 . 9819 . C25 . o2 . ts Method 

Start 3664 End 

GI none Score 

Exons 3664.. 3789, 3680.. 3832, 3687.. 3833, 

4 665.. 4751 , 



OJ990319_04.9819.C25 
17922 

TBLASTX : Soybean 
4751 
78 

3689. .3838, 4640. .4726, 



Seq. No. 
Gene No. 
Start ^ 
Name 
Start 
GI 

Exons 



29733 Seq. ID 

61421 Strand 

17749 End 

OJ990319_04 . 98 19 . C25 . o3 . tm Method 

3679 End 

none Score 



OJ990319_04.9819.C25 
17922 

TBLASTX: Maize 

4718 

135 



3679. ,3840, 3680.. 3835, 3690.. 3842, 4665.. 4718, 4667.. 4711 



Seq. No. 29733 
Gene No. 61421 
Start 17749 

Name OJ990319_04 . 9819.C25 . o2 . tm 

Start 11135 
GI none 

Exons 11135. .11185, 11251 11421, 

12133. .12204, 12135. .12200, 
12570. .12677, 12570 .. 12677, 
13974. .14021, 13974. .14018, 
14256. .14369, 14257 .. 14376, 
14632. .14739, 14636. . 14737, 
14874. .14936, 14877 .. 14 957 , 



Seq. ID OJ990319_04. 9819.C25 
Strand 

End 17922 

Method TBLASTX : Mai ze 

End 15038 

Score 217 
11252. .11416, 12132. .12200, 
12307. .12384, 12309. . 12386, 
12763. .12849, 12768 .. 12851 , 
13975. .14088, 14250 .. 14372 , 
14506. .14577, 14508 .. 14573, 
14 658. .14738, 14 661. .14750, 
14878. .14958, 15018. .15038 



Seq. No. 29733 
Gene No. 61421 
Start 17749 

Name OJ990319_04 . 9819 . C25 . ol . ts 

Start 11248 
GI none 

Exons 11248. .11406, 11261 11416, 

12307. .12384, 12309 .. 12383, 
12763. .12849, 12768 .. 12851, 
13213. .13350, 13260. .13334, 
13906. .14013, 13932.. 14012 



Seq. ID OJ990319_04.9819.C25 
Strand 

End 17922 

Method TBLASTX : Soybean 

End 14013 

Score 184 
12133. .12204, 12135. .12200, 
12570. .12677, 12608 .. 1267 6, 
13083. . 13139, 13084. .13146, 
13410. .13520, 13673. .13795, 



Seq. No. 29733 

Gene No. 61421 

Start 17749 

Name OJ990319 04 . 9819.C25 . o2 . 



tw 



Seq. ID 

Strand 

End 

Method 



OJ990319_04.9819.C25 
17922 

TBLASTX: Wheat 



29622 



Start 11248 

GI none 

Exons 11248. .11382, 11249.. 11380 

Seq. No. 29733 

Gene No. 61421 

Start 17749 

Name OJ990319_04 . 9819.C25 .o2 . tc 

Start 11251 

GI none 

Exons 11251. .11409, 11258 .. 11416, 
12307. .12378, 12309.. 12377 



End 11382 
Score 181 



Seq. ID OJ990319_04.9819.C25 
Strand 

End 17922 

Method TBLASTX : Cress 

End 12378 

Score 184 
12133. .12204, 12138. .12200, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29733 
61421 
17749 

OJ990319_04. 9819.C25.ol.tc 

12638 

none 

12638. .12694, 12639 .. 12677, 
13065. .13139, 13066. .13143, 
13400. .13525, 13410.. 13520 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 04.9819.C25 



17922 

TBLASTX: Cress 
13525 
78 

12762. .12830, 12763 .. 12837, 
13213. .13347, 13257 .. 13331, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29733 
61421 
17749 

OJ990319_04.9819.C25.ol.tm 
13092 



Seq. ID OJ990319_04.981?.C25 
Strand 

17922 

TBLASTX: Maize 
13973 
83 



End 

Method 
End 

none Score 
13092. .13136, 13093. .13140, 13096 .. 1314 6, 13205 .. 13342, 
13206. .13343, 13210 .. 13347, 13210 .. 13344 , 13385 .. 13525, 
13410. .13520, 13672. .13797, 13672 .. 13797, 13673 13801, 
13676. .13798, 13875.. 13973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29733 
61421 
17749 

OJ990319_04.9819.C25.ol.tw 

13690 

none 



Seq. ID OJ990319_04.9819.C25 
Strand 

End 17922 

Method TBLASTX: Wheat 

End 14376 

Score 128 



13690. .13797, 13700 .. 13798, 13890 .. 14021, 13906 .. 14088, 
13908. .14018, 14250. .14360, 14257 .. 1434 6, 14261 .. 14368, 
14338. .14376, 14341.. 14376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29733 
61421 
17749 

OJ990319_04.9819.C25.o3.ts 

14256 

none 



Seq. ID OJ990319_04.9819.C25 
Strand 

End 17922 

Method TBLASTX : Soybean 

End 14737 

Score 138 



14256. .14372, 14257 .. 14376, 14506 .. 14577, 14508 .. 14573, 
14658. .14735, 14663.. 14737 



Seq. No. 29733 

Gene No. 61421 

Start 17749 

Name OJ990319_04 . 9819.C25.o4 .gs 



Seq. ID OJ990319_04.9819.C25 
Strand 

End 17922 

Method GENSCAN 



29623 



Start 
GI 

Exons 



17749 
none 

17749. .17922 



End 
Score 



17922 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29734 
61422 
592 

OJ990319_04.9819.C26.o2.gs 

592 

none 

592. .735, 889. .1083 



Seq. ID OJ990319_04.9819.C26 

Strand + 

End 1083 

Method GENS CAN 

End 1083 

Score .91 



29734 
61423 
1 

OJ990319_04.9819.C26.ol.np 
1 

1922242 
1..262, 359. .440 

(Y10084) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990319_04.9819.C26 
Strand 

End 802 

Method AAT/NAP 

End 440 

Score 230 



29734 
61423 

1 ' 

OJ990319_04.9819.C26.ol.gp 
73 

uC-osf 1M20204 6b02bl 
73. .262, 359.-434, 625.. 802 

1 1922242/emb | CAA71173 | 5.0e-13 (Y10084) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990319_04.9819.C26 
Strand 

End 802 

Method AAT/GAP 

End 802 

Score 821 



Seq. No. 


29734 






Seq. ID 


OJ990319_04.9819. 


C26 


Gene No. 


61423 






Strand 






Start 


1 






End 


802 




Name 


OJ990319 


04.9819.C26.ol. 


gs 


Method 


GENSCAN 




Start 


189 






End 


484 




GI 


none 






Score 


.98 




Exons 


189. .434, 


479. .484 










Seq. NdV" ' 


29734 






Seq. ID 


OJ990319_04.9819. 


C26 


Gene No. 


61424 






Strand 






Start 


2020 






End 


3211 




Name 


OJ990319 


04.9819.C26.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


124 






End 


440 




GI 


none 






Score -103 




Exons 


124. .264, 


132. .278, 355. 


.435, 


357. .440 






Seq. No. 


29734 






Seq. ID 


OJ990319_04.9819. 


C26 


Gene No. 


61424 






Strand 






Start 


2020 






End 


3211 




Name 


OJ990319 


04.9819.C26.ol. 


tm ' 


Method 


TBLASTX: Maize 




Start 


132 






End 


439 




GI 


none 






Score 


160 




Exons 


132. .278, 


146. .262, 345. 


.437, 


355. .435, 


359. .439 




Seq. No. 


29734 






Seq. ID 


OJ990319_04.9819. 


C26 


Gene No. 


61424 






Strand 







29624 




Start 


2020 




End 


3211 


Name 


OJ990319 04.9819.C26.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


141 




End 


437 


GI 


none 




Score 


40 


Exons 


141. .164, 141. .164, 166. 


.216, 


170. .217, 


172. .219, 219. .278, 




221.. 262, 221. .259, 355. 


.435, 


357. .437, 


359. .436 


Seq. No. 


29734 




Seq. ID 


OJ990319_04. 9819.C26 


Gene No. 


61424 




Strand 




Start 


2020 




End 


3211 


Name 


OJ990319 04.9819.C26.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


171 




End 


440 


GI 


none 




Score 


96 


Exons 


171. .278, 172. .306, 355. 


.435, 


357. .440, 


380. .439 


Seq. No. 


29734 




Seq. ID 


OJ990319_04.9819.C26 


Gene No. 


61424 




Strand 




Start 


2020 




End 


3211 


Name 


OJ990319 04.9819.C26.o3. 


gs 


Method 


GENS CAN 


Start 


2020 




End 


3211 


GI 


none 




Score 


.61 


Exons 


2020. .2109, 3194. .3211 








Seq. No. 


29735 . 




Seq. ID 


OJ990319_04.9819.C27 


Gene No. 


61425 




Strand 


+ 


Start 


590 




End 


6553 


Name 


OJ990319 04.9819.C27.ol. 


np 


Method 


AAT/NAP 


Start 


590 




End 


5169 


GI 


4218008 




Score 


134 


Exons 


590.. 852, 3492.. 3696, 5105.. 5169 




GI Descrip. 


(AC006135) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


29735 




Seq. ID 


OJ990319_04.9819.C27 


Gene No. 


61425 




Strand 


+ 


Start 


590 




End 


6553 


Name 


OJ990319 04.9819.C27.o3. 


gs 


Method 


GENSCAN 


Start 


4909 




End 


6553 


GI 


none 




Score 


.53 


Exons 


4909.. 5279, 6529.. 6553 








Seq. No. 


29735 




Seq. ID 


OJ990319_04.9819.C27 


Gene No. 


61426 




Strand 


+ 


Start 


7479 




End 


8920 


Name 


OJ990319 04.9819.C27.ol. 


gp 


Method 


AAT/GAP 


Start 


7479 




End 


8920 


GI 


64797 1.R1084 




Score 


847 


Exons 


7479. .7508, 8112. .8276, 


8475. 


.8705, 8847.. 8920 


GI Descrip. 


■2632252/emb|CAA73067 | 4 


.Oe-18 (Y12464) 


serine/threonine kinase 




[Sorghum bicolor] 1 








Seq. No. 


29735 




Seq. ID 


OJ990319_04.9819.C27 


Gene No. 


61427 




Strand 




Start 


8513 




End 


9226 


Name 


OJ990319_04.9819.C27.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3494 




End 


3678 


GI 


none 




Score 


182 


Exons 


3494.. 3676, 3499.. 3567, 


3628. 


.3678 





29625 




Seq. No. 


29735 








Seq. ID 


OJ990319 


_04.9819.C27 


Gene No. 


61427 








Strand 






Start 


8513 








End 


9226 




Name 


OJ990319 04 


.9819. 


C27.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5317 








End 


8282 




GI 


none 








Score 


82 




Exons 


5317. .5367, 


6152. 


.6208, 


6153. 


.6212, 6528.. 6596, 


6528. .6605, 




6529. .6609, 


6861. 


.6992, 


6861. 


.6992, 7448.. 7507, 


7455. .7508, 




7460. .7513, 


8091. 


.8207, 


8117. 


.8200, 8220.. 8279, 


8226. .8282 












Seq. ID 


v/U ^ JX Z/ 


f)A QOI Q C01 


Gene No. 


61427 














Start 


8513 








ILil lVwl 


Zs C. _ D 




Name 


OJ990319 04 


.9819. 


C27.o4 


.gs 


Mot - h r\r\ 


O Hi LN O ^>xi1N 




Start 


8513 














GI 


none 








Score 






Exons. 


8513. .8568, 


9067. 


.9226 












_ Zf / J O 








Seq. ID 


OJ990319 


C\A QQ1 Q rOQ 


Gene No. 


61428 








Strand 


+ 




Start 


1 








End 


169 




Name 


OJ990319 04 


.9819. 


C28.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


169 




GI 


1944311 








Score 


266 




Exons 


1. .169 














Seq. No. 


29736 








Seq. ID 


OJ990319 


_04.9819.C28 


Gene No 


61429 








Strand 


+ 




Start 


947 








End 


4252 




Name 


OJ990319 04 


.9819. 


C28.ol 


.np 


Method 


AAT/NAP 




Start 


947 








End 


4252 




GI 


2505877 








Score 


1411 




Exons 


947. .1560, 


2580. . 


2745, 


2868. . 


2998, 3413.. 4252 




GI Descrip. 


(Y12776) dehydrogenase 


[Arabidopsis thaliana] 




Seq. No. 


29736 








Seq. ID 


OJ990319 


_04.9819.C28 


Gene No. 


61430 








Strand 






Start 


3627 








End 


4133 




Name 


OJ990319 04 


.9819. 


C28.ol 


.tc ' 


Method 


TBLASTX: Cress 


Start 


1243 








End 


3004 




GI 


none 








Score 


96 




Exons 


1243. .1326, 


1296. 


.1382, 


1323. 


.1571, 1390. .1548, 


2609. .2746, 




2609. .2746, 


2610. 


.2747, 


2629. 


.2757, 2866. .3000, 


2867. .3004, 




2879. .3001 
















29736 








Seq. ID 


OJ990319_ 


_04.9819.C28 


Gene No. 


61430 








Strand 






Start 


3627 








End 


4133 




Name 


OJ990319 04 


.9819. 


C28.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1289 








End 


1545 




GI 


none 








Score 


106 




Exons 


1289. .1384, 


1293. 


.1382, 


1401. 


.1472, 1402. .1473, 


1498. .1545 


-"-1 • • 


o mo c 








Seq. lu 


OJ9903I9_ 


_04 . 9819. C28 


Gene No. 


61430 








Strand 






Start 


3627 








End 


4133 





29626 



Name 

Start 

GI 

Exons 



OJ990319_04. 9819.C28.o2.tm Method TBLASTX : Maize 
2681 End 3727 

none Score 91 

2681. .2746, 2682. .2747, 2685.-2747, 2866. .3003, 2867. .3004, 
3407. .3538, 3408. .3596, 3409. .3564, 3420. .3599, 3602. .3727, 
3607. .3723 



Seq. No. 29736 

Gene No. 61430 

Start 3627 

Name OJ990319_04 . 9819.C28 .ol .ts 

Start 3407 

GI none 
Exons 



Seq. ID OJ990319_04.9819.C28 
Strand 

End 4133 

Method TBLASTX : Soybean 

End 3922 

Score 192 



3407. .3538, 3409. .3552, 3413. .3538, 3722.-3844, 3875.. 3922, 
3880. .3921 



Seq. No. 29736 

Gene No. 61430 

Start 3627 

Name OJ990319_04 . 9819.C28.o2.gp 

Start 3627 

GI uC-osflM202096g03bl 

Exons 3627.. 4 133 

GI Descrip. ' 2505877/emb | CAA73306 | 6.0e-14 (Y12776) dehydrogenase 
[Arabidopsis thaliana] 1 



Seq. ID OJ990319_04.9819.C28 
Strand 

End 4133 

Method AAT/GAP 

End 4133 

Score 964 



Seq. No. 29736 

Gene No. 61430 

Start 3627 

Name OJ990319_04 . 9819 . C28 . ol . tm 

Start 3869 

GI none 

Exons 3869.. 4096, 3880.. 4098 



Seq. ID OJ990319_04.9819.C28 
Strand 

End 4133 

Method TBLASTX: Maize 

End 4098 

Score 313 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



29737 
61431 
1 

OJ990319_04.9819.C29.ol.np 
1 

1922246 

1..152, 674. .790, 1025. .1096 

(Y10086) putative dehydrogenase [Arabidopsis thaliana] 



Seq. ID OJ990319_04.9819.C29 
Strand + 

10086 
AAT/NAP 
1096 
217 



End 

Method 

End 

Score 



29737 
61431 
1 

OJ990319_04.9819.C29.ol.gp 
105 

uC-osflcypl32g04al 



Seq. ID OJ990319_04.9819.C29 

Strand + 

End 10086 

Method AAT/GAP 

End 1290 

Score 803 



105. .152, 674. .790, 1025. .1290 

, 2505877/emb|CAA73306| 7.0e-36 (Y12776) dehydrogenase 
[Arabidopsis thaliana] 1 



29737 
61431 
1 

OJ990319_04. 9819.C29.ol.gs 



Seq. ID OJ990319_04 .9819.C29 

Strano + 

End 10086 

Method GENSCAN 



29627 




Start 


105 


End 


10086 


GI 


none 


Score 


.79 


Exons 


105. .152, 1203. .1274, 2096.. 


2242, 3179 


..3416, 4837. .4867, 




4993.. 5248,. 5368.. 5511, 5600 


..5761, 5908. .5991, 7346. .7534, 




8005. .8095, 8524. .8642, 8970 


..9104, 9671. .9716, 9938. .10086 


Seq. No. 


29737 


Seq. ID 


OJ990319 04.9819.C29 


Gene No. 


61431 


Strand 


+ 


Start 


1 ' ■ 


End 


10086 


Name 


OJ990319 04.9819.C29.o2.np 


Method 


AAT/NAP 


Start 


3155 


End 


9122 


GI 


1389768 


Score 


980 


Exons 


3155.. 3192, 5363.. 5511, 5600 


..5761, 5908. .5991, 7346. .7534, 




8005. .8095, 8237. .8296, 8524 


..8642, 8970. .9122 


GI Descrip. 


(U58942) phosphoribosylanthranilate transferase [Arabidopsi: 




thaliana] 






Seq. No. 


29737 


Seq. ID 


OJ990319 04.9819.C29 


Gene No. 


61431 


Strand 


+ 


Start 


1 


End 


10086 


Name 


OJ990319 04.9819.C29.o2.gp 


Method 


AAT/GAP 


Start 


8018 


End 


9091 


GI 


LIB3434-026-P1-K1-E6 


Score 


658 


Exons 


8018.. 8095, 8237.. 8296, 8524 


..8642, 8970. .9091 


GI Descrip. 


'1389768 1.0e-34 (U58942) phosphoribosylanthranilate transf« 




[Arabidopsis thaliana] 1 






Seq. No. 


29737 


Seq. ID 


OJ990319_04 . 9819. C29 


Gene No. 


61432 


Strand 




Start 


9594 


End 


10011 


Name 


OJ990319 04.9819.C29.o3.gp 


Method 


AAT/GAP 


Start 


9594 


End 


10011 


GI 


none 


Score 


767 


Exons 


9594. .10011 






Seq. No. 


29737 


Seq. ID 


OJ990319_04.9819.C29 


Gene No. 


61433 


Strand 




Start 


10671 


End 


11538 


Name 


OJ990319 04.9819.C29.o2.gs 


Method 


GENSCAN 


Start 


10671 


End 


11538 


GI 


none 


Score 


.84 


Exons 


10671. .11132, 11158. .11538 






Seq. No. 


29737 


Seq. ID 


OJ990319_04.9819.C29 


Gene No. 


61434 


Strand 




Start 


12733 


End 


13912 


Name 


OJ990319 04.9819.C29.o4.tm 


Method 


TBLASTX: Maize 


Start 


93 


End 


1108 


GI 


none 


Score 


86 


Exons 


93. .158, 104. .151, 664. .783, 


665. .790, 


671.. 790, 673.. 792, 




1024.. 1095, 1025.. 1096, 1025. 


. .1108 




Seq. No. 


29737 


Seq. ID 


OJ990319_04.9819.C29 


Gene No. 


61434 


Strand 




S t cir" 1- 




End 


13912 


Name 


OJ990319 04.9819.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


5230 


End 


5725 



29628 



GI 

Exons 



none Score 37 

5230.. 5253, 5365.. 5514, 5365.. 5400, 5458.. 5532, 5597.. 5725, 
5597.. 5671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29737 



Seq. ID OJ990319 04.9819.C29 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



61434 Strand 
12733 End 
OJ990319_04. 9819.C29.ol. ts Method 
54 4 9 End 
none Score 
5449. .5514, 5597. .5728, 5907. .5996 



13912 

TBLASTX: Soybean 

5996 

89 



29737 
61434 
12733 

OJ990319_04.9819.C29.ol.tm 

5943 

none 

5943. .5990, 5947. .5991, 5947. 
7450.. 7530, 8004.. 8096, 8005. 
8224.. 8295, 8244.. 8297, 8497. 
8505. .8639, 8517. .8642, 8517. 
8969.. 9013, 8972.. 9013, 9036. 

29737 
61434 
12733 

OJ990319_04 . 9819.C29.o3.gs 

12733 

none 



Seq. ID OJ990319_04.9819.C29 
Strand 

End 13912 
Method TBLASTX: Maize 
End 9103 
Score 70 

.5997, 7343.-7528, 7343.. 7534, 
.8097, 8005. .8097, 8223. .8297, 
.8637, 8502. .8582, 8502. .8639, 
.8642, 8519. .8644, 8519. .8644, 
.9095, 9038.. 9103 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_04. 9819.C29 

13912 
GENS CAN 
13912 
.89 



12733. .12750, 12965 .. 13217 , 13300 1334 6, 13669.. 13912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29737 Seq. ID 

61434 Strand 

12733 End 

OJ990319_04 . 9819.C29.o3.tm Method 

12964 End 

none Score 



OJ990319_04.9819.C29 
13912 

TBLASTX: Maize 

13796 

95 



12964. .13131, 13011. .13220, 13011 .. 13220, 13025 .. 13273, 
13153. .13221, 13298. .13354, 13299 .. 1334 9, 13669 .. 13779, 
13669. .13782, 13728.. 13796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29737 
61434 
12733 

OJ990319_04.9819.C29.o3.np 
13305 
3549672 
13305. .13346, 13669.. 13767 

(AL031394) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990319_04.9819.C29 
Strand 

13912 
AAT/NAP 
13767 
80 



End 

Method 

End 

Score 



29738 
61435 
129 

OJ990319_04 . 9819.C32.ol.gs 

129 

none 



Seq. ID OJ990319_04.9819.C32 

Strand + 

End 780 

Method GEN SCAN 

End 206 

Score 1 



29629 



Exons 


i oo one 












Seq. No. 


29738 








04 


9819 . 


Gene No. 


61435 




Strand 


+ 






Start 


129 




End 


780 






Name 


OJ990319 04.9819. 


C32.ol.np 


Method 


AAT/NAP 






Start 


129 




End 


780 






GI 


6692106 




Score 


122 






Exons 


129.. 206, 663.. 780 










GI Descrip. 


(AC007764) F22C12 


.25 [Arabidopsis thaliana] 






Seq. No. 


29739 




Seq. ID 


OJ990319_ 


_04. 


9819 


Gene No. 


61436 




Strand 


+ 






Start 


1000 




End 


4965 






Name 


OJ990319 04.9819. 


C33.ol.np 


Method 


AAT/NAP 






Start 


1000 




End 


4965 






GI 


6850840 




Score 


1262 






Exons 


1000.. 1116, 2227. 


.2451, 3605 


..3725, 3838.. 4012, 


4108. .4' 




4277. .4965 












GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


29739 




Seq. ID 


OJ990319_ 


04. 


9819 


Gene No. 


61436 




Strand 


+ 






Start 


1000 




End 


4965 






Name 


OJ990319 04.9819. 


C33.ol.gs 


Method 


GENS CAN 






Start 


1098 




End 


1247 






GI 


none 




Score 


.85 






Exons 


1098. .1247 












Seq. No. 


29739 




Seq. ID 


OJ990319_ 


_04. 


9819 


Gene No. 


61436 




Strand 


+ 






Start 


1000 




End 


4965 






Name 


OJ990319 04.9819. 


C33.ol.gp 


Method 


AAT/GAP 






Start 


1794 




End 


2326 






GI 


none 




Score 


805 






Exons 


1794.. 2036, 2149. 


.2326 










beq. no. 


29739 




Seq. ID 


OJ990319_ 


_04. 


9819 


Gene No. 


61436 




Strand 


+ 






Start 


1000 




End 


4965 






Name 


OJ990319 04.9819. 


C33.o2 ,gs 


Method 


GENSCAN 






Start 


2013 




End 


4959 






GI 


none 




Score 


.9 






Exons 


2013.. 2036, 2149. 


.2451, 3605 


..3725, 3838.. 4012, 


4018. .4 



4277. .4959 



Seq. No. 29739 

Gene No. 61436 

Start 1000 

Name OJ990319_04 . 9819 . C33 . o2 . gp 

Start 3577 

GI uC-osflcyp086g06bl 

Exons 3577.. 3725, 3838:. .4012, 4108.. 4178, 4277.. 4347 

GI Descrip. '3738338 9.0e-52 (AC005170) putative polygalacturonase 
[Arabidopsis thaliana] ' 



Seq. ID OJ990319_04.9819.C33 

Strand + 

End 4965 

Method AAT/GAP 

End 4347 

Score 779 



Seq. No. 



29739 



Seq. ID OJ990319_04.9819.C33 



29630 



Gene No. 


61437 






Strand 


+ 




Start 


7768 






End 


8114 




Name 


OJ990319 04 


9819 C33 o5 


. yp 


11C L.llvJ\U 






Start 


7768 ~~ 




End 


ft 1 1 4 

O X -L 1 




GI 


none 






Score 


633 






7768 8114 












Sea. No. 


29739 






Seq. ID 


OJ990319 04 9819 


. V* -J J 


Gene No. 


61438 






Strand 






Start 


4659 






End 


5070 




Name 


OJ990319 04 


.9819.C33.o3, 


• gp 


Method 


AAT /GAP 




Start 


4659 






End 


5070 




GI 


37628 1.R1084 




Score 


737 




Exons 


4659. .5070 












GI Descrip* 


, 3738338 6. 


0e-ll (AC005170) 


putative polygalacturonase 






[Arabidopsis thaliana] 1 










Sea No 


29739 






Seq. ID 


OJ990319_04.9819 


• \* «J 


Gene No. 


61439 






Strand 






Start 


5290 






End 


6811 




Name 




.9819.C33.o4, 


,gp 


Method 


AAT /GAP 




Start 


5134 






End 


6668 




GI 


904 1.R1084 






Score 


1899 




Exons 


5134. .5625, 


6016. .'6216, 


6350 


. .6668 






GI DpscriD 


'3777600 1. 


Oe-131 (AF095708) 


SOS ribosomal protein L5 [Oryza 




sativa] 1 












Seq. No. 


29739 






Seq. ID 


OJ990319_04.9819 


.C33 


Gene No. 


61439 






Strand 






Start 








End 


6811 




Name 


OJ990319 04 


.9819.C33.o3. 


,gs 


Method 


GEN SCAN 




Start 


5290 




End 


6811 




GI 


none 






Score 


.71 




Exons 


5290. .5625, 


6016. .6216, 


6350 


. .6811 






Sea. No. 


29739 






Seq. ID 


OJ990319_04.9819 


.C33 


Gene No. 


61439 






Strand 






Start 


5290 






End 


6811 




Name 


OJ990319 04 


.9819.C33.o2. 


np 


Method 


AAT /NAP 




Start 


5293 




End 


6655 




GI 


3777600 






Score 


1348 




Exons 


5293. .5625, 


6016. .6216, 


6350 


. .6655 






GI Descrip. 


(AF095708) 


SOS ribosomal protein L5 [Oryza sativa] 




Seq. No. 


29739 






Seq. ID 


OJ990319_04.9819 


.C33 


Gene No. 


61440 






Strand 






Start 


8006 






End 


10144 




Name 


OJ990319 04 


.9819.C33.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2230 






End 


4869 




GI 


none 






Score 


237 




Exons 


2230. .2457, 


2250. .2456, 


3581 


..3727, 3584. .3727, 3831. .4007, 




3837. .4016, 


4094. .4177, 


4105 


..4176, 4275. .4865, 4276. .4869 


Seq. No. 


29739 






Seq. ID 


OJ990319_04.9819, 


.C33 


Gene No. 


61440 






Strand 






Start 


8006 






End 


10144 




Name 


OJ990319 04 


.9819.C33.o5. 


tc 


Method 


TBLASTX: Cress 





29631 




otart 


9 9 

ZZOU 










94 R1 

Z 4 O X 




none 








Score 


9^ R 
zoo 


Exons 


tiOU • • Z40Xj 


994 T 


OA A A 
. Z 4 4 4 








beq. no. 


9 Q7 








Seq. ID 


OJ990319_04.9819.C33 


uene no . 


OX 4 4 U 








Strand 




Start 


8006 








End 


10144 


Name 


OJ990319 04 


.9819. 


C33.ol 


. tm 


Method 


TBLASTX: Maize 




9^1 Q 








End 


4782 


(jX 


none 




_ 




Score 


106 


Exons 


OOI Q 0AA1 

zox y . . Z44 / , 


9^9 


944ft 

• Z 4 4 O , 


O O X / • 


.3727, 3831. .4013, 3837.. 4016, 




Add A 4 9H4 
4 U y 4 . . 


4 1 9Q 


4 1 7 

. 4 X / O , 


4 97 S 
4 Z / O . 


.4412, 4276. .4782, 4437. .4487, 




ft OZ 1 . . 4 JDj / 


4 £1 1 

4011 . 


477ft 
. 4 / / O 








Seq. No. 


29739 








Seq. ID 


OJ990319_04.9819.C33 


Gene No. 


61440 








Strand 




OLan 


Rons 

0 UU O 








End 


10144 


Name 


\JO y ^Uj X :? U4 


Qftl Q 




• tL- 


Method 


TBLASTX: Cress 


O 4- >-4- 


•ICQQ 
JJ JO 








End 


4177 


P T 


none 








Score 


64 


Exons 


O C op A 


^fi9^ 
JOZ J • 


■ J f Z X , 


*3ft ^4 
JO . 


.4013, 4094. .4177 


Seq. No. 


29739 








Seq. ID 


OJ990319_04.9819.C33 


Gene No. 


61440 








Strand 




btari. 


OUUD 








End 


10144 


Name 


A TQQH^ 1 Q fi4 

ujyyujiy U4 


QQ 1 Q 

• y 0 1 y • 


Ljj .OX 


■f-TJ 

. LW 


Method 


TBLASTX: Wheat 


CM i vf 

o car t 


jDI / 








End 


4147 




none 








Score 


136 


Exons 


on 7 0797 
O0X/..O/Z/, 


JOlJi 


. O 0 O O / 


*3ft ^1 
OO O X • 


.4010, 4109. .4147 


Seq. No. 


29739 








Seq. ID 


OJ990319_04.9819.C33 


Gene No. 


61440 








Strand 




o tart 


OUUD 








End 


10144 


Name 


Uui7i?Ujl? U4 


QQ 1 Q 

• yo iy . 


pOO £ 

tJJ .00 


• tc 


Method 


TBLASTX: Cress 


otart 


4 Z / D 








End 


4572 


P T 
(jX 


none 








Score 


186 


Exons 


A 97 ^ A c;rpi 
4 Z / D . . 4 OOU , 


4 z / 0 . 


.44 / y / 


4 D x y • 


.4572 




Seq. No. 


29739 








Seq. ID 


OJ990319_04.9819.C33 


Gene No. 


61440 








Strand 




o t art 


OUUD 








End 


" 10144 


Name 


r» TQGPl "31 Q C\A 


QQ 1 Q 

. y 0 1 y • 


poo ^9 
tJJ • oz 


. tw 


Method 


TBLASTX: Wheat 


otart 


jl coo 
4 J^O 








End 


4824 


P T 
LjX 


none 








Score 


195 


Exons 


/cop AQOA 
4 OZO • . 4 Oz4 












Seq. No. 


29739 








Seq. ID 


OJ990319_04.9819.C33 


Gene No. 


61440 








Strand 




otart 


OUUD 








End 


10144 


Name 


ujyyuoxy U4 


QQ 1 Q 

. yaiy . 


poo ^ 1 

IJJ . ox 


. tC 


Method 


TBLASTX: Cress 


otart 


4 JO D 








End 


4877 


GI 


none 








Score 


350 


Exons 


4585. .4869, 


4585. 


.4842, 


4650. 


.4877 




Seq. No. 


29739 








Seq. ID 


OJ990319_04.9819.C33 


Gene No. 


61440 








Strand 




Start 


8006 








End 


10144 



29632 



Name OJ990319_04 . 9819, 

Start 4783 

GI . none 

Exons 4783.-4959, 4791, 

Seq. No. 29739 

Gene No. 61440 

Start 8006 

Name OJ9'90319_04 . 9819 . 

Start 5189 

GI none 

Exons 5189.. 5230, 5296. 

5999.. 6166, 6013. 



C33.o5.tm 



.4958 



C33.o2. tm 



.5628, 5300. 
.6174 



Method 

End 

Score 



TBLASTX: Maize 

4959 

274 



Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 

Method TBLASTX : Mai ze 

End 6175 

Score 392 

.5623, 5305.. 5625, 5984.. 6175, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29739 
61440 
8006 

OJ990319_04.9819, 

5288 

none 

5288. .5347, 5290, 
6011.. 6217, 6127, 

29739 
61440 
8006 

OJ990319_04.9819, 

5290 

none 

5290.. 5313, 5296. 
5998.. 6219, 6187, 

29739 
61440 
8006 

OJ990319_04.9819. 

6178 

none 

6178.. 6219, 6182. 
6348. .6497, 6560. 



C33.o2. tc 



,5361, 5371. 
,6228, 6347. 



C33.o2.ts 



.5625, 5297. 
.6219, 6347. 



C33.o4.tm 



.6217, 6338. 
.6682, 6594. 



Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 
Method TBLASTX : Cress 
End 64 67 

Score 42 

.5625, 5441. .5626, 5998. .6240, 
.6466, 6348.. 6467 

Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 

Method TBLASTX : Soybean 

End 64 67 

Score 180 

.5611, 5317. .5628, 5984. .6217, 
.6442, 6347. .6466, 6348. .6467 

Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 

Method TBLASTX : Mai ze 

End 6682 

Score -58 

.6436, 6347.. 6466, 6348.. 6467, 
.6656 



Seq. No. 29739 

Gene No. 61440 

Start 8006 

Name OJ990319_04 . 9819 . C33 . o4 . gs 

Start 8006 

GI none 

Exons 8006.. 8095, 8395.. 8451, 8575. 
10086. .10134 



Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 

Method GENSCAN 

End 10134 

Score .88 

.8700, 9634. .9840, 9925. .10016, 



Seq. No. 29739 

Gene No. 61440 

Start 8006 

Name OJ990319_04 . 9819, 

Start 5016 

GI 5870600 

Exons 8018.. 8095, 8395. 



Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 

C33.o3.np Method AAT/NAP 

End 10144 

Score 730 
.8451, 8575. .8700, 9634.. 9840, 9925.. 9975, 



29633 



10081.. 10144 

(Y14810) beta-carotene hydroxylase [Lycopersicon esculentum] 



GI Descrip. 

Seq. No. 29739 

Gene No. 61440 

Start 8006 

Name OJ990319_04 . 9819.C33.o3. ts 

Start 8390 

GI none 

Exons 8390.. 8440, 8395.. 8454, 8395. 
9626.. 9829, 9634.. 9789 



OJ990319_04.9819.C33 
10144 

TBLASTX: Soybean 

9829 

72 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8454, 8572. .8700, 8573. .8701, 



Seq. No. 29739 

Gene No. 61440 

Start 8006 

Name OJ990319_04 . 9819. C33.o3. tni 

Start 8393 

GI none 

Exons 8393.. 8452, 8395.. 8454, 8395. 



Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 

Method TBLASTX : Maize 

End 10144 

Score 79 



,8454, 8572. .8700, 8575. 



8579. .8701, 9626.-9847, 9634. .9846, 9922. .9990, 9922. 
9923. .9997, 10084 .. 10143, 10085. .10144 



.8697, 
,9975, 



Seq. No. 29739 
Gene No. 614 4 0 

Start 8006 

Name OJ990319_04 . 9819.C33.o4 . tc 

Start 8393 
GI none 

Exons 8393.. 8449, 8393.. 8449, 8394. 

8573. .8701, 9626. .9784, 9634. 
9923.. 9961, 10084.. 10143 

Seq. No. 29740 
Gene No. 61441 
Start 1001 

Name OJ990319_04 . 98 19 . C34 . o2 . gs 

Start 1001 
GI none 

Exons "1001. .1130, 1166 .. 1248, 1755 . 

6902.. 6986, 7093.. 7172, 7366. 
8307.. 8476, 8746.. 9033, 9122. 
9807. .9922 



Seq. ID OJ990319_04.9819.C33 
Strand 

End 10144 
Method TBLASTX : Cress 
End 10143 
Score 88 

.8450, 8395. .8454, 8572. .8700, 
.9786, 9788. .9847, 9922. .9978, 



Seq. ID OJ990319_04.9819.C34 

Strand + 

End 13083 

Method GENSCAN 

End 9922 

Score .74 

.2111, 2341. .2516, 6313. .6445, 
.7493, 7557. .7644, 7782. .7872, 
.9238, 9519. .9571, 9624. .9685, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29740 Seq. ID 

61441 Strand 

1001 End 

OJ990319_04 .9819.C34.ol.np Method 

6368 End 

6692106 Score 



OJ990319_04.9819.C34 
+ 

13083 
AAT/NAP 
9581 
601 



6368.. 6445, 6902.. 6986, 7093.. 7259, 7394.. 7493, 7578.. 7651, 
7810. .7850, 8257. .8480, 8717. .9033, 9116. .9238, 9519. .9581 



GI Descrip. (AC007764) F22C12.25 [Arabidopsis thaliana] 



Seq. No. 29740 Sea. ID 

Gene No. 61441 Strand 

Start 1001 End 

Name OJ99.031 9_04 . 98 19 . C34 . ol . gp Method 



OJ990319_04. 9819 -C34 
+ 

13083 
AAT/GAP 



29634 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



7762 End 9934 

4681_1.R1084 Score 2008 

7762. .7872, 8307. .8476, 8746. .9033, 9122. .9238, 9519. .9934 

'2632252/emb|CAA73067| 4.0e-18 (Y12464) serine/threonine kinase 

[Sorghum bicolor] 1 



29740 
61441 
1001 

OJ990319_04.9819.C34.o2.np 

9651 

3702338 



Seq. ID OJ990319_04.9819.C34 

Strand + 

End 13083 

Method AAT/NAP 

End 13067 

Score 826 



9651. .9677, 10403 .. 10559, 10637 10713, 10864 10917 , 
11012. . 11071, 11176. .11253, 11400 .. 11446, 11528 11568 , 
11875. .11959, 12038. .12152, 12257 .. 12379, 124 64 12564 , 
12941. .13067 

(AC005397) unknown protein [Arabidopsis thaliana] 



29740 Seq. ID 

61441 Strand 

1001 End 

OJ990319_04 . 9819 . C34 . o2 . gp Method 

10996 End 

LIB3474-010-P1-K1-H10 Score 



OJ990319_04.9819.C34 
+ 

13083 
AAT/GAP 
11577 
538 



10996. .11071, 11176. .11253, 11400.. 11577 

'3702338 2.0e-15 (AC005397) unknown protein [Arabidopsis 

thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



29740 
61441 
1001 

OJ990319_04 . 9819 . C34 . o3 . gp 
12279 

24037_1.R1084 

12279. .12379, 124 64 .. 12564 , 
•3702338 1.0e-38 (AC005397) 
thaliana] 1 

29740 
61441 
1001 

OJ990319_04.9819.C34.o4.gs 
12335 
none 

12335. .12379, 124 64 .. 12564 , 12941.. 13070 



OJ990319_04.9819.C34 
+ 

13083 
AAT/GAP 
13083 
636 

12941. .13083 

unknown protein [Arabidopsis 



Seq. ID OJ990319_04. 9819.C34 



Strand 
End 

Method 

End 

Score 



+' 

13083 
GENSCAN 
13070 
.84 



29740 
61442 
18264 

OJ990319_04.9819.C34.o6.gs 

18264 

none 



Seq. ID OJ990319_04.9819.C34 

Strand + 

End 22368 

Method GENSCAN 

End 22368 

Score .88 



18264. .18395, 18843 .. 19612, 2034 9 .. 20453, 20545 .. 20667 , 
21503. .21673, 21758 .. 21887, 21967 .. 22176, 22270.. 22368 



29740 
61442 



Seq. ID OJ990319_04.9819.C34 
Strand + 



29635 




Start 


18264 


End 


22368 








Name 


OJ990319 04.9819.C34.o3.np 


Method 


AAT/NAP 








Start 


18936 


End 


22291 








rir 

O X 


2505874 


Score 


1339 








LAUl lO 


18936. .19104, 19218. .19612, 


20349. .20453, 20545. 


.20667, 






21503. .21673, 21758 .. 21887 , 


21967. .22291 








O X UCOLri. • 


(Y12776) putative kinase [Arabidopsis 


thaliana] 








i_> C LI • I'U t 


29740 


Seq. ID 


OJ990319_ 


04 


.9819 


r?4 

« Lj<i 


fionp No 


61442 


Strand 


+ 








Start 


18264 


End 


22368 








Name 




Method 


AAT/GAP 








Start 


20574 


End 


22084 








GI 


20801 1.R1084 


Score 


933 










20574. .20667, 21503 .. 21673, 


21758. .21887, 21967. 


.22084 




vj X UCOUJ — L ^ • 


•2505874/emb|CAA73303| l.Oe 


-7S I Y1 9116 


\ ni Thai" i ire 

J ^JU La LlvC 


kinase 






[Arabidopsis thaliana] 1 












Seq. No. 


29740 


O C LJ • X u 


uu Z? j \j -j x *r 


04 




.C34 


Gene No. 


fil 4 4 *3 


OLI CtllH 


X, 








Start 


30998 


End 


31890 










OJ990319 04.9819.C34.o8.gs 


Method 


GENSCAN 








o Lai L 


30998 


End 


31890 








ox 


none 


Score 


.48 










30998. .31051, 31801.. 31890 












Seq. No. 


29740 


Seq. ID 


OJ990319_ 


04 


.9819 


.C34 


Gene No. 


61444 


Strand 










Start 


10309 


End 


11214 








Name 


OJ990319 04.9819.C34.o3.gs 


Method 


GENSCAN 








ij L CI -L- u 


10309 


End 


11214 








O X 


none 


Score 


.66 








Hi 1 1 O 


10309. .10776, 11149.. 11214 












*j c . • 


29740 


Seq. ID 


OJ990319_ 


04 


.9819 


r^4 


Gene No. 


61445 


Strand 










Start 


15234 


End 


17752 








Name 


OJ990319 04.9819.C34.o4.gp 


Method 


AAT/GAP 








Start 


14542 


End 


14786 








GI 


8022 1.R1084 


Score 


322 








Rxnn ^ 


14542. .14786 












J. LJ~ O L> X J. £J • 


1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


29740 


Seq. ID 


OJ990319_ 


04 


. 9819 


-C34 


Gene No. 


61445 


Strand 










Start 


15234 


End 


17752 








Name 


OJ990319 04.9819.C34.o5.gs 


Method 


GENSCAN 








o Lai l 


15234 


End 


17752 








OX 


none 


Score 


.72 








Exons 


15234. .15448, 15594 .. 15859, 


15921. .16057, 17690. 


.17752 




Seq. No. 


29740 


Seq. ID 


OJ990319_ 


04 


. 9819 


.C34 


Gene No. 


61446 


Strand 










Start 


23758 


End 


30205 








Name 


OJ990319 04.9819.C34.o3.tm 


Method 


TBLASTX: Maize 




Start 


6337 


End 


9767 









29636 




GI 


none 












1 28 

J. O 




Exon<5 


6337 . 


6453 


6368 


644 5 


6RQS 




6Q00 7nm 


cqnci 7H0£ 




6929. 


.6991, 


7088. 


.7171, 


7090. 


.7176, 


7092. .7172, 


7370. .7492, 




7392. 


.7493, 


7414. 


.7494, 


7570. 


.7662, 


7575. .7643, 


7576. .7647, 




7758 . 


. 7871, 


7782 . 


.7868, 


7786 . 


. 7884 , 


8987 8400 






8303 . 


.8401, 


8387 

U J o / . 


R47 6 


ft400 

O *» \J u • 


.8486, 


8407. .8478, 


0790 QQAA 




8737. 


8868 


8744 . 


. 9004 , 


R74 S 


.8867, 


8961. .9032, 


oqp-7 qn^4 

O _70 / . • ^UOfi , 




8993. 


.9034, 


9083. 


. 9226, 


9119. 


.9244, 


9120. .9233, 


9121. .9240, 




9500. 


.9574, 


9510. 


. 9575, 


9516 . 


.9575, 


9524. .9574, 


Q666 Q767 


Seq. No. 


29740 










Seq. 


ID OJ990319 


_04.9819.C34 


Gene No. 


61446 










Strand 




Start 


23758 










End 


30205 




Name 


OJ990319 04 


9819. 


C34.o2 


. ts 


Method TBLASTX: 


Soybean 


Start 


11928 










End 


12543 


GI 


none 










Score 


66 





Exons 11928. .11981, 12017 .. 12118, 12017 .. 12148 , 12039 .. 12152, 

12260. .12382, 12265 .. 12381, 12302 .. 12382, 124 63 .. 1-2*543, 
12464. .12541 



Seq. No. 


29740 






61446 

U -L *i *a U 




Dial L 


937 




rvalue: 


O.TQQ031 Q 04 QR1Q P^4 

UU JI/UJ13 U ft • .70 X -7 • \* 3*i 


. OZ . LIU 


o Lai u 


1 9004 ~ 






1HJ11C 




Fvnn c 

LlAUl 1 o 


19004 191^3 19019 


1 Ol EC 




12257. .12382, 12463. 


.12540, 




9Q740 




belle LNO • 


£1 4 4 £ 
D X fi ft D 




Start 


23758 




Name 


OJ990319 04.9819.C34 


. o3 . tc 


Start 


19367 




GI 


none 




Exons 


19367. .19465, 19407. 


.19613, 


Seq. No. 


29740 




Gene No. 


61446 




Start 


23758 




Name 


OJ990319 04.9819.C34 


,o4 . tm 


Start 


19379 




GI 


none 




Exons 


19379. .19426, 19392. 


.19427, 




19440. .19613, 19455. 


.19622, 




20347. .20454, 20347. 


.20454 


Seq. No. 


29740 




Gene No. 


61446 




Start 


23758 




Name 


OJ990319 04.9819.C34 


. o3 . ts 


Start 


19440 




GI 


none 




Exons 


19440. .19610 




Seq. No. 


29740 




Gene No. 


61446 





Seq. ID 
Strand 
End 

Method 

End 

Score 
12029. .12154, 
12464. .12541 



OJ990319 04.9819.C34 



30205 

TBLASTX: Maize 
12541 
198 

12247. .12381, 



Seq. ID OJ990319_04.9819.C34 
Strand 

End 30205 

Method TBLASTX : Cress 

End 19619 

Score 268 



Seq. ID OJ990319_04.9819.C34 
Strand 

End 30205 
• Method TBLASTX: Maize 

End 20454 

Score 56 
19433. .19606, 19439 .. 19474 , 
19492. .19623, 2034 6 .. 20453, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990319_04.9819.C34 
30205 

TBLASTX : Soybean 

19610 

223 



OJ990319 04.9819.C34 



29637 






23758 






End 


30205 






Name 


OJ990319 04.9819.C34 


.ol .ts 


Method 


TBLASTX : Soybean 




Start 








End 


22167 








none 






Score 


192 






Exons 


20314. 


.20454, 20346. 


. 20453, 


20540. .20659, 20541. 


.20660, 






20543. 


.20683, 21504. 


21680. 


21504. .21671, 21505. 


.21708, 






21530. 


.21679, 21756. 


21839 


21758. .21892, 21759. 


.21890, 






21955. 


.22134, 21964. 


.22134, 


22111. .22167 








29740 






Seq. ID 


OJ990319_ 


04.9819 


.C34 


Gene No. 


61446 






Strand 








Start 


23758 






End 


30205 






Name 


OJ990319 04.9819.C34 


. o2 . tc 


Method 


TBLASTX: Cress 






20346 






End 


21680 








none 






Score 


181 






Exons 


20346. 


.20447, 20347. 


20454 


20540. .20665, 20541. 


.20630, 






20543. 


.20683, 21504. 


21680. 


21530. .21679 






O i^t Mo 

oeq. ino . 


29740 






Seq. ID 


OJ990319_ 


04.9819 


.C34 


bene ino. 


61446 






Strand 








0 tar u 


23758 






End 


30205 






Name 


OJ990319 04.9819.C34 


r\ 1 •f - m 


Method 


TBLASTX: Maize 




Of a r*+- 


20549 






End 


22461 






GI 


none 






Score 


217 






Exons 


20549. 


.20683, 20549. 


.20683, 


21501. .21608, 21502. 


.21615, 






21504. 


.21626, 21505. 


21609. 


21530. .21655, 21605. 


.21676, 






21605. 


.21679, 21612. 


21680 


21759. .21890, 21759. 


.21890, 






21760. 


.21891, 21760. 


.21891, 


21761. .21892, 21964. 


.22176, 






21964. 


.22161, 22028. 


.22195, 


22270. .22290, 22293. 


.22355, 






22294. 


.22362, 22396. 


.22461, 


22397. .22441 








29740 






Seq. ID 


OJ990319_ 


04.9819 


.C34 


Gene No. 


61446 






Strand 








Start 


23758 






End 


30205 








OJ990319 04.9819.C34 


. ol . tw 


Method 


TBLASTX: Wheat 




0 La XT U 


21504 






End 


21890 








none 






Score 


175 






Exons 


21504. 


.21680, 21510. 




21530. .21673, 21759. 


.21890, 






21767. 


.21862 












Seq. No. 


29740 






Seq. ID 


OJ990319_ 


04.9819 


.C34 


Gene No. 


61446 






Strand 








OLai L . ... 


23758 






End 


30205 






Name 


OJ990319 04.9819.C34 


. ol . tc 


Method 


TBLASTX: Cress 




OX-alTL 


21770 






End 


22176 








none 






Score 


164 






Exons 


21770. 


.21886, 21771. 


21887 


21964. .22176, 22068. 


.22130 




Sea No 


29740 






Seq. ID 


OJ990319_ 


04.9819 


.C34 


Gene No. 


61446 






Strand 








Start 


23758 






End 


30205 






Name 


OJ990319 04.9819.C34 


.o7 .gs 


Method 


GENS CAN 






Start 


23758 






. End 


30205 






GI 


none 






Score 


.57 






Exons 


23758. 


.23982, 24067. 


.24226, 


24457. .24659, 25308. 


.25369, 





26500. .26530, 27407 .. 27464 , 28035 .. 28225, 28783.-28955, 
29690. .29926, 29992.. 30205 



29638 




Seq. No. 


29740 


Seq. ID 


OJ990319_04.9819 


.C34 


Gene No. 


61446 


Strand 






Start 


23758 


End 


30205 




Name 


OJ990319 04.9819.C34 06 od 


Method 


AAT/GAP 




Start 


27742 ~ 


End 


28189 




GI 


uC-osf lcvDl73b03bl 


Score 


892 




Exons 


27742. .28189 








GI Descriti 


1 4263821/ab 1 AAD15464 1 2 Op- 


16 (AC006067) hypothetical prote 




fArabidoDsis thaliana! 1 








Seq. No. 


29741 


Seq. ID 


OJ990319_04.9819 


.C35 


Gene No. 


61447 


Strand 


+ 




Start 


1 


End 


509 




Name 


OJ990319 04 9819 C35 ol no 


Method 


AAT/NAP 




Start 


1 _ 


End 


509 




GI 


3549672 


Score 


56 




Exons 


1..27, 419. .509 








GI DescriD. 


(AL031394) Dutative nrotpin 


[Arabidopsis thaliana] 




Seq. No. 


29741 


Seq. ID 


OJ990319_04.9819 


.C35 


Gene No. 


61448 


Strand 


+ 




Start 


419 


End 


539 




Name 


OJ990319 04 9819 C3S ol n<? 


Method 


GEN SCAN 




Start 


419 — 


End 


539 




GI 


none 


Score 


.42 




R von s 


419 539 








Seq. No. 


29742 


Seq. ID 


OJ990319_04.9819 


.C37 


Gene No. 


61449 


Strand 






Start 


1 


End 


762 




Name 


OJ990319 04.9819.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


762 




GI 


6692106 


Score 


174 




Exons 


1..220, 347. .493, 600. .762 








GI Dpsptid 


(AC007764) F22C12.25 [Arabidopsis thaliana] 




Seq. No. 


29742 


Seq. ID 


OJ990319_04.9819 


.C37 


Gene No. 


61449 


Strand 






Start 


1 


End 


7 62 *"~- 




Name 


OJ990319 04.9819.C37.ol.gs 


Method 


GENS CAN 




Start 


93 


End 


684 




GI 


none 


Score 


.7 




Exon q 


93. .220, 414. .493, 600. .684 








Seq. No. 


29742 


Seq. ID 


OJ990319_04.9819 


.C37 


Gene No . 


61449 


Strand 






Start 


1 


End 


762 




Name 


OJ990319 04.9819.C37.ol.gp 


Method 


AAT/GAP 




Start 


94 


End 


685 




GI 


none 


Score 


473 




Exons 


94. .189, 268.-292, 414. .493, 


r 600.. 685 






Seq. No. 


29742 


Seq. ID 


OJ990319_04.9819 


C37 


Gene No . 


61449 


Strand 






Start 


1 


End 


762 




Name 


OJ990319_04.9819.C37.ol.tm 


Method 


TBLASTX: Maize 





29639 












692 






none 




Score 


82 




Exons 


Qft 179 1 fl9 1 Q4 1 


91 


41 A AOA 
ft 1 ft . . ft Z7fi ,. 


414. .494, 415. .498, 




RftO fiftl £Q9 t^QR 


■ Dj / 


cno £Qi 






Cart KT/-v 


9Q74 *3 

'4 J 




Oorr T H 

oeq . iu 


OJ990319_04.9819 




Gene No. 


61450 




Strand 






Start 


1 




End 


792 




Name 


OJ990319 04.9819.C39.ol. 


np 


Method 


AAT/NAP 




oLdi t. 


1 




End 


792 






3549672 




Score 


225 






1..135, 509. .792 












(AL031394) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


29743 




Seq. ID 


OJ990319_04.9819 




Gene No. 


61450 




Strand 


- 




u Lai L. 


1 




End 


792 




Narne 


OJ990319 04.9819.C39.ol. 


tm 


Method 


TBLASTX: Maize 




OlalL. 


1 




End 


607 






none 




Score 


191 




Exons 


1..138, 7. .135, 11. .136, 


503 


..607, 504 


..596, 508. .597, 


509. 


Seq. No. 


29743 




Seq. ID 


OJ990319_04.9819 




Gene No. 


61450 




Strand 








1 




End 


792 




Name 


OJ990319 04.9819.C39.ol. 


gs 


Method 


GEN SCAN 






4 




End 


595 






none 




Score 


.95 






4. .135, 509. .595 










Seq. No. 


29743 




Seq. ID 


OJ990319JD4.9819 




Gene No. 


61450 




Strand 








1 




End 


792 




Name 


OJ990319 04.9819.C39.ol. 


ts 


Method 


TBLASTX : Soybean 




Of arf 
o (.all 


7 




End 


617 




rT 
ox 


none 




Score 


73 




CjAUI 


7. .135, 10. .138, 35. .136, 503. .613, 504. .617 




Seq. No. 


29744 




Seq. ID 


OJ990319_04.9819 




Gene No. 


61451 




Strand 






O Lai U 


138 




End 


611 




Name 


OJ990319 04.9819.C42.ol. 


gs 


Method 


GENSCAN 




O LdiL 


138 




End 


611 






none 




Score 


.77 




Exons 


138. .611 










Seq. No. 


29745 




Seq. ID 


OJ990319 04.9819 




Gene No. 


61452 




Strand 


+ 




Of a r-4- 
OLait 


185 




End 


301 




Name 


OJ990319 04.9819.C46.ol.tm 


Method 


TBLASTX: Maize 




o tar l. 


175 




End 


301 




GI 


none 




Score 


155 




Exons 


175. .297, 181. .294, 182. 


.301 








Seq. No. 


29745 




Seq. ID 


OJ990319_04.9819 


.C46 


Gene No. 


61452 




Strand 


+ 




Start 


185 




End 


301 





29640 




Name 


ujyyuoiy U4.yoiy.L4o.oi.gs 


Metnoa 


P U 1 XT O 7\ KT 




btart 


1 QC 

loo 


bna 


0 Q O 

£ y 0 




tal 


none 


Score 


. 4 y 




Exons 


IOC O QG 

loo. . z yo 








Seq. No. 


29746 


Seq. ID 


OJ990319_04 


.9819.C48 


Gene No. 


61453 


Strand 






Of a r~t- 


OO 3 




O/O 




Name 


uuyyuoiy U4 . yoiy.L4o .oi.gs 


Method 








Joy 


rjna 


0 /0 




PT 
bl 


none 


Score 


. 0 / 




f /"\ « 


OpQ CIO 

Joy. .0/0 








CZ a rr M /"\ 

064. IN O . 


z y / 4 1 


oeq. iu 


ujyyuoiy uo 


. y 0 iy . uz 




D X ft 0 4 


Cf r 3 

ot rana 






Start 


1 


End 


2797 




Name 


OJ990319_05.9819.C2.ol.np 


Method 


AAT/NAP 




OLdlL 


j. 




Z 0 DO 




pt 


O0Z0O / U 


Score 


^ f\ *7 

OU / 






1 "3*5 1 Q"5 "51 O onr /I /! /l 

1..00, iyo..oiz, jyD..444, 


looy . . 14 do , 


1 CQ1 *i £ /i o 

loo 1 . . 1 o4z , 


1 / oU . .loll, 




Z4 DO . . £ 0 DO 








GI Descrip. 


(ALU4y/ou; putative protein 


[Arabidops 


is thaliana] 




oeq. ino. 


29747 


Seq. ID 


OJyyOoly 05 




bene ino . 


61454 


Strand 


+ 




Cf a y~\- 

Ot alTt 


1 


End 


2797 




Name 


OJ990319 05.9819.C2.ol.gp 


Method 


AAT/GAP 




Start 


183 


End 


2797 




PT 


5250 1.R1084 


Score 


1264 




Exons 


183. .312, 396. .444, 1369. .1468, 1581.. 


1642, 1750.. 


1811, 




2465. .2797 








oi uescrip. 


, 5823570/emb ICAB53752.il 2. 


0e-97 (AL049730) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


29747 


Seq. ID 


OJ990319 05 


.9819. C2 


Gene No. 


61454 


Strand 


+ 




Of -a >-+- 


1 


End 


2797 




Name 


OJ990319 05.9819.C2.ol.gs 


Method 


GENSCAN 




Qf y.f 

ot art 


1503 


End 


2572 






none 


Score 


.94 




Exons 


1503.. 1509, 1750.. 1811, 2465.. 2572 






oeq. wo. 


29747 


Seq. ID 


OJ990319_05 


. 9819. C2 


ucilc INO • 


61455 


Strand 


+ 




Start 


3331 


End 


3824 




Name 


OJ990319 05.9819.C2.o2.gp 


Method 


AAT/GAP 




0 t art 


3331 


End 


3824 




PT 


39123 1.R1084 


Score 


937 




Exons 


3331. .3824 








GI Descrip. 


, 3378493/emb|CAA07567 | 2 . Oe 


-21 (AJ007579) cysteine 


proteinase 




[Ribes nigrum] ' 








Seq. No. 


29747 


Seq. ID 


OJ990319_05 


. 9819. C2 


Gene No. 


61456 


Strand 






Start 


3509 


End 


4366 




Name 


OJ990319 05.9819.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


190 


End 


1463 





29641 



GI 

Exons 



none Score 71 

190. .300, 191. .286, 192. .311, 192. .311, 193. .312, 387. .443, 
393. .443, 1350, .1463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29747 
61456 
3509 

OJ990319_05.9819,C2.o2.ts 

190 

none 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method TBLASTX : Soybean 

End 2590 

Score 136 



190. .303, 192. .311, 192. .311, 193. .312, 387. .443, 392. .442, 
393. .443, 1350. .1499, 1350. .1469, 1367. .1471, 1579. .1641, 
1581. .1640, 1582. .1641, 1754. .1810, 1755. .1811, 2465. .2590, 
2466. .2573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29747 
61456 
3509 

OJ990319_05 . 98 19 . C2 . o2 . tm 

190 

none 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method TBLASTX: Maize 

End 2590 

Score 136 



190. .303, 192. .311, 192. .311, 193. .312, 387. .443, 388. .444, 
392. .442, 393. .443, 1350. .1499, 1350. .1469, 1360. .1470, 
1367. .1471, 1579. .1641, 1581. .1640, 1582. .1641, 1754. .1810, 
1755.. 1811, 2465.. 2590, £4'66..2573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29747 
61456 
3509 

OJ990319_05.9819.C2.o2.np 

3509 

100001 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method AAT/NAP 

End 4325 

Score 581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons^ 



3509.. 3685, 3716.. 4173, 4261.. 4325 

endopeptidase CI - kidney bean gi | 1345573 | emb | CAA40073 | (X56753) 
endopeptidase (EP-C1) [Phaseolus vulgaris] 



Seq. No. 29747 

Gene No. 61456 

Start 3509 

Name OJ990319_05 . 9819 . C2 . ol . tc 

Start 3554 

GI none 
Exons 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method TBLASTX : Cress 

End 4339 

Score 55 



3554.. 3598, 3614.. 3715, 3639.-3686, 3731.. 4174, 3732.. 3836, 
3900. .4175, 4259. .4339, 4260. .4328 



29747 
61456 
3509 

OJ99031 9_05 . 98 1 9 . C2 . ol . tm 

3560 

none 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method TBLASTX: Maize ' 

End 4334 

Score 95 



3560.. 3604, 3614.. 3682, 3614.. 3712, 3722.. 4057, 3738.-3836, 
3915. .4058, 4070. .4174, 4113. .4175, 4259. .4327, 4260. .4334 



Seq. No. 
Gene No. 
Start 



29747 
61456 
3509 



Seq. ID OJ990319_05. 9819.C2 
Strand 

End 4366 



29642 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990319 J>5 . 9819 . C2 . ol . t s Method TBLASTX : Soybean 

3560 End 4331 

none Score 67 

3560. .3598, 3611. .3715, 3624. .3683, 3735. .4058, 3737. .4066, 
4064. .4174, 4119. .4175, 4259.-4327, 4260. .4331 



29747 
61456 
3509 

OJ990319_05.9819.C2.ol.tw 

3621 

none 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method TBLASTX : Wheat 

End 4 34 6 

Score 66 



3621. .3686, 3623. .3712, 3725. .3814, 3726. .3803, 3875. .4171, 
3912. .4169, 4266. .4346, 4268. .4345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29747 
61456 
3509 

OJ990319_05.9819.C2.o3.gp 
4149 

29615_1.R1084 
4149. .4173, 4261. .4366 

, 1279602/emb|CAA96436| 3.0e-14 (Z71754) pectin methylesterase 
[Nicotiana plumbaginif olia] ' 



Seq. ID OJ990319_05.9819.C2 
Strand 

End 4366 

Method AAT/GAP 

End 4366 

Score 214 



Seq. ID OJ990319_05.9819.C3 
Strand 

End 553 

Method AAT/GAP 

End 553 

Score 7 93 



29748 
61457 
1 

OJ990319_05.9819.C3.ol.gp 
1 

29615_1.R1084 
1..95, 177. .553 

, 1279602/emb|CAA96436| 3.0e-14 (Z71754) pectin methylesterase 
[Nicotiana plumbagini folia] f 



29748 
61457 
1 

OJ990319_05.9819.C3.ol.np 
1 

5823020 
1..71, 165. .523 

(AF089849) senescence-specific cysteine protease [Brassica 
napus] 



Seq. ID OJ990319_05. 9819.C3 
Strand 

End 553 

Method AAT/NAP 

End 523 

Score 159 



Seq. No. 29748 

Gene No. 61457 

Start 1 

Name OJ990319_05. 9819.C3.ol.gs 

Start 171 

GI none 

Exons 171.. 500 



Seq. ID OJ990319_05.9819.C3 
Strand 

End 553 

Method GENSCAN 

End 500 

Score .82 



Seq. No. 29748 

Gene No. 61457 

Start 1 

Name OJ990319 05 . 9819.C3 . ol . tm 



s^q. in OJ990319_05 = 9819.C3 
Strand 

End 553 

Method TBLASTX : Maize 



29643 




Start 


239 








End 


428 




GI 


none 








Score 


96 




Exons 


239. .295, 240. .299, 300 


. .410, 


304. .414 


, 363. .428 




Seq. No. 


29749 








Seq. ID 


OJ990319_05.9819 


.C4 


Gene No. 


61458 








Strand 






Start 


73 








End 


194 




Name 


OJ990319 05 


. 9819 


,C4.ol. 


as 


Method 


GENSCAN 




Start 


73 








End 


194 




GI 


none 








Score 


.82 




Exons 


73. .194 














Seq. No. 


29750 








Seq. ID 


OJ990319_05.9819 


.C6 


Gene No. 


61459 








Strand 






Start 


7032 








End 


7934 




Name 


OJ990319 05 


.9819 


,C6.ol. 


np 


Method 


AAT/NAP 




Start 


7032 








End 


7872 




GI 


2827528 








Score 


552 




Exons 


7032 7265, 


7294 


. .7612, 


7722. 


.7872 






GI Descrip. 


(AL021633) 


predicted protein 


[Arabidopsis thaliana] 




Seq. No. 


29750 








Seq. ID 


OJ990319_05.9819 


.C6 


Gene No. 


61459 








Strand 






Start 


7032 - 








End 


7934 




Name 


OJ990319 05 


.9819 


.C6.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


7073 








End 


7238 




GI 


none 








Score 


163 




Exons 


7073. .7237, 


7080 


. .7238 










Seq. No. 


29750 








Seq. ID 


OJ990319_05.9819 


.C6 


Gene No. 


61459 








Strand 






Start 


7032 








End 


7934 




Name 


OJ990319 05 


.9819 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7088 








End 


7255 




GI 


none 








Score 


87 




Exons 


7088. .7255, 


7089 


. .7238 










Seq. No. 


29750 








Seq. ID 


OJ990319_05.9819 


.C6 


Gene No. 


61459 








Strand 






Start 


7032 








End 


7934 




Name 


OJ990319 05 


.9819 


.C6.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


7094 








End 


7898 




GI 


none 








Score 


84 




Exons 


7094. .7255, 


7095 


. .7238, 


7332. 


.7613, 7439.-7633, 7722. .7898 


Seq. No. 


29750 








Seq. ID 


OJ990319_05.9819 


.C6 


Gene No. 


61459 








Strand 






Start 


7032 








End 


7934 




Name 


OJ990319 05 


.9819 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7463 








End 


7902 




GI 


none 








Score 


105 




Exons 


7463. .7633, 


7464 


. .7613, 


7720. 


.7902, 7722.. 7829 




Seq. No. 


29750 








Seq, ID 


OJ990319_05.9819 


.C6 


Gene No. 


61459 








Strand 






Start 


7032 








End 


7934 




Name 


OJ990319 05 


.9819 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 





29644 



Start 7529 End 7934 

GI none Score 110 

Exons 7529. .7633, 7530. .7613, 7720. .7899, 7720. .7740, 7722. .7901, 

7806. .7934, 7825. .7905 



Seq. No. 29751 Seq. ID 

Gene No. 614 60 Strand 

Start 1265 End 

Name OJ990319 J)5 . 9819 . C8 . ol . gs Method 

Start 1265 End 

GI none Score 
Exons 



OJ990319_05.9819.C8 
+ 

2655 
GEN SCAN 
2655 
.49 



1265. .1357, 1970. .2101, 2278.-2365, 2582. .2655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990319_05.9819.C9 



29752 

614 61 Strand + 

79 End 1233 

OJ990319_05 . 9819 . C9 . ol . gs Method GENS CAN 

79 End 1233 

none Score .75 

79. .192, 418. .658, 752. .1053, 1219. .1233 



29753 
61462 

75 * ' 

OJ990319_05. 9819. C10. ol.np 
75 

3047090 
75.. 121, 1153. .1530 

(AF058826) T26D22.18 gene product [Arabidopsis thaliana] 



Seq. ID OJ990319_05. 9819. C10 
Strand +. 

1530 
AAT/NAP 
1530 
398 



End 

Method 

End 

Score 



Seq. No. 


29753 




Seq. ID 


OJ990319 05. 9819. C10 


Gene No. 


61462 




Strand 


+ 


Start 


75 




End 


1530 


Name 


OJ990319 05 


.9819. C10. ol.gs 


Method 


GENSCAN 


Start 


952 




End 


1521 


GI 


none 




Score 


.74 


Exons 


952. .1521 








Seq. No. 


29753 




Seq. ID 


OJ990319_05. 9819. C10 


Gene No. 


61462 




Strand 


+ 


Start 


75 




End 


1530 


Name 


OJ990319 05 


.9819. C10. ol.tm 


Method 


TBLASTX: Maize 


Start 


987 




End 


1520 


GI 


none 




Score 


64 


Exons 


987. .1046, 


995.. 1054, 1000.. 


1134, 1051 


..1182, 1054.. 1182, 




1058. .1186, 


1067.. 1186, 1222 


..1518, 1230. .1520, 1231. .1518 



Seq. No. 29753 

Gene No. 614 62 

Start 75 

Name OJ990319_05. 9819. C10. ol .gp 

Start 1077 

GI LIB3431-036-P1-K1-E3 

Exons 1077.. 1517 

GI Descrip. '3047G90 4.0e-41 (AF058826) 
thaliana] 1 



Seq. ID OJ990319 05. 9819. C10 



Strand 
End 

Method 

End 

Score 



+ 

1530 
AAT/GAP 
1517 
864 



T26D22.18 gene product [Arabidopsis 



29645 




Seq. No. 


29753 








Seq. ID 


OJ990319_05. 9819. C10 


<£ene No. 


61462 








Strand 


+ 


Start 


75 








End 


1530 


Name 


OJ990319 05 


9819. 


C10 ,ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1230 ~~ 








End 


1520 


GI 


none 








Score 


68 


F.xons 


1230. . 1313, 


1230 . 


. 1517, 


1231. 


.1518, 1234.. 1518, 1344.. 1520 


Seq. No. 


29753 








Seq. ID 


OJ990319_05. 9819. C10 


Gene No. 


61462 








Strand 


+ 


Start 


75 








End 


1530 


Name 


OJ990319 05. 


9819. 


ClO.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1239 ~ 








End 


1529 


GI 


none 








Score 


219 


Exons 

AVI 1 w 


1239. . 1511, 


1239. 


. 1529, 


1240. 


.1518 




Seq. No. 


29754 








Seq. ID 


OJ990319_05.9819.C11 


Gene No. 


61463 








Strand 


+ 


Start 


625 








End 


2327 


Name 


OJ990319 05. 


9819. 


Cll.ol 


.gs 


Method 


GENSCAN 


Start 


625 








End 


2327 


GI 


none 








Score 


.87 


Rynn <? 


625.-678, 845.. 1014, 2110.. 2327 




Seq. No. 


29754 








Seq. ID 


OJ990319_05.9819.C11 


Gene No. 


61464 








Strand 


+ 


Start 


3340 








End 


3776 


Name 


OJ990319 05. 


9819. 


Cll.o2 


.gp 


Method 


AAT/GAP. 


Start 


3340 








End 


3776 


GI 


none 








Score 


759 


Exons 


3340. .3776 












Seq. No. 


29754 








Seq. ID 


OJ990319_05.9819.C11 


Gene No. 


61465 








Strand 




Start 


2227 








End 


2712 


Name 


OJ990319 05. 


9819. 


Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


2227 








End 


2712 


GI 


none 








Score 


960 


Exons 


2227. .2712 












Sea. No. 


29754 








Seq. ID 


OJ990319_05.9819.C11 


Gene No. 


61466 








Strand 




Start 


3707 








End 


6304 


Name 


OJ990319 05. 


9819. 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


625 








End 


2386 


GI 


none 








Score 


96 


E von *? 


625. .678, 626. .685, 836 


. .1012 


, 843. .1013, 843. .1013, 2109. .2147, 




2223. .2327, 


2357. 


.2386 








cpa No 


29754 








Seq. ID 


OJ990319_05.9819.C11 


Gene No . 


61466 








Strand 




Start 


3707 








End 


6304 


Name 


OJ990319 05. 


9819. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3574 








End 


4849 


GI 


none 








Score 


34 


Exons 


3574. .3600, 


3714. 


.4115, 


3728. 


.4126, 4197. .4355, 4199. .4354, 




4253. .4357, 


4266. 


.4355, 


4270. 


.4359, 4437. .4847, 4437. .4499, 



29646 



4442. .4849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29754 
61466 
3707 

OJ990319_05.9819.Cll.o2.np 

3701 

2129478 

3701. .4127, 4200. .4354, 4445 



OJ990319 05.9819.C11 



Seq. ID _ 
Strand 

End 6304 
Method AAT/NAP 
End 6304 
Score 37 6 

4655, 4887. .5109, 6261. .6304 
chitinase (EC 3.2.1.14) precursor - beet gi I 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 I emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



29754 Seq. ID 

61466 Strand 

3707 End 
OJ990319_05.9819.Cll.o2.gs Method 

3707 End 

none Score 

3707. .4127, 4200. .4356, 4444. .4846 



OJ990319_05.9819.C11 

6304 
GENSCAN 
4846 
1 



Seq. No. 

Gene No. 

Start: 

Name 

Start 

GI 

Exons 

GI Descrip. 



29754 

61466 \ : ." . 

3707 . /^fe'.v^;. 

0 J 9 9 0 3 1 9_0 5 9 8 1.9 7C 1 1 : o t . np 

3719 

6850314 



OJ990319 05.9819.C11 



Seq. ID _ 
Strand 

. End. .630.4. . /'. 

Method "AAT/NAP 
End 4825 
Score 1049 
3719. .4127, 4200. .4356, 4444. .4825 

(AC009999) Contains similarity to a basic endochitinase from 
Arabidopis thaliana gb|AB023448, and contains a Chitinases class 
I PFI00182 domain. ESTs gb|AI995747, gb|AA728545, gb|Z26222, 
gb|Z25683, gb|T88386, gb|Tl... 



Seq. No. 29754 Seq. ID 

Gene No. 614 66 Strand 

Start 3707 End 

Name 0 J990319_05 . 9819 . Cll . ol . ts Method 

Start 3737 End 

GI none .Score 
Exons 



OJ990319_05. 9819. Cll 
6304 

TBLASTX: Soybean 

4714 

43 



3737. .3772, 3744. .3785, 3785. .4126, 3786. .4115, 4197. .4256, 
4199. .4273, 4271. .4354, 4272. .4355, 4442. .4678, 4446. .4670, 
4664. .4714, 4680. .4712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



29754 
61466 
3707 

OJ990319_05. 9819. Cll. ol.tc 
3743 
none 

3743.. 3784, 3744.. 3773, 3774 

4046. .4126, 4197. .4265, 4199. .4258, 4265. .4354, 4272 
4442. .4678, 4446. .4676, 4682. .4711 



Seq. ID OJ990319_05. 9819. Cll 
Strand 

End 6304 
Method TBLASTX : Cress 
End 4711 
Score 40 

4043, 3779. .4063, 4044. .4115, 

.4355, 



29754 Seq. ID 

61466 Strand 

3707 End 

OJ990319_05. 9819. Cll. o3.gp Method 



OJ990319_05. 9819. Cll 

6304 
AAT/GAP 



29647 






4 512 

1 J X c. 








RnH 


4 Q40 
















7QQ 




Hi AUllu 


4512 4940 














Ce»o* No 


29754 








Seq. ID 


OJ990319 


0 5 Qft 1 Q PI 1 


Gene No. 


61466 








Strand 






Start 


3707 








End 


6304 




Name 


OJ990319 05 


. 9819 . 


Cll . ol , 


, tw 


Method 


TBLASTX : 1 


vvi lea u 


Of- -a r f 


4601 "~ 








End 


4849 




rir 


none 








Score 


67 






4601 4639 


4602 . 


.4 643, 


4637 


.4726, 4638. .4700, 


4 6Q1 4 ft 4 Q 




4692 4847 














Seq. No. 


29755 








Seq. ID 


OJ990319 


_05.9819.C12 


Gene No. 


61467 








Strand 






Start 


2345 








End 


6651 




Name 


OJ990319 05 


. 9819 . 


C12 . ol . 




-Method 


GENSCAN 




Start 


2345 ~ 








End 


6316 




GI 


none 








Score 


.55 




R von 


2345 2529 


3066 


3230 


4ft 1 0 


.5375, 6148.. 6316 






29755 








Seq. ID 


OJ990319 


05 Qft 1 Q r 1 2 

UJ i jOly t Lit, 


Gene No. -• 


61467 








Strand 






Starter;; * . 


'2345;*. . 








End v..- 


6651 




Name 


OJ990319 05 


.9819. 


C12.pl. 


.rip 


Method 


AAT/NAP 




Cf arf 
O L. d -L U 


3QR5 ~~ 






End 


6651 




(it 


69070R6 








Score 


366 




R von q 


3QR5 4075 


4140. 


.4397, 


4546. 


.4847, 4906. .5559, 


UJ60 . . DUJi 




(AP001129} 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


29756 








Seq. ID 


OJ990319 


_05.9819.C15 


Gene No. 


61468 








Strand 


+ 




Start 


1256 








End 


1336 




Name 


OJ990319 OS 


.9819. 


CIS.ol. 


gs 


Method 


GENSCAN 




91-3 rt- 
o t— a. -L l. 


1256 ~~ 






End 


1336 




GI 


none 








Score 


.65 




Rvon 


1256 1336 














Seq. No. 


29756 








Seq. ID 


OJ990319 


_05.9819.C15 


Gene No. 


61469 








Strand 


+ 




Start 


3334 








End 


3899 




Name 


OJ990319 05 


.9819. 


C15.ol. 


gp 


Method 


AAT/GAP 




Cfarf 
u Lai. L 


3282 _ 








End 


3757 




GI 


3761 403 








Score 


686 




R von q 


^2R2 3757 














Seq. No. 


29756 








Seq. ID 


OJ990319 


_05.9819.C15 


Gene No. 


61469 








Strand 


+ 




Start 


^3^4 








End 


3899 




Vi CLiLLC? 


O.TQQO^I 9 0 5 


.9819. 


C15.o2. 


gs 


Method 


GENSCAN 






*3 4 ~~ 

JO J ft 








End 


3891 




GI 


none 








Score 


.82 




Exons 


3334. .3390, 


3414. 


.3891 










Seq. No. 


29756 








Seq. ID 


OJ990319_ 


_05.9819.C15 


Gene No. 


61469 








Strand 


+ 




Start 


3334 








End 


3899 





29648 




Name 


OJ990319 05 


.9819.C15.ol 


.np 


Method 


AAT/NAP 


Start 


3352 






End 


3899 


GI 


4572673 






Score 


370 


Exons 


3352. .3899 










GI Descrip. 


(AC006954) 


putative sarcosine 


oxidase 


[Arabidopsis thaliana] 


Seq. No. 


29756 






Seq. ID 


OJ990319_05.9819.C15 


Gene No. 


61469 






Strand 


+ 


Start 


3334 






End* 


3899 


Name 


OJ990319 05 


.9819 C15 ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3402 






End 


3797 


GI 


none 






Score 


369 


Exons 


3402. .3443, 


3456. .3707, 


3459. 


.3644, 3494. .3685, 3684. .3797 


Seq. No. 


29756 






Seq. ID 


OJ990319_05. 9819.C15 


Gene No. 


61469 






Strand 


+ 


Start 


3334 






End 


3899 


Name 


OJ990319 05 


9819 CIS ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3441 ~ 






End 


3614 


GI 


none 






Score 


189 


Exons 


3441. .3614, 


3465. .3608 








Seq. No. 


29756. 






Seq. ID 


OJ990319_05.9819.C15 


Gene No. 


.;614 69 . • 






' Strand 




Start 


'3334 






End 


3899 


Name 


OJ990319 05 


.9819.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3456 ~ 






End 


3899 


GI 


none 






Score 


214 


Exons 


3456. . 3677, 


3459. .3641, 


3728. 


.3898, 3729.. 3899 


Seq. No. 


29757 






Seq. ID 


OJ990319 05.9819.C16 


Gene No. 


61470 






Strand 


+ 


Start 


1 






End 


2620 


Name 


OJ990319 05 


.9819.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


2620 


GI 


4572673 






Score 


641 


Exons 


1.-88, 1529 


..2227, 2582 


. -2620 






GI Descrip. 


(AC006954) putative sarcosine 


oxidase 


[Arabidopsis thaliana] 


Seq. No. 


29757 






Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61471 






Strand 


+ 


Start 


4404 






End 


6058 


Name 


OJ990319 05 


.9819.C16.o2 


.gs 


Method 


GEN SCAN 


Start 


4404 






End 


6058 


GI 


none 






Score 


.79 


Exons 


4404. .4479, 


4481. .4685, 


4756. , 


.4818, 4823. .4911, 5246. .5581, 




5598. .6058 










Seq. No. 


29757 






Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61472 






Strand 


+ 


Start 


14374 






End 


24080 


Name 


OJ990319 05 


.9819.C16.o4, 


.gs 


Method 


GENSCAN 


Start 


14374 






End 


24080 


GI 


none 






Score 


.61 



Exons 14374. .144/3, 16761 .. 16849, 17628 .. 17783, 18 624 18672 , 

19091. .19414, 20387. .20667, 20790 .. 21000, 21076 21337 , 
21903. .21988, 23311.. 24080 

29649 . 



Sea. No. 


29757 




Seq. ID 


OJ990319_ 


05.9819 


■ C16 


Gene No. 


61472 




Strand 


+ 






Start 


14374 




End 


24080 






Name 


OJ990319 05.9819.C16 


o3.np 


Method 


AAT/NAP 








19228 




End 


21239 






ox 


4337200 




Score 


650 








19228. .19414, 20387. 


.20667, 


20787. .21239 






GI DescriD. 


(AC006403) NAM (no apical meristem) -like protein 


[ArabidopsJ 




^ V* *-\ 1 -i — * « o 1 

tnaiiand j 












Seq. No. 


29757 




Seq. ID 


OJ990319_ 


05.9819 


.C16 


vJ . 


61473 




Strand 


+ 








9 A A *7 ^ 




End 


24602 






Name 


ujyyujiy ud. ?oiy .lid 


. o J . gp 


Method 


AAT/GAP 






Cf art 


9 A A 1 1 




End 


24602 






GI 






Score 


151 








9447*3 94609 












Seq. No. 


9 Q"7 t^T 




Seq. ID 


OJ990319_ 


05 . 9819 


.C16 


Gene No. 


61474 




Strand 


+ 






Start 


30378 




End 


33716 








uuyyujiy uo.joij.lid 


. o5 • gp 


Method 


AAT/GAP 








jU J to • 




End - 


33344 






rij 

KD A. 


none 




Score 


877 






Exons 


onoTo ^n/^*7 *}i^'37 


• jl JDJ; 


31649. .31767, 32155. 


. 32303, 






JlOuO • . J JUU4 r JJJlJ. 


"3 '3*344 










Seq. No. 


29757 




Seq. ID 


OJ990319_ 


05.9819 


.C16 


Gene No. 


61474 




Strand 


+ 






Start 


jUj / O 




End 


33716 






Name 


ujyyujiy uj.joij.lid 


• ob • gs 


Method 


GENSCAN 






Start 


jioUo 




End 


33716 






GI 


none 




Score 


.84 






Exons 


jIjUD . . jljj^f jIjj / • 


. Jl / D ' ; 


32155. .32303, 32868. 


33004 . 






oocfiQ "3*371 
jJDUj. . Oj (ID 












Seq. No. 


29757 




Seq. ID 


OJ990319_ 


05.9819 


.C16 


(Zpnp No . 


61475 




Strand 








Start 


1550 




End 


2338 






Name 


OJ990319 05.9819.C16 


.ol.gs 


Method 


GENSCAN 






Start 


1550 




End 


2338 






GI 


none 




Score 


. 97 






Exons 


1550. .2338 












Seq. No. 


29757 




Seq. ID 


OJ990319_ 


05.9819 


.C16 


Gene No. 


61476 




Strand 








Start 


5258 




End 


6022 






Name 


OJ990319 05.9819.C16 


. o2 . np 


Method 


AAT/NAP 






Start 


5258 




End 


6022 






GI 


4467154 




Score 


630 







Exons 5258.. 5519, 5596.. 6022 

GI Descrip. (AL035540) putative thaumatin-like protein [Arabidopsis 
thaliana] 

Seq. No. 29757 Seq. ID OJ990319_05 . 9819 . C16 

Gene No. 61477 Strand 



29650 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


. 9819. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1565 ~ 








End 


2059 


GI 


none 








Score 


522 


Exons 


1565. .1891, 


1565. 


.1717, 


1570. 


.1893, 1898.. 2059, 1898.. 2059 


Seq. No. 


29757 








Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61477 








Strand 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


. 9819. 


CI6.0I 


. ts 


Method 


TBLASTX : Soybean 


Start 


1748 








End 


2188 


GI 


none 








Score 


45 


Exons 


1748. . 1774, 


1778. 


.1876, 


1795. 


.1863, 1955. .2110, 1964. .2188, 




2062. .2145 












Seq. No. 


29757 








Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61477 








Strand 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


. 9819. 


C16.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


1888 








End 


2229 


GI 


none 








Score 


262 


Exons 


1888. .2142, 


1961. 


.2143, 


1976. 


.2143, 2149.. 2229, 2150.. 2227 


Seq. No. 


29757 •••• 








Seq. ID 


OJ990319_05.'9819..C1€ 


Gene No. 


61477* 








Strand 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


. 9819. 


CI6.0I 


. tw 


Method 


TBLASTX: Wheat 


Start 


5260 ~ 








End 


5487 


GI 


none 








Score 


169 


Exons 


5260. . 5487, 


5273. 


.5449 








Seq. No. 


29757 








Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61477 








Strand 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


.9819.C16.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5267 








End 


6001 


GI 


none 








Score 


102 


Exons 


5267. .5449, 


5305. 


.5478, 


5666. 


.5785, 5727.. 5786, 5786.. 6001, 




5787. .5966 












Seq. No. 


29757 








Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61477 








Strand 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


.9819. 


CI6.08 


. tm 


Method 


TBLASTX: Maize 


Start 


5272 ~ 








End 


5472 


GI 


none 








Score 


129 


Exons 


5272. .5472, 


5273. 


.5434 








Seq. No. 


29757 








Seq. ID 


OJ990319_05.9819.C16 


Gene No. 


61477 








Strand 




Start 


7380 








End 


33525 


Name 


OJ990319 05 


.9819. 


C16.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5296 








End 


6049 


GI 


none 








Score 


118 


Exons 


5296. .5490, 


5297. 


.5434, 


5666. 


.5779, 5727. .5780, 5730. .6014, 



5786. .6049 



29651 




Sea No 


29757 








Seq. ID 


OJ990319 




Gene No. 


61477 








Strand 






Start 


7380 








End 


33525 




Name 


OJ990319 05 


. 9819 . 


C16. o4 


. tw 


Method 


TBLASTX: 


vv 1 1 ci l. 


Start 


5693 ~~ 








End 


6001 




GI 


none 








Score 


122 




Rxons 


5693. .5749. 


5750 . 


. 5863, 


5751 


.5861, 5867.. 5917, 






5927. . 6001 














Seq. No. 


29757 








Seq. ID 


OJ990319 


_05. 9819.C16 


Gene No. 


61477 








Strand 






Start 


7380 








End 


33525 




Name 


OJ990319 05 


. 9819 . 


C16 . o2 


. tm 


Method 


TBLASTX: 


i la l 


Start 


5756 _ 








End 


6014 




GI 


none 








Score 


382 




Exons 


5756 6001. 


5757 . 


. 6014, 


5937 . 


.6008 






Sea No 


29757 








Seq. ID 


OJ990319 


Qfii q nfi 




61477 








Strand 






Start 


7380 








End 


33525 
•j *j *j 




Name 


OJ990319 05 


.9819. 


C16.o4 


.np 


Method 


AAT/NAP 




Start 


7179 






End 


33525 




GI 


5777623 








Score 


323 




Exons 


7179. .7313, 


. 23245 


>. .23445, 23554. .23642 


, 29597... 


— _7 O fl *1 , 




33451. .33525 












GI Descrip. 


(AJ245900) CAA303711.1 ] 


protein [Oryza 


sativa] 




Seq. No. 


29757 








Seq. ID 


OJ990319 


_05.9819.C16 


Gene No. 


61477 








Strand 






Start 


7380 








End 


33525 




Name 


OJ990319 05 


.9819. 


C16.ol 


.gp 


Method 


AAT/GAP 




Start 


7244 








End 


7699 




GI 


none 








Score 


867 




Exons 


7244. .7699 














Seq. No. 


29757 








Seq. ID 


OJ990319 


_05.9819.C16 


Gene No 


61477 








Strand 






Start 


7380 








End 


33525 




Name 


OJ990319 05 


.9819. 


C16.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


7327 








End 


8714 




GI 


none 








Score 


298 




Exons 


7327. .7362, 


7384. 


.7611, 


7385. 


.7606, 7386.. 7613, 


8283. .8333, 




8283. .8333, 


8284. 


.8352, 


8285. 


.8338, 8444. .8470, 


8574. .8714, 




8602. .8712 














Seq. No. 


29757 








Seq. ID 


OJ990319_ 


_05.9819.C16 


Gene No. 


61477 








Strand 






Start 


7380 








End 


33525 




Name 


OJ990319 05. 


.9819, 


C16.o3 


.gs 


Method 


GENSCAN 




Start 


7380 






End 


9608 




GI 


none 








Score 


.65 




Exons 


7380. .7611, 


8286. 


.8331, 


8579. 


.8802, 8882. .8998, 


9350. .9400, 




9514. .9608 














Seq. No. 


29757 








Seq. ID 


OJ990319_ 


_05.9819.C16 


Gene No. 


61477 








Strand 






Start 


7380 








End 


33525 





29652 




Name 


OJ990319 05.9819.C16. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


7386 




End 


8712 




GI 


none 




Score 


169 




F.xnn 4 ? 

X«i \mf 1 1 U 


7386. .7613, 7465. .7611, 7468 


..7614, 8285. .8338, 8574. .8711, 




8602. .8712 










Sea No . 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


7413 




End 


8714 




GI 


none 




Score 


183 




Exons 


7413.. 7613, 7417. .7614, 8262 


..8333, 8285. .8338, 8574. .8714, 




8602. .8712 










Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o2 . CTD 


Method 


AAT/GAP 




Start 


10364 — 




End 


10786 




GI 


2428050 




Score 


804 




Exons 


10364. .10786 










Sea No . - 


29757 




'Sefl. ' ID 


OJ990319_05/9819 


.C16 


Gene No 


61477 - 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


10657 ~ 




End 


11064 




GI 


none 




Score 


141 




F.xon «5 


10657 .. 10755, 10660. . 


10752, 


10756. .10848, 10756. . 10848, 






10858. .10968, 10859. . 


10969, 


10859. .10966, 10984 .. 11064, 






10985. .11044 










Sea No 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05 9819. C16. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


19272 ~~ 




End 


20646 




GI 


none 




Score 


222 




Exons 

XV A *. 


19272. .19418, 19273.. 


19416, 


20379. .20522, 20383 .. 2052 9, 






20398. .20538, 20538.. 


20633, 


20539. .20646, 20551.. 20646 




Sea No 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19273 




End 


20840 




GI 


none 




Score 


171 




Exon s 


19273. .19413, 19273.. 


19410, 


20382. .20513, 20383 .. 20520, 






20389. .20517, 20544.. 


20651, 


20548. .20637, 20786. . 20839, 






20787. .20840 










Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Star L 


7360 




End 


.33525 




Name 


OJ990319 05.9819.C16. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


19273 




End 


20647 





29653 




GI 


none 




Score 


198 




Exons 


19273. .19413, 19273. , 


.19413, 


20382. .20525, 20383 .. 20529, 






20548. .20646, 20550. . 


,20636, 


20552. .20647 




Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20400 




End 


20637 




GI 


none 




Score 


139 




Exons 


20400. .20510, 20401. . 


20517, 


20550. .20633, 20551.. 20637 




Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o4 . gp 


Method 


AAT/GAP 




Start 


24606 




End 


27842 




GI 


39946 1.R1084 




Score 


2000 




Exons 


24606. .24842, 25158.. 


25297, 


25386.-25447, 25527 -. 25607, 






26241. .26396, 26540.. 


26704, 


26902. .26964, 27058 .. 27120, 






27192. .27245, 27758.. 


27842 








GI Descrip. 


'4337210/gb|AAD18124 | 


5.0e- 


66 (AC006403) hypothetical prote. 




[Arabidopsis thaliana] ' 








Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o5.gs 


Method 


GENSCAN 




Start 


25213 




End 


29744 




GI 


none 




Score 


.88 




Exons 


25213. .25297, 25534.. 


25607, 


26241. .26396, 26540 26704 , 






26902. .26964, 27758.. 


27814, 


27890. .27958, 28359 28472, 






28549. .28620, 28706.. 


28916, 


29569. .29744 




Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


oS.tc 


Method 


TBLASTX: Cress 




Start 


25388 




End 


27254 




GI 


none - 




Score 


86 




Exons 


25388.-25447, 25530.. 


25610, 


26238. .26402, 2624 1 .. 2 6399, 






26248. .26400, 26540.. 


26671, 


26875".". 26979, 27055 27108 , 






27207. .27254 










Seq. No. 


29757 




Seq. ID 


OJ990319_05.9819, 


.C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


25388 




End 


26405 




GI 


none 




Score 


64 




Exons 


25388. .25447, 25530.. 


25610, 


26238. .26405, 2624 1 .. 26399, 






26257. .26400 










Seq. No. 


29757 




Seq. ID 


OJ990319_05. 9819, 


-C16 


Gene No. 


61477 




Strand 






Start 


7380 




End 


33525 




Name 


OJ990319 05.9819.C16. 


o7 . tm 


Method 


TBLASTX: Maize 





29654 




Start 


?540i 

Z J *i \J X 




End 


28836 






rij 






Score 


67 






LiAUllO 


95401 95451 9RR1^ 


9 R60ft 


25514. .25609, 25527 


. . z j 0 1U , 






occot 9R610 9693R 

^ JJZ ' ■ • ^ JulUf Z uZ J J • 


• Z Oj JJ/ 


26247. .26402, 26247 


o&a hr 

. . z Oft Uj , 






26257. .26403, 26276. 


.26419, 


26538. .26705, 26540 


. .26704, 






26601. .26708, 26902. 


.26967, 


26903. .26965, 26925 


. .26969, 






27044 27121 27056 


?71 91 

. Z 1 JL Z 1 , 


27057. .27122, 27190 


979 RR 






97191 97959 971QR 


979 R4 

. Z 1 6 J4 , 


27752. .27814, 27757 


. . z / 0 z 3 , 






?7888 P7Q69 978Q0 


97QR8 

. Z / J JO/ 


28356. .28463, 28357 


9ft A A 6 
. • z O ft fi O , 






28361 28468 28550 


2861 9 


28551. .28610, 28704 


9ft 7 R7 
. . Z O / j / f 






28705 28836 














29757 




Seq. ID 


OJ990319 


OR Qftl Q 
Uj . "Ol" 


PI 6 
.LID 




61477 




Strand 








o Lai u 


7380 




End 


33525 






Name 


OJ990319 05.9819.C16 


.o2. tw 


Method 


TBLASTX :1 


Wheat 




Start 


26360 




End 


27819 






GI 


none 




Score 


65 






LAUi 10 


96360 96407 96360 


963 Qft 
. Z Oj _7 0 , 


26361. .26405, 26538 


9 67 OR 
. * Z 0 / U J , 






96540 96704 96Q01 


• Z D .7 O D , 


26905. .26967, 26906 


96Q6R 
. . z 0 y 0 0 , 






97044 97191 97048 


971 99 

• Z I J_ Z Z , 


27058. .27120, 27187 


. .27246, 






?7?01 97948 97901 


979 R4 

• Z / Z J fx , 


27729. .27815, 27757 


. .27819 




Seq. No. 


29757 




Seq. ID 


OJ990319 


_05.9819 


.C16 


Gene No. 


61477 




Strand 










7380 




End 


33525 






LN GLULC 


O.TQQ031 Q OR Qftl Q PI 6 


. o4 . tin 


Method 


TBLASTX: Maize 






31 R4 Q "~ 




End 


31745 






ul 






Score 


321 








31 R4Q 31 743 31 5R3 

J J. J *± .7 • • J X / *i J , Jl JJ J t 


31744 

. J X / ft ft , 


31554. .31745 






Seq. No. 


29758 




Seq. ID 


OJ990319 


_05.9819 


• C17 


Gene No. 


61478 




Strand 








Start 


251 




End 


300 








O.TQQ031 Q OR QQ1 Q PI 7 


- 

• 0 1 . C[S 


Method 


GENS CAN 






qrarf 
J L. a. i- l_ 


251 ~~ 




End 


300 






GI 


none 




Score 


.66 








251 300 












Seq. No. 


29759 




Seq. ID 


OJ990319_ 


_05.9819 


-C18 


Gene No. 


61479 




Strand 


+ 






Start 


138 




End 


637 






Nanie 


O.TQQ031 Q 05 Q81Q Pi ft 


. ol . gp 


Method 


AAT/GAP 






Qfart- 
t~J LdJ. L. 


138 ~~ 




End 


637 






GI 






Score 


524 






pynn e 


138 184 38 Q 637 

IJO • i lOI ; JO J. i UJ / 












Seq. No. 


29759 




Seq. ID 


OJ990319_ 


_05.9819, 


.C18 


Gene No. 


61480 




Strand 








9tAT*t- 


909 

ZUZ 




End 


1243 






IN aiuc 


P.TQQ031 Q OR Qfll Q pi ft 


. ol . gs 


Method 


GENSCAN 






Start 


202 


End 


1243 






GI 


none 




Score 


.44 






Expns 


202. .495, 1040. .1243 












Seq. No. 


29760 




Seq. ID 


OJ990319_ 


_05.9819. 


.C20 


Gene No. 


61481 




Strand 


+ 







29655 



Start 
Name 
Start 
GI 

Exons 



441 End 

OJ990319_05 . 9819 . C20 . ol . gs Method 

441 End 

none Score 
441. .606 



606 

GENSCAN 

606 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29761 
61482 
1 

OJ990319_05.9819.C23.ol.np 
1 

5823570 
1..182, 427. .520, 747. .907 

(AL04 9730) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990319_05.9819.C23 
Strand 

End 1069 

Method AAT/NAP 

End 907 

Score 339 



29761 
61482 
1 

OJ990319_05.9819.C23.ol.tm 
94 

none 



Seq. ID OJ990319_05.9819.C23 
Strand 

End 1069 

Method TBLASTX : Mai ze 

End 892 

Score 133 

94. .183, 102. .185, 102. .182, 413. .520, 424. .522, 425. .523, 
427. .534, 740. .892, 741. .869 



Seq: No. 29761 

Gene No. 61482 

Start 1 

Name OJ990319_05. 9819 . C23 . ol . ts 

Start 94 

GI none 
Exons 



Seq. ID OJ990319_05.9819.C23 
Strand 

End 1069 

Method TBLASTX : Soybean 

End 892 

Score 133 



94. .183, 102. .182, 413. .520, 424. .522, 425. .523, 427. .534, 
740. .892, 741. .869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29761 
61482 
1 

OJ990319_05.9819.C23.ol.gp 
102 

5250 1.R1084 



Seq. ID OJ990319_05.9819.C23 
Strand 

End 1069 

Method AAT/GAP 

End 1069 

Score 872 



102. .180, 426. .520, 747. .1069 

1 5823570/emb | CAB53752 . 1 | 2.0e-97 (AL049730) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


29761 




Seq. ID 


OJ990319_05.9819. 


C23 


Gene No. 


61482 




Strand 






Start 


1 




End 


1069 




Name 


OJ990319 05.9819.C23. 


ol.gs 


Method 


GENSCAN 




Start 


427 




End 


907 




GI 


none 




Score 


.85 




Exons 


427. .520, 747. .907 










Seq. No. 


29761 




Seq. ID 


OJ990319_05.9819. 


C23 


Gene No. 


61482 




Strand 






Start 


1 




End 


1069 






wuj^wjj.^ uj.^813.^23. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


746 




End 


917 




GI 


none 




Score 


57 





29656 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



746. .790, 748. .789, 779. .892, 789. .917 



29762 
61483 
3166 

OJ990319_05.9819.C24.o2.gs 

3166 

none 



Seq. ID OJ990319_05.9819.C24 

Strand + 

End 9718 

Method GEN SCAN 

End 9668 

Score .61 



3166. .3337, 4134. .4369, 4705. .4889, 5907. .6284, 7240. .7873, 
8604. .9668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29762 
61483 
3166 

OJ990319_05.9819.C24.ol.np 

6268 

3980417 



Seq. ID OJ990319_05.9819.C24 

Strand + 

End 9718 

Method AAT/NAP 

End 9718 

Score 63 



6268. .6299, 7408. .7687, 9682. .9718 

(AC004561) putative pumilio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



29762 
61484 
51 

OJ990319_05.9819.C24.ol.gs 
51 

none 

51.. 120, 620.. 763 



Seq. ID OJ990319_05.9819.C24 
Strand 

End 763 ■ 

Method GENSCAN 

End 7 63 

Score .7 



Seq. ID OJ990319_05.9819.C24 
Strand 

763 

AAT/GAP 
407 
157 



29762 
61484 
51 

OJ990319_05.9819.C24.ol.gp 
284 

55507_1.R1084 
284. .407 

'5042437/gb|AC007789.1|AC007789 1.0e-16 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



End 

Method 

End 

Score 



29763 
61485 
1 

OJ990319_05. 9819.C25.ol.np 
1 

3980412 



Seq. ID OJ990319_05.9819.C25 

Strand + ' 

End 32 91 

Method AAT/NAP 

End 3006 

Score 88 9 



1..298, 395. .536, 710. .817, 1614. .1826, 1910. .2020, 2213. .2407, 
2787. .3006 

(AC004561) putative pumilio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



29763 
.61485 
1 

OJ990319_05.9819.C25.ol.gs 
64 

none 



Seq. ID OJ990319_05.9819.C25 

Strand + 

End . 3291 

Method GENSCAN 

End 32 91 

Score .76 



64. .298, 395. .536, 1614. .1826, 1910. .2020, 2213. .2407, 



29657 



2787.. 2953, 3066.. 3291 



Seq. No. 


29763 






Seq. ID 


OJ990319_05. 9819.C25 


Gene No. 


61485 






Strand 


+ 


Start 


1 






End 


3291 


Name 


OJ990319 05. 


9819.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


2363 ~~ 






End 


3095 


GI 


2797352 






Score 


412 


F.xons 


2363. .2407, 


2787. .2959, 


3066. 


.3095 




HT Dpscrin- 

VJ _L _/ w ±* — - p-* « 


3980417 5.0e 


!-17 (AC004561) pumilio-like protein [Arabidopsis 




thalianal 










cpn No 


29763 






Seq. ID 


OJ990319_05.9819.C25 


Cfinp No - 


61486 






Strand 




Start 


4643 






End 


8115 


Name 


OJ990319 05. 


9819.C25.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


56 






End 


2849 


GI 


none 






Score 


175 




56.. 298, 57. 


.296, 65. .298, 380. .523, 381. .524, 381. .533, 




385. .534, 703. .780, 716 


. .817, 


746. .820, 


767. .823, 769. .816, 




1611. .1826, 


1611. .1826, 


1631. 


.1843, 1697. .1837, 1886. .2020, 




1887. .2012, 


1909. .2019, 


2204. 


.2407, 2206. .2409, 2209. .2406, 


- 


2211. .2411, 


2789. .2848, 


2790. 


.2849 




Seq. No. 


29763 






Seq. ID 


OJ990319__05.9819.C25 


Gene No. 


61486 






Strand 




Start 


4643 






End 


8115 


Name 


OJ990319 05. 


9819.C25.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


65 






End 


2374 


GI 


none 






Score 


89 


F.xons 


65.. 304, 66. 


.296, 364.. 


513, 378. .536, 381. .536, 386. .535, 




707. .823, 709. .852, 746 


. .823, 


1611. .1826, 1611. .1826, 




1611. .1826, 


1635. .1826, 


1700. 


.1822, 2204. .2374 


Seq. No. 


29763 






Seq. ID 


OJ990319_05.9819.C25 


Gene No . 


61486 






Strand 




Start 


4643 






End 


8115 


Name 


OJ990319 05. 


9819.C25.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


378 






End 


2269 


GI 


none 






Score 


75 


Rxon s 


378..536, 447. .539, 746 


. .823, 


7S5..823, 


1611.. 1826, 1659.. 1826, 




1694. .1822, 


1907. .2026, 


1945. 


.2013, 2204.. 2269 


Seq. No. 


29763 






Seq. ID 


OJ990319_05.9819.C25 


Cpnp No 


61486 






Strand 




Start 


4643 






End 


8115 


Name 


OJ990319 05. 


9819.C25.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4494 






End 


4837 




none 






Score 


57 


Exons 


4494. .4598, 


4520. .4585, 


4646. 


.4837, 4655.-4837 


Seq. No. 


29763 






Seq. ID 


OJ990319_05. 9819.C25 


Gene No. 


61486 






Strand 




Start 


4643 






End 


8115 


Name 


OJ990319 05. 


9819.C25.o2 


.gs 


Method 


GENSCAN 


Start 


4643 






End 


8115 


GI 


none 






Score 


.92 



29658 




Exons 


4643. . 4899, 


5130 


. .5367, 


5503. 


.5809, 6277. .6371, 


7813. .8115 


Seq. No. 


29763 








Seq. ID 


OJ990319 


_05.9819.C25 


Gene No. 


61486 








Strand 






Start 


4643 








End 


8115 




Name 


OJ990319 05 


. 9819 


.C25.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4652 ~~ 








End 


5349 




GI 


none 








Score 


130 




Exons 


4652. .4828, 


4658 


. .4813, 


4823. 


.4906, 4827. .4919, 


5203. .5349 


Seq. No. 


29763 








Seq. ID 


OJ990319 


05.9819.C25 


Gene No . 


61486 








Strand 






Start 


4643 








End 


8115 




Name 


OJ990319 05 


.9819 


,C25.o2 


.np 


Method 


AAT/NAP 




Start 


4652 








End 


7524 




GI 


4138581 








Score 


433 




Exons 


4652. .4899, 


5130 


. .5367, 


5476. 


.5534, 5586.. 5809, 


6277 . . 6350, 




7496. .7524 














GI Descrip. 


(X98474) mitochondrial 


energy transfer protein 


[ Solanum 




tuberosum] 














kj ^ VJ . L^i Vu/ . 


29763 








Seq. ID 


OJ990319 


05 . 9819. C25 


Gene No. 


61486 








Strand 






Start 


4643 ; ■ 








End 


8115,.,. 




Name 


OJ990319 05 


.9819 


.C25.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4655 








End 


6372 




GI 


none 








Score 


227 




Exons 


4655. .4903, 


4656 


. .4904, 


5128. 


.5259, 5129.. 5254, 


5284 . .5370, 




5285. .5368, 


5476 


. .5811, 


5588. 


.5812, 6276.. 6368, 


6277 . . 6372 


Seq. No. 


29763 








Seq. ID 


OJ990319 


_05.9819.C25 


Gene No. 


61486 








Strand 






Start 


4643 








End 


8115 




Name 


OJ990319 05 


.9819 


.C25.o2 


.gp 


Method 


AAT/GAP 




Start 


4677 








End 


5642 




GI 


11156 1.R1084 






Score 


1082 




Exons 


4677. .4899, 


5130 


. .5367, 


5476. 


.5642 







GI Descrip. 1 4049342/emb | CAA22567 . 1 1 1.0e-30 (AL034567) adenylate 



translocator (brittle-1) -like protein [Arabidopsis thaliana] 1 



Seq. No. 


29763 








Seq. ID 


OJ990319_05.9819.C25 


Gene No. 


61486 








Strand 




Start 


4643 








End 


8115 


Name 


OJ990319 05 


.9819 


.C25.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4697 








End 


5310 


GI 


none 








Score 


205 


Exons 


4697. .4903, 


4698 


. .4904, 


5128. 


.5310, 5129.. 5296 


Seq. No. 


29763 








Seq. ID 


OJ990319_05.9819.C25 


Gene No. 


61486 








Strand 




Start 


4643 








End 


8115 


Name 


OJ990319 05 


.9819 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5131 








End 


6374 


GI 


none 








Score 


251 


Exons 


5131. .5370, 


5132 


. .5368, 


5474. 


.5812, 5476. .5814, 5476. .5811, 




5570. .5815, 


6276 


. .6368, 


6276. 


.6374, 6277.. 6369 



29659 



Seq. No. 29763 

Gene No. 61486 

Start 4643 

Name OJ99031 9_05 . 98 19 . C25 . ol . ts 

Start 5476 

GI none 
Exons 



Seq. ID OJ990319_05.9819.C25 
Strand 
End 

Method 
End 
Score 



8115 

TBLASTX : Soybean 

6374 

245 



5476. .5811, 5585. .5812, 6276. .6374, 6277.. 6354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29764 
61487 
308 

OJ990319_05.9819.C26.ol.gs 

308 

none 



Seq. ID OJ990319_05.9819.C26 

Strand + 

End 21456 

Method GENSCAN 

End 16365 

Score . 68 



308. .447, 1638. .2016, 2634. .2750, 2958. .3040, 4220. .4331, 
5180. .5244, 5332. .5480, 7052. .7077, 7490. .8005, 8361. .8498, 
9163. .9298, 10447 .. 10643, 11043 .. 12302 , 12382 .. 137 61, 
14000. .14125, 14608. .14852, 15015.. 16365 



Seq. No. 


29764 


Seq. ID 


OJ990319 


_05.9819 


.C26 


Gene No. 


61487 


Strand 


+ 






Start 


308 


End 


21456 






Name 


OJ990319 05 


. 9819.C26.o3.np Method 


AAT/NAP 






Start 


5759 


End 


21456 






GI 


4680183 


Score 


182 






Exons 


5759. .5843, 


20644. .20759, 21367. .21456 








GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


29764 


Seq. ID 


OJ990319 


_05.9819 


.C26 


Gene No. 


61487 


Strand 


+ 






Start 


308 


End 


21456 






Name 


OJ990319 05 


.9819.C26.o2.np Method 


AAT/NAP 






Start 


5791 


End 


15609 






GI 


2842700 


Score 


452 






Exons 


5791. .5864, 


12759. .12781, 12866 .. 12966, 


13087. . 


13521, 





13581. .13671, 13714. .13761, 13854 .. 13902, 13991 .. 14125, 
14605. .14852, 14 937 .. 15136, 15167 .. 15321, 15472. .15609 
GI Descrip. HYPOTHETICAL 192.5 KD PROTEIN C6G9.10C IN CHROMOSOME I 

gi I 1644322 | emb | CAB03612.il (Z81317) DNA2-NAM7 helicase family 
protein [Schizosaccharomyces pombe] 



Seq. No. 29764 Seq. ID 

Gene No. 61487 Strand 

Start 308 End 

Name OJ990319_05. 9819.C26.ol.gp Method 

Start 10775 End 

GI none Score 

Exons 10775. .11003, 11089.. 11317 



OJ990319_05.9819.C26 
+ 

21456 
AAT/GAP 
11317 
880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29764 
61488 
21682 

OJ990319_05.9819.C26.o3.gs 

21682 

none 



Seq. ID OJ990319_05.9819.C26 

Strand + 

End 22797 

Method GENSCAN 

End 22797 

Score .72 



21682. .21713, 22108 .. 22264 , 22456.-22797 



29660 



Seq. No. 29764 Seq. ID 

Gene No. 61489 Strand 

Start 22734 End. 

Name OJ990319_05. 9819.C26.o4 .np Method 

Start 22734 End 

GI 6721559 Score 
Exons 22734. .23205, 23233.. 23379 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gil 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990319_05.9819.C26 
+ 

23379 
AAT/NAP 
23379 
394 



Seq. No. 29764 Seq. ID 

Gene No. 614 90 Strand 

Start 17205 End 

Name OJ990319JD5 .9819.C26.ol.tw Method 

Start 9114 End 

GI none Score 

Exons 9114.. 9257, 9359.. 9562 



OJ990319_05. 9819.C26 
20333 

TBLASTX: Wheat 

9562 

160 



Seq. No. 29764 Seq. ID 

Gene No. 614 90 Strand 

Start 17205 End 

Name OJ990319_05. 9819.C26.ol. tm Method 

Start 14598 End 

GI none Score 

Exons 14598. .14744, 14602.. 14748 



OJ990319_05. 9819.C26 
20333 

TBLASTX: Maize 

14748 

219 



Seq. No. 


29764 




Seq. ID 


OJ990319JD5.9819 


.C26 


Gene No. 


61490 




Strand 






Start 


17205 




End 


20333 




Name 


OJ990319 05.9819.C26 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14965 




End 


15327 




GI 


none 




Score 


142 




Exons 


14965. .15126, . 15027. 


.15125, 


15169. .15327, 15171.. 15317 




Seq. No. 


29764 




Seq. ID 


OJ990319_05.9819 


.C26 


Gene No. 


61490 




Strand 






Start 


17205 




End 


20333 




Name 


OJ990319 05.9819.C26 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15039 




End 


15438 




GI 


none 




Score 


119 




Exons 


15039. .15122, 15043. 


.15132, 


15160. . 15438, 15168. .15347 




Seq. No. 


29764 




Seq. ID 


OJ990319JD5.9819 


.C26 


Gene No. 


61490 




Strand 






Start 


17205 




End 


20333 




Name 


OJ990319 05.9819.C26 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


15070 




End 


15327 




GI 


none 




Score 


69 




Exons 


15070. .15129, 15169. 


.15327, 


15171. .15317 




Seq. No. 


29764 




Seq. ID 


OJ990319_05.9819 


.C26 


Gene No. 


61490 




Strand 






Start 


17205 




End 


20333 




Name 


OJ990319 05.9819.C26 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15900 




End 


16367 




GI 


none 




Score 


95 





29661 




Exons 15900. .16013, 15902 .. 16021, 15913 .. 16014 , 16042 .. 16089, 

16046. .16099, 16046 .. 16096, 16051 .. 16098 , 16095 .. 16184 , 

16106. .16198, 16120. .1.6170, 16128 16184 , 16180 16224 , 

16184. .16225, 16186 .. 16227, 16239 .. 16367 , 16241.. 16366 



Seq. No. 


29764 




Sea ID 


OJ990319 05 


9819 C26 


Gene No . 


61490 




Strand 






Start 


17205 




End 


20333 




Name 


OJ990319 05. 


9819.C26.o2.gs 


Method 


GEN SCAN 




Start 


17205 




End 


20333 




GI 


none 




Score 


.57 




Exons 


17205. .17323, 20180.. 20333 








Seq. No. 


29765 




Seq. ID 


OJ99Q319_05. 


9819 C30 


Gene No . 


61491 




Strand 


+ 




Start 


69 




End 


4167 




Name 


OJ990319 05. 


9819.C30.ol.gs 


Method 


GENSCAN 




Start 


69 




End 


4167 




GI 


none 




Score 


.59 




Exons 


69.. 230, 29£ 


t.,439, 445. .615, 


1170. .1494, 2283. .2347 


404 6 4167 


Seq. No. 


29766 




Seq. ID 


OJ990319_05. 


9819 P31 


Gene No . 


61492 




Strand 


+ 




Start 


37 




End 


T'219 




Name 


OJ990319 05. 


9819.C31.ol.gs 


Method 


1 GENSCAN 




Start 


37 






91 Q 

£. J- ZJ 




GI 


none 




Score 


.85 




Exons 


37. .219 










Seq. No. 


29766 




Seq. ID 


OJ990319_05. 


9819 C31 

Zs \J ±. Zs » JL 


Gene No . 


61493 




Strand 






Start 


500 




End 


1198 




Name 


OJ990319 05. 


9819.C31.o2.gs 


Method 


GENSCAN 




Start 


500 




End 


1198 




GI 


none 




Score 


.49 




Exons 


500. .1198 










Seq. No. 


29767 




Seq. ID 


OJ990319_05. 


9819 C32 


Gene No . 


61494 




Strand 


+ 




Start 


28 




End 


314 - 




Name 


OJ990319 05. 


9819.C32.ol.gs 


Method 


GENSCAN 




Start 


28 




End 


314 




GI 


none 




Score 


.85 




Exons 


28. .74, 141. 


.185, 260. .314 








Seq. No. 


29768 




Seq. ID 


OJ990319_05. 


9819. C35 


Gene No. 


61495 




Strand 






Start 


274 




End 


358 




Name 


OJ990319 05. 


9819.C35.ol.gs 


Method 


GENSCAN 




Start 


274 




End 


358 




GI 


none 




Score 


.7 




Exons 


274. .358 










Seq. No. 


29769 




Seq. ID 


OJ990319_07. 


9819. CI 


Gene No. 


61496 




Strand 






Start 


1 




End 


1445 




Name 


OJ990319 07. 


9819.Cl.ol.np 


Method 


AAT/NAP 





29662 




OLai L 


1 


End 


1445 






4455338 


Score 


733 




Exons 


1..185, 670. .1014, 1134. .1445 






OX UCOol X £J • 


(AL035525) putative protein 


[Arabidopsis thaliana] 




cpn Mo 

OCU • IN v-/ • 


29769 


Seq. ID 


OJ990319_07.9819. 


CI 


Gene No. 


U X *s ^ U 


Strand 


— 




Start 




End 


1445 




Name 


OJ990*319 07 9819 CI ol tc 


Method 


TBLASTX: Cress - 






66 ~~ 


End 


1015 




OX 


none 


Score 


100 






66. .185, 67. .180, 68. .193, 


658. .1014, 


668.. 799, 742.. 987 






818. .1015 








Seq. No. 


29769 


Seq. ID 


OJ990319JD7.9819. 


CI 


Gene No. 


61496 


Strand 


— 




Start 


1 


End 


1445 




Lvalue. 


OJ990319 07.9819.Cl.ol.gs 


Method 


GEN SCAN 




OLQI I 


71 


End 


1287 




OX 


none 


Score 


.85 




Ej AUlliD 


71. .185, 670. .1014, 1134. .1287 






Seq. No. 


29769 


Seq. ID 


OJ990319_07.9819. 


CI 


Gene No. 


61496 


Strand 


- 




O L.O.X U 


1 


End 


1445 






OJ990319 07.9819.Cl.ol.ts 


Method 


TBLASTX : Soybean 




O Lai U 


904 


End 


1290 




riT 


none 


Score 


51 




DAUUO 


904. .1029, 937. .1017, 1132. 


.1290, 1134 


. .1289 




Seq. No. 


29769 


Seq. ID 


OJ990319_07.9819. 


CI 


Gene No. 


61496 


Strand 






Start 


1 


End 


1445 




Name 


OJ990319 07.9819.Cl.o2.tc 


Method 


TBLASTX: Cress 




^t- art 
o uax u 


1131 


End 


1290 




ox 


none 


Score 


113 






1131. .1289, 1132. .1290, 1132. .1278, 1134. .1289 




Seq. No. 


29770 


Seq. ID. 


OJ990319_07.9819. 


C2 


Gene No. 


61497 


Strand - 


+ 




Start 


228 


End 


689 




Name 


OJ990319 07.9819.C2.ol.gs 


Method 


GENSCAN 




u Lai L 


228 


End 


689 




ox 


none 


Score 


.71 






228. .434, 547. .689 








O C U . LN ^ • 


29770 


Seq. ID 


OJ990319_07.9819. 


C2 


VJC11C LN • 


61498 


Strand 






Start 


1 


End 


427 




Name 


OJ990319 07.9819.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


427 




GI 


28329 1.R1084 


Score 


781 




Exons 


1. .427 








GI Descrip. 


• 4 455338 /emb | CAB367 98 . 1 1 3. 


Oe-35 (AL035525) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


29771 


Seq. ID 


OJ990319_07.9819. 


C5 



29663 



Gene No. 


61499 


Strand 


+ 


Start 


501 


End 


546 


Name 


.OJ990319 07.9819.C5.ol.gs 


Method 


GEN SCAN 


Start 


501 


End 


546 


GI 


none 


Score 


. 6 


Exons 


501. .546 






Seq. No. 


29772 


Seq. ID 


OJ990319_07.9819.C6 


Gene No. 


61500 


Strand 


+ " 


Start 


130 


End 


339 


Name 


OJ990319 07. 9819.C6.ol.gs 


Method 


GEN SCAN 


Start 


130 


End 


339 


GI 


none 


Score 


. 62 


Exons 


130. .189, 268. .339 






Seq. No. 


29773 


Seq. ID 


OJ990319 07. 9819. C8 


Gene No. 


61501 


Strand 


+ 


Start 


6615 


End 


7094 


Name 


OJ990319 07.9819.C8.o2.np 


Method 


AAT/NAP 


Start 


6615 


End 


7094 


GI 


6069646 


Score 


207 


Exons 


6615. .7094 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




: -[Oryza sativa] gi | 6907112 | dbj | 


BAA90639 


.11 (AP001129) Similar to 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29773 Seq. ID 

61502 Strand 

1 End 

OJ99031 9_07 . 98 19 . C8 . ol . np Method 

1 End 

6093744 Score 



OJ990319_07.9819.C8 

2732 
AAT/NAP 
2732 
551 
2732 



1..115, 1682. .2247, 2278. .2462, 2565. 
PECTINESTERASE PPE8B PRECURSOR (PECTIN METHYLESTERASE) (PE) 
gi|1213629|emb|CAA65237| (X95991) pectinesterase [Prunus 
persica] 



29773 Seq. ID 

61502 Strand 

1 End 

OJ990319_07. 9819.C8.ol.tc Method 

28 End 

none Score 



OJ990319_07.9819.C8 
2732 

TBLASTX: Cress 

2054 

72 



28. .117, 42. .128, 1683. .1940, 1684. .1842, 1959. .2054 



Seq. No. 29773 Seq. ID 

Gene No. 61502 Strand 

Start 1 End 

Name OJ990319_07 . 98 1 9 . C8 . o2 . tw Method 

Start 28 End 

GI none Score 

Exons 28. .141, 1683. .1979 



Seq. No. 
Gene No. 



29773 
61502 



Seq. ID 
Strand 



OJ990319_07.9819.C8 
2732 

TBLASTX: Wheat 

1979 

60 



OJ990319 07. 9819. C8 



29664 




Start 


1 








End 


2732 




Name 


OJ990319 07 


9819. 


C8 . o2 . 


tm 


Method 


TBLASTX: Maize 




j Lai L 


28 ~~ 








End 


1910 




GI 


none 








Score 


76 




R von 

i_J AWl i o 


28 .117. 42. 


.128, 


1683. 


. 1862, 


1684. .1845, 1860. .1910 




Seq. No. 


29773 








Seq. ID 


OJ990319_07.9819. 


C8 


Gene No. 


61502 








Strand 






Start 


1 








End 


2732 




Name 


OJ990319 07. 


9819. 


C8 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


34 ~~ 








End 


2237 




ox 


none 








Score 


79 




R von s 


34. .177, 42. 


. 128, 


1686. 


. 1928, 


1687. .1845, 1959. .2006, 2025. 


Seq. No. 


29773 








Seq. ID 


OJ990319_07.9819. 


C8 


Gene No. 


61503 








Strand 






Start 


6606 








End 


7076 




Naine 


OJ990319 07. 


9819. 


C8 . ol . 


tm 


Method 


TBLASTX: Maize 




OLul L 


6606 ~ 








End 


6888 




GI 


none 








Score 


293 




R v nn 

Ill W v_/ 1 1 O 


6606. . 6887. 


6607. 


. 6888, 


6608 . 


.6805 






Seq. No. 


29773 








Seq-. ID 


OJ990319_07.9819. 


C8 


Gene No. 


61503 








Strand 






Start 


6606 








End 


7076 






OJ990319 07 


9819. 


C8 . ol . 


tw 


Method 


TBLASTX: Wheat 






6675 ~ 








End 


7076 




w -L 


none 








Score 


114 




R x on s 


6675. . 6824. 


6903. 


.7076 










Seq. No. 


29774 








Seq. ID 


OJ990319_07.9819. 


C9 


Gene No. 


61504 








Strand 


+ 




Start 


5532 








End 


7227 




Name 


OJ990319 07 


9819. 


C9. o2 . 


as 


Method 


GENSCAN 




Start 


5532 ~~ 








End 


7227 




GI 


none 








Score 


.69 




Rxons 


5532. .5548. 


6607 . 


. 6809, 


7091 . 


.7227 






Seq. No. 


29774 








Seq. ID 


OJ990319_07.9819. 


C9 


Gene No. 


61505 








Strand 






Start 


1175 








End 


4762 




Name 


OJ990319 07. 


9819. 


C9.ol . 


as 


Method 


GENSCAN 




Start 


1175 ~~ 








End 


4762 




GI 


none 








Score 


.61 




R von 


1175 2296. 


2380. 


.2458, 


2581. 


.3623, 4634. .4762 




Seq. No. 


29775 








Seq. ID 


OJ990319_07.9819. 


C12 


Gene No. 


61506 








Strand 






Start 


458 








End 


489 




Name 


O.TQQO^I 9 07 


9819 


C12 . ol 


. qs 


Method 


GENSCAN 




rt- 


4 ~~ 

^ JO 








End 


489 




GI 


none 








Score 


.61 




Exons 


458. .489 














Seq. No. 


29776 








Seq. ID 


OJ990319_07.9819. 


C14 


Gene No. 


61507 








Strand 


+ 




Start 


1 








End 


616 





29665 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990319_07. 9819.C14 .ol.np Method AAT/NAP 
1 End 401 

4455338 Score 253 

1..401 

(AL035525) putative protein [Arabidopsis thaliana] 



29776 Seq. ID 

61507 Strand 

1 End 
OJ990319_07 . 9819.C14 .ol.gs Method 

96 End 

none Score 
96. .616 



OJ990319_07.9819.C14 
+ 

616 

GENSCAN 

616 

.53 



Seq. No. 29777 Seq. ID OJ990319_07 . 9819 . C15 

Gene No. 61508 Strand + 

Start 1 End 4038 

Name OJ990319_07 . 9819 . C15 . ol . np Method AAT/NAP 

Start 1 End 1389 

GI 6815072 Score 1320 

Exons 1..138 9 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. No. 29777 

Gene No. 61508 

Start 1 

Name OJ990319_07 . 9819 . C15 . ol . tm 

Start 210 

GI none 

Exons 210.. 389, 211.. 378, 380.. 562 

Seq. No. 29777 

Gene No. 61508 

Start 1 

Name OJ990319_07 . 9819 . C15 . ol . gs 

Start 476 

GI none 
Exons 



Seq. ID OJ990319_07.9819.C15 

Strand + 

End 4038 

Method TBLASTX : Maize 

End 562 

Score 128 



Seq. ID OJ990319_07.9819.C15 

Strand + 

End 4038 

Method GENSCAN 

End 4038 

Score . 63 



476. .1113, 1511. .1676/ 1782. .2058, 2132. .2225, 2299. .2429, 
2512. .2593, 2702. .2828, 2925. .3016, 3163. .3451, 3959. .4038 



Strand 
End 

Method 

End 

Score 



Seq. No. 29777 

Gene No. 61508 

Start 1 

Name OJ990319_07 . 9819. C15 . ol . tc 

Start 866 

GI none 

Exons 866.. 1123, 877.. 1080 

Seq. No. 29777 

Gene No. 61508 

Start 1 

Name OJ99031 9_07 . 98 1 9 . C15 . o2 . tm 

Start 869 

GI none 

Exons 869.. 1090, 871.. 1089, 1100.. 1144, 1123.. 1188 



Seq. ID OJ990319_07.9819.C15 



+ 

4038 

TBLASTX: Cress 
1123 
205 



Seq. ID OJ990319_07.9819.C15 

Strand + 

End 4038 

Method TBLASTX : Mai ze 

End 1188 

Score 216 



29666 



Seq. No. 29777 

Gene No. 61508 

Start 1 

Name OJ990319_07 . 9819 .C15 . ol . ts 

Start 1147 

GI none 

Exons 1147.. 1296, 1159.. 1263, 1161.. 1295 



Seq. ID OJ990319_07.9819.C15 



Strand 
End 

Method 
End 
Score 



+ 

4038 

TBLASTX : Soybean 

1296 

188 



Seq. No. 29778 Seq. ID 

Gene No. 61509 . Strand 

Start 65 End 

Name OJ990319_07 . 9819 . C16 . ol . gp Method 

Start 65 End 

GI none Score 

Exons 65 . . 313 



OJ990319_07.9819.C16 
+ 

313 

AAT/GAP 

313 

468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 



29779 Seq. ID OJ990319_07 . 9819 . C19 

61510 Strand + 

497 End 1354 

OJ990319_07 . 9819 . C19 . ol . np Method AAT/NAP 

497 End 1222 

6093744 Score 834 

497.. 868, 896.. 1222.. 

PECTINESTERASE PPE8B PRECURSOR (PECTIN METHYLESTERASE) (PE) 
gi| 1213629 temb | CAA65237 | (X95991) pectinesterase [Prunus 
persica] 



Seq. No. 


29779 


Seq. ID 


OJ990319_07.9819.C19 


Gene No. 


61510 


Strand 


+ 


Start 


4 97 


End 


1354 


Name 


OJ990319 07.9819.C19.ol.gs 


Method 


GENSCAN 


Start 


498 


End 


1225 


GI 


none 


Score 


.88 


Exons 


498. .1225 






Seq. No. 


29779 


Seq. ID 


OJ990319_07.9819.C19 


Gene No. 


61510 


Strand 


+ 


Start 


497 


End 


1354 


Name 


OJ990319 07.9819.C19.ol.gp 


Method 


AAT/GAP 


Start 


751 


End 


1354 


GI 


5607338 


Score 


1046 


Exons 


751. .1354 






GI Descrip. 


1279602/emb|CAA96436| 3.0e- 
[Nicotiana plumbaginif olia] 


14 (Z71754) 


pectin methylesterase 


Seq. No. 


29779 


Seq. ID 


OJ990319 07.9819.C19 


Gene No. 


61511 


Strand 


+ 


Start 


1515 


End 


2159 


Name 


OJ990319 07.9819.C19.o2.gp 


Method 


AAT/GAP 


Start 


1515 


End 


2159 


GI 


38333 1.R1084 


Score 


1242 


Exons 


1515. .2159 






GI Descrip. 


, 2239262/emb|CAA73733| 4.0e 


-48 (Y13285) 


pectin 



methylesterase-like protein [Zea mays] 1 



Seq. No. 29779 Seq. ID OJ990319_07 . 98 19 . C19 

Gene No. 61512 Strand 

29667" 



Start 


1622 




End 


5477 


Name 


O.TQQO^I Q 07 Qftl Q PI Q nl 

vU 5 Jl^ KJ 1 . Z70X.7. ^X27.0-L 


.ts 


Method 


TBLASTX: Soybean 


Start 


436 




End 


3235 


GI 


none 




Score 


482 


Exons 


436. .849, 485. .865, 902 


..1219, 916. .1218, 1631. .1930, 




1695. .1898, 1955. .2314, 


1959. 


.2315, 2397. .2567, 2424. .2561, 




2431.. 2562, 3179.. 3235 








Seq. No. 


29779 




Seq. ID 


OJ990319_07.9819.C19 


Gene No. 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


485 




End 


3259 




nunc 




Score 


370 


Exons 


485.-868, 505. .834, 917 


..1108, 923. .979, 1066. .1194, 1067. .123 




1599.. 1745, 1622.. 1852, 


1623. 


.1853, 1730.. 2320, 1740.. 2321, 




2349. .2564, 2403. .2567, 


2434. 


.2568, 2654.. 2737, 2658.. 2759, 




2660. .2794, 2774. .2854, 




.3239, 3069.. 3251, 3092.. 3256, 




3092. .3259 








Seq. No. 


29779 




Seq. ID 


OJ990319_07. 9819.C19 


Gene No. 


61512 




Strand 




Start 


1622 




End 


5477 


Name 




.tc - 


Method 


TBLASTX: Cress 


Start 


485 




End 


3235 


GI 


none 




Score 


395 


Exons 


485. .868, 496. .843, 919, 


. .1215 


, 920. .1216, 1631. .1927, 




1710. .1922, 1955. .2326, 


1986. 


.2327, 2409.. 2567, 2434.. 2568, 




2658.. 2738, 2660.. 2755, 


3128. 


.3235 




Seq. No. 


29779 




Seq. ID 


OJ990319_07. 9819.C19 


Gene No. 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


535 




End 


2288 


GI 


none 




Score 


347 


Exons 


535. .8,43, 536. .865, 920. 


. .994, 


925. .996 


, 1868. .1942, 1881. .1934, 




1955.. 2101, 1955.. 2287, 


1986. 


.2288 




Seq. No. 


29779 




Seq. ID 


OJ990319_07. 9819. C19 


Genp No 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


998 




End 


1865 


GI 


none 




Score 


180 


Exons 


998. .1216, 1000. .1212, 1631.. 


1864, 1635. .1865 


Seq. No. 


29779 




Seq. ID 


OJ990319_07.9819.C19 


Gpnp No 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.o2. 


gs 


Method 


GENSCAN 


Start 


1622 


End 


5477 


GI 


none 




Score 


.58 


Exons 


1622.. 2322, 2405.. 2565, 


2661. 


.3812, 4322. .4471, 5410. .5477 


Seq. No. 


29779 




Seq. ID 


OJ990319_07. 9819.C19 


Gene No. 


61512 




Strand 





29668 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1'622 End 

OJ990319_07.9819.C19.o2.np Method 

1631 End 

6714532 Score 



5477 
AAT/NAP 
3787 
1360 



1631.. 2322, 2405.. 2565, 2661.. 2907, 3076.. 3787 
(AB029461) pectin methylesterase [Salix gilgiana] 



Seq. No. 


29779 




Seq. ID 


OJ990319_07. 9819.C19 


Gene No. 


61512 




'^Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


2391 




End 


2809 


GI 


none 




Score 


70 


Exons 


2391. .2564, 2409. . 2564, 


2443. 


.2571, 2666.. 2743, 2672.. 2809, 




2679. .2756 








Seq. No. 


29779 




Seq. ID 


OJ990319_07.9819.C19 


Gene No. 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.o3. 


gp 


Method 


AAT/GAP 


Start 


2696 




End 


3076 


GI 


none 




Score 


736 


Exons 


2696. .3076 








Seq. No. 


29779 




Seq. ID 


OJ990319_07.9819.C19 


Gene No . 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3273 




End 


3792 


GI 


none 




Score 


101 


Exons 


3273. .3452, 3275. .3451, 


3498. 


.3572, 3498.. 3563, 3503.. 3574, 




3631. .3789, 3641. .3790, 


3684 . 


.3791, 3700.. 3792 


Seq. No. 


29779 




Seq. ID 


OJ990319_07.9819.C19 


Gene No . 


61512 




Strand 




Start 


1622 




End 


5477 


Name 


OJ990319 07.9819.C19.o4. 


gp 


Method 


AAT/GAP 


Start 


3321 


End 


3910 


GI 


28329 1.R1084 




Score 


1110 


Exons 


3321.. 3910 








GI Descrip. 


'4455338/emb ICAB36798.il 


3.. Oe 


-35 (AL035525) putative proteir 




[Arabidopsis thaliana] 1 








Seq. No. 


29780 




Seq. ID 


OJ990319_07.9819.C22 


Gene No. 


61513 




Strand 


+ 


Start 


359 




End 


1352 


Name 


OJ990319 07.9819.C22.ol. 


gs 


Method 


GENSCAN 


Start 


359 


End 


1352 


GI 


none 




Score 


.73 



Exons 



359. .478, 1239. .1352 



Seq. No. 29780 

Gene No. 61514 

Start 538 

Name OJ990319_07 .9819. C22 . ol . gp 

Start 538 

GI 5851104 



Seq. ID OJ990319_07.9819.C22 
Strand 

End- 753 

Method AAT/GAP 

End 753 

Score 432 



29669 




Exons 538.. 753 

GI Descrip. 5441876/dbj | AP000367 . 1 | AP000367 2.0e-10 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 



Seq. No. 


29781 




Seq. ID 


OJ990319_07.9819. 


C23 


Gene No . 


61515 




Strand 






Start 


1 




End 


976 




Name 


OJ990319 07. 9819.C23.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


976 




GI 


4585985. 




Score 


553 




Exons 


1. .976 










GI Descrip. 


(AC005287 ) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


29781 




Seq. ID 


OJ990319JD7.9819. 


C23 


Gene No. 


61515 




Strand 


- 




Start 


1 




End 


976 




Name 


OJ990319 07.9819.C23.ol 


.gs 


Method 


GENSCAN 




Start 


157 




End 


869 




GI 


none 




Score 


.56 




Exons 


157. .869 










Seq. No. 


29782 




Seq. ID 


OJ990319_07.9819. 


C24 


Gene No . 


61516 




Strand 


- 




Start 


169 




End 


631 




Name 


OJ990319 07 . 9819.C24 .ol 


.gs 


Method 


GENSCAN 




Start 


169 




End 


631 




GI 


none 




Score 


.62 




Exons 


169. .279, 557. .631 










Seq. No. 


29783 




Seq. ID 


OJ990319_07.9819. 


C25 


Gene No . 


61517 




Strand 






Start 


350 




End 


750 




Name 


OJ990319 07.9819.C25.ol 


.gs 


Method 


GENSCAN 




Start 


350 ~ 


End 


750 




GI 


none 




Score 


.72 




Exons 


350. .550, 700.. 750 










Seq. No. 


29784 




Seq. ID 


OJ990319_07.9819. 


C26. 


Gene No . 


61518 




Strand 






Start 


1 




End 


719 




Name 


OJ990319 07.9819.C26.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


719 




GI 


4455338 




Score 


299 




Exons 


1..124, 244. .397, 662..' 


719 








GI Descrip. 


(AL035525) putative protein 


[Arabidopsis thaliana] 




Seo. No. 


29784 




Seq. ID 


OJ990319_07.9819. 


C26 


Gene No. 


61518 




Strand 






Start 


1 




End 


719 




Name 


OJ990319 07.9819.C26.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


65 




End 


715 




GI 


none 




Score 


193 




Exons 


65.. 139, 242.. 409, 242. 


.388, 


243. .389, 


244 . .399, 662. .715, 




664. .714 










Seq. No. 


29784 




Seq. ID 


OJ990319_07.9819. 


C26 


Gene No. 


61518 




Strand 







29670 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990319_07.9819.C26.ol.ts 

242 

none 



End 

Method 

End 

Score 



719 

TBLASTX : Soybean 

715 

107 



242. .406, 244. .399, 662. .715, 664. .714 



Seq. ID OJ990319_07.9819.C26 
Strand 

End 719 

Method GENS CAN 

End 397 

Score .91 



29784 
61518 
1 

OJ990319_07.9819.C26.ol.gs 
244 
none 
244. .397 

29785 
61519 
1073 

OJ990319_07.9819.C28.ol.gs 
1073 
none 

1073. .1271, 1359. .1499, 1747.. 1834, 2083. .2132, 2954.. 3084, 
3366. .3593 



Seq. ID OJ990319_07.9819.C28 
Strand 

End 3593 

Method GENSCAN 

End 3593 

Score .85 



Seq. ID OJ990319_07.9819.C29 
Strand 

2193 
AAT/GAP 
553 
172 



29786 
61520 
871 

OJ990319_07.9819.C29.ol.gp 
406 

26906_2.R1084 
406. .553 

, 4680488/gb|AF119222.1|AF119222 4.0e-33 Oryza sativa BAC clone 
1.H19, complete sequence' 



End 

Method 

End 

Score 



29786 
61520 
871 

OJ990319_07.9819.C29.ol.gs 

871 

none 



Seq. ID OJ990319_07.9819.C29 
Strand 

End 2193 

Method GENSCAN 

End 2193 

Score .73 



871. .1060, 1671. .1806, 1965. .2193 



29787 
61521 
5411 

OJ990319_07.9819.C30.o2.gs 

5411 ■■' 

none 



Seq. ID OJ990319_07.9819.C30 

Strand + 

End 9566 

Method GENSCAN 

End 9566 

Score .73 



5411. .5665, 5992. .6077, 6151. .6235, 8792. .8872, 8964. .9050, 
9108. .9566 



Seq. No. 29787 

Gene No. 61522 

Start 5541 

Name OJ990319_07 . 9819 .C30 . ol . gp 

Start 5541 

GI 4881101 

Exons 5541.. 5627, 5733.. 6087 



Seq. ID OJ990319_07.9819.C30 
Strand 

End 6087 

Method AAT/GAP 

End 6087 

Score 775 



29671 



Seq. No. 


29787 


Seq. ID 


OJ990319_07.9819 


.C30 


Gene No. 


61523 


Strand 






Start 


8286 


End 


11112 




Name 


OJ990319 07.9819.C30.ol.np 


Method 


AAT/NAP 




Start 


8286 


End 


11019 




GI 


6815109 


Score 


128 




Exons 


8286.. 9372, 10995.. 11019 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa 1 




Seq. No. 


29787 


Seq. ID 


OJ990319__07.9819 


.C30 


Gene No. 


61523 


Strand 






Start 


8286 


End - 


11112 




Name 


OJ990319 07. 9819.C30.o2.np 


Method 


AAT/NAP 




Start 


10096 


End 


11112 




GI 


4680183 


Score 


202 




Exons 


10096. .10185, 10796. .10885, 


11004. .11112 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


29788 


Seq. ID 


OJ990319_07.9819 


.C31 


Gene No. 


61524 


Strand 






Start 


1 


End 


648 




Name 


OJ990319 07.9819.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


324 




GI 


4455338 


Score 


339 




Exons 


1. .324 








GI DescriD. 


(AL035525) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


29788 


Seq. ID 


OJ990319_07.9819 


.C31 


Gene No . 


61524 


Strand 






Start 


1 


End 


648 




Name 


OJ990319 07.9819.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


70 


End 


324 




GI 


none 


Score 


218 




Exons 


70. .324, 72. .314, 103. .258 








Seq. No. 


29788 


Seq. ID 


OJ990319_07.9819 


.C31 


Gene No . 


61524 


Strand 






Start 


1 


End 


648 




Name 


OJ990319 07.9819.C31.ol.ts 


Method 


TBLASTX : Soybean 




Start 


72 


End 


331 




GI 


none 


Score 


197 




Exons 


72. .311, 72. .314, 73. .327, 


119. .331 






Seq. No. 


29788 


Seq. ID 


OJ990319_07.9819 


.C31 


Gene No. 


61524 


Strand 






Start 


1 


End 


648 




Name 


OJ990319 07.9819.C31.ol.gp 


Method 


AAT/GAP 




Start 


161 


• End 


317 




GI 


2312057 


Score 


236 




Exons 


161. .317 








GI Descrip. 


4455338/emb ICAB36798.il 3.0e-35 (AL035525) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


29788 


Seq. ID 


OJ990319_07.9819 


-C31 


Gene No. 


61524 


Strand 






Start 


1 


End 


648 





29672 




Name 


OJ990319 07 9819 C31 ol 


y & 


Mpt" hod 


GENSCAN 

\J 1—1 L 1 ! villi 






Start 


185 ~ 


End 


648 






GI 


none 






.77 






Rvrjn<3 


185 317. 619 648 












Seq. No. 


29788 




Seq. ID 


OJ990319_07. 


9819. 


C31 


Gene No. 


61524 




Strand 








Start 


1 




End 


648 






Naitie 


OJ990319 07 9819 C31 ol 


tc 


Method 


TBLASTX: Cress 




Start 


204 ~ 




End 


326 






GI 


none 




Score 


160 






ImJ *\ \y i I C 


204. .311, 205. 312. 210 


. 326 










Seq. No. 


29789 




Seq. ID 


OJ990319_07. 


9819. 


C32 


Gene No. 


61525 




Strand 


+ 






Start 


383 




End 


547 






Name 


OJ990319 07 9819 C32 ol 


OS 


Mpt hod 


GENSCAN 






Start 


383 ~~ 




End 


547 






GI 


none 




Score 


. 95 








383 547 

**y \j • * ^y ^ » 












Seq. No. 


29790 




Seq. ID 


OJ990319_07. 


9819. 


C35 


Gene No. 


61526 




Strand 


+ 






Start 


327 




End 


488 






Name 


OJ990319 07 9819 C35 ol 




Mp1~ hod 


GENSCAN 






Start 


327 ~~ 




End 


488 






GI 


none 




Score 


. .49 








327 488 












Sprr No 


29790 




Qprr TD 


OJ990319_07. 


9819. 


C35 


Gene No. 


61527 




Strand 








Start 


1 




End 


228 






Name 


OJ990319 07.9819.C35.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


228 






GI 


4455338 




Score 


100 






l—i *\ w l u 


1. .228 












GI DescriD. 


(AL035525) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


29791 




' Seq. ID 


OJ990319_07. 


9819. 


C37 


Gene No. 


61528 




Strand 


+ 






Start 


64 




End 


167 






Name 


OJ990319 07.9819.C37.ol. 


gs 


Method 


GENSCAN 






Start 


64 




End 


167 






GI 


none 




Score 


. 99 






Exons 


64. .167 












Seq. No. 


29792 




Seq. ID 


OJ990319_07. 


9819. 


C39 


Gene No. 


61529 




Strand 








Start 


19 




End 


44 






Name 


OJ990319 07.9819.C39.ol. 


gs 


Method 


GENSCAN 






Start 


19 




End 


44 






GI 


none 




Score 


.97 






Exons 


19. .44 












Seq. No. 


29793 




Seq. ID 


OJ990319_07. 


9819. 


C40 


Gene No. 


61530 




Strand 


+ 






Start 


130 




End 


409 







29673 



Name 


OJ990319 07.9819.C40.ol. 


gs 


Method 


GENSCAN 








Start 


130 




End 


409 








GI 


none 




Score 


.83 








Exons 


130. .186, 232. .409 














Seq. No. 


29794 




Seq. ID 


OJ990319_ 


_07 


.9819 


.C41 


Gene No. 


61531 




Strand 


+ 








Start 


105 




End 


430 








Name 


OJ990319 07.9819.C41.ol. 


gs 


Method 


GENSCAN 








Start 


105 




End 


430 








GI 


none 




Score 


.64 








Exons 


105. .212, 299. .430 














Seq. No. 


29795 




Seq. ID 


OJ990319_ 


_07 


.9819 


.C42 


Gene No. 


61532 




Strand 










Start 


112 




End 


177 








Name 


OJ990319 07.9819.C42.ol. 


gp 


Method 


AAT/GAP 








Start 


112 


End 


177 








GI 


none 




Score 


78 








Exons 


112. .177 














Seq. No. 


29796 




Seq. ID 


OJ990319_ 


_07 


.9819 


.C44 


Gene No. 


61533.. 




Strand 










Start 


1016 




End 


' 1143 








Name 


OJ990319 07.9819.C44.ol. 


gs 


Method 


GENSCAN 








Start 


1016 




End 


1143 








GI 


none 




Score 


.47 








Exons 


1016. .1143 














Seq. No. 


29797 




Seq. ID 


OJ990319_ 


_07 


.9819 


.C45 


Gene No. 


61534 




Strand 


+ 








Start 


1 




End 


2853 








Name 


OJ990319 07.9819.C45.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


2853 








GI 


5295955 




Score 


148 








Exons 


1..39, 1845. .1918, 2460. 


.2573, 


2758. .2853 








GI. Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 














Seq. No. 


29797 




Seq. ID 


OJ990319_ 


07 


.9819 


.C45 


Gene No. 


61534 




Strand 


+ 








Start 


1 




End 


2853 








Name 


OJ990319 07.9819.C45.o2. 


np 


Method 


AAT/NAP 








Start 


1 




End 


2617 








GI 


4680183 




Score 


132 








Exons 


1..59, 1849. .1918, 2526. 


.2617 












GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


29797 




Seq. ID 


OJ990319_ 


07 


.9819 


.C45 


Gene No. 


61534 




Strand 


+ 








Start 


1 




End 


2853 








Name 


OJ990319 07.9819.C45.ol. 


gs 


Method 


GENSCAN 








Start 


1540 


End 


2514 








GI 


none 




Score 


.93 








Exons 


1540. .1616, 1704. .1790, 


1849. . 


1984, 2396. .2514 








Seq. No. 


29798 




Seq. ID 


OJ990319_ 


07 


.9819 


.C46 



29674 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



61535 Strand 

425 End 

OJ990319_07 . 9819 . C4 6 . ol . gs Method 

425 End 

none Score 
425.. 535, 1503.. 1517 



+ 

1517 
GENSCAN 
1517 
.57 



29799 
61536 
1 

OJ990319_07.9819.C47.ol.np 
1 

4455338 

1..50, 1001. .1709, 1972. .2125, 2245. .2566 
(AL035525) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990319_07.9819.C47 
Strand + 

2566 
AAT/NAP 
2566 
896 



End 

Method 

End 

Score 



29799 
61536 
1 

OJ990319_07.9819.C47.ol.gs 

226 

none 



Seq. ID OJ990319_07.9819.C47 

Strand + 

End 2566 

Method GENSCAN 

End 2416 

Score .91 



226. .272, 1008. .1709, 1972. .2125, 2245. .2416 



29799 
61536 
1 

OJ990319_07.9819.C47.ol.tm 

1409 

none 



Seq. ID OJ990319_07.9819.C47 

Strand + 

End 2566 

Method TBLASTX : Mai ze 

End 2041 

Score 167 



1409. .1636, 1411. .1647, 1423. .1635, 1424. .1636, 1563. .1664, 
1631. .1708, 1632. .1706, 1632. .1709, 1633. .1707, 1963. .2040, 
1970. .2041 



Seq. No. 29799 

Gene No. 61536 

Start 1 

Name OJ990319_07 . 9819.C47 .ol . ts 

Start 1555 

GI none 
Exons 



Seq. ID OJ990319_07.9819.C47 

Strand + 

End 2566 

Method TBLASTX : Soybean 

End 2355 

Score 177 

1555. .1707, 1558. .1707, 1575. .1709, 1963. .2127, 1970. .2125, 
2230.. 2355, 2242.. 2322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29799 
61536 
1 

OJ990319_07.9819.C47.ol.tc 

1650 

none 



Seq. ID OJ990319_07.9819.C47 

Strand + 

End 2566 

Method TBLASTX : Cress 

End 2382 

Score 89 

1650. .1709, 1651. .1707, 1960. .2127, 1970. .2125, 1981. .2127, 
2230.. 2382, 2232.. 2363 



Seq. No. 29800 

Gene No. 61537 

Start 105 

Name OJ990319_07 . 9819 . C48 .ol . gs 

Start 105 



Seq. ID OJ990319_07.9819.C48 

Strand + 

End 5022 

Method GENSCAN 

End 5009 



29675 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 


29800 


Gene No. 


61537 


Start 


105 


Name 


OJ990319 1 


Start 


681 


GI 


none 


Exons 


681. .803, 


Seq. No. 


29800 


Gene No. 


61537 


Start 


105 


Name 


OJ990319 ( 


Start 


872 . 


GI 


none 


Exons 


872. .1207, 




1273. .137- 



none Score . 65 

105. .803, 875. .1203, 1272. .1395, 1464. .1634, 1751. .2303, 

2349. .3211, 4210. .4473, 4884. .5009 

29800 Seq. ID OJ990319J37 . 98 19 . C4 8 

61537 Strand + 

105 End 5022 

OJ990319_07. 9819.C4 8 .ol.np Method AAT/NAP 

622 End 5022 

4455338 Score 1830 

622. .803, 875. .1203, 1272. .1395, 1464. .1634, 1751. .1911, 

1939. .3211, 4210. .4473, 5002. .5022 

(AL035525) putative protein [Arabidopsis thaliana] 

Seq. ID OJ990319_07. 9819.C48 
Strand + 
End 5022 



End 
Score 



1215 
147 



Seq.. ID OJ990319_07. 9819.C48 
Strand + 
End 5022 



End 
Score 



1377 
502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29800 
61537 
105 

OJ990319_07.9819.C4 8.ol.ts 

980 

none 



Seq. ID OJ990319_07. 9819.C48 

Strand + 

End 5022 

Method TBLASTX : Soybean 

End 1532 

Score 396 

980. .1207, 982. .1203, 1244. .1396, 1264. .1398, 1270. .1398, 
1461. .1532, 1463. .1501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



29800 
61537 
105 



Seq. ID OJ990319_07. 9819.C48 
Strand + 
End 5022 



OJ990319_07 . 9819.C4 8 .ol .gp Method AAT/GAP 
1078 End 1551 

569650 Score 592 

1078. .1203, 1272. .1395, 1464. .1551 

4455338/emb|CAB36798.1| 3.0e-27 (AL035525) putative protein 
[Arabidopsis thaliana] 



Seq. No. 29800 Seq. ID OJ990319_07 . 9819 . C48 

Gene No. 61537 Strand + 

Start 105 End 5022 

Name OJ99031 9_07 . 98 1 9 . C4 8 . o4 . tm Method TBLASTX : Mai ze 

Start 1461 End 1843 

GI none Score 197 

Exons 1461. .1631, 1461. .1610, 1463. .1636, 1463. .1636, 1750. .1836, 



29676 





1750. .1818, 


1763. 


.1837, 


1781. 


.1843 




Seer No. 


29800 








Seq. ID 


OJ990319^07.9819.C48 


Gene No. 


61537 








Strand 


+ 


Start 


105 








End 


5022 


Name 


OJ990319 07 


.9819. 


C48.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2109 








End 


2803 


GI 


none 








Score 


;.485 


Exons 


2109. .2720, 


2117. 


.2344, 


22243; 


.2358, 2407. .2739, 2408. .2740, 




2409. .2597, 


2410. 


.2739, 


2700. 


.2798, 2701. .2799, 2702. .2803 


Seq. No. 


29800 








Seq. ID 


OJ990319_07.9819.C48 


Gene No. 


61537 








Strand 


+ 


Start 


105 








End 


5022 


Name 


OJ990319 07 


.9819. 


C48.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


2390 








End 


2709 


GI 


none 








Score 


79 


Exons 


2390. .2500, 


2507. 


.2698, 


2528. 


.2668, 2581. .2709 


Seq. No. 


29800 








Seq. ID 


OJ990319_07.9819.C48 


Gene No. 


61537 








Strand 


+ 


Start 


105 








End 


5022 


Name 


OJ990319 07 


.9819. 


C48.o3 


.ts 


Method 


TBLASTX : Soybean 


ri Start 


2510 








End 


2736 


GI 


none 








Score 


112 


.!~ Exons 


2510. .2647, 


2512. 


.2697, 


2516. 


.2731, 2518.. 2736 


[L| Seq. No. 


29800 








Seq. ID 


OJ990319_07.9819.C48 


Q Gene No. 


61537 








Strand 


+ 


i J Start 


105 








End 


5022 


. -= Name 


OJ990319 07 


.9819. 


C48.o2 


.tc 


Method 


TBLASTX: Cress 


.'sfJ Start 


2867 








End 


3201 




none 








Score 


478 


: = Exons 


2867. .3199, 


2890. 


.3201, 


2997. 


.3200, 3007. .3201 


"'•J Seq. No. 


29800 








Seq. ID 


OJ990319_07.9819.C48 


u_ Gene No. 


61537 








Strand 


+ 


Start 


105 








End 


5022 


": !! ? Name 


OJ990319 07 


.9819. 


C48.o2 


.ts 


Method 


TBLASTX: Soybean 


i3 Start 


2867 








End 


4478 


;3 gi 


none 








Score 


522 


Exons 


2867. .3214, 


2875. 


.3213, 


4206. 


.4322, 4210. .4317, 4351. .4473, 




4357. .4473, 


4359. 


.4478 








Seq. No. 


29800 








Seq. ID 


OJ990319_07.9819.C48 


Gene No. 


61537 








Strand 


+ 


Start 


105 








End 


5022 


Name 


OJ990319 .07 


.9819. 


C48.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2924 








End 


4490 


GI 


none 








Score 


454 


Exons 


2924. .3214, 


2926. 


.3213, 


2931. 


.3218, 4206. .4322, 4209. .4367, 




4220. .4414, 


4351. 


.4458, 


4352. 


.4459, 4352. .4465, 4357. .4473, 




4359. .4490 












Seq. No. 


29800 








Seq. ID 


OJ990319_07.9819.C48 


Gene No. 


61537 








Strand 


+ 


Start 


105 








End 


5022 



29677 




Name 




> T.C 


Method 


TBLASTX: Cress 




fi Z U 0 




End 


4491- 




none 




Score 


135 


Exons 


49flfi A109 491 Pi AIM 




..4468, 4350. .4469, 4351. .4479, 




4 j j ? . , 4fl 








O ^ /t VT/~v 
O64 • WO . 






Seq. ID 


OJ990319 07.9819.C48 


Pane 


fil R^7 

U J. .J J / 




Strand 


+ 


Start 


105 




End 


5022 


Name 


OJ990319 07.9819.C48.o2. 


gp 


Method 


AAT/GAP 




d 97^ 




End 


4477 




o-3i 00^7 
i JlZU 0 / 




Score 


374 


Exons 


4 97^ A All 










A A ^^^^q /omK 1 rnnTci qq 1 1 
ftftooojo/ eituj 1 UriD jo / yo . 1 1 


3.0e 


-35 (AL035525) putative protein 




LAiaDluupaiS inallanaj 








Seq- No. 


29801 




Seq. ID 


OJ990319_07.9819.C49 


Gene No. 


61538 




Strand 


+ 


OLai L. 






End 


1259 


Name 


OTQQn^lQ m QQ1 Q nA Q ^1 


gs 


Method 


GEN SCAN 


Q+- a r-+- 




End 


1244 




none 




Score 


.97 


Exons 


^Qfi CI Q Q01 19j1/1 








beq. iNO- 


9QQOT 




Seq. ID 


OJ990319_07.9819.C49 




Ol JJO 




Strand 


+ 


Start 


590 




End 


1259 


Name 


OJ990319 07.9819.C49.ol. 


gp 


Method 


AAT/GAP 




Q91 




End 


1077 




9^1 oni;i 




Score 


236 


Exons 


Q9 1 1 0 7 7 








Lai. UcoClip ■ 


A A SR^TR /omVi 1 rnn^^TQQ 1 1 


j . ue 


-35 (AL035525) putative protein 




T 3V >* ^ V\ "i si e?n o -f- V"k ^ 1 -i ^« ^ 1 

L/iidDiaops i s cnaiiandj 














Seq. ID 


OJ990319_07.9819.C49 


Gene No. 


61538 




Strand 


+ 


Start 


590 




End 


1259 


Name 


OJ990319 07.9819.C49.ol. 


np 


Method 


AAT/NAP 


0 tar t 


924 




End 


1259 




4455338 




Score 


386 


Exons 


924. .1259 








<j± uescrip. 


(AL035525) putative protein 


[Arabidopsis thaliana] 


oeq. no. 


29801 




Seq. ID 


OJ990319 07.9819.C49 


vjciic t 


61539 




Strand 


+ 


Of ar f 
OLdl L 


2454 




End 


4365 


Name 


OJ990319 07.9819.C49.o2. 


np 


Method 


AAT/NAP 


Start 


2454 




End 


4365 




2129647 




Score 


257 


Exons 


2454. .2869, 2898.-2972, 


4343 


. .4365 




bi uescrip. 


MYB-related protein 33, 2K - Arabidopsis thaliana 




gi 1 1263097 | emb | CAA90810 | 


(Z54137) MYB- 


-related protein 




[Arabidopsis thaliana] 








Seq. No. 


29801 




Seq. ID 


OJ990319_07.9819.C49 


Gene No. 


61540 




Strand 


+ 


Start 


5241 




End 


5319 



29678 



Name 

Start 

GI 

Exons 



OJ99031 9_07 . 98 19 . C4 9 . o2 . gp Method 

5241 End 

none Score 
5241. .5319 



AAT/GAP 

5319 

135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29801 Seq. ID 

61541 Strand 

6198 End 

OJ990319_07. 9819.C49.o3.gs Method 

6198 End 

none Score 



OJ990319_07.9819.C49 
+ 

14869 
GEN SCAN 
14869 
.81 



6198. .6281, 6918. .7003, 7092. .7158, 7246. .7308, 7386. .7487, 
7613. .7717, 7802. .7894, 8434. .8522, 9103. .9322, 9870. .9953, 
10275. .10391, 10643. .10729, 10820 .. 10882, 12285 12377, 





12785. .12973, 13046. . 13146, 


13971. .14050, 14505 


Seq. No. 


29801 






Gene No. 


61541 


Strand 


+ 


Start 


6198 


End 


14869 


Name 


OJ990319 07.9819.C49.o3.gp 


Method 


AAT/GAP 


Start 


6204 


End 


6284 


GI 


none 


Score 


115 


Exons 


6204. .6284 






Seq. No. 


29801 


Seq. ID 


OJ990319 


Gene No. 


61541 


Strand 


+ 


Start 


6198 


End 


14869 


Name 


OJ990319 07.9819.C4S.o4.gp 


Method 


AAT/GAP 


Start 


6918 


End 


7165 


GI 


none 


Score 


237 


Exons 


6918. .7003, 7092. .7165 






Seq. No. 


29801 


Seq. ID 


OJ990319 


Gene No. 


61541 


Strand 


+ 


Start 


6198 


End 


14869 


Name 


OJ990319 07.98r9.C49.o5.gp 


Method 


AAT/GAP 


Start 


10366 


End 


14039 


GI 


16364 1.R1084 


Score 


1243 


Exons 


10366. .10391, 10495. .10527, 


10643. .10729, 10820 




11887. .12003, 12285. .12377, 


12848. .12973, 13046 




13971. .14039 







07.9819.C49 



GI Descrip. 



,10882, 
,13146, 

, 731529/sp|P40094|YEY7_YEAST 5.0e-10 HYPOTHETICAL 92.5 KD 

PROTEIN IN BEM2-NCB1 INTERGENIC REGION >gi_1077719_pir S50660 

hypothetical protein YER157w - yeast (Saccharomyces cerevisiae) 
>gi_603397 (U18917) Yerl57wp [Saccharomyces cerevisiae] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



29801 Seq. ID 

61542 Strand 

17371 End 

OJ990319_07.9819.C49.o3.np Method 

17371 End 

6006370 Score 
17371.. 17472 

(AP000559) hypothetical protein [Oryza sativa] 



OJ990319_07.9819.C49 
+ 

17472 
AAT/NAP 
17472 
68 



29801 
61543 



Seq. ID OJ990319_07.9819.C49 
Strand + 



29679 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21234 End 
OJ990319_07.9819.C49.o4.np Method 
21234 End 
5852172 Score 
21234. .21270, 23490.. 23650 
(AL117265) zhb0002.1 [Oryza sativa] 



23650 
AAT/NAP 
23650 
112 



29801 
61544 
24184 

OJ990319_07.9819.C4 9.o7.gp 
24184 

uC-osroM202033a01al 
24184. .24421, 24635. .24878 

, 4455338/emb|CAB36798.1| 3.0e-35 (AL035525) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990319_07.9819.C49 

Straft'd + 

End 24878 

Method AAT/GAP 

End 24878 

Score 932 



Seq. No. 


29801 








Seq. ID 


OJ990319_07.9819 


.C49 


Gene No . 


61545 








Strand 






Start 


1675 








End 


4148 




Name 


OJ990319 07 


. 9819 


.C49.o2 


.gs 


Method 


GENSCAN 




Start 


1675 ~~ 








End 


4148 




GI 


none 








Score 


.76 






1675 1743. 


2607 


. .2867, 


2960. 


.3081, 3545. .4148 




Seq. No. 


29801 








Seq. ID 


OJ990319_07.9819 


.C49 


Gene No . 


61546 








Strand 






Start 


14068 








End 


14477 




Name 


OJ990319 07 


. 9819 


.C49.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


907 _ 








End 


1220 




GI 


none 








Score 


138 




UAL/1 U 


907 1119 


911 . . 


1216, 924.. 1220 






Seq. No. 


29801 








Seq. ID 


OJ990319_07.9819 


.C49 


Gene No. 


61546 








Strand 






Start 


14068 








End 


14477 




Name 


OJ990319 07 


.9819 


.C49.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


911 








End 


1029 




GI 


none 








Score 


193 




Exons 


911. .1027/ 


921. . 


1028, 921.. 1028, 922.. 


1029 




Seq. No. 


29801 








Seq. ID 


OJ990319JD7.9819 


.C49 


Gene No. 


61546 








Strand 






Start 


14068 








End 


14477 




Name 


OJ990319 07 


.9819 


.C49.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1029 








End 


1481 




GI 


none 








Score 


366 




Exons 


1029. .1256, 


1031 


. .1246, 


1034. 


.1258, 1431. .1481 




Seq. No. 


29801 








Seq. ID 


OJ990319_07.9819 


.C49 


Gene No. 


61546 








Strand 






Start 


14068 








End 


14477 




Name 


OJ990319 07 


.9819 


.C49.o6 


.tc 


Method 


TBLASTX: Cress 




Start 


1062 








End 


1257 




GI 


none 








Score 


191 




Exons 


1062. .1226, 


1064 


. .1231, 


1213. 


.1257 







29680 



Seq. No. 


29801 








Seq. ID 


Gene No. 


61546 








Strand 


Start 


14068 








End 


Name 


OJ990319 07 


. 9819 . 


C4 9 . o3 . 


tm 


M^t hod 


Start 


2468 — 








End 


GI 


none 








Score 


Exons 


2468. .2761, 


2469. 


.2774, 


2502 . 


.2762 


Seq. No. 


29801 








Seq. ID 


Gene No. 


61546 








Strand 


Start 


14068 








End 


Name 


OJ990319 07 


. 9819. 


C49. o3. 


tc 


Method 


Start 


2469 ~~ 








End 


GI 


none 








Score 


Exons 


2469. .2768, 


2474 . 


.2767 






Seq. No. 


29801 








Seq. ID 


Gene No. 


61546 








Strand 


Start 


14068 








End 


Name 


OJ990319 07 


. 9819. 


C4 9 . o3 . 


ts 


Mpt hod 


Start 


2469 ~~ 








End 


GI 


none 








Score 


Exons 


2469 2768. 


2534 . 


.2767 






Seq. No. 


29801 








Seq. ID 


Gene No. 


61546 








Strand 


Start 


14068 








End 


Name 


OJ990319 07 


.9819. 


C49.o3. 


tw 


Method 


Start 


2568 








End 


GI 


none 








Score 


Exons 


2568. .2756, 


2577. 


.2765 







OJ990319_07.9819.C49 
14477 

TBLASTX: Maize 

2774 

306 



OJ990319_07.9819.C49 
14477 

TBLASTX: Cress 

2768 

288 



14477 

TBLASTX : Soybean 

2768 

292 



OJ990319_07.9819.C4 9 
14477 

TBLASTX: Wheat 

2765 

186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29801 
61546 
14068 

OJ990319_07.9819.C4 9.o5.tc 

3879 

none 

3879. .3953, 4044. .4136, 4048, 
5041. .5121, 5043. .5141, 5197, 
6204. .6284, 6210. .6284, 6918. 

29801 
61546 
14068 

OJ990319_07. 9819.C4 9.o2.tw 

4687 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 07.9819.C49 



14477 

TBLASTX: Cress 
6980 
71 

.4149, 4917. .4970, 4924. .4962, 
.5313, 5209.. 5322, 6203.. 6283, 
.6980 

Seq. ID OJ990319_07.9819.C49 
Strand 

End 14477 
Method TBLASTX : Wheat 
End 5306 
Score 56 



4687. .4737, 4915. .4965, 4916. .4963, 5037. .5120, 5041. .5121, 
5042. .5119, 5043. .5144, 5221. .5304, 5225. .5305, 5256. .5306 



29801 Seq. ID 

61546 Strand 

14068 End 

OJ990319_07 . 9819 . C4 9 . ol . tm Method 

7379 End 

none Score 



OJ990319_07.9819.C49 
14477 

TBLASTX: Maize 

12928 

98 



29681 




Exons 



7379. . 
7612. , 
8431. . 
9867. . 
10279. 
10491. 
10642. 
11880. 
12287. 
12851. 



7483, 

7719, 

8523, 

9956, 

.10395 

.10526 

.10743 

.12002 

.12370 

.12925 



7391. 
7616. 
8433. 
10262 
102 
104 
108 
118 
122 
128 



.7492, 7392. .7490, 7576.. 7719, 7610.. 7723, 
.7723, 7802.. 7894, 7804.. 7893, 8431.. 8523, 
.8525, 8433.. 8525, 9103.. 9321, 9104.. 9325, 
..10393, 10275. .10391, 10275 .. 10394 , 
83. .10393, 10488. .10526, 104 90 .. 10525, 
92. .10527, 10640. .10741, 10640. 
17.. 10882, 10817. .10882, 10819. 
80.. 12005, 11881. .12003, 12283. 
88.. 12380, 12294. .12377, 12850. 
57. .12928 



,10741, 
10884, 

,12369, 
12921, 



Seq. No. 29801 

Gene No. 61546 

Start 14068 

Name OJ990319_07 . 98 1 9 . C4 9 . ol . tc 

Start 7382 

GI none 

Exons 7382.. 7489, 7383.. 7490, 7610. 

7807.. 7896, 8431.. 8523, 8445. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990319_07.9819.C49 
Strand 

End 14477 

Method TBLASTX: Cress 

End 8523 

Score 124 
.7723, 7612.. 7722, 7802.. 7897, 
.8519 

Seq. ID OJ990319_07.9819.C49 
Strand 

End 14477 

Method TBLASTX : Wheat 

End 9289 

Score 137 



29801 
61546 
14068 

OJ99031 9_07 . 9819 . C4 9 . ol . tw 
7801 
none 

7801. .7893, 7802. .7894, 7803. .7898, 8431. .8523, 8431. .8523, 
8433.. 8525, 8433.. 8525, 9103.. 9285, 9104.. 9289 



29801 
61546 
14068 

OJ990319_07.9819.C4 9.o2.ts 

9151 

none 

9151.. 9321, 9152.. 9325, 9160. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 07.9819.C49 



10276. .10374, 10283. 

10492. .10527, 10640. 

10819. .10884, 11880. 

12294. .12380, 12844. 
13046. .13135 



,10387, 10284 

,10741, 10642 

,12005, 11881 

,12975, 12845 



14477 

TBLASTX: Soybean 
13137 
216 

9228, 9269.. 9325, 9867.. 9953, 
10391, 10492. .10527, 
10728, 10817. .10882, 
12003, 12293. . 12379, 
12976, 13042. .13137, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



29801 Seq. ID 

61546 Strand 

14068 End 

OJ990319_07.9819.C4 9.o2.tc Method 

10305 End 

none Score 



OJ990319_07.9819.C49 
14477 

TBLASTX: Cress 

12005 

119 



10305. .10391, 10307. 
10640. .10741, 10642. 



,10387, 10492. .10527, 10492 .. 10512, 
,10728, 10817. .10882, 10819 .. 10884, 



11880. .12002, 11880. .12005, 11881.. 12003 



29801 Seq. ID 

61546 Strand 

14068 End 

OJ990319_07 . 9819 . C4 9 . o4 . tc Method 

12293 End 



OJ990319_07. 9819.C49 
14477 

TBLASTX: Cress 
14100 



29682 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




none Score 132 

12293. .12379, 12294 12380, 12844 .. 12996, 12845 .. 12994 , 

13042. .13119, 13046, .13138, 13966 .. 14 100, 13968. .14036 



29801 
61546 
14068 

OJ990319_07.9819.C4 9.o4.tm 

12929 

none 



Seq. ID OJ990319_07.9819.C49 
Strand 

End 14477 

Method TBLASTX: Maize 

End 14108 

Score 80 



12929. .12994, 12931 .. 12996, 13038 .. 13145, 13042 .. 1314 6, 
13046. .13147, 13966. .14100, 13967 .. 14098 , 13968 .. 14108, 
13968. .14099, 13972.. 14103 



Seq. No. 29801 Seq. ID 

Gene No. 61546 Strand 

Start 14068 End 

Name OJ990319_07 . 9819 . C49 . 06 . gp Method 

Start 14068 End 

GI none Score 

Exons 14068. .14477 



OJ990319_07.9819.C49 

14477 
AAT/GAP 
14477 
779 



Seq. No. 29802 Seq. ID OJ990319_07, 

Gene No. 61547 Strand + 

Start 62 End 380 

Name OJ990319_07 . 9819 .C50 . ol . gs Method GEN SCAN 

Start 62 End 380 

GI none Score .81 

Exons 62.. 127, 207.. 380 



9819. C50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29802 Seq. ID OJ990319_07 . 9819.C50 

61547 Strand + 

62 End 380 

OJ990319_07 .9819. C50 . ol . np Method AAT/NAP 

74 End 374 

1350528 Score 130 

74. .374 

(L47602) ABA-responsive and embryogenesis-associated gene; 
LEA-like protein [Picea glauca] 



29803 Seq. ID 

61548 Strand 

161 End 
OJ990319JD7 . 9819 . C52 . ol . gs Method 

161 End 

none Score 
161. .301 



OJ990319_07.9819.C52 
+ 

301 

GENS CAN 

301 

.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29803 Seq. ID 

61549 Strand 

1099 End 

OJ990319_07 . 98 19 . C52 . ol . np Method 

1099 End 

4680183 Score 
1099. .1188, 1288. .1317 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990319_07.9819.C52 

1317 
AAT/NAP 
1317 
132 



29683 



# 



OJ990319 07.9819.C53 



Seq. No. 29804 Seq. ID 

Gene No. 61550 Strand 

Start 528 End 732 

Name OJ990319_07 . 9819.C53 .ol . gp Method AAT/GAP 

Start 528 End 732 

GI 16364_1.R1084 Score 232 

Exons 528.. 628, 701.. 732 

GI Descrip. 1 73152 9/sp | P40094 | YEY7_YEAST 5.0e-10 HYPOTHETICAL 92.5 KD 

PROTEIN IN BEM2-NCB1 INTERGENIC REGION >gi_1077719_pir S50660 

hypothetical protein YER157w - yeast (Saccharomyces cerevisiae) 
>gi_603397 (U18917) Yerl57wp [Saccharomyces cerevisiae] ' 



5?prr No 

k_J \^ \~A a \J . 


29804 


Seq. ID 


OJ990319_07.9819. 


C53 




61550 


Strand 






Start 


528 


End 


732 




Name 


OJ990319 07 9819 C53 ol as 


Method 


GENSCAN 




Start 


528 


End 


628 




GI 


none 


Score 


.71 




Exons 


528 . . 628 








Cprr Mo 


29805 


Seq. ID 


OJ990319_07.9819. 


C54 




61551 


Strand 


+ 




Start 


157 


End 


1765 




Name 


OJ990319 07 9819 C54 ol as 


Method 


GENSCAN 




Start 


157 ~~ 


End 


1765 




GI 


none 


Score 


.77 




Exons 


157. .316, 478. .538, 640. .793, 


1191. .1765 




Qprr No 


29805 


Seq. ID 


OJ990319_07.9819. 


C54 


f^farif 1 No 


61552 


Strand 






Start 


2553 


End 


3991 




Name 


OJ990319 07 9819 C54 o2 as 


Method 


GENSCAN 




Start 


2553 _ 


End 


3991 




GI 


none 


Score 


.68 




Exons 


2553. .2771, 3227. .3406, 3710.. 


3991 






Seq. No. 


29805 


Seq. ID 


OJ990319_07.9819. 


C54 


fipnp No 


61552 


Strand 








2553 


End 


3991 




Name 


OJ990319 07.9819.C54.o2.np 


Method 


AAT/NAP 




Start 


2933 


End 


3822 




GI 


5902448 


Score 


809 




Exons 


2933. .3822 








GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


29806 


Seq. ID 


OJ990319_07.9819. 


C55 


Gene No. 


61553 


Strand 


+ 




Start 


1 


End 


3309 




Name 


OJ990319 07.9819.C55.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2903 




GI 


6815072 


Score 


1484 




Exons 


1..152, 1125. .1247, 1346. .1681 


., 1790.. 


2501, 2612.. 2903 




GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


BAC 




T13P21; hypothetical protein ( 


AC006067) [Oryza sativa] 




Seq. No. 


29806 


Seq. ID 


OJ990319_07.9819. 


C55 


Gene No. 


61553 


Strand 


+ 





29684 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990319_07.9819.C55.ol.gs 
57 



none 



End 

Method 

End 

Score 



3309 
GENSCAN 
3309 
.88 



57. .208, 620. .804, 892. .1026, 1113. .2501, 2612. .3309 



29806 
61553 
1 

OJ990319_07.9819.C55.o2.tm 

1430 

none 



Seq. ID OJ990319_07.9819.C55 

Strand + 

End 3309 

Method TBLASTX : Mai ze 

End 1966 

Score 70 



1430. .1489, 1499. .1570, 1598. .1966, 1616. .1642, 1674. .1757, 
1867. .1932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29806 
61553 
1 

OJ990319_07.9819.C55.ol.tw 

2141 

none 



Seq. ID OJ990319_07.9819.C55 

Strand + 

End 3309 

Method TBLASTX : Wheat 

End 24 67 

Score 205 



2141. .2392, 2215. .2361, 2390. .2467 



29806 
61553 
1 

OJ990319_07.9819.C55.ol.tm 

2185 

none 



Seq. ID OJ990319_07.9819.C55 

Strand + 

End 3309 

Method TBLASTX : Mai ze 

End 2 67 6 

Score 196 



2185. .2376, 2186. .2377, 2387. .2491, 2611. .2676, 2619. .2672 



29807 
61554 
1 

OJ990319_07.9819.C56.ol.np 
1 

6815072 
1. .716 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. ID OJ990319_07.9819.C56 

Strand + 

End 716 

Method AAT/NAP 

End 716 

Score 416 



29807 
61554 
1 

OJ990319_07.9819.C56.ol.gs 
114 
none 

114. .333, 361. .485 

29808 
61555 
1455 

OJ990319_07.9819.C57.ol.gs 
1455 

none Score . 7 

1455. .1576, 1960. .2091, 3183. .3293, 3354. .3498, 3571. .3762, 
5259. .5347, 5438. .5690, 6838.-6869, 7273. .7408, 7493. .7666, 



Seq. ID OJ990319_07.9819.C56 

Strand + 

End 716 

Method GENSCAN 

End 485 

Score .61 



Seq. ID OJ990319_07.9819.C57 

Strand + 

End 11165 

Method GENSCAN 

End 11165 



29685 



8135. .8563, 8810. .8947, 10174 .. 1024 6, 11092. .11165 



Seq. No. 


29808 








Seq. ID 


OJ990319_07. 9819.C57 


Gene No. 


61555 








Strand 


+ 


Start 


1455 








End 


11165 


Name 


OJ990319 07. 


,9819. 


C57.o2 




Method 


AAT/GAP 


Start 


7564 






End 


8901 


GI 


none 








Score 


1498 


Exons 


7564. .7666, 


8135. 


.8710, 


8810. 


.8901 




Seq. No. 


29808 








Seq. ID 


OJ990319_07.9819.C57 


Gene No . 


61556 








Strand 




Start 


3594 








End 


3828 


Name 


OJ990319 07. 


,9819. 


C57.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3319 








End 


3765 


GI 


none 








Score 


203 


Exons 


3319. .3513, 


3323. 


.3499, 


3330. 


.3509, 3565.. 3765, 3568.. 3762 


Seq. No. 


29808 








Seq. ID 


OJ990319_07.9819.C57 


Gene No. 


61556 








Strand 




Start 


3594 








End 


3828 


Name 


OJ990319 07. 


9819. 


C57.ol 


.gp 


Method 


AAT/GAP 


Start 


3594 








End 


3828 


GI 


2799094 








Score 


347 


Exons 


3594. .3828 












GI Descrip. 


310727/gb|L08787| SYNBLDKPV 1. 


Oe-20 BlueScribe SK Plus cloning 




vector 












Seq. No. 


29808 








Seq. ID 


OJ990319_07.9819.C57 


Gene No. 


61557 








Strand 




Start 


5435 








End 


5819 


Name 


OJ990319 07. 


9819. 


C57.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


5435 








End 


5819 


GI 


none 








Score 


45 


Exons 


5435. .5455, 


5436. 


.5456, 


5440. 


.5472, 5457.. 5690, 5458.. 5691, 




5459. .5692, 


5459. 


.5692, 


5783. 


.5818, 5784. .5819 


Seq. No. 


29808 








Seq. ID 


OJ990319_07.9819.C57 


Gene No. 


61558 








Strand 




Start 


7388 








End 


8500 


Name 


OJ990319 07. 


9819. 


C57.04 


. tm 


Method 


TBLASTX: Maize 


Start 


7388 








End 


8500 


GI 


none 








Score 


39 


Exons 


7388. .7411, 


7491. 


.7577, 


7491. 


.7622, 7493. .7630, 7507. .7629, 




7618. .7671, 


7620. 


.7673, 


7622. 


.7669, 8133.. 8258, 8134.. 8259, 




8135. .8269, 


8258. 


.8383, 


8258. 


.8383, 8259. .8384, 8269. .8388, 




8426. .8500, 


8431. 


.8496 








Seq. No. 


29808 








Seq. ID 


OJ990319_07.9819.C57 


Gene No. 


61559 








Strand 




Start 


8429 








End 


10653 


Name 


OJ990319 07. 


9819. 


C57.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


8429 








End 


10614 


GI 


none 








Score 


204 


Exons 


8429. .8710, 


8650. 


.8724, 


8807. 


.8950, 8809. .8949, 9069. .9170, 




9069. .9167, 


9107. 


.9169, 


10173 


. .10262, 


10174 . .10272, 



10356. .10451, 10357. .10449, 10552.. 10614 



29686 



Seq. No. 29808 

Gene No. 61559 

Start 8429 

Name OJ990319_07 . 9819 . C57 . ol . tm 

Start 8501 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990319_07.9819.C57 
Strand 

End 10653 

Method TBLASTX : Maize 

End 9172 

Score 143 



8501. .8623, 8507. .8620, 8508. .8645, 8610. .8714, 8614. .8718, 
8615. .8710, 8623. .8721, 8799.-8948, 8807. .8950, 8809. .8949, 
9069.. 9170, 9069.. 9170, 9070. ".9171, 9070.. 9171, 9071.. 9172 



29808 
61559 
8429 

OJ990319_07.9819.C57.o2.tm 
10173 
none 
10173. 
10356. 
10528. 



.10268, 10174. 
.10451, 10357. 
.10644 



10272, 
10449, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 07.9819.C57 



10653 

TBLASTX: Maize 
10653 
180 

10175. .10279, 10176. .10280, 
10401. .10451, 10522. .10653, 



Seq. No. 29809 Seq. ID 

Gene No. 61560 Strand 

Start 513 End 

Name OJ990319_07 .9819. C61 . ol . gs Method 

Start 513 End 

GI none Score 

Exons 513. .583 



OJ990319_07. 9819.C61 
+ 

583 

GENSCAN 

583 

.96 



Seq. No. 29810 Seq. ID 

Gene No. 61561 Strand 

Start 776 End 

Name OJ990319_07 .9819. C62 . ol . gs Method 

Start 776 End 

GI none Score 

Exons 776. .847, 926. .946 



OJ990319_07. 9819.C62 
946 

GENSCAN 

946 

.83 



Seq. No. 29811 Seq. ID 

Gene No. 61562 Strand 

Start 191 End 

Name OJ990319_07 . 9819 . C68 . ol . gs Method 

Start 191 End 

GI none Score 

Exons 191.. 630 



OJ990319_07. 9819.C68 
630 

GENSCAN 

630 

.74 



Seq. No. 29812 

Gene No. 61563 

Start 243 

Name OJ990319_07 . 9819 . C69 . ol . np 

Start 243 

GI 4680183 

Exons 243.. 330, 699.. 722 

GI Descrip. (AF111709) gag-pol protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_07.9819.C69 
722 

AAT/NAP 

722 

97 



Seq. No. 
Gene No. 
Start 



29812 
61563 
243 



[Oryza sativa subsp. indica] 

Seq. ID OJ990319_07.9819.C69 
Strand 

End 722 



29687 



Name 

Start 

GI 

Exons 



OJ990319_07.9819-C69.ol.gs Method 

402 End 

none Score 
402. .464 



GENS CAN 

464 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29813 
61564 
1 

OJ990309_01.9819.Cl.ol.np 
1 

3063473 
1..97, 190. .267, 466. .605 

(AC003981) F22013.35 [Arabidopsis thaliana] 



Seq. ID OJ990309_01.9819.C1 
Strand 

End 605 

Method AAT/NAP 

End 605 

Score 233 



29813 
61564 
1 

OJ990309_01.9819.Cl.ol.tm 
54 

none 



Seq. ID OJ990309_01.9819.C1 
Strand 

End 605 

Method TBLASTX: Maize 

End 580 

Score 61 



54. .98, 55. .93, 56. .97, 190. .261, 193. .267, 430. .579, 435. .551, 
437. .580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29813 
61564 
1 

OJ990309_01.9819.Cl.ol.gs 

154 

none 

154. .267, 466. .579 



Seq. ID.- OJ990309_01.9819.C1 
Strand 

End 605 
Method GENS CAN 
End 57 9 

Score .59 



29814 
61565 
1 

OJ990309_01.9819.C2.ol.np 
1 

3063473 

1..71, 372. .457, 641. .808, 894. .998, 1083. .1229 
(AC003981) F22013.35 [Arabidopsis thaliana] 



Seq. ID OJ990309_01.9819.C2 
Strand 

End 1229 

Method AAT/NAP 

End 1229 

Score 359 



29814 
61565 
1 

OJ990309_01.9819.C2.ol.gs 

641 

none 

641. .808 



Seq. ID OJ990309_01.9819.C2 
Strand 

End 1229 

Method GENSCAN 

End 808 

Score .84 



Seq. No. 29815 

Gene No. 61566 

Start 1 

Name OJ990309_01. 9819.C3.ol.np 

Start 1 

GI 5091513 

bxons 1..717 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990309_01.9819.C3 

Strand + 

End 717 

Method AAT/NAP 

End 717 

Score 795 



29688 




Seq. No. 


29815 


Seq. ID 


OJ990309_01 


.9819. 


C3 


Gene No. 


61566 


Strand 


+ 






Start 


1 


End 


717 






Name 


OJ990309 01 9819 C3 ol as 




VJ J-j ix O V^iVlN 






Start 


86 ~~ 


End 


596 






GI 


none 


Score 


. 72 






W ynn <3 


86 596 










Seo No 


29816 


Seq. ID 


OJ990309 01 


. 9819 . 




Gene No. 


61567 


. Strand 








Start 


1 


End 


531 






Name 


OJ990309 01.9819.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


531 






GI 


2586082 


Score 


532 






A \»/ lltJ 


1. .531 












(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


29816 


Seq. ID 


OJ990309_01 


.9819. 


C4 


Gene No. 


61567 


Strand 








Start 


1 


End 


531 






Name 


OJ990309 01.9819.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


125 


End 


442 






GI 


none 


Score 


93 






Fynn S 


125. .313, 350. .442 










Seq. No. 


29816 


Seq. ID 


OJ990309_01 


. J O X .7 a 


C4 


Gene No. 




Strand 








Start 


1 


End 


531 






Name 


OJ990309 01.9819.C4.ol.gs 


Method 


GEN SCAN 






Start 


293 


End 


506 






GI 


none 


Score 


.95 






P.ynn q 

J_J a\. W 1 1 J 


293. .506 










Sea No 


29817 


Seq. ID 


OJ990309JU 


.9819. 


C5 


Gene No. 


61568 


Strand 


+ 






Start 


1 


End 


560 






Name 


OJ990309 01.9819.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


560 






GI 


3341680 


Score 


77 








1..117, 357. .560 










VJX U ^5 O X. J. . 


(AC003672) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


29817 


Seq. ID 


OJ990309_01 


.9819. 


C5 


Gene No. 


61568 


Strand 


+ 






Start 


1 


End 


560 






Name 


OJ990309 01.9819.C5.ol.gs 


Method 


GENSCAN 






Start 


138 


End 


554 






GI 


none 


Score 


.73 






1—1 AVJl 1 O 


138.. 554 










Seq. No. 


29818 


Seq. ID 


OJ990309JU 


.9819. 


C6 


Gene No. 


61569 


Strand 








Start 


311 


End 


452 






Name 


OJ990309 01-9819. C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


311 


End 


452 






GI 


none 


Score 


123 






Exons 


311. .451, 311. .451, 312. .452 









29689 




Seq. No. 


29819 




Seq. ID 


OJ990309_01 


.9819 


.C7 


Hpnp No 


61570 












Start 


251 












Name 


OJ990309 




Mot* h 


O Ej In O ^riiN 






Start 


251 ~ 






J U J 






GI 


none 














251 398 


41ft S63 










Seq. No. 


29820 




Seq. ID 


OJ990309 01 


. 9819 


.C8 


Gene No. 


61571 




Strand 


+ 






Start 


283 




End 


406 






Name 


OJ990309 


01.9819.C8.ol.gp 


Method 


AAT/GAP 






Start 


283 




End 


406 






GI 


2310574 




Score 


193 






Exons 


283. .406 












GI Descrip. 


3834314 8 


.Oe-36 (AC005679) 


Similar to 


gene piOlO 







glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29820 
61572 
1 

OJ990309_01.9819.C8.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990309_01.9819.C8 
447 

AAT/NAP 
447 
140 



3834314 
1..30, 283.. 447 

(AC005679) Similar to gene piOlO glycosyltransf erase gi 122574 90 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T4 6079 and 
gb|AA394466 come from this gene. [Arabidopsis thaliana] 



Seq. No. 29820 

Gene No. 61572 

Start 1 

Name OJ990309_01 . 9819.C8 . ol . tc 

Start 281 

GI none 

Exons 281.. 403, 283.. 423, 283.. 405 

Seq. No. 29820 

Gene No. 61572 

Start 1 

Name OJ990309_01.9819.C8.ol.gs 

Start 285 

GI none 

Exons 285.. 401 



Seq. ID OJ990309_01.9819.C8 
Strand 
End 

Method 
End 
Score 



447 

TBLASTX: Cress 

423 

108 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990309_01.9819.C8 
447 

GENSCAN 

401 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29821 
61573 
1 

OJ990309_01.9819.C9.ol.np 
1 

2342691 

1..211, 448. .621, 1169. .1300 

(AC000106) F7G19.26 [Arabidopsis thaliana] 



Seq. ID OJ990309_01. 9819.C9 

Strand + 

End 1300 

Method AAT/NAP 

End 1300 

Score 132 



29690 




Seq. No. 


29821 




Seq. ID 


OJ990309 


_01 


.9819 


.C9 


Gene No. 


61573 




Strand 


+ 








Start 


1 




End 


1300 








Name 


OJ990309 


01 . 9819.C9.ol .gs 


Method 


GENSCAN 








Start 


100 




End 


600 








GI 


none 




Score 


. 93 








Exons 


100. .211, 


448. .600 












Seq. No. 


29822 




Seq. ID 


OJ990309 


01 


. 9819 


.C12 


Gene No. 


61574 




Strand 


+ 








Start 


615 




End 


714 








Name 


OJ990309 


01.9819.C12.ol.gs 


Method 


GENSCAN 








Start 


615 




End 


714 








GI 


none 




Score 


.48 








Exons 


615. .714 















Seq. No. 


29822 


fipne No 


61575 


Start 


1 


Name 


OJ990309 


Start 


1 


GI 


2586082 


Exons 


1. .608, 


GI Descrip. 


(U72725) 


Seq. No. 


29823 


Gene No. 


61576 


Start 


387 


Name 


OJ990309 


Start 


387 


GI 


none 


Exons 


387. .467 


Seq. No. 


29824 


Gene No. 


61577 


Start 


166 


Name 


OJ990309 


Start 


166 


GI 


none 


Exons 


166. .239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

. 9819.C14 .ol.gs Method 

End 
Score 

239, 919.. 1011, 1071.. 1316 



OJ990309_01.9819.C12 

1272 
AAT/NAP 
1272 
587 



OJ990309_01. 9819.C13 
+ 

467 

GENSCAN 

467 

.52 



OJ990309_01. 9819.C14 
+ 

1316 
GENSCAN 
1316 
.65 



Seq. No. 29824 Seq. ID OJ990309_01 . 9819 . C14 

Gene No. 61578 Strand 

Start 1277 End 

Name OJ990309_01 . 981 9 . C14 . ol . gp Method 

Start 1277 End 

GI 46921_1.R1084 Score 

Exons 1277.. 1640 

GI Descrip. '3834314 8.0e-36 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_22574 90 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T4 6079 and gb_AA3944 66 come from this 
gene. [Arabidopsis thaliana] 1 



OJ990309_01. 
+ 

1640 
AAT/GAP 
1640 
701 



Seq. No. 29824 Seq. ID 

Gene No. 61579 Strand 

Start 1652 End 

Name OJ990309 01.9819.C14 .ol.tm Method 



OJ990309_01.9819.C14 
1954 

TBLASTX: Maize 



29691 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1652 End 1933 

none Score 208 

1652. .1774, 1653. .1874, 1654 .. 1878, . 1656. . 1835, 1702. .1863, 

1877.. 1933, 1878.. 1931 



29824 
61579 
1652 

OJ990309_01.9819.C14.o2.gs 

1652 

none 

1652.. 1954 



Seq. ID OJ990309_01.9819.C14 
Strand 

End 1954 

Method GENSCAN 

End 1954 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29825 
61580 
1 

OJ990309_01.9819.C15.ol.np 
1 

2316016 
1..629 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ990309_01.9819.C15 

Strand + 

End 629 

Method AAT/NAP 

End 629 

Score 438 



29825 
61580 
1 

OJ990309_01.9819.C15.ol.tc 

140 

none 

140. .628, 173. .442, 476. .622 

29825 
61580 
1 

OJ990309_01.9819.C15.ol.gs 

168 

none 

168. .369 



Seq. ID OJ990309_01.9819.C15 
Strand 
End 

Method 
End 
Score 



+ 

629 

TBLASTX: Cress 

628 

426 



Seq. ID OJ990309_01.9819.C15 

Strand + 

End 629 

Method GENSCAN 

End 369 

Score .82 



Seq. No. 29825 

Gene No. 61580 
Start * 1 * 

Name OJ990309_01 . 9819.C15.ol . tm 

Start 239 

GI none 

Exons 239.. 616, 421.. 621 

Seq. No. 29826 

Gene No. 61581 

Start 175 

Name OJ990309_01 . 9819 . C16 . ol . gs 

Start 175 

GI none 

Exons 175.. 299, 358.. 568 



Seq. ID OJ990309_01.9819.C15 

Strand + 

End 629 

Method TBLASTX : Mai ze 

End 621 

Score 228 



Seq. ID OJ990309_01.9819.C16 
Strand 

End 568 

Method GENSCAN 

End 568 

Score .43 



seq. No. 
Gene No. 
Start 



2982 / 
61582 
1 



Seq. ID OJ990309_01.9819.C19 
Strand 

End 636 



29692 




Name 


OJ990309 01.9819.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


636 




GI 


5902445 


Score 


932 




Exons 


1. .636 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


29827 


Seq. ID 


OJ990309_01 . 9819 


C19 


uene jno . 


CI CQO 


Strand 






Start 


1 


End 


f n a 

636 




Name 


OJ990309 01.9819.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


73 


End 


276 




GI 


none 


Score 


80 




Exons 


73. .144, 74. .145, 124. .276 








Seq. No. 


29827 


Seq. ID 


OJ990309_01. 9819. 


C19 


uene jno . 


/:i coo 


Strand 






Start 


1 


End 


636 




Name 


OJ990309 01.9819.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


73 


End 


618 




GI 


none 


Score 


87 




Exons 


73. .141, 127. .285, 340. .618, 


356. . 4 63 






Seq. No. 


29827 


Seq. ID 


OJ990309 01.9819. 


C19 


Gene No . 


fl CQO 

DIDoZ 


Strand 






Start 


1 


End 


636 




Name 


OJ990309 01.9819.C19.ol.gs 


Method 


GEN SCAN 




Start 


75 


End 


528 




GI 


none 


Score 


.89 




Exons 


75. .528 








Seq. No. 


29828 


Seq. ID 


OJ990309_01.9819. 


C20 


Gene No. 


61583 


Strand 








i 
j. 


End 


2325 




Name 


OJ990309 01.9819.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2325 




GI 


5902445 


Score 


3027 




Exons 


1..1995, 2303. .2325 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


29828 


Seq. ID 


OJ990309_01.9819. 


C20 


Gene No . 


blooJ 


Strand 






Start 


1 


End 


2325 




Name 


OJ990309 01.9819.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


67 


End 


402 




GI 


none 


Score 


276 




Exons 


67. .381, 78. .401, 91. .402 








Seq. No. 


29828 


Seq. ID 


OJ990309_01.9819. 


C20 


bene no . 


CI CQO 


Strand 






Start 


1 


End 


2325 




Name 


OJ990309 01.9819.C20.o3.tw 


Method 


TBLASTX: Wheat 




Start 


77 


End 


396 




GI 


none 


Score 


85 




Exons 


77. .199, 84. .200, 84. .395, 85 


. .396 






Seq. No. 


29828 


Seq. ID 


OJ990309_01.9819. 


C20 


Gene No. 


61583 


Strand 







29693 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 



2325 



OJ990309 01.9819.C20.o5.tw Method TBLASTX : Wheat 



399 
none 

399. .539, 564. .698 

29828 
61583 
1 



End 
Score 



698 
130 



Seq. ID OJ990309_01.9819.C20 
Strand 

End 2325 



OJ990309 01.9819.C20.o3.tm Method TBLASTX : Maize 



630 
none 
630. .884 



End 
Score 



884 
193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29828 
61583 
1 



Seq. ID OJ990309_01.9819.C20 
Strand 

End 2325 



OJ990309 01.9819.C20.o2.tw Method TBLASTX : Wheat 



714 
none 

714. .1136, 724. .1128 



End 
Score 



1136 
256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29828 
61583 
1 



Seq. ID • OJ990309_01.9819.C20 
Strand - 
End 2325 



OJ990309_01.9819.C20.o2.ts Method TBLASTX: Soybean 



757 
none 



End 
Score 



757. .1137, 759. .1001, 1041. .1145 



1145 
159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29828 
61583 

1 End 
OJ990309_01 . 9819 . C20 . o4 . tw Method TBLASTX : Wheat 

1140 End 1422 

none Score 

1140. .1421, 1152. .1412, 1345. .1422 



Seq. ID OJ990309_01.9819.C20 
Strand 

2325 



88 



29828 
61583 
1 



Seq. ID OJ990309_01.9819.C20 
Strand 

End 2325 



OJ990309_01 . 9819 . C20 . o2 . tm Method TBLASTX : Maize 
1260 End 1704 

none Score 8 9 

1260. .1286, 1284. .1427, 1297. .1428, 1449. .1703, 1449. .1703, 
1450. .1704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



29828 
61583 
1 



Seq. ID OJ990309_01.9819.C20 
Strand 

End 2325 



OJ990309_01 . 9819. C20 . ol . ts Method TBLASTX : Soybean 



1371 
none 



End 
Score 



1802 
47 



1371. .1802, 1405. .1575, 1612. .1755 



29828 
61583 



Seq. ID OJ990309_01.9819.C20 
Strand 



29694 




Start 


1 


End 


2325 




Name 


OJ990309 01.9819.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start' 


1426 ~ 


End 


1785 




GI 


none 


Score 


273 




Exons 


1426. .1785, 1431. .1784 








Seq. No. 


29829 


Seq. ID 


OJ990309_01.9819 


.C21 


Gene No. 


61584 


Strand 






Start 


86 


End 


909 




Name 


OJ990309 01.9819.C21.ol.gs 


Method 


GEN SCAN 




Start 


86 


End 


662 




GI 


none 


Score 


. 99 




Exons 


86. .662 








Seq. No. 


29829 


Seq. ID 


OJ990309 01.9819 


.C21 


Gene No. 


61584 


Strand 






Start 


86 


End 


909 




Name 


OJ990309 01.9819.C21.ol.np 


Method 


AAT/NAP 




Start 


89 


End 


909 




GI 


5902444 


Score 


941 




Exons 


89. .909 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


29829 


Seq. ID 


OJ990309_01.9819 


.C21 


Gene No. 


61584 


Strand 






Start 


86 


End 


909 




Name 


OJ990309 01. 9819.C21.ol. tm 


Method 


TBLASTX: Maize 




Start 


268 ~ 


End 


•-446 




GI 


none 


Score 


114 




Exons 


268. .432, 299. .445, 300. .446 








Seq. No. 


29829 


Seq. ID 


OJ990309_01.9819 


.C21 


Gene No. 


61584 


Strand 






Start 


86 


End 


909 




Name 


OJ990309 01.9819.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


320 


End 


664 




GI 


none 


Score 


190 




Exons 


320.. 664, 339.-659 








Seq. No. 


29830 


Seq. ID 


OJ990309 01.9819 


.C22 


Gene No. 


61585 


Strand 


+ 




Start 


180 


End 


467 




Name 


OJ990309 01.9819.C22.ol.gs 


Method 


GENSCAN 




Start 


180 


End 


467 




GI 


none 


Score 


.74 




Exons 


180. .303, 349. .467 








Seq. No. 


29831 


Seq. ID 


OJ990309_01.9819 


.C26 


Gene No. 


61586 


Strand 






Start 


993 


End 


1321 




Name 


OJ990309 01.9819.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


966 


End 


1283 




GI 


none 


Score 


92 




Exons 


966. .1100, 1170. .1283, 1171.. 


1260, 1173.. 1265 




Seq. No. 


29831 


Seq. ID 


OJ990309_01.9819 


.C26 


Gene No. 


61586 


Strand 







29695 





993 






End 


1321 


Name 


OJ990309 01.9819 


.C26.ol 


.np 


Method 


AAT/NAP 


Start 


993 






End 


1321 


GI 


2316016 






Score 


164 


Exons 


993.. 1099, 1175. 


.1321 








GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana 


Seq. No. 


£. _7 O «J J. 






Seq. ID 


OJ990309_01.9819 


\JCllC Vt\J • 


DijOD 






Strand 




Start 


993 






End 


1321 


Name 


OJ990309_01.9819 


.C26.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


QQQ 

_7 .7 






End 


1283 


GI 


none 






Score 


115 


Exons 




. 1Z OU , 


11 / u . • 


1283, 1173.. 1277 


Seq. No. 








Seq. ID 


OJ990309_01.9819 




DlOo 0 






Strand 




Start 


993 






End 


1321 


Name 


OJ990309 01.9819 


.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1008 






End 


1283 


GI 


none 






Score 


118 


Exons 


1008.. 1100, 1129, 


. .1281, 


1 1 / u . 


.1283, 1172.. 1282 


Seq. No. 


29832 






oeq. id 


r^TQQnTHQ C\ 1 QQ1 Q 

ujyyuouy ui.yyiy 




61587 






otrana 


+ 


Start 


303 






End 


699 


Name 


OJ990309 01.9819, 


.C27.ol 


.gs 


Method 


GENS CAN 


Start 


303 






XT' — >-J 


t>y y 


GI 


none 






Score 


A A 

. 4 4 


Exons 


303. .547, 638. .699 








Seq. No. 


29832 






Seq. ID 


OJ990309_01. 9819 


Carta M/~v 


61588 






Strand 




Start 


1352 






End 


2694 


Name 


OJ990309 01.9819, 


,C27.o2 


. gs 


Method 


GENSCAN 


Start 


1352 






End 


2694 


GI 


none 






Score 


.49 


Exons 


1352. .1526, 2476. 


. .2694 








Seq. No. 


29833 






Seq. ID 


OJ990309 01.9819 




61589 






Strand 


+ 


Start 


367 






End 


1416 


Name 


OJ990309 01.9819. 


■C28.01 


. gs 


Method 


GENSCAN 


Start 


367 




End 


1416 


GI 


none 






Score 


.46 


Exons 


367. .437, 1266. .1416 








Seq. No. 


29834 






Seq. ID 


OJ990309_01. 9819, 


Vjtille 1NU • 


61590 






Strand 


+ 


Start 


776 






End 


926 


Name 


OJ990309 01.9819. 


C29.ol. 


.gs 


Method 


GENSCAN 


Start 


776 




End 


926 


GI 


none 






Score 


;67 


Exons 


776. .926 










Seq. No. 


29835 






Seq. ID 


OJ990309_01.9819, 


Gene No. 


61591 






Strand 





29696 



Start 


255 






End 


4 61 


Name 


OJ990309 


01 9819 C30 ol 


« y o 




O Cj LN k_> VrfXTJ.il 


Start 


255 






End 


4 61 

1 U X 


GI 


none 






Score 


.87 


Exons 


255 . .461 










Seq. No. 


29836 






Seq. ID 


OJ990309_01.9819 


Gene No. 


61592 






Strand 




Start 


126 






End 


206 


Naine 


OJ990309 


01.9819 C31 ol 


. gs 


Mpt hod 


GENS CAN 


Start 


126 




End 


206 


GI 


none 






Score 


. 76 


Exons 


126. . 206 










Seq. No. 


29837 






Seq. ID 


OJ990309 01 9819 


Gene No. 


61593 






Strand 


+ " 


Start 


1 






End 


1141 


Name 


OJ990309 


_01.9819.C32.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1141 


GI 


2316016 






Score 


434 


Exons 


1..29, 182. .619, 712. .876, 1060. .1141 




GI Descrio. 


f U92650} 


MRP-like ABC transporter [Arabidopsis thalianai 


Seq. No. 


29837 






Seq. ID 


OJ990309_01.9819 


Gene No. 


61593 






Strand 


+ 


Start 


1 






Cjna 


1 1 A 1 


Name 


OJ990309 


01.9819.C32.ol 


. gs 


Method 


GENSCAN 


Start 


79 




" End 


876 


GI 


none 






Score 


.5 


Exons 




712. .876 








Seq. No. 


29837 






Seq. ID 


OJ990309_01.9819 


Gene No. 


61593 






Strand 


+ 


Start 


1 






End 


1141 


Name 


OJ990309 


01.9819.C32.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


173 






End 


881 


GI 


none 






Score 


385 


Exons 


173. .631, 


238.. 630, 709 


. .876, 


711. .881 




Seq. No. 


29837 






Seq. ID 


OJ990309_01.9819 


Gene No. 


61593 






Strand 


+ 


Start 


1 






End 


1141 


Name 


OJ990309 


01.9819.C32.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


215 






End 


876 


GI 


none 






Score 


360 


Exons 


215. .631, 


238.. 630, 700, 


. .876, 


714. .866 




Seq. No. 


29837 






Seq. ID 


OJ990309_01.9819. 


Gene No. 


61593 






Strand 


+ 


Start 


1 






End 


1141 


Name 


OJ990309 


01.9819.C32.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


218 






End 


631 


GI 


none 






Score 


387 


Exons 


218. .631, 


238. .630 








Seq. No. 


29838 






Seq. ID 


OJ990309JD1.9819, 


Gene No. 


61594 






Strand 





29697 




Start 


824 




End 


1848 




Name 


OJ990309 01.9819.C33.ol. 


,gs 


Method 


GENSCAN 




Start 


824 




End 


1848 




GI 


none 




Score 


.45 




Exons 


824.-886, 1294. .1848 










Seq. No. 


29839 




Seq. ID 


OJ990309JU.9819. 


X35 




61595 






-j- 




Start 


49 




End 


162 




Name 


OJ990309 01.9819.C35.ol. 


gs 


Method 


GENSCAN 




Start 


49 




End 


162 




GI 


none 




Score 


.95 




Exons 


49. .162 










Seq. No. 


29840 




Seq. ID 


OJ990309_01.9819. 


■ C36 


Gene No. 


61596 




Strand 






Start 


1 




End 


577 




Name 


OJ990309 01.9819.C36.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


577 




GI 


6006359 




Score 


61 




Exons 


1.-22, 178. .283, 540. .577 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


29841 




Seq. ID 


OJ990309JU.9819. 


C37 




61597 




* Strand 


i 




Start 


489 




End 


1610 




Name 


OJ990309 01.9819.C37.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


486 




End 


743 




GI 


none 




Score 


108 




Exons 


486. .614, 591. .743 










Seq. No. 


29841 




Seq. ID 


OJ990309_01.9819. 


C37 


Gene No. 


61597 




Strand 


+ 




Start 


489 




End 


1610 




Name 


OJ990309 01.9819.C37.ol. 


np 


Method 


AAT/NAP 




Start 


489 




End 


1610 




GI 


2586082 




Score 


1585 




Exons 


489. .1610 










GI Descrip. 


(U72725) retrofit [Oryza 


longistaminata ] 




Seq. No. 


29841 




Seq. ID 


OJ990309_01.9819. 


C37 




61597 




Strand 


+ 




Start 


489 




End 


1610 




Name 


OJ990309 01.9819.C37.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


582 




End 


952 




GI 


none 




Score 


409 




Exons 


582. .950, 610. .822, 615. 


.938, 


707. .952 






Seq. No. 


29842 




Seq. ID 


OJ990309_01.9819. 


C38 


Gene No . 


61598 




Strand 






Start 


516 




End 


868 




Name 


OJ990309 01.9819.C38.ol. 


gs 


Method 


GENSCAN 




Start 


516 




End 


868 




GI 


none 




Score 


.48 




Rvnn o 


c;iC con o cr\ r> r r> 
^ -i- . .vj^.-/, U \JKJ . . u u u 










Seq. No. 


29843 




Seq. ID 


OJ990309_01.9819. 


C39 



29698 



Gene No. 




Strand 


+ 






Start 


l 


End 


342 






Name 


OJ990309 01.9819.C39.ol.gs 


Method 


GENSCAN 






Start 


1 


End 


342 






GI 


none 


Score 


.59 






Exons 


1. .342 










Seq. No. 


29843 


Seq. ID 


OJ990309 


_oi; 


•981 


Gene No. 


61599 


Strand 


+ 






O L. d. -L L. 


i 

-L 


End 


342 






Name 


OJ990309 01.9819.C39.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


339 






GI 


5902444 


Score 


486 






Exons 


1. .339 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


29844 


Seq. ID 


OJ990309_ 


_01. 


981 


Gene No. 


61600 


Strand 


+ 






O LCti L 


1 


End 


ft £i ft 

969 






Name 


OJ990309 01.9819.C40.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


969 






GI 


5091513 


Score 


1163 






Exons 


1". .969 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


29844 


Seq. ID 


OJ990309_ 


_01. 


981 


Gene No. 


61600 


Strand 


+ 






Start 


1 


End 


969 






Name 


OJ990309 01.9819.C40.ol.gs 


Method 


GENSCAN 






Start 


88 


End 


934 






GI 


none 


Score 


.68 






Exons 


88.. 327, 507.. 934 










Seq. No. 


29845 


Seq. ID 


OJ990309_ 


_01. 


981 


Gene No. 


61601 


Strand 










292 


End 


1093 






Name 


OJ990309 01.9819.C41.ol.np 


Method 


AAT/NAP 






Start 


292 


End 


1093 






GI 


2586082 


Score 


1026 






Exons 


292.. 1093 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


29845 


Seq. ID 


OJ990309_ 


01. 


981: 


i^ene ino . 


61601 


Strand 








Start 


292 


End 


1093 






Name 


OJ990309 01.9819.C41.ol.tw 


Method 


TBLASTX: Wheat 


Start 


439 


End 


111 






GI 


none 


Score 


90 






Exons 


439. .777, 576. .713, 586. .714 










Seq. No. 


29845 


Seq. ID 


OJ990309_ 


01. 


981! 


Gene No. 


61601 


Strand 








Start 


292 


End 


1093 






Name 


OJ990309_01.9819.C41.ol.tm 


Method 


TBLASTX: Maize 


r> j i~ 


r- r\ r\ 


End 


1017 






GI 


none 


Score 


62 






Exons 


592. .888, 662.. 823, 925. .1017 











29699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29846 Seq. ID 

61602 Strand 

510 End 
OJ990309_01 . 9819 . C42 . ol . gs Method 

510 End 

none Score 
510. .1076 



OJ990309_01.9819.C42 
+ 

1076 
GENSCAN 
1076 
.64 



Seq. ID 

Strand 

End 

Method 

End 

Score 



29846 
61602 
510 

OJ990309_01 . 98 19 . C42 . ol . np 
575 

2879805 
575. .995 

(AL021813) hypothetical protein; extensin-like; with SH3 Src 
homology domain [Schizosaccharomyces pombe] 



OJ990309 
+ 

1076 
AAT/NAP 
995 
64 



01.9819.C42 



29847 Seq. ID 

61603 Strand 

339 End 
OJ990309_01. 9819.C43.ol.gs Method 

339 End 

none Score 
339.. 516 



OJ990309_01. 9819.C43 
+ 

516 

GENSCAN 

516 

.65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



29848 
61604 
271 

OJ990309_01.9819.C44.ol.np 
271 

3142303 
271.. 1030, 1153. .1223 

(AC002411) Strong similarity to MRP-like ABC transporter 
gb|U92650 from A. thaliana and canalicular multi-drug resistance 
protein gb|L49379 from Rattus norvegicus. [Arabidopsis thaliana] 



OJ990309 
+ 

1223 
AAT/NAP 
1223 
654 



01.9819.C44 



Seq. No. 


29848 








Seq. ID 


OJ990309_01.9819 


.C44 


Gene No. 


61604 








Strand 


+ 




Start 


271 








End 


1223 




Name 


OJ990309 


01.9819.C44 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


335 








End 


1030 




GI 


none 








Score 


647 




Exons 


335.-562, 


349. .882, 


350 


. .1030, 


683. .1027 




Seq. No. 


29848 








Seq. ID 


OJ990309_01.9819 


.C44 


Gene No. 


61604 








Strand 


+ 




Start 


271 








End 


1223 




Name 


OJ990309 


01.9819.C44 


.02 


. tm 


Method 


TBLASTX: Maize 




Start 


374 








End 


739 




GI 


none 








Score 


82 




Exons 


374. .484, 


524. .739, 


580 


. .738 








Seq. No. 


29848 








Seq. ID 


OJ990309_01.9819 


.C44 


Gene No. 


61604 








Strand 


+ 




Start 


271 








End 


1223 





29700 




Name 




Mot - h r\r^ 




Start 


423 ~~ 


End 


1030 


GI 


none 


Score 


. 91 


Exons 


423. . 1030 






Seq. No. 


29848 


Seq. ID 


OJ990309_01. 9819.C4 4 


Gene No. 


61604 


Strand 


+ 


Start 


271 


End 


1223 


Name 


OJ990309 01. 9819.C44 .ol ts 


Method 


TBLASTX: Soybean 


Start 


628 ~~ 


End 


1030 


GI 


none 


Score 


203 


Exons 


628.. 861, 629.. 865, 866 1030, 


, 869. .1015 


Seq. No. 


29848 


Seq. ID 


OJ990309_01.9819.C44 


Gene No. 


61604 


Strand 


+ 


Start 


271 


End 


1223 


Name 


OJ990309 01.9819.C44.ol.tm 


Method 


TBLASTX: Maize 


Start 


779 


End 


1038 


GI 


none 


Score 


291 


Exons 


779. .1030, 779. .1030, 849. .1037, 889.. 


1038, 922.. 1032 


Sea. No. 


29849 


Seq. ID 


OJ990309_01.9819.C47 


Gene No. 


61605 


Strand 


+ 


Start 


43 


End 


1011 


Name 


OJ990309 01.9819.C47.ol.np 


Method 


AAT/NAP 


Start 


43 


End 


1011 


GI 


6907106 


Score 


858 


Exons 


43. .288, 375. .791, 828. .1011 






GI Descrip. 


(AP001129) EST AU068291(C12960) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


29849 


Seq. ID 


OJ990309_01. 9819.C47 


Gene jjo b 


61605 


Strand 


+ 


Start 


43 


End 


1011 


Name 


OJ990309 01.9819. C47.ol.tm 


Method 


TBLASTX: Maize 


Start 


602 


End 


914 


GI 


none 


Score 


110 


Exons 


602. .706, 604. .786, 630. .713, 


639.-755, 640. .765, 706. .771, 




706. .771, 729. .776, 784. .912, 


785. .913, 797. .913, 803. .910, 




855. .914 






Seo. No. 


29850 


Seq. ID 


OJ990309 01.9819.C48 


Gene No. 


61606 


Strand 


+ 


Start 


1 


End 


465 


Name 


OJ990309 01.9819.C48.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


433 


GI 


2342691 


Score 


72 


Exons 


1..233, 331. .433 






GI DescriD. 


(AC000106) F7G19.26 [Arabidopsis thaliana] 


Seq. No. 


29850 


Seq. ID 


OJ990309_01.9819.C48 


Gene No. 


61606 


Strand 


+ 


Start 


1 . 


End 


465 


Name 


OJ990309 01.9819.C48.o1.qs 


Method 


GENS CAN 


Start 


24 


End 


465 


GI 


none 


Score 


.74 


Exons 


24. .233, 331. .465 







29701 




oeq. WO. 














beg. iu 


uj y yuou y 




QQ 1 Q 

. y o i y 


. y 


Gene No. 


61607 












Strand 


+. 








Start 


159 












End 


317 








Name 


OJ990309 


01. 


9819 


.C49 


.ol 


.gs 


Method 


GENSCAN 








Start 


159 












End 


317 








GI 


none 












Score 


.78 








Exons 


159. .317 






















Seq. No. 


. 29852 












Seq. ID 


OJ990309_ 


01. 


.9819 


.C50 


Gene No. 


61608 












Strand 


+ 








Start 


239 












End 


308 








Name 


OJ990309 


01. 


9819 


.C50 


.ol 


. gs 


Method 


GENSCAN 








Start 


239 










End 


308 








GI 


none 












Score 


.66 








Exons 


239. .308 























Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29853 Seq. ID 

61609 Strand 

1 End 
OJ990309_01 . 981 9 . C51 . ol . np Method 

1 End 

2316016 Score 
1..357, 650. .749 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



OJ990309_01.9819.C51 
966 

AAT/NAP 
749 
76 



OJ990309 01.9819.C51 



29853 
61609 
1 

OJ9-90309_01.9819.C51.ol.gp 
636 

LIB3431-060-P1-N1-C11 
636. .749, 940. .966 

1 6041757/gb|AC011806.1|AC011806 1.0e-38 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



966 

AAT/GAP 

966 

178 



Seq. No. 29854 

Gene No. 61610 

Start 622 

Name OJ990309JU . 9819 . C52 . ol . gs 

Start 622 

GI none 
Exons 



Seq. ID OJ990309_01.9819.C52 

Strand + 

End 1489 

Method GENSCAN 

End 1489 

Score .51 



622. .782, 1035. .1159, 1434. .1489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

C <-N ~ xi -~ 

Gene No. 
Start 



29855 Seq. ID OJ990309J31 . 9819.C53 

61611 Strand 

1 End 1256 

OJ990309_01 . 9819 . C53 . ol . np Method AAT/NAP 

1 End 1256 

2316016 . Score 322 

1..102, 390. .476, 763. .1036, 1144. .1256 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



61611 
1 



Seq. ID 

Strand 

End 



OJ9903uy 01.9819.C53 



1256 



29702 



Name OJ990309_01 . 9819 . C53 . ol . gp Method AAT/GAP 

Start 376 End 655 

GI LIB3431-060-P1-N1-C11 . Score 522 

Exons 376. . 655 

GI Descrip. , 6041757/gb|AC011806. 1 1 AC011806 1.0e-38 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 


29855 






Seq. ID 


OJ990309_01.9819 


.C53 


Gene No. 


61611 






Strand 






Start 


1 






End 


1256 




Name 


OJ990309 


01 9819 PS** ol 




Method 


TBLASTX: Cress 




Start 


385 






End 


1017 




GI 


none 






Score 


70 




F vr>n 


385 489 


?87 488 755 


874 


763. .1017, 790. .990 




Seq. No. 


29855 






Seq. ID 


OJ990309_01.9819 


.C53 


Gene No. 


61611 






Strand 






Start 


1 






End 


1256 




Vt CHUG 


O.TQQ030Q 


01 Q81 Q P5^ r>1 


. gs 


Method 


GENS CAN 






^QO ~ 

j ? \j 






End 


979 




GI 


none 






Score 


.97 






"3Q0 476 


7fi^ Q7Q 










Seq. No. 


29855 






Seq. ID 


OJ990309_01.9819 


.C53 


Gene No. 


61611 






Strand 






kJ Lai l_ 


i 






End 


1256 






O.TQQO^OQ 


oi qri q r5^ ni 


-t-m 
• LIll 


Method 


TBLASTX: Maize 




Cfarf 
o lax. L. 


t *j -j 






End 


1011 




V3 J. 








Score 


91 






755 886 


761 871 7fi^ 


1011 


, 781. .987 




Seq. No. 


29855 






Seq. ID 


OJ990309_01.9819 


.C53 


Gene No. 


61611 






Strand 






Start 


1 






End 


1256 ' 




Name 




01 Q81 Q P5*3 ni 




Method 


TBLASTX : Soybean 






778 ~ 






End 


981 




vJ -L 


none* 






Score 


148 






778 Q78 


781 Qftl 

/OX. • Z70J. 










Seq. No. 


^29856 






Seq. ID 


OJ990309_01.9819 


.C56 


Gene No. 


61612 






Strand 






Start 


70 






End 


1387 




Name 


OJ990309 


01.9819.C56.ol 


. gs 


Method 


GENSCAN 




Start 


70 




End 


1387 




GI 


none 






Score 


.82 




Exons 


70. .574, 


594.. 785, 1316 


. .1387 








Seq. No. 


29856 






Seq. ID 


OJ990309_01.9819 


.C56 


Gene No. 


61612 






Strand 






Start 


70 






End 


1387 




Name 


OJ990309 


01.9819.C56.ol, 


.gp 


Method 


AAT/GAP 




Start 


287 






End 


676 




GI 


4880249 






Score 


643 




Exons 


287. .676 












Seq. No. 


29857 






Seq. ID 


OJ990309_01.9819. 


.C57 



29703 



Gene No. 


61613 




Strand 








Start 


1835 : 




End 


2026 






Name 


OJ990309 01 9819 C57 ol 






GENSCAN 






9fart 


1835 ~~ 


End 


2026 






GI 


none 




Score 


.79 






Exons 


1835. .1932, 1977. .2026 












Seq. No. 


-29858 




Seq. ID 


OJ990309_01. 


9819. 


C58 


Gene No. 


61614 




Strand 








Start 


97 




End 


1748 






Name 


OJ990309 01 . 9819.C58 .ol 




Method 


GENSCAN 






Start 


97 ~~ 




End 


1748 






GI 


none 




Score 


.43 






Exons 


97. .326, 1610. .1748 












Seq. No. 


29859 




Seq. ID 


OJ990309_01. 


9819. 


C59 


Gene No. 


61615 




Strand 


+ 






Start 


119 




End 


1091 






Name 


OJ990309 01 9819 C59 ol 


• gs 


Mpt" hnH 

11C 1UU 


GENSCAN 






Start 


119 ~~ 




End 


1091 






GI 


none 




Score 


. 62 






Pxon 


119 193. 679 851 976 


1091 










Seer No 


29859 




Seq. ID 


OJ990309 01 


9819 . 


C59 


Gene No. 


61616 




Strand 








Start 


869 




End 


1247 






Name 


OJ990309 01 9819 C59 ol 


.np 


Method 


AAT/NAP 






Start 


869 ~~ 




End 


1247 






GI 


5091519 




Score 


62 






Rxon*? 


869 1247 














(AR02348?} Hvnn-t-hp1- i r-A 1 


protein [Oryza 


OG L J. V CI J 






Sea No 


29860 




Seq. ID 


OJ990309 01 


9819 . 


C60 


Gene No. 


61617 




Strand 








Start 


1 




End 


1073 






Name 


OJ990309 01.9819.C60.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


834 






GI 


3142303 




Score 


278 






Exons 


1..440, 535. .834 












GI Descrip. 


(AC002411) Strong similarity to MRP-like ABC transporter 



gb|U92650 from A. thaliana and canalicular multi-drug resistance 
protein gb|L4 9379 from Rattus norvegicus. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29860 
61617 
1 

OJ990309_01.9819.C60.ol.ts 

220 

none 



Seq. ID OJ990309_01.9819.C60 
Strand 

End 1073 

Method TBLASTX : Soybean 

End 700 

Score 101 



220. .384, 223. .453, 230..439, 526. .660, 533. .700, 537. .698 



29860 
61617 
1 

OJ990309_01.9819.C60.ol.gs 

226 

none 



Seq. ID OJ990309_01.9819.C60 
Strand 

End 1073 

Method GENSCAN 

End 1073 

Score .49 



29704 




Exons 


226. .440, 


1028 . . 1073 








Seq. No. 


29860 . 






Seq. ID 


OJ990309_01.9819.C60 


Gene No. 


61617 






Strand 




Start 


1 






End 


1073 


Name 


OJ990309 


01.9819.C60.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


238 






End 


709 


GI 


none 






Score 


90 


Exons 


238. .450, 


245. .439, 533 


. .709, 


537 . . 701 




Seq. No. 


29860 






Seq. ID 


OJ990309_01.9819.C60 


Gene No. 


61617 






Strand 




Start 


1 






End 


1073 


Name 


OJ990309 


01. 9819.C60.ol 


. tin. 


Method 


TBLASTX • Mai ze 


Start 


307 






End 


689 


GI 


none 






Score 


195 


Exons 


307. . 450, 


308 439, 523 


. . 678, 


533 688, 
*j -j -j • . \j \j \j i 


537 689 


Seq. No. 


29861 






Seq. ID 


OJ990309 01.9819 C61 


Gene No. 


61618 






Strand 


+ _ 


Start 


1 






End 


1078 


Name 


OJ990309 


01.9819.C61.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1078 


GI 


2316016 






Score 


376 


Exons 


1..730, 893. .1078 








GI Descrip. 


(U92650) 

y \j -s \j *j \j f 


MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


29861 






Seq. ID 


OJ990309_01.9819.C61 


Gene No. 


61618 






Strand 


+ 


Start 


1 






End 


1078 


Name 


OJ990309 


01.9819.C61.ol 


.gs 


Method 


GENS CAN 


Start 


122 






End 


730 


GI 


none 






Score 


.71 


Exons 


122. .730 










Seq. No. 


29861 






Seq. ID 


OJ990309_01.9819.C61 


Gene No. 


61619 






Strand 




Start 


404 






End 


1012 


Name 


OJ990309 


01.9819.C61.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


297 






End 


1012 


GI 


none 






Score 


142 


Exons 


297. .365, 


341.. 538, 377, 


. .496, 


542. .736, 


577. .732, 896. .1012 


Seq. No. 


29861 






Seq. ID 


OJ990309_01.9819.C61 


Gene No. 


61619 






Strand 




Start 


404 






End 


1012 


Name 


OJ990309 


01.9819.C61.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


320 






End 


736 


GI 


none 






Score 


154 


Exons 


320. .559, 


554. .736, 643, 


. .732 






Seq. No. 


29861 






Seq. ID 


OJ990309_01.9819.C61 


Gene No. 


61619 






Strand 




Start 


404 






End 


1012 


Name 


OJ990309 


01.9819.C61.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


341 






End 


1012 


GI 


none 






Score 


163 



29705 



Exons 



341. .505, 350. .556, 542. .736, 646. .729, 893. .1012 



Seq. No, 29861 Seq. ID OJ990309_01 . 9819 . C61 

Gene No. 61619 Strand 

Start 404 End 1012 

Name OJ990309_01 . 9819 .C61 .ol . gp Method AAT/GAP 

Start 404 End 605 

GI LIB3431-060-P1-N1-C11 Score 387 

Exons 404.. 605 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 1.0e-38 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



Seq. No. 29862 Seq. ID 

Gene No. 61620 Strand 

Start 253 End 

Name OJ990309_01 . 98 1 9 . C62 . ol . gp Method 

Start 253 End 

GI LIB3431-060-P1-K1-C11 Score 

Exons 253.. 546 

GI Descrip. 1 2980641/emb | CAA72120 | 2.0e-12 (Y11250) multi resistance protein 
[Arabidopsis thaliana] ' 



OJ990309_01.9819.C62 
+ 

546 

AAT/GAP 

546 

483 



Seq. No. 29862 Seq. ID OJ990309_01 . 9819 . C62 

Gene No. 61621 Strand + 

Start 457 End 606 

Name OJ990309_01 . 9819.C62 .ol . np Method AAT/NAP 

Start 457 End 606 

GI 5824788 Score 81 

Exons 457.. 606 

GI Descrip. (AL032637) similar to ABC transporter transmembrane region. ; 

ABC transporters; cDNA EST yk333h9.3 comes from this gene; cDNA 
EST EMBL:D71187 comes from this gene; cDNA EST EMBL:D73808 comes 
from this gene; cDNA EST yk575e4.3... 



Seq. No. 


29863 




Seq. ID 


OJ990309_01.9819. 


C63 


Gene No. 


61622 




Strand 


+ 




Start 


471 




End 


1224 




Name 


OJ990309 


01.9819.C63.ol.gs 


Method 


GENSCAN 




Start 


47i 




End 


1030 




GI 


none 




Score 


.97 




Exons 


471. .500, 


601. .664, 791. .1030 








Seq. No. 


29863 




Seq. ID 


OJ990309_01.9819. 


C63 


Gene No. 


61622 




Strand 


+ 




Start 


471 




End 


1224 




Name 


OJ990309 


01.9819.C63.ol.np 


Method 


AAT/NAP 




Start 


605 




End 


1224 




GI 


2316016 




Score 


357 




Exons 


605. .664, 


791.. 1034, 1122.. 1224 






GI Descrip. 


(U92650) 


MRP-like ABC transporter [Arabidopsis thaliana] 




Seq. No. 


29863 




Seq. ID 


OJ990309_01. 9819. 


C63 


Gene No. 


61622 




Strand 


+ 




Start 


471 




End 


1224 




Name 


OJ990309 


01.9819.C63.ol.tc 


Method 


TBLASTX: Cress 




Start 


721 




End 


1209 





29706 




GI 


none 




Score 


72 


1** von q 


721 915. 732 872. 787 


1032, 


799. .1017, 954. .1034, 961. .H 




1117 1209 








Seq. No. 


29863 




Seq. ID 


OJ990309 01.9819.C63 


Gene No. 


61622 




Strand 


+ 


Start 


471 




End 


1224 


Name 


OJ990309 01.9819.C63.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


739 




End 


1209 


GT 


none 




Score 


323 


Rxons 


739. .1035, 789.. 1034, 1117.. 1209 




Seq. No. 


29863 




Seq. ID 


OJ990309 01.9819.C63 


Gene No. 


61622 




Strand 


+ 


Start 


471 




End 


1224 


Name 


OJ990309 01.9819.C63.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


786 




End 


968 


GI 


none 




Score 


182 


R von s 


786. .842, 790. .966, 808 


. .966, 


822. . 968 




Seq. No. 


29863 




Seq. ID 


OJ990309 01.9819.C63 


Gene No. 


61622 




Strand 


+ 


Start 


471 




End 


1224 


Name 


OJ990309 01.9819.C63.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


790 




End 


1209 


GI 


none 




Score 


330 


1_J .IV \aS 1 1 


790. .1035, 790. .1032, 948. .1034, 1117. 


.1209 


Seq. No. 


29864 




Seq. ID 


OJ990309 01.9819.C64 


Gene No. 


61623 




Strand 




Start 


86 




End 


265 


Name 


OJ990309 01.9819.C64.ol 


.gs 


Method 


GENSCAN 


Start 


86 




End 


265 


GI 


none 




Score 


.48 


F.vonQ 


86. .265 








Seq. No. 


29865 




Seq. ID 


OJ990309 01.9819.C66 


Gene No. 


61624 




Strand 


+ 


Start 


65 




End 


271 


Name 


OJ990309 01.9819.C66.ol 


.gp 


Method 


AAT /GAP 


Start 


65 




End 


271 


GI 


2800006 




Score 


273 


R von 


65. .271 








Qpf-r Mo 


29865 




Seq. ID 


OJ990309_01.9819.C66 


f^pn.P Mo 


61625 




Strand 




Start 


355 




End 


1673 


Name 


OJ990309 01.9819.C66.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


166 




End 


1673 


GI 


none 




Score 


119 


P, von <; 


166.. 210, 170.. 256, 171 


. .257, 


171. .257 


, 172.. 258, 200.. 268, 




341.. 406, 345.. 407, 352 


. .411, 


354. .410 


, 497. .598, 498. .599, 




1522.. 1659, 1523.. 1648, 


1524. . 


1673, 1532.. 1672 


Seq. No. 


29865 




Seq. ID 


OJ990309_01.9819.C66 


Gene No. 


61625 




Strand 




Start 


355 




End 


1673 



29707 



Name OJ990309_01 . 98 19 . C66 . ol . gs Method 

Start 355 End 

GI none Score 

Exons 355.. 463, 1522.. 1659 

Seq. No. 29866 Seq. ID 

Gene No. 61626 Strand 

Start 539 End 

Name OJ990309_01 . 9819 .C67 . ol . gs Method 

Start 539 -End 

GI none Score 

Exons 539.. 1622, 1901.. 2091 



GENSCAN 

1659 

.47 



OJ990309_01.9819.C67 

2091 
GENSCAN 
2091 
.43 



Seq. No. 29867 Seq. ID 

Gene No. 61627 Strand 

Start 894 End 

Name OJ990309_01 . 9819 . C68 . ol . gs Method 

Start 894 End 

GI none Score 

Exons 894.. 960 



OJ990309_01.9819.C68 
960 

GENSCAN 

960 

.48 



Seq. No. 29868 Seq. ID 

Gene No. 61628 Strand 

Start ' 210 End 

Name OJ990309 _01 . 9819 . C69 . ol . gs Method 

Start 210 End 

GI none Score 

Exons 210.. 512 



OJ990309_01.9819.C69 
+ 

512 

GENSCAN 

512 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29868 Seq. ID 

61628 Strand 

210 End 

OJ990309_01.9819.C69.ol.tm Method 

231 End 

none Score 



OJ990309_01.9819.C69 
+ 

512 

TBLASTX: Maize 

512 

63 



231. .287, 231. .281, 242. .286, 286. .510, 291. .512, 297. .407, 
301. .462, 308. .508 



Seq. No. 29869 Seq. ID 

Gene No. 61629 Strand 

Start 782 End 

Name OJ990309_01. 9819.C70 . ol . gs Method 

Start . . 782 End 

GI none Score 

Exons 782.. 951 



OJ990309_01. 9819.C70 
+ 

951 

GENSCAN 

951 

.56 



Seq. No. 29869 Seq. ID OJ990309_01 . 9819 . C70 

Gene No. 61630 Strand 

Start 660 End 1074 

Name OJ990309_01 . 9819.C70 . ol . gp Method AAT/GAP 

Start 660 End 1074 

GI uC-osroM202023hl2bl Score 754 

Exons 660.. 1074 

GI Descrip. '3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 



29869 



Seq. ID OJ990309_01.9819.C70 



29708 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



61630 Strand 

660 End 

OJ990309JU . 9819 . C70 . ol . tm Method 

694 End 

none Score 



1074 

TBLASTX: Maize 

950 

110 



694. .795, 697. .834, 698. .817, 705. .833, 850. .945, 852. .944, 
854. .946, 864. .950 



29870 
61631 
1 

OJ990309_01. 9819.C7.1, ol.np 

1 

2586082 
1..73, 158. .938 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990309_01.9819.C71 

Strand . - 

End 938 

Method AAT/NAP 

End 938 

Score 527 



Seq. No. 


29870 




Seq. ID 


Gene No. 


61631 




Strand 


Start 


1 




End 


Name 


OJ990309 


01 . 9819 .C71 .ol . gs 


Method 


Start 


171 




End 


GI 


none 




Score 


Exons 


171 . . 307, 


425. .592, 620. .645 




Seq. No. 


29870 




Seq. ID 


Gene No. 


61631 




Strand 


Start 


1 




End 


Name 


OJ990309 


01. 9819.C71.ol.tw 


Method 


Start 


271 




End 


GI 


none 




Score 


Exons 


271. .600, 


426 563 




Seq. No. 


29870 




Seq. ID 


Gene No. 


61631 




Strand 


Start 


1 




End 


Name 


OJ990309 


01.9819.C71.ol.tm 


Method 


Start 


445 




End 


GI 


none 




Score 


Exons 


445. .66_9 






Seq. No. 


29871 




Seq. ID 


Gene No. 


61632 




Strand 


Start 


159 




End 


Name 


OJ990319 


01.9819.C2.ol.gs 


Method 


Start 


159 




End 


GI 


none 




Score 


Exons 


159. .259, 


291. .468 




Seq. No. 


29872 




Seq. ID 


Gene No. 


61633 




Strand 


Start 


356 




End 


Name 


OJ990319 


01.9819.C3.ol.gs 


Method 


Start 


356 


End 




none 




Score 


Exons 


356. .721 







OJ990309_01.9819.C71 
938 

GENSCAN 

645 

.69 



OJ990309_01.9819.C71 
938 

TBLASTX: Wheat 

600 

67 



OJ990309_01.9819.C71 
938 

TBLASTX: Maize 

669 

194 



OJ990319_01. 9819.C2 
+ 

468 

GENSCAN 

468 

.77 



OJ990319_01.9819.C3 
721 

GENSCAN 

721 

1 



29709 



Seq. No. 29873 

Gene No. 61634 

Start 1 

Name OJ990319_01. 9819.C4 .ol.np 

Start 1 

GI 6498436 

Exons 1..45, 962.. 1097 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990319_01.9819.C4 
Strand 

End 1097 

Method AAT/NAP 

End 1097 

Score 75 



Seq. No. 29873 

Gene No. 61635 

Start 4168 

Name OJ990319_01. 9819.C4 .ol. tw 

Start 4168 

GI none 
Exons 



Seq. ID OJ990319_01.9819.C4 
Strand 

End 4556 

Method TBLASTX : Wheat 

End 4556 

Score 155 



4168. .4323, 4177. .4317, 4179. .4319, 4235. .4339, 4235. .4348, 
4317. .4556, 4350. .4469 



Seq. No. 29873 

Gene No. 61636 

Start 5187 

Name OJ990319_01 . 9819 . C4 . o3 . tw 

Start 5187 

GI none 

Exons 5187. .5429, 5403.. 5522 



Seq. ID OJ990319_01. 9819.C4 
Strand 

End 6187 

Method TBLASTX : Wheat 

End 5522 

~Score 159 



Seq. No. 29873 

Gene No. 61636 

Start 5187 

Name OJ990319_01 . 98 19 . C4 . ol . tm 

Start 5280 

GI none 
Exons 



Seq. ID OJ990319_01.9819.C4 
Strand 

End 6187 

Method TBLASTX : Mai ze 

End 6187 

Score 248 



5280.. 5699, 5513.. 5692, 5733.. 6032, 5795.. 6031, 6015.. 6164, 
6017. .6187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29873 
61637 
6167 

OJ990319_01. 9819.C4 .o2.tw 

6167 

none 



Seq. ID OJ990319_01.9819.C4 
Strand 

End 6522 

Method TBLASTX : Wheat 

End 6515 

Score 262 



6167. .6292, 6177. .6485, 6207. .6449, 6486. .6515 



Seq. No. 29873 

Gene No. 61637 

Start 6167 

Name OJ990319_01 . 98 19 . C4 . o2 . tm 

Start 6192 

GI none 
Exons 



Seq. ID OJ990319_01.9819.C4 
Strand 

End 6522 

Method TBLASTX : Mai ze 

End 6522 

Score 179 



6192. .6368, 6203. .6352, 6207. .6392, 6363.. 6422, 6429. .6515, 
6429.. 6518, 6430.. 6522 



Seq. No. 29873 

Gene No. 61638 

Start 6714 

Name OJ990319_01 . 9819 . C4 . o3 . tm 

Start 6714 



Seq. ID OJ990319_01.9819.C4 
Strand 

End 7094 

Method TBLASTX : Maize 

End 7094 



29710 




GI 


none 




Score 


72 






6714 6794, 6783 7094 










Sea No. 


29874 




Sea ID 


OJ990319 01 9819 


C5 


Gene No. 


61639 




Strand 


+ _ 




Start 


1 




End 


732 




Name 


OJ990319 01. 9819.C5.ol. 


no 


Method 


AAT /NAP 




Start 


1 ~ 




End 


732 




GI 


4680179 




Score 


300 




Exons 


1..732 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subst). indical 




Seq. No. 


29874 




Seq. ID 


OJ990319 01.9819, 


C5 


Gene No. 


61639 




Strand 


+ 




Start 


1 




End 


732 




Name 


OJ990319 01.9819.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


55 




End 


345 




GI 


none 




Score 


219 




Exons 


55. .345, 117. .194, 276. 


.341 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29874 
61639 
1 

OJ990319 
61 

none 
61. .390, 



01.9819.C5.ol.tw 



117. .194, 161. .256, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
276. .329 



OJ990319_01.9819.C5 

+ 

732 

TBLASTX : Wheat 

390 

278 



Seq. No. 29875 Seq. ID 

Gene No. 61640 Strand 

Start 470 End 

Name OJ990319_01 . 9819 . C6 . ol . ts Method 

Start 461 End 

GI none Score 
Exons 



OJ990319_01.9819.C6 
1369 

TBLASTX : Soybean 

1129 

60 



461. .721, 537. .707, 740. .1129, 762. .941, 995. .1078 



Seq. No. 


29875 


Seq. ID 


OJ990319_01 


.9819.C6 


Gene No. 


61640 


Strand 






Start 


470 


End 


1369 




Name 


OJ990319 01.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


470 


End 


1228 




GI 


none 


Score 


.58 




Exons 


470. .1228 








Seq. No. 


29875 


Seq. ID 


OJ990319_01 


.9819. C6 


Gene No. 


61640 


Strand 






Start 


470 


End 


1369 




Name 


OJ990319 01.9819.C6.ol.np 


Method 


AAT /NAP 




Start 


473 


End 


1369 




GI 


6630685 


Score 


848 




Exons 


473. .1369 








GI Descrip. 


(AP000969) Similar to copia- 


-type pol polyprotein. 


(AF105716) 




[Oryza sativa] 









Seq. No. 29875 Seq. ID OJ990319_01 . 9819 . C6 

Gene No. 61640 Strand 

Start 470 End 1369 



29711 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



End 

Method 

End 

Score 



OJ990319_01.9819.C6.ol.tc Method 

491 End 

none Score 
491. .703, 725. .856 

29875 
61640 
470 

OJ990319_01'.9819.C6.ol.*tm 

491. 
none 

491. .1147, 506. .730, 510. .1139 

29875 
61640 
470 

OJ990319_01 . 9819 .C6 . o2 . tw 

536 
none 

536. .727, 536. .712, 731. .856 

29875 
61640 
470 

OJ990319_01.9819.C6.ol.tw 

893 
none 

893. .1150, 1011. .1139, 1175. .1267 



TBLASTX: Cress 

856 

83 



Seq. ID OJ990319_01.9819.C6 
Strand 

1369 

TBLASTX: Maize 
1147 
120 



Seq. ID OJ990319_01.9819.C6 
Strand 

1369 

TBLASTX: Wheat 
856 
81 



End 

Method 

End 

Score 



Seq. ID OJ990319_01.9819.C6 
Strand 

1369 

TBLASTX: Wheat 
1267 
52 



End 

Method 

End 

Score 



29876 
61641 
1998 

OJ990319_01 . 9819 .C7 . ol . gs 

1998 

none 

1998.. 2021, 2098.. 2565 



Seq. ID OJ990319_01.9819.C7 

Strand + 

End 2565 

Method GEN SCAN 

End 2565 

Score .73 



29877 
61642 
1 

OJ990319_01.9819.C8.ol.np 

1 

2443320 
1. .1797 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990319_01.9819.C8 
Strand 

End 1797 

Method AAT/NAP 

End 17 97 

Score 2358 



29877 
61642 
1 

OJ990319_01.9819.C8.ol.tw 
35 

none 



Seq. ID OJ990319_01.9819.C8 
Strand 

End 17 97 

Method TBLASTX : Wheat 

End 716 

Score 467 



35. .601, 49. .600, 105. .602, 109. .603, 600. .716, 601. .714 



29877 
61642 
1 



Seq. ID OJ990319_01.9819.C8 
Strand 

End 1797 
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Name 


OJ990319 


01. 9819. C8 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


70 








End 


579 




GI 


none 








Score 


196 




Exons 


70. .189, 


271. .579 












Seq. No. 


29877 








Seq. ID 


OJ990319_01. 9819. 


C8 


Gene No. 


61642 








Strand 






Start 


1 








End 


1797 




Name 


OJ990319 


01. 9819. C8 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start. 


82 








End 


483 




GI 


none 








Score 


106 




Exons 


82. .189, 


175. .255, 


253. 


.483, 


257. .481 






Seq. No. 


29877 








Seq. ID 


OJ990319_01.9819. 


C8 


Gene No. 


61642 








Strand 






Start 


1 








End 


1797 




Name 


OJ990319 


01. 9819. C8 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


729 








End 


1185 




GI 


none 








Score 


126 




Exons 


729. .938, 


736. .882, 


746 


. .892, 


871. .1149, 936. .1148, 940. 


.1 



Seq. No. 29878 

Gene No. 61643 

Start 2314 

Name OJ990319_01 . 9819 . C9 . o2 . gs 

Start 2314 

GI none 

Exons 2314.. 2605, 2875.. 3083 



Seq. ID OJ990319_01.9819.C9 

Strand + 

End 3083 

Method GENSCAN 

End 3083 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 



29878 
61644 
15836 

OJ990319_01.9819.C9.ol.gp 
15836 
4879016 
15836. .16404 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ990319_01.9819.C9 
Strand + 

16404 
AAT/GAP 
16404 
856 



End 

Method 

End 

Score 



29878 
61645 
18165 

OJ990319_01.9819.C9.o6.gs 

18165 

none 



Seq. ID OJ990319_01.9819.C9 

Strand + 

End 21377 

Method GENSCAN 

End 20843 

Score .5 



18165. .18366, 18893 19222, 19826 .. 19968 , 20658.. 20843 



29878 
61645 
18165 

OJ990319_01 . 981 9 . C9 . o4 . np 

18507 

6498436 



Seq. ID OJ990319_01.9819.C9 

Strand + 

End 21377 

Method AAT/NAP 

End 21377 

Score 368 



18507. .18550, 19033 .. 19103, 19134 .. 19222, 19271 .. 19777 , 
19844. .19960, 21352.. 21377 



GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 
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Seq. No. 29878 

Gene No. 61646 

Start 21879 

Name OJ990319_01.9819-C9-o7.gs 

Start 21879 

GI none 

Exons 21879. .21959, 22458 .. 22490, 
23531. .23888, 23929.-23962 



Seq. ID OJ990319_01.9819.C9 

Strand + 

End 23962 

Method GEN SCAN 

End 23962 

Score .59 
22575. .22740, 22933 .. 23070, 



Seq. No. 29878 Seq. ID 

Gene No. 61647 Strand 

Start 3531 End 

Name * OJ990319_01 . 98 19 . C9 . o3 . gs Method 

Start 3531 End 

GI none Score 
Exons 



OJ990319_01.9819.C9 

7002 
GEN SCAN 
5240 
. 66 



3531. .4063, 4089. .4336, 4338. .4501, 4506.-5240 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29878 
61647 
3531 

OJ990319_01.9819.C9.ol.np 
3654 
4325357 
3654. .4178, 



OJ990319 01. 9819. C9 



Seq. ID 
Strand 

End 7002 
Method AAT/NAP 
End 7002 
Score 313 
4986. .5581, 6979. .7002 
(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



29878 Seq. ID 

61648 Strand 

7337 End 

OJ990319_01.9819.C9.o2.np Method 

7337 End 

2462640 Score 
7337. .7743 

(Y13370) reverse transcriptase [Oryza sativa] 



OJ990319_01.9819.C9 

7743 
AAT/NAP 
7743 
523 



Seq. No. 29878 
Gene No. 61649 
Start 10647 

Name OJ990319_01 . 9819 .C9.o3 . 

Start 10647 
GI 6063554 

Exons 10647. .10821, 11457.. 11 

GI Descrip. (AP000615) ESTs AU07560 
correspond to a region 
protein [Oryza sativa] 

Seq. No. 29878 

Gene No. 61649 

Start 10647 

Name OJ990319_01 . 9819.C9.o5. 

Start 11687 

GI none 

Exons 11687. .11760, 11762.. 11 
13844. .14062, 14489.-14 



Seq. ID OJ990319_01.9819.C9 
" Strand 

End 16322 
np Method AAT/NAP 

End 16322 

Score 300 
484, 11772. .12021, 16243.. 16322 
9(C63344) ,C71850(E04 64) , C98611 (E04 64 ) 
of the predicted gene.; hypothetical 



Seq. ID OJ990319__01.9819.C9 
Strand 

End 16322 
gs Method GENSCAN 

End 15523 

Score .45 
862, 11897. .12126, 12909 .. 13610, 
946, 15138. .15278, 15364.. 15523 
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Seq. No. 


29878 








Seq. ID 


OJ990319_01.9819.C9 


Gene No. 


61650 








Strand 




Start 


25115 








End 


27947 


IN ullLC 


O.TQ9031 9 01 


Q81 Q 


PQ o^ 


LIU 


Method 


TBLASTX: Maize 


k-3 L.Q1 L 


2301 "~ 








End 


21422 


fit 


none 








Score 


61 




2301 2390. 


2302 . 


.2628, 


2317 . 


.2610, 2421. .2750, 2421. .2627, 




2623 :2676 


2729 . 


.2809, 


2729 . 


.2824, 2730.. 2825, 21315.. 2142 


Seq. No. 


29878 








Seq. ID 


OJ990319_01. 9819.C9 


f2pnp No 


61650 








Strand 


- 


Start 


25115 








End 


27947 


Name 


OJ99031 9 01 


9819 . 


PQ 06 


L W 


Method 


TBLASTX: Wheat 


Start 


3993 ~~ 








End 


4400 


GI 


none 








Score 


114 




3993 4178 


4221 . 


4400 








Seq. No. 


29878 








Seq. ID 


OJ990319_01.9819.C9 




61650 








Strand 




Of- a r +- 
O Lai L 


95115 








End 


27947 


Name 


O.T99031 Q 01 


Q81 Q 
z* o x z* . 


PQ o5 


f- W 

l w 


Method 


TBLASTX: Wheat 


of arf 
o Lai L 


5246 ~~ 








End 


5581 


GI 


none 








Score 


89 




5946 5461 


5477 


5581 

• JJOl 








Seq. No. 


29878 








Seq. ID 


OJ990319_01.9819.C9 




61650 








Strand 




»J L.GI L 


2511 5 








End 


27947 


Name 


OJQQ0319 01 


981 Q 

J O X z? • 


PQ n4 


f m 

LIU 


Method 


TBLASTX: Maize 


Start 


5845 ~ 








End 


6235 


GI 


none 








Score 


44 


"R von s 


5845 6048 


S908 


5QR8 

. J ^ JO / 


6065 


.6175, 6071.. 6160, 6173.. 6235 


Seq. No. 


29878 








Seq. ID 


OJ990319_01.9819.C9 


Gene No. 


61650 








Strand 




Start 


25115 








End 


27947 


IN CLiUC? 




qqi q 


PQ o9 


Lin 


Method 


TBLASTX: Maize 


Start 


6404 ~~ 








End 


6787 


GI 


none 








Score 


76 


Rxnn ^ 


6404 652 6 


6411 . 


6521 


65^6 


.6595, 6537.. 6590, 6590.. 6787, 
















Seq. No. 


29878 








Seq. ID 


OJ990319_01.9819.C9 


Gptip No 


61650 








Strand 




Start 


?M 1 R 








End 


27947 


Name 


o.TQQmi q oi 


Qfl 1 Q 


PQ n** 


L W 


Method 


TBLASTX: Wheat 


Start 


6467 ~~ 

Ulu / 








End 


6761 


GI 










Score 


157 


T7 1 v T^> c 


6467 6751 

DID / • • D / Jl f 


64 ft n 


67 61 








Seq. No. 


29878 








Seq. ID 


OJ990319_01.9819.C9 


Gene No. 


61650 ' 








Strand 




Start 


25115 








End 


27947 


Name 


OJ990319 01. 


9819. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6656 








End 


7153 


GI 


none 








Score 


55 
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Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6656.. 6730, 6657.. 6734, 6806.. 6904, 6822.. 6905, 6926.. 7153 



29878 
61650 
25115 

OJ990319_01.9819.C9.ol.tm 

6794 

none 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 

Method TBLASTX: Maize 

End 7544 

Score 51 



6794.. 6913, 6932. .7237, 6933. .7046, 7141.,. 7236, 7283.. 7384, 
7284. .7364, 7362. .7544, 7428. .7532 



29878 
61650 
25115 

OJ990319_01. 9819.C9.o2.tw 

8493 

none 

8493.. 8753, 8497.. 8808 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 

Method TBLASTX : Wheat 

End 8808 

Score 176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29878 
61650 
25115 

OJ990319_01.9819.C9.ol.tw 

18234 

none 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 

Method TBLASTX : Wheat 

End 18774 

Score 205 



18234. .18527, 18250 .. 18528, 18252 .. 18368 , 18425 .. 18532, 
18429. .18536, 18544 .. 18774, 18552. .18728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29878 
61650 
25115 

OJ990319_01.9819.C9.o8.gs 

25115 

none 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 

Method GENSCAN 

End 27740 

Score .57 



25115. .25221, 25512 25611, 26788 .. 26967, 27362 .. 27447, 
27521. .27740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29878 
61650 
25115 

OJ990319_01. 9819.C9.o5.np 
27399 
6691191 
27399. .27947 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 

Method AAT/NAP 

End 27947 

Score 314 



29878 
61650 
25115 

OJ990319_01.9819.C9.ol.ts 

27608 

none 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 

Method TBLASTX : Soybean 

End 27866 

Score 118 



27608. .27715, 27609 .. 27866, 27609. .27866 



OC4. ViU . 

Gene No. 
Start 



61650 
25115 



Seq. ID OJ990319_01.9819.C9 
Strand 

End 27947 



29716 



Name 

Start 

GI 

Exons 



OJ990319_01.9819.C9.o4.tw 

27630 

none 

27630. .27866 



Method TBLASTX : Wheat 
End 27866 
Score 237 



Seq. No. 29879 

Gene No. 61651 

Start 84 

Name OJ990319_01 . 9819 . Cll . ol . gs 

Start 84 

GI none 

Exons 84.. 308 



Seq. ID OJ990319_01. 9819. Cll 

Strand + 

End 308 

Method GENSCAN 

End 308 

Score .73 



Seq. No. 29880 

Gene No. 61652 

Start 612 

Name OJ990319_01 . 9819 . C12 . ol . gs 

Start 612 

GI none 

Exons 612.. 626, 844.. 884, 1103.. 1289 



Seq. ID OJ990319_01.9819.C12 

Strand + 

End 1289 

Method GENSCAN 

End 1289 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29880 
61653 
2007 

OJ990319_01.9819.C12.o2.gs 

2007 

none 

2007.. 2221, 2793.. 2921, 3129. 

29881 
61654 
1265 

OJ990319_01.9819.C13.ol.gs 

1265 

none 

1265.. 1374, 1465.. 1557 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3763, 5300.. 5445 



OJ990319_01.9819.C12 

5445 
GENSCAN 
5445 
.49 



Seq. ID OJ990319_01.9819.C13 

Strand + 

End 1557 

Method GENSCAN 

End 1557 

Score . 64 



29881 Seq. ID 

61655 - Strand 

4602 ' End 

OJ990319_01 .9819. C13 . ol . np Method 
4602 End 
6063554 Score 
4602. .4791, 5935. .5964, 6612. .6786 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990319_01.9819.C13 
+ 

6786 
AAT/NAP 
6786 
252 



29881 
61656 
13411 

OJ990319_01.9819.C13.o5.gs 

13411 

none 

13411. .13491, 14215. .14248, 



Seq. ID OJ990319_01.9819.C13 

Strand + 

End 17385 

Method GENSCAN 

End 17385 

Score .56 



14366. .15340, 15403. 



15916. .16371, 16383. .16442, 16538 .. 16621, 16735, 



,15626, 
17385 



29717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29881 
61657 
30727 

OJ990319_01.9819.C13.o4.np 

30727 

4680179 

30727. .30776, 31301 .. 32309, 



Seq. ID OJ990319_01.9819.C13 

Strand + 

End 35717 

Method AAT/NAP 

End 35717 

Score 5543 
32337. .35717 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



29881 Seq. ID 

61658 Strand 

35787 End 

OJ990319_01.9819.C13.o6.np Method 

35787 End 

6063554 Score 
35787. .35957, 37073.. 37246 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990319_01.9819.C13 
+ 

37246 
AAT/NAP 
37246 
128 



Seq. No. 29881 Seq. ID 

Gene No. 61659 Strand 

Start 4174 End 

Name OJ990319_01 . 9819 . C13 . o2 . gs Method 

Start 4174 End 

GI none Score 

Exons 4174.. 4292, 4357.. 4524, 4568.. 4769 



OJ990319_01.9819.C13 

4769 
GENSCAN 
4769 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29881 
61660 
5907 

OJ990319_01. 9819.C13.o3.gs 

5907 

none 



Seq. ID OJ990319_01.9819.C13 
Strand 

End 9757 

Method GENSCAN 

End 9757 

Score .46 



5907.. 5968, 6513.. 6641, 6761.. 6946, 9016.. 9199, 9695.. 9757 



29881 
61660 
5907 

OJ990319_01. 9819.C13.ol.gp 
7138 

61605_3.R1084 
7138. .7453 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990319_01.9819.C13 
Strand 

End 9757 

Method AAT/GAP 

End 7453 

Score 441 



Seq. No. 


29881 




Seq. ID 


OJ990319 


_01. 


9819. 


C13 


Gene No. 


61661 




Strand 










Start 


10504 




End 


11699 








Name 


OJ990319 01.9819.C13 


. o4.gs 


Method 


GENSCAN 








Start 


10504 




End 


11699 








GI 


none 




Score 


.51 








Exons 


10504. .11212, 11464. 


.11699 












Seq. No. 


29881 




Seq. ID 


OJ990319_ 


_01. 


9819. 


C13 


Gene No. 


61662 




Strand 










Start 


17810 




End 


28856 
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Name 

Start 

GI 

Exons 



OJ99031 9_01 . 98 19 . C13 . 06 . gs Method GENS CAN 
17810 End 28856 

none Score . 67 

17810. .19225, 19238. .19730, 19782 .. 19895, 20067, 

21364. .21787, 21798 21959, 22163 .. 22284 , 22337, 

24816. .25303, 25907 26155, 26187 .. 26302, 27434. 

27626. .27966, 28775.. 28856 



,21273, 
,22776, 
,27617, 



Seq. No. 29881 Seq. ID _ 

Gene No. 61662 Strand 

Start 17810 End 28856 

Name OJ990319_01 . 9819 .C13.o2 .np Method AAT/NAP 

Start 17831 End 24118 

GI 4544372 Score 1163 

Exons 17831. .19434, 19547 .. 19908, 19969. . 21127, 24074. 

GI Descrip. (AC006920) putative retroelement pol polyprotein 
thaliana] 



OJ990319 01.9819.C13 



24118 

[Arabidopsis 



Seq. No. 29881 

Gene No. 61663 

Start 35787 

Name OJ990319_01 . 9819.C13.o4 . ts 

Start 17814 

GI none 

Exons 17814. .17858, 17825 .. 18070, 
17903. .18070 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_01. 9819.C13 
39999 

TBLASTX : Soybean 

18070 

46 



17831. .17860, 17898. .18059, 



Seq. No. 


29881 






Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 






Strand 






Start 


35787 






End 


39999 




Name 


OJ990319 01.9819 


.C13 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


18161 






End 


35339 




GI 


none 






Score 


691 




Exons 


18161. .18535, 34713. 


.35339, 


34769. .35218, 34884.. 35330 




Seq. No. 


29881 






Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 






Strand 






Start 


35787 






End 


39999 




Name 


OJ990319 01.9819 


.C13 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


18614 






End 


18895 




GI 


none 






Score 


204 




Exons 


18614. .18895 












Seq. No. 


29881 






Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 






Strand 






Start 


35787 






End 


39999 




Name 


OJ990319 01.9819 


C13 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


18644 






End 


18976 




GI 


none 






Score 


190 




Exons 


18644. .18976 












Seq. No. 


29881 






Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 






Strand 






Start 


35787 






End 


39999 




Name 


UJ990319 01.9819. 


C13 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


18713 






End 


34706 




GI 


none 






Score 


604 
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Exons 


18713. .18823, 34167. 


.34706, 


34349. .34702 




Seq. No. 


29881 




Seq. ID 


OJ990319JD1.9819 


.C13 




\J X \J \J J 




Strand 






Start 


35787 




End 


~J Z> ZJ ZJ Zs 




Name 


OJ990319 01.9819.C13 


olO.tw 


Mpt h oH 


TBLASTX • Whpfl t 




Start 


19139 




End 


19501 




GI 


none 




Score 


70 




Exons 


19139. .19501, 19347. 


19490 








Seq. No. 


29881 




Seq. ID 


OJ990319JD1.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


19265 




End 


19675 




GI 


none 




Score 


106 




Exons 


19265. .19504, 19350.. 


19514, 


19524. .19673, 19538 .. 19675, 






19538. .19675 










Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gpne No 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o3. tw 


Method 


TBLASTX : Wheat' ' 




Start 


19598 




End 


34139 




GI 


none 




Score 


589 




Exons 


19598. .19726, 33714.. 


34139, 


33790. .34113, 33791.. 34132 




Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 








Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


19601 




End 


34139 




GI 


none 




Score 


465 




Exons 


19601. .19834, 33786.. 


34139, 


33791. .34132 




Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o5 . tw 


Method 


TBLASTX: Wheat ' 




Start 


19*889 




End 


33713 




GI 


none 




Score 


73 




Exons 


19889. .20014, 20015.. 


20287, 


33425. .33517, 33450 .. 33713, 






33452. .33712 










Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


19982 




End 


33683 




GI 


none 




Score 


199 




Exons 


19982. .20443, 19983.. 


20294, 


20060. .20443, 33255.-3338 6, 






33255. .33389, 33467. . 


33646, 


33468.. 33683 




Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 








Strand 






Start 


35787 




End 


39999 




Name 


OJ990319_01.9819.C13. 


ol . ts 


Method 


TBLASTX: Soybean 





29720 




Start 


20015 




End' 


33698 




GI 


none 




Score 


57 




Exons 


20015. .20347, 33303. 


.33335, 


33303. .33335, 33339 .. 33698, 






33341. .33382, 33438. 


.33668, 


33455. .33688 




Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13.o4.tw 


Method 


TBLASTX: Wheat 




Start 


20465 




End 


33362 




GI 


none 




Score 


517 




Exons 


20465. .20692, 32879. 


.33319, 


32880. .33362, 32904.. 33359 




Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


20516 




End 


33191 




GI 


none 




Score 


77 




Exons 


20516. .20647, 20654. 


.20878, 


20688. .20867, 32877 .. 33005, 






33057. .33191 










Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


.39999 




Name 


OJ990319 01.9819.C13 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


20528 




End 


33181 




GI 


none 




Score 


317 




Exons 


20528. .20686, 32889. 


. 33179, 


32891. .33181 




Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


31460 




End 


31658 




GI 


none 




Score 


194 




Exons 


31460. .31657, 31476. 


. 31658 








Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


31710 




End 


32048 




GI 


none 




Score 


217 




Exons 


31710. .32048 










Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 ' 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13, 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


31710 




End 


32060 




GI 


none 




Score 


277 




Exons 


31710. .32060 










Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819. 


C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 





29721 




Name 


OJ990319 01.9819.C13. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


32394 




End 


32747 




GI 


none 




Score 


245 




Exons 


32394. .32747 










Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o7.ts 


Method 


TBLASTX: Soybean 




Start 


33720 




End 


33968 




GI 


none 




Score 


204 




Exons 


33720. .33968 










Seq. No. 


29881 




Seq. ID 


OJ990319J31.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


34494 




End 


3,4754 




GI 


none 




Score 


285 




Exons 


34494. .34754, 34505.. 


34753 








Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


34553 




End 


34844 




GI 


none 




Score 


396 




Exons 


34553. .34840, 34554.. 


34844 








Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


34892 




End 


35477 




GI 


none 




Score 


229 




Exons 


34892. .35047, 34893.. 


35054, 


35051. .35212, 35052 .. 35477, 






35297. .35476 










Seq. No. 


29881 




Seq. ID 


OJ990319__01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


35339 




End 


35672 




GI 


none 




Score 


307 




Exons 


35339. .35620, 35340.. 


35672 








Seq. No. 


29881 




Seq. ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 






Start 


35787 




End 


39999 




Name 


OJ990319 01.9819.C13. 


o5 . np 


Method 


AAT/NAP 




Start 


35768 




End 


36998 




GI 


5852179 




Score 


163 




Exons 


35768..3S934, 36000.. 


36153, 


36978. .36998 




GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 






Seq. No. 


29881 




Seq.' ID 


OJ990319_01.9819 


.C13 


Gene No. 


61663 




Strand 







29722 




Start 


35787 


End 


39999 






Name 


OJ990319 01. 9819.C13.o8 .gs 


Method 


GENSCAN 






Start 


35787 ~~ 


End 


39040 






GI 


none 


Score 


.89 






Exons 


35787. .36198, 38994. .3904 0 










Seq. No. 


29881 


Seq. ID 


OJ990319_01. 


9819 


.C13 


Gene No. 


61663 


Strand 








Start 


35787 


End 


39999 






Name 


OJ990319 01.9819.C13.o7.np 


Method 


AAT/NAP 






Start 


36495 


End 


39999 






GI 


5852175 


Score 


90 






Exons 


36495. .36560, 39815.. 39999 










GI Descrip. 


(AL117265) zhbOOOS.l [Oryza sativa] 








Seq. No. 


29882 


Seq. ID 


OJ990319_01. 


9819 


.C14 


Gene No. 


61664 


Strand 


+ 






Start 


688 


End 


1191 






Name 


OJ990319 01.9819.C14.ol.gs 


Method 


GENSCAN 






Start 


688 


End 


1191 






GI 


none 


Score 


.43 






Exons 


688. .1191 










Seq. No. 


29882 


Seq. ID 


OJ990319JD1. 


9819 


.C14 


Gene No. 


61665 


Strand 








Start 


1742 


End 


3181 






Name 


OJ990319 01 9819 C14 o2 as 


Method 


GENSCAN 






Start 


1742 


End 


3034 






GI 


none 


Score 


.46 






Exons 


1742.. 2008, 2171.. 2307, 2530. 


.3034 








Seq. No. 


29882 


Seq. ID 


OJ990319_01. 


9819 


.C14 


Gene No. 


61665 


Strand 








Start 


1742 


End 


3181 






Name 


OJ990319 01 9819 C14 ol nn 


Method 


AAT/NAP 






Start 


1745 


End 


3181 






GI 


4680179 


Score 


1952 






Exons 


1745. .3181 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 






Seq. No. 


29882 


Seq. ID 


OJ990319_01. 


9819 


.C14 


Gene No. 


61665 


Strand 








Start 


1742 


End 


3181 






Name 


OJ990319 01.9819.C14.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1793 


End 


2119 






GI 


none 


Score 


70 






Exons 


1793.. 2113, 2006.. 2119 










Seq. No. 


29882 


Seq. ID 


OJ990319_01. 


9819 


.C14 


Gene No. 


61665 


Strand 








Start 


1742 


End 


3181 






Name 


OJ990319 01.9819.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


1985 


End 


2569 






GI 


none 


Score 


124 






Exons 


1985. .2410, 2109. .2411, 2408. 


.2569, 2418. .2561 






Seq. No. 


29882 


Seq. ID 


OJ990319_01. 


9819 


.C14 



29723 



Gene No. 61665 Strand 

Start 1742 End 

Name OJ990319_01 . 9819.C14 . ol.tw . Method 

Start 2123 End 

GI none Score 

Exons 2123.. 2749, 2124.. 2693 



3181 

TBLASTX: Wheat 

2749 

287 



Seq. No. 


29882 








Seq. ID 


OJ990319 01.9819 


.C14 


Gene No. 


61665 








Strand 


- 




Start 


1742 








End 


3181 




Name 


OJ990319 01, 


.9819 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2618 








End 


2910 




GI 


none 








Score 


270 




Exons 


2618. .2908, 


2622 


. .2909, 


2809. 


.2910 






Seq. No. 


29882 








Seq. ID 


OJ990319_01.9819 


.C14 


Gene No. 


61665 








Strand 






Start 


1742 








End 


3181 




Name 


OJ990319 01. 


.9819 


.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2708 








End 


2968 




GI 


none 








Score 


154 




Exons 


2708. .2968, 


2709 


. .2966 










Seq. No. 


29882 








Seq. ID 


OJ990319_01.9819 


.C14 


Gene No. 


61665 








Strand 






Start 


1742 








End 


3181 




Name 


OJ990319 01. 


.9819 


.C14.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2756 








End 


3109 




GI 


none 








Score 


244 




Exons 


2756. .3037, 


2757 


. .3038, 


3037. 


.3108, 3038.. 3109 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29883 
61666 
1 

OJ990319_01.9819.C15.ol.np 
1 

2443320 
1. .1054 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990319_01.9819.C15 



Strand 
End 

Method 

End 

Score 



+ 

1054 
AAT/NAP 
1054 
1462 



29883 
61667 
12927 

OJ990319_01.9819.C15.o3.gs 

12927 

none 

12927. .13096, 13156. . 13277, 
15235. .15347, 15478 .. 15577 , 
17934. .18481, 18644. .18877 



Seq. ID OJ990319_01.9819.C15 

Strand + 

End 21372 

Method GENSCAN 

End 18877 

Score .53 
13595. .13761, 14 161 .. 15163, 
15707. .17200, 17455. .17787, 



Seq. No. 29883 Seq. ID 

Gene No. 61667 Strand 

Start 12927 End 

Name OJ990319_01 . 9819 . C15 . o3 . np Method 

Start 14329 End 

GI 4680179 Score 

Exons 14329. .15388, 15491.. 18905 



OJ990319_01.9819.C15 
+ 

21372 
AAT/NAP 
18905 
4430 



29724 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29883 Seq. ID 

61667 Strand 
12927 End 21372 

OJ990319_01.9819.C15.o4.np Method AAT/NAP 
16666 End 21372 

5777623 Score . 437 

16666. .16735, 19220 .. 19450, 19901 .. 204 90, 21035 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



OJ990319_01.9819.C15 
+ 



,21372 



29883 
61668 
2583 

OJ990319_01.9819.C15.o2.gs 

2583 

none 



Seq. ID OJ990319_01.9819.C15 
Strand 

End 10690 

Method GENSCAN 

End 10690 

Score .62 



2583. .2707, 2905. .3020, 3093. .3228, 3349. .3519, 4219. .4449, 
4621.. 4946, 5082.. 5257, 5843.. 5908, 5951.. 6146, 6228.. 6439, 
6760.. 7293, 7445.. 7509, 10123 .. 10238 , 10344.. 10690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29883 Seq. ID 

61668 Strand 

2583 End 

OJ99031 9_0 1 . 98 19 . C15 . o2 . np Method 

2640 End 

6705984 Score 
2640. .6989 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990319_01.9819.C15 

10690 
AAT/NAP 
6989 
4753 



Seq. ID OJ990319_01.9819.C15 



29883 
61669 
20012 

OJ990319_01.9819.C15.o8.tw 
64 

none 

64. .153, 65. .154, 65. .154, 131. .313, 139. .456, 145. .426, 
153. .455 



Strand 
End 

Method 

End 

Score 



20585 

TBLASTX: Wheat 

456 

100 



Seq. No. 29883 Seq. ID 

Gene No. 61669 Strand 

Start 20012 End 

Name OJ990319_01 . 9819.C15 .08 . tm Method 

Start 244 End 

GI none Score 

Exons 244.. 549, 337.. 570 

Seq. No. 29883 Seq. ID 

Gene No. 61669 Strand 

Start 20012 End 

Name OJ990319_01 . 9819 . C15 . o5 . ts Method 

Start 427 End 

GI none Score 

Exons 427.. 789 



OJ990319_01.9819.C15 
20585 

TBLASTX: Maize 

570 

240 



OJ990319_01.9819.C15 
20585 

TBLASTX : Soybean 

789 

219 



Seq. No. 
Gene No. 



29883 
61669 



Seq. ID 
Strand 



OJ990319 01.9819.C15 



29725 




Start 


20012 


End 


20585 




Name 


OJ990319 01 9819 C15 o5 tw 


Mf^t hnrl 


TBLASTX * Wheat 




Start 


529 ~ 


End 


1015 




GI 


none 


Score 


95 




Exons 


529..88S, 531. .794, 532. .891, 


871 . . 987, 


874. 1014, 878 


. 101! 


Seq. No. 


29883 


Seq. ID 


OJ990319_01.9819 


.C15 


Gene No. 


61669 


Strand 






Start 


20012 


End 


20585 




Name 


OJ990319 01.9819.C15.ol0.tm 


Method 


TBLASTX: Maize 




Start 


613 " 


End 


1044 




GI 


none 


Score 


149 




Exons 


613. .789, 630. .770, 824. .859, 


878. .1039, 886. .1044 




Sea. No. 


29883 


Seq. ID 


OJ990319JU.9819 


.C15 


Gene No. 


61669 


Strand 






Start 


20012 


End 


20585 




Name 


OJ990319 01.9819.C15.ol5.tm 


Method 


TBLASTX: Maize 




Start 


2508 ~~ 


End 


2788 




GI 


none 


Score 


107 




Exons 


2508 2582. 2595 2726. 2598 


.2714, 2621. .2725, 2651. .2737, 




2707 2772. 2715 2783. 2717 


.2788, 2722. .2787 




Seq. No. 


29883 


Seq. ID 


OJ990319_01.9819 


- C15 


Gene No. 


61669 


Strand 






Start 


20012 


End 


20585 




Name 


OJ990319 01.9819.C15.o9.tw 


Method 


TBLASTX: Wheat 




Start 


2738 


End 


18862 




GI 


none 


Score 


363 




Exons 


2738.. 2827, 18529 .. 18810, 18530 .. 18862, 


18536. .18841 




Seq. No. 


29883 


Seq. ID 


OJ990319_01.9819 


.C15 


Gene No. 


61669 


Strand 






Start 


20012 


End 


20585 




Name 


OJ990319 01.9819.C15.o6.tm 


Method 


TBLASTX: Maize 




Start 


2789 


End 


3060 




GI 


none 


Score 


183 




Exons 


2789.. 3058, 2790. .3059, 2842. 


.3060 






Sea. No 


29883 


Seq. ID 


OJ990319_01.9819 


.C15 


Gene No. 


61669 


Strand 






Start 


20012 


End 


20585 




Name 


OJ990319 01.9819.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2969 


End 


18529 




GI 


none 


Score 


101 




Exons 


2969.. 3445, 3117.. 3365, 17906 


..18529, 17959. .18402, 






18050. .18478, 18460. .18528 








Sea No 


29883 


Seq. ID 


OJ990319_01.9819 


.C15 


Gene No. 


61669 


Strand 






Start 


20012 


End 


20585 




Name 


OJ990319 01.9819.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


3092 


End 


18679 




GI 


none 


Score 


87 




Exons 


3092.. 3265, 18082 18234 , 18083 .. 18235 , 


18086. .18244, 






18091. .18237, 18241. .18423, 18241 18384 , 18242 .. 1867 9, 





18242. .18670 



29726 




Seq. No. 29883 

Gene No. 61669 

Start 20012 

Name OJ990319_01. 9819. CIS. o2.tm 

Start 3361 

GI none 

Exons 3361.. 3699, 3365.. 3709, 3365 



17837. .17974 




Seq. ID OJ990319_01.9819.C15 
Strand 

End 20585 

Method TBLASTX : Mai ze 

End 17974 

Score 292 
..3709, 17652. . 17768, 17836 .. 17 970, 



Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


3416 








End 


17944 




GI 


none 








Score 


76 




Exons 


3416. .3577, 


3417. 


.3572, 


17697. 


.17834, 


17827. .17943, 17828. .17944 


Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3428 








End 


17920 




GI 


none 








Score 


213 




Exons 


3428. .3787, 


3429. 


.3677, 


3431. . 


3721, 17604. .17777, 17625. 


.17777, 




17836. .17904, 17837 17920 








Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3452 








End 


17896 




GI 


none 








Score 


450 




Exons 


3452. .3577, 


3578. 


.3739, 


17373. 


.17834, 


17525. .17800, 






17552. .17869 


, 17610. .17834, 17837.. 17896 




Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3742 








End 


17330 




GI 


none 








Score 


253 




Exons 


3742. .4158, 


3743. 


.4168, 


3744. . 


4040, 3905. .4156, 4083. .4169, 



17184. .17330 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29883 
61669 
20012 

OJ990319 01.9819.C15.o6.ts 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990319 01.9819.C15 



20585 

TBLASTX: Soybean 
17336 
47 



3896 
none 

3896. .3973, 3906. .3974, 3968. .4084, 3972. .4040, 17184 .. 17261, 
17280. .17336 



Seq. No. 29883 Seq. ID OJ99031 9_01 . 9819 . C15 

Gene No. 61669 Strand 

Start 20012 End 20585 



29727 




Name 


OJ990319 01. 


9819. 


C15.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3929 








End 


17340 




GI 


none 








Score 


68 




Exons 


3929. .4285, 


3945. 


.4061, 


4013. 


.4240, 16978. .17199, 16980. 


. 17171, 




17000. .17173, 17154. .17324, 17184 .. 17330, 17185. .17340 




Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 


— 




Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4089 








End 


17157 




GI 


none 








Score 


184 




Exons 


4089. .4319, 


4091. 


.4348, 


16912 


. .17157 






Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 


— 




Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.ol3 


. tw 


Method 


TBLASTX: Wheat 




Start 


4187 








End 


17184 




GI 


none 








Score 


249 




Exons 


4187. .4246, 


17005 


. .17184 


, 17007. .17171 


, 17035. .17178 




Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


.CI 5. - 


Gene No. 


61669 








Strand " 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


4256 








End 


17004 




GI 


none 








Score 


86 




Exons 


4256. .4600, 


4256. 


.4657, 


16603 


. .17004, 


16603. .17001, 16647. .17003 


Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.o5. 


tm 


Method ; 


TBLASTX: Maize 




Start 


4286 








End 


16971 




GI 


none 








Score 


81 




Exons 


4286. .4633, 


4365. 


.4568, 


16624 


. .16971 






Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 




Name 


OJ990319 01. 


9819. 


C15.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4382 








End 


16890 




GI 


none 








Score 


121 




Exons 


4382. .4729, 


4383. 


.4721, 


16495 


. .16527, 


16495. .16527, 






16531. .16890 


, 16531. .16839, 16758. .16862 




Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 






Start 


20012 








End 


20585 " 




Name 


OJ990319 01. 


9819. 


C15.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4652 








End 


16608 




GI 


none 








Score 


157 




Exons 


4652. .5119, 


4683. 


.4985, 


4745. 


.5071, 16141. .16608, 16212. 


.16385 


Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819. 


C15 


Gene No. 


61669 








Strand 







29728 




Start 


20012 








End 


20585 


Name 


OJ990319 01. 


9819 


-C15.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4706 








End 


16554 


GI 


none 








Score 


156 


Exons 


4706. .5188, 


4707 


. .5039, 


16071 


. .16526, 


16072. .16554, 16099. .16545 


Seq. No. 


29883 








Seq. ID 


OJ990319_01 . 9819. C15 


Gene No . 










Strand 




Start 


20012 








End 


20585 


Name 


OJ990319 01. 


9819 


.C15.oll.tm 


Method 


TBLASTX: Maize 


Start 


5144 








End 


5344 


GI 


none 








Score 


162 


Exons 


5144. .5287, 


5151 


. .5294, 


5221. 


.5304, 5300.. 5344 


Seq. No. 


29883 








Seq. ID 


OJ990319_01 .9819. CIS 


Gene No. 


61669 








Strand 




Start 


zUOl^ 








End 


20585 


Name 


OJ990319 01. 


9819 


.C15.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


5498 








End 


5989 


GI 


none 








Score 


144 


Exons 


5498. .5704, 


5538 


. .5705, 


5581. 


.5706, 5662.. 5706, 5708.. 5989, 




5740. .5865, 


5742 


. .5969 








Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819.C15 


Gene No. 


61669 








Strand 




Start 


20012 








End 


20585 


Name 


OJ990319 01. 


9819 


.C15.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


5513 








End 


5749 


GI 


none 








Score 


118 


Exons 


5513. .5749, 


5525 


. .5743 








Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819.C15 


Gene No. 


C\ C C ft 

61669 








Strand 




Start 


20012 








End 


20585 


Name 


OJ990319 01. 


9819 


.C15.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5529 








End 


5938 


GI 


none 








Score 


69 


Exons 


5529. .5657, 


5531 


. .5677, 


5651. 


.5938, 5673.. 5894 


Seq. No. 


29883 








Seq. ID 


OJ990319_01.9819.C15 


•>Gene No . 


C\ C C ft 

61669 








Strand 




Start 


20012 








End 


20585 


Name 


OJ990319 01. 


9819 


.CIS.olO 


.tw 


Method 


TBLASTX: Wheat 


Start 


6356 








End 


6811 


GI 


none 








Score 


111 


Exons 


6356. .6697, 


6356 


. .6703, 


6400. 


.6759, 6725.. 6811, 6728.. 6790 


Seq. No. 


29883 








Seq. ID 


OJ990319_01. 9819. CIS 


Gene No. 


61669 








Strand 




Start 


20012 








End 


20585 


Name 


OJ990319 01. 


9819 


C15.ol2 


.tw 


Method 


TBLASTX: Wheat 


Start 


14551 








End 


14928 


GI 


none 








Score 


265 


Exons 


14551. .14928 












Seq. No. 


29883 








Seq. ID 


OJ990319_01. 9819. CIS 


Gene No. 


61669 








Strand 





29729 




Start 


20012 




End 


20585 




Name 


OJ990319 01.9819.C15 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


14809 




End 


15255 




GI 


none 




Score 


231 




Exons 


14809. .15141, 15208. 


.15255 








Seq. No. 


29883 




Seq. ID 


OJ990319_01. 9819 


.C15 


uene wo . 


oi boy 




Strand 






Start 


20012 




End 


20585 




Name 


OJ990319 01.9819.C15 


.ol2 . tm 


Method 


TBLASTX: Maize 




Start 


15520 




End 


15845 




GI 


none 




Score 


198 




Exons 


15520. .15843, 15523. 


.15660, 


15762. .15845- 




Seq. No. 


29883 




Seq. ID 


OJ990319_01. 9819 


.C15 


Gene No. 


61669 




Strand 








ZUUiZ 




End. 


20585 




Name 


OJ990319 01.9819.C15 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


15526 




End 


15951 




GI 


none 




Score 


157 




Exons 


15526. .15747, 15526. 


.15579, 


15576. .15680, 15756 .. 15902 , 






15760. .15951 










Seq. No. 


29883 




Seq. ID 


OJ990319_01.9819 


.C15 


taene wo . 


ox do y 




Strand 


- 




Start 


20012 




End 


20585 




Name 


OJ990319 01.9819.C15 


.ol3.tm 


Method 


TBLASTX: Maize 




Start 


15943 




End 


16140 . 




GI 


none 




Score 


192 




Exons 


15943. .16140, 15993. 


.16139 








Seq. No. 


29883 




Seq. ID 


OJ990319_01.9819 


.C15 


k^ene wo . 






Strand 






Start 


20012 




End 


20585 




Name 


OJ990319 01.9819.C15 


.014 . tm 


Method 


TBLASTX: Maize 




Start 


18686 




End 


18847 




GI 


none 




Score 


190 




Exons 


18686. .18844, 18689. 


.18847 








Seq. No. 


29883 




Seq. ID 


OJ990319_01.9819 


.C15 


bene wo . 


oiooy 




Strand 






Start 


20012 




End 


20585 




Name 


OJ990319 01.9819.C15 


. o4 . gs 


Method 


GENSCAN 




Start 


20012 




End 


20585 




GI 


none 




Score 


.66 




Exons 


20012. .20358, 20405. 


.20585 








Seq. No. 


29884 




Seq. ID 


OJ990319_01.9819, 


.C16 


Gene No. 


61670 




Strand 


+ 




Start 


1213 




End 


2834 




Name 


OJ990319 01.9819.C16, 


. ol . np 


Method 


AAT/NAP 




Start 


1213 




End 


2834 




GI 


6063554 




Score 


268 





Exons 1213.. 1360, 1479.. 1718, 2659.. 2834 

GI Descrip. (AP000615 ) • ESTs AU075609 (C63344) ,C71650 (E0464) , C98611 (EU464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



29730 




Seq. No. 


29884 






Seq. ID 


OJ990319JD1.9819. 


C16 


Gene No. 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


9819 C16 o2 


.np 


Method 


AAT/NAP 




Start 


4220 ~~ 






End 


4 981 




GI 


4512229 






Score 


981 






4220 4981 












QT DpscriD. 

\J J- \^ ±. ^ * 


f AB01474 0) 


OREO nrotpin 


[Oryza sativa] 






Seq. No. 


29884 






Seq. ID 


OJ990319 01.9819. 


C16 


Gene No. 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


9819 C16 o3 


. np 


Method 


AAT/NAP 




Start 


4662 ~ 






End 


6561 




GI 


4680179 






Score 


945 




Exons 


4662 . .4772, 


5314 .6278, 


6306. 


.6561 






GI Descrio. 


(AF111709) 


^ w x y ^/±. \_/ L.C 


[Oryza 


sativa subsp. indica] 




Seq. No. 


29884 






Seq. ID 


OJ990319 01.9819. 


C16 


Gene No . 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


9819 P16 o2 


. gs 


Method 


GENSCAN 




Start 


5305 




End 


5886 




GI 


none 






Score 


.54 




Ex on s 


5305 5886 












Seq. No. 


29884 






Seq. ID 


OJ990319_01.9819. 


C16 


Gen.@ No . 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


9819 C16 o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5431 ~ 






End 


5613 




GI 


none 






Score 


179 




Exotic 


5431 5613 


5433 5603 










Seq. No. 


29884 






Seq. ID 


OJ990319_01.9819. 


C16 


Gene No . 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


9819 C16 ol 


. tm 


Method 


TBLASTX : Maize 




Start 


5665 ~~ 






End 


5964 




GI 


none 






Score 


221 




Exons 


5665 5964 












Seq. No. 


29884 






Seq. ID 


OJ990319 01.9819. 


C16 


Gene No . 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


. -?UXj'«*wXU.<w>X< 


. tw 


Method 


TBLASTX: Wheat 




Start 


5665 ~~ 






End 


6009 




GI 


none 






Score 


289 




Exon<? 


5665 6009 


5736 5813 


5895. . 


,5948 






Seq. No. 


29884 






Seq. ID 


OJ990319_01.9819. 


C16 


Gene No. 


61671 






Strand 


+ 




Start 


4220 






End 


6561 




Name 


OJ990319 01 


.9819.C16.o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


6204 






End 


6446 




GI 


none 






Score 


88 





29731 



Exons 6204.. 6317, 6209.. 6250, 6282.. 6446, 6320.. 6445 



Seq. No. 29885 Seq. ID 

Gene No. 61672 Strand 

Start 115 End 

Name OJ99031 9_01 .9819. C18 . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115. .510 



OJ990319_01.9819.C18 
+ 

510 

GENSCAN 

510 

.97 



Seq. No. 29886" Seq. ID 

Gene No. 61673 Strand 

Start 286 End 

Name OJ990319_01 . 9819 . C19 . ol . gs Method 

Start 286 End 

GI none Score 

Exons 286.. 403 



OJ990319_01.9819.C19 
+ 

403 

GENSCAN 

403 

.47 



Seq. No. 29886 Seq. ID OJ990319 

Gene No. 61674 Strand + 

Start 521 End 992 

Name OJ990319_01 . 9819.C19.o2 .np Method AAT/NAP 

Start 521 End 992 

GI 5777623 Score 240 

Exons 521.. 819, 921.. 992 

GI Descrip. -(AJ245900) CAA303711.1 protein [Oryza sativa] 



01.9819.C19 



Seq. No. 


29886 




Seq. ID 


OJ990319JD1. 9819 


.C19 


Gene No. 


61675 




Strand 






Start 


258 




End 


992 




Name 


OJ990319 01.9819.C19.ol.np 




Method 


AAT/NAP 




Start 


258 




End 


992 




GI 


6069659 




Score 


89 




Exons 


258. .385, 934. .992 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29887 




Seq. ID 


OJ990319 02.9819 


.CI 


Gene No. 


61676 




Strand 


+ 




Start 


118 




End 


326 




Name 


OJ990319 02.9819.Cl.ol.gp 




Method 


AAT/GAP 




Start 


118 




End 


326 




GI 


uC-osflcypl59e06bl 




Score 


375 




Exons 


118. .326 










GI Descrip. 


, 20255/emb| Z11920 | OSHSP82A 


1 


0e-17 0. sativa gene for heat shock 




protein 82 HSP82 ' 










Seq. No. 


29887 




Seq. ID 


OJ990319_02.9819 


.CI 


Gene No. 


61677 




Strand 






Start 


1 




End 


1307 




Name 


OJ990319 02.9819.Cl.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


1307 




GI 


5734587 




Score 


697 




Exons 


1..27, 105. .375, 676. .870, 


975. .1307 






GI Descrip. 


(AJ245862) putative external 


rotenone- 


insensitive NADH 






dehydrogenase [Solanum tuberosum] 






Seq. No. 


29887 




Seq. ID 


OJ990319_02.9819 


.CI 



29732 



Gene No. 61677 Strand 

Start 1 End 

Name OJ990319_02 . 9819 . CI . ol . tm Method 

Start 109 End 

GI none Score 

Exons 109.. 378, 118.. 378 



1307 

TBLASTX: Maize 

378 

141 



Seq. No. ' 29887 Seq. ID 

Gene No. '■ 61677 Strand 

Start 1 . End 

Name OJ990319_02. 9819. CI. ol. ts Method 

Start 109 End 

GI none Score 
Exons 



OJ990319_02.9819.C1 
1307 

TBLASTX : Soybean 

1183 

110 



109. .402, 110. .376, 202. .390, 674. .790, 676. .783, 784. .873, 
794. .874, 975. .1160, 975. .1169, 976. .1170, 1061. .1183 



Seq. No. 29887 Seq. ID 

Gene No. 61677 Strand 

Start 1 End 

Name OJ990319J32 . 9819 . CI . ol . gs Method 

Start 125 End 

GI none Score 

Exons 125.. 375, 676.. 870, 975.. 1233 



OJ990319__02.9819.C1 

1307 
GEN SCAN 
1233 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29887 Seq. ID 

61677 Strand 

1 End 

OJ990319_02. 9819.Cl.ol.tc Method 

127 End 

none Score 



OJ990319_02.9819.C1 
1307 

TBLASTX: Cress 

1187 

67 



127. .402, 128. .274, 202. .276, 320. .376, 674. .790, 676. .789, 
793. .852, 794. .850, 975. .1160, 977. .1177, 984. .1187, 985. .1179 



Seq. No. 


29887 






Seq. ID 


OJ990319_02.9819 


.CI 


Gene No. 


61677 






Strand 






Start 


1 






End 


1307 




Name 


OJ990319 


02. 9819. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


818 






End 


1230 




GI 


none 






Score 


69 




Exons . 


818. .853, 


819. .872, 820 


. .873, 


820. .873, 


969. .1172, 975. 


.11 




976. .1173 


, 1149.. 1229, 


1171. . 


1230 






Seq. No. 


29887 






Seq. ID 


OJ990319_02.9819 


.CI 


Gene No. 


61677 






Strand 






Start 


1 






End 


1307 




Name 


OJ990319 


02. 9819. CI. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


984 






End 


1169 




GI 


none 






Score 


72 




Exons 


984. .1169 


, 997.. 1164 










Seq. No. 


29888 






Seq. ID 


OJ990319_02.9819 


.C2 


Gene No. 


61678 






Strand 






Start 


254 






End 


512 




Name 


OJ990319_ 


02.9819.C2.ol. 


gs 


Method 


GEN SCAN 




Start 


254 






End 


512 




GI 


none 






Score 


.51 




Exons 


254. .317, 


349. .512 











29733 



Seq. No. 


29889 




Seq. ID 


OJ990319_ 


_02. 


9819 


.C3 


Gene No . 


61679 




Strand 


+ 








Start 


952 




End 


1670 








Name 


OJ990319 02.9819.C3.ol. 


as 


Method 


GEN SCAN 








Start 


952 


End 


1670 








GI 


none 




Score 


. 84 








Exons 


952. .1116, 1373. .1670 














Seq. No. 


29890 




Seq. ID 


OJ990319_ 




9819 


.C4 


Gene No. 


61680 




Strand 










Start 


291 




End 


818 








Name 


OJ990319 02.9819.C4.ol. 


as 


Method 


GENSCAN 








Start 


291 ~ 




End 


818 








GI 


none 




Score 


.51 








Exons 


291. .301, 357. .382, 748 


. . 818 












Seq. No. 


29891 




Seq. ID 


OJ990319_ 


02. 


9819 


.C6 


Gene No. 


61681 




Strand 










Start 


661 




End 


1334 








Name 


OJ990319 02. 9819.C6.ol. 




Method 


GENSCAN 








Start 


661 ~ 


End 


1334 








GI 


none 




Score 


. 52 








Exons 


661 . . 692, 1207 . . 1334 














Seq. No. 


29892 




Seq. ID 


OJ990319_ 


_02. 


9819 


.C7 


Gene No. 


61682 




Strand 


+ 








Start 


1155 




End 


1232 








Name 


OJ990319 02.9819.C7.ol. 


np 


Method 


AAT/NAP 








Start 


1155 




End 


1232 








GI 


6630699 




Score 


89 








Exons 


1155. .1232 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 









gi I 6721536 1 dbj IBAA89566.il 
[Oryza sativa] 



(AP001073) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip,. 

Seq. No. 
Gene No. 
Start 
Name 



29892 Seq.. ID 

61683 Strand 
517 End 
OJ990319_02 . 9819 . C7 . ol . gs Method 
517 End 
none Score 
517. .541, 876. .1050, 1143. .1226 

29893 Seq. ID 

61684 Strand 
103 End 
OJ990319_02 . 9819 . C8 . ol . np Method 
103 End 
6539570 Score 
103. .306, 495. .561, 2824. .2848 

(AP000836) hypothetical protein [Oryza sativa] 



OJ990319_02.9819.C7 

1226 
GENSCAN 
1226 
.76 



OJ990319_02.9819.C8 
+ 

5228 
AAT/NAP 
2848 
141 



29893 Seq. ID 

61684 Strand 

103 End 

OJ990319_02.9819.C8.ol.gs Method 



OJ990319_02.9819.C8 
+ 

5228 
GENSCAN 



29734 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1853 End 3166 

none Score . 4 

1853. .1924, 2359. .2648, 2977. .3166 



29893 
61684 
103 

OJ990319_02.9819.C8.ol.gp 
2172 

LIB3479-001-Q6-K2-G5 
2172.. 2656 

•4126693/dbj IBAA36698I 4.0e-28 (AB016504) prolamin [Oryza 
sativa] 1 



Seq. ID OJ990319_02. 9819.C8 
Strand + 
End 5228 
Method . AAT/GAP 
End 2656 
Score 783 



29893 
61684 
103 

OJ990319_02.9819.C8.o2.np 
2239 
4126693 
2239. .2694 

(AB016504) prolamin [Oryza sativa] 

gi I 6180118 |gb|AAF05813.1|AF194115_l (AFIS'4115) prolamin. 7 [Oryza 
sativa] 



Seq. ID OJ990319JD2. 9819. C8 

Strand + 

End 5228 

Method AAT/NAP 

End 2694 

Score 674 



Seq. No. 


29893 


Seq. ID 


OJ990319_ 


02 


Gene No. 


61684 


Strand 


+ 




Start 


103 


End 


5228 




Name 


OJ990319 02 


. 981 9 . C8 . o3 . np Method 


AAT/NAP 




Start 


2764 


End 


5228 




GI 


5042463 


Score 


209 




Exons 


2764. .2807, 


4006. .4193, 5191. .5228 






GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seq. No. 


29893 


Seq. ID 


OJ990319_ 


02 


Gene No. 


61685 


Strand 






Start 


3468 


End 


4572 




Name 


OJ990319 02 


. 98 1 9 . C8 . o2 . gs Method 


GENS CAN 




Start 


3468 


End 


4572 




GI 


none 


Score 


.68 




Exons 


3468. .3521, 


3616. .3748, 4061. .4190, 4560. .4572 




Seq. No. 


29894 


Seq. ID 


OJ990319_ 


02 


Gene No. 


61686 


Strand 


+ 




Start 


951 


End 


1385 




Name 


OJ990319 02 


. 98 1 9 . C9 . ol . np Method 


AAT/NAP 




Start 


951 


End 


1385 




GI 


4680185 


Score 


469 




Exons 


951. .1385 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


29894 


Seq. ID 


OJ990319_ 


02 


Gene No. 


61687 


Strand 


+ 




Start 


1589 


End 


3207 , 




XT 




.yoi^.u^.oz.gs Metnoa 


GENSCAN 




Start 


1589 


End 


3012 




GI 


none 


Score 


.95 





29735 



Exons 



1589.. 1656, 2288.. 2549, 2761.. 3012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29894 Seq. ID 

61687 Strand 
1589 End 
OJ990319_02.9819.C9.o2.np Method 
2216 - End 

5042.4 63 v . Score 

2216. .2426, 2473. .2573, '3173.. 3207 
(AC007789) unknown protein [Oryza sativa] 



OJ990319_02.9819.C9 
+ 

3207 
AAT/NAP 
3207 
89 



29894 Seq. ID 

61688 Strand 

434 r': * End 

OJ990319_02 . 9819 . C9 . ol . gs Method 

434 End 

none Score 

434. .519, 816. .987, 1080. .1454 



OJ990319_02.9819.C9 

1454 
GENSCAN 
1454 
.93 





t. JO J J 




Seq. ID 


OJ990319 


UCllC IM^J. 


UlOO J 




Strand 


+ 


kj Lai L. 


1 

X 




End 


1993 


Name 


D.TQQmi Q 09 Qftl Q Tin nl 

UU ? Jl J \) £. • -/OX./.^XVJ • vj X 


.np 


Method 


AAT/NAP 


OLdi L 


1 _ 
X 




End 


1312 


f T 


O / £. X D JL c. 




Score 


107 


Exons 


1..89, 1125. .1312 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


29895 




Seq. ID 


OJ990319 


Gene No. 


61689 




Strand 


+ 


Start 


1 




End 


1993 


Name 


OJ990319 02. 9819. C10. ol 


. gs 


Method 


GENSCAN 


Start 


175 




End 


1993 


GI 


none 




Score 


.6 


Exons 


175. .492, 550. .840, 995 


. .1112 


, 1890.. 1993 


Seq. No. 


29895 




Seq. ID 


OJ990319 


Gene No. 


61690 




Strand 


+ 


Start 


3547 




End 


3797 


Name 


OJ990319 02. 9819. C10. o2 


. gs 


Method 


GENSCAN 


Start 


3547 




End 


3797 


GI 


none 




Score 


.53 


Exons 


3547.. 3627, 3645.-3797 








Seq. No. 


29896 




Seq. ID 


OJ990319 


Gene No. 


61691 




Strand 


+ 


Start 


1 




End 


1027 


Name 


OJ990319 02.9819.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1027 


GI 


3080393 




Score 


215 



Exons 1..139, 219.. 331, 997.. 1027 

GI Descrip. (AL022603) NADH dehydrogenase like protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



29896 
61691 
1 



Seq. ID OJ990319_02.9819.C12 
Strand + 
End 1027 



29736 



Name 

Start 

GI 

Exons 



OJ990319_02.9819.C12.ol.tm 
44 

none 

44. .133, 52. .129, 56. .139, 57. 
239. .325 



Method TBLASTX : Mai ze 
End 325 
Score 132 

.140, 58. .135, 216. .323, 219. .323, 



Seq. No. 


29896 










Seq. ID 


OJ990319_02.9819 


.C12 


Gene No. 


61691 










Strand 


+ 




Start 


1 










End 


1027 




Name 


OJ990319 


02 


9819. 


C12. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


53 










End 


348 




GI 


none 










Score 


114 




Exons 


53. .133, 


55 


.129, 


75. 


.149, 


216. .320, 


225. .323, 241. .348 




Seq. No. 


29896 










Seq. ID 


OJ990319_02.9819 


-C12 


Gene No. 


61691 










Strand 


+ 




Start 


1 










End 


1027 




Name 


OJ990319 


02 


9819. 


C12. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


53 










End 


281 




GI 


none 










Score 


127 




Exons 


53. .133, 


55. 


.135, 


55. 


.132, 


60. .134, 219. .281 





Seq. No. 29896 Seq. ID 

Gene No. 61691 Strand 

Start 1 End 

Name OJ990319_02 . 9819 . C12 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65.. 133, 219.. 323 



OJ990319_02.9819.C12 
+ 

1027 
GENSCAN 
323 
.95 



Seq. No. 29897 Seq. ID 

Gene No. 61692 Strand 

Start 324 End 

Name OJ9903 1 9_02 . 98 1 9 . C13 . ol . gs Method 

Start 324 End 

GI none Score 

Exons 324.. 336 



OJ990319_02.9819.C13 
+ 

336 

GENSCAN 

336 

.9 



Seq. No. 29898 Seq. ID 

Gene No. 61693 Strand 

Start 28 End 

Name OJ990319_02 ..9819. C14 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28.. 130, 252.. 379 



OJ990319_02.9819.C14 
431 

GENSCAN 

379 

.9 



OJ990319_02.9819.C14 



Seq. No. 29898 Seq. ID 

Gene No. 61693 Strand 

Start 28 End 431 

Name OJ990319_02 . 9819.C14 .ol .gp Method AAT/GAP 

Start 72 End 4 31 

GI 102_14.R1084 Score 388 

Exons 72.. 130, 252.. 431 

GI Descrip. * 5822826/dbj | AB028602 . 1 | AB028602 1.0e-101 Oryza sativa Dl gene 
for alpha-subunit of GTP-binding protein, wild type, partial 
sequence 1 



29737 




Seq. No. 


29899 








Seq. ID 


OJ990319_02.9819. 


CIS 


Gene No. 


61694 








Strand 






Start 


2054 








End 


2407 




Name 


OJ990319 02 


. 9819. 


C15.o2 


. OS 


Method 


GENSCAN 




Start 


2054 ~~ 








End 


2407 




GI 


none 








Score 


.56 




Exons 


2054 . . 2407 














Seq. No. 


29899 








Seq. ID 


OJ990319_02.9819. 


CIS 


Gene No. 


61695 








Strand 






Start 


2508 








End 


2724 




Name 


OJ990319 02 


. 9819. 


CIS.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2231 ~ 








End 


2693 




GI 


none 








Score 


140 




Exons 


2231. .2326, 


2348. 


.2401, 


2503 


..2562, 2559.. 2693 




Seq. No. 


29899 








Seq. ID 


OJ990319_02.9819. 


CIS 


Gene No. 


61695 








Strand 






Start 


2508 








End 


2724 




Name 


OJ990319 02 


.9819. 


CIS.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2348 ~~ 








End 


2724 




GI 


none 








Score 


70 




Exons 


2348. .2422, 


2509. 


.2568, 


2559 


..2693, 2605. .2694, 2689. .2724 


Seq. No. 


29899 








Seq. ID 


OJ990319_02.9819. 


CIS 


Gene No. 


61695 








Strand 






Start 


2508 








End 


2724 




Name 


OJ990319 02 


. 9819. 


CIS.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2500 ~~ 








End 


2694 




GI 


none 








Score 


94 




Exons 


2500 . . 2568, 


2559. 


.2693, 


2594 


..2689, 2602.. 2694 




Seq. No. 


29899 








Seq. ID 


OJ990319_02.9819. 


CIS 


Gene No. 


61695 








Strand 






Start 


2508 








End 


2724 




Name 


OJ990319 02 


.9819. 


CIS.ol 


.np 


Method 


AAT/NAP 




Start 


2508 








End 


2724 




GI 


3337349 








Score 


184 




Exons 


2508. .2724 














GI Descrip. 


(AC004481) 


putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


29900 








Seq. ID 


OJ990319_02.9819. 


C17 


Gene No. 


61696 








Strand 


+ 




Start 


382 








End 


615 




Name 


OJ990319 02 


.9819. 


C17.ol 


. gs 


Method 


GENSCAN 




Start 


382 








End 


615 




GI 


none 








Score 


.4 




Exons 


382. .448, 479. .615 










Sea No 


29901 








Seq. ID 


OJ990319_02.9819. 


C18 


Gene No. 


61697 








Strand 


+ 




Start 


190 








End 


549 




Name 


OJ990319 02 


.9819. 


C18.ol 


.gs 


Method 


GENSCAN - 




Start 


190 








End 


549 




GI 


none 








Score 


.94 




Exons 


190. .549 















29738 



Seq. No. 29902 

Gene No. 61698 

Start 1 

Name OJ990319_02 . 9819 . C19 . ol . np 

Start 1 

GI 6598399 

Exons 1..32, 229.. 762, 1217.. 1298 

GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990319_02.9819.C19 

Strand + 

End 1298 

Method AAT/NAP 

End 1298 

Score 213 



Seq. No. 29902 

Gene No. 61698 

Start 1 

Name OJ990319_02 . 9819 . C19 . ol . gs 

Start 199 

GI none 

Exons 199.. 768 



Seq. ID OJ990319_02. 9819.C19 

Strand + 

End 1298 

Method GENSCAN 

End 7 68 

Score .77 



Seq. No. 29902 

Gene No. 61698 

Start 1 

Name OJ990319_02 . 9819 . CI 9 . ol . ts 

Start 337 

GI none 

Exons 337.. 453, 436.. 735 



Seq. ID OJ990319_02. 9819.C19 

Strand + 

End 1298 

Method TBLASTX : Soybean 

End 735 

Score 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



29903 
61699 
1 

OJ990319J)2.9819.C20.ol.np 
1 

4582447 



Seq. ID OJ990319_02.9819.C20 
Strand + 

4026 
AAT/NAP 
4026 
1074 



End 

Method 
End 
Score 

1..64, 1106. .1242, 1288. .2795, 2957. .3391, 3422. .4026 
(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



29903 
61699 
1 

OJ990319_02 . 9819 . C20 . ol . gs 
99 

none 



Seq. ID OJ990319_02.9819.C20 

Strand + 

End .4026 

Method GENSCAN 

End 3583 

Score .51 



99. .228, 499. .584, 782. .992, 1370. .1746, 1929. .2013, 3411. .3583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29903 
61699 
1 

OJ990319_02 . 9819 . C20 . o2 . tm 

1273 

none 



Seq. ID OJ990319_02. 9819.C20 

Strand + 

End 4 026 

Method TBLASTX : Mai ze 

End 1734 

Score 77 



1273. .1428, 1420. .1734, 1431. .1559, 1632. .1706 



Seq. No. 29903 

Gene No. 61699 

Start 1 

Name OJ990319_02 . 9819 . C20 . ol . tw 

Start 1317 



Seq. ID OJ990319_02.9819.C20 

Strand + 

End 4026 

Method TBLASTX : Wheat 

End 1698 



29739 



GI 


none 








Score 


220 




Exons 


1317. .1409, 


1318 


. .1536, 


1524 


..1697, 1531. .1698 




Seq. No. 


29903 








beq. id 


ujyyuoiy uz.yoiy 


.C20 


Gene No . 


oi oy y 








otrana 


+ 




Start 


1 








Lna 


4 UZO 




Name 


OJ990319 02. 


9819 


.C20.O4 


.tw 


Method 


i oLiAb 1 a : wneat 




Start 


1868 










on c q 




GI 


none 








Score 


1 Q Q 

loo 




Exons 


1868. .2068, 


1869 


. .2069 










Seq. No. 


29903 








Car» t pv 

beq. ±u 


ujyyuoiy uz.yoiy 


.C20 


oene wo . 


did y y 








Strand 


+ 




Start 


1 








Lna 


A f\ O C 

4 KJZ d 




Name' 


OJ990319 02. 


9819 


.C20.ol 


.ts 


Metinoa 


i bLAb l a : boyoean 




Start 


1989 








Lna 


z4Uo 




GI 


none 








Score 


101 




Exons 


1989. .2177, 


2208 


. .2408 










Seq. No. 


29903 








oeq. iu 


ATQQfi^l Q fiO QQ1 Q 

ujyyujiy uz.yoiy 


.C20 


\jQTlQ WO . 


£ 1 £ Q Q 

oi d y y 








btrana 


+ 




Start 


1 








Lna 


/1 n 0 £ 




Name 


OJ990319 02. 


9819 


.C20.ol 


. tm 


Metnoa 


I BLAbTX : Maize 




Start 


2064 








Lna 


Z4Z3?>. 




GI 


none 








Score 


0 n ^ 

z y d 




Exons 


2064. .2417, 


2084 


. .2425 










Seq. No. 


29903 








beq. iu 


ujyyuoiy uz.yyiy 


.C20 


Gene No . 










Strand 


+ 




Start 


1 








Lna 


a n 0 £ 
4 Uz d 




Name 


OJ990319 02. 


9819 


.C20.o2 


.tw 


Metnoa 


TBLASTX : Wneat 




Start 


2073 








T7 _^ y-J 

bna 


z4 /I 




GI 


none 








Score 






Exons 


2073. .2396, 


2081 


. .2419, 


2397. 


.2471 






Seq. No. 


29903 








beq. iu 


ujyyuoiy uz.yoiy 


.C20 


ucilc 1NO . 


di Dy y 








Strand 






Start 


1 








End 


A f\ O £ 

4 Uz 0 




Name 


OJ990319 02. 


9819 


.C20.o3 


.tw 


Method 


TBLASTX : wheat 




Start 


3017 








Lna 


o4 Jb 




GI ' 


none 








Score 


0 c 0 
ZOO 




Exons 


3017. .3436, 


3025 


.3294, 


3347. 


.3436 






Seq. No. 


29904 








beq. iu 


/■^Tonnoin no noin 

(jjyyuoiy Uz.ybiy 


.C21 


Gene No . 


a i "7 n n 
Dl /UU 








Strand 






Start 


765 








Lna 


OJJ 




Name 


OJ990319 02. 


9819. 


C21.ol 


. gs 


Metnoa 


GENSCAN 




Start 


765 






End 


0 0 c 

835 




GI 


none 








Score 


. 4 6 




Exons 


765. .835 














Seq. No. 


29905 








Seq. ID 


OJ990319 02.9819 


.C24 


Gene No. 


61701 








Strand 


+ 




Start 


897 








End 


1125 




HT 


UZ . 


:?o±y . 


^Zfl .Oi 


■ gp 


Method 


AM'/UAP 




Start 


897 








End 


1125 




GI 


61605 3.R1084 






Score 


211 





29740 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



897.. 928, 994.. 1125 

9 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990319_02.9819.C26 

Strand + 

End 313 

Method GEN SCAN 

End 313 

Score .43 



29906 
61702 
80 

OJ990319_02.9819.C26.ol.gs 
80 

none 
80. .313 

29907 
61703 
2027 

OJ990319_02.9819.C27.ol.gs 
2027 
none 

2027. .2114, 2205. .2266 

29907 
61704 
3207 

OJ990319_02 . 9819 .C27 . ol .np 
3207 
6815099 
3207. .3350 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990319_02.9819.C27 

Strand + 

End 2266 

Method GENSCAN 

End 2266 

Score .85 



Seq. ID OJ990319_02.9819.C27 

Strand + 

End 3350 

Method AAT/NAP 

End 3350 v ' 

Score 7 6 



29907 Seq. ID 

61705 Strand 
3399 End 
OJ990319_02 . 9819 . C27 . o2 . gs Method 
3399 End 
none Score 
3399.. 3457, 4086.. 4128 

29908 Seq. ID 

61706 Strand 
473 End 
OJ990319_02 . 9819 .C28 . ol . gs Method 
473 End 
none Score 
473. .550, 656. .756 

29909 Seq. ID 

61707 Strand 
1873 End 
OJ990319_02.9819.C29.ol.gs Method 
1873 End 
none Score 
1873. .2041 

29910 Seq. ID 

61708 Strand 
124 End 
OJ990319 02.9819.C30.ol.gs Method 



OJ990319_02. 9819.C27 

4128 
GENSCAN 
4128 
.52 



OJ990319_02.9819.C28 
+ 

756 

GENSCAN 

756 

.42 



OJ990319_02.9819.C29 

2041 
GENSCAN 
2041 
.58 



OJ990319_02. 9819.C30 
682 

GENSCAN 



29741 




Start 


124 


End 


682 






\J X 


none 


Score 


.5 








124. .274, 525. .682 










Seq. No. 


29911 


Seq. ID 


OJ990319_02. 


9819. 


C31 


Gene No. 


61709 


Strand 








Start 


84 


End 


1039 






Name 


OJ990319 02. 9819.C31.ol.gs 


Method 


GEN SCAN 






Start 


84 ~~ 


End 


1039 






GI 


none 


Score 


.9 






Evons 


84 . .455, 810. .891, 969. .1039 










Seq. No. 


29912 


Seq. ID 


OJ990319_02. 


9819. 


C32 


Gene No. 


61710 


Strand 








Start 


1 


End 


841 






Name 


OJ990319 02.9819.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


841 






GI 


5852180 


Score 


198 






jr von ^ 


1 . . 96, 546. . 841 










GT DescriD. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


29912 


Seq. ID 


OJ990319JD2. 


9819. 


C32 


Gene No. 


61710 


Strand 








Start 


1 


End 


841 






Name 


OJ990319 02.9819.C32.ol.gs 


Method 


GENSCAN 






Start 


141 ~ 


End 


722 








none 


Score 


.44 








141. .722 










Seq. No. 


29913 


Seq. ID 


OJ990319_02. 


9819. 


C33 


Gene No. 


61711 


Strand 


+ 






Start 


422 


End 


1182 






Name 


OJ990319 02-9819. C33-ol.gs 


Method 


GENSCAN 






Start 


422 ~~ 


End 


928 






GI 


none 


Score 


.53 






Ejfon q 


422 . . 566, 872 . . 928 










Sea. No. 


29913 


Seq. ID 


OJ990319_02. 


9819. 


C33 


Gene No. 


61711 


Strand 


+ 






Start 


422 


End 


1182 






Name 


OJ990319 02.9819.C33.o2.np 


Method 


AAT/NAP 






Start 


638 


End 


1182 






GI 


6539585 


Score 


257 






Rvnn 


638. .807, 1104. .1182 










GI D^scrio. 

± w J- ^ • 


(AP000837) hypothetical protein [Oryza 


sativa] 






Sea No 


29913 


Seq. ID 


OJ990319 02. 


9819. 


C33 


Gene No. 


61712 


Strand 








Start 


1 


End 


421 






Name 


OJ990319 02.9819.C33.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


421 






GI 


6721562 


Score 


168 






Exons 


1..421 










GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 
gi|6815087|dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
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sativa] 



Seq. No. 29914 

Gene No. 61713 

Start 908 

Name OJ990319_02 . 9819.C34 .ol .gs 

Start 908 

GI none 

Exons 908.. 1138 



Seq. ID OJ990319_02.9819.C34 
Strand 

End 1138 

Method GENSCAN 

End 1138 

Score .67 



Seq. No. 29915 

Gene No. 61714 

Start 310 

Name OJ990319_02. 9819.C35.ol.gs 

Start 310 

GI none 

Exons 310.. 510 



Seq. ID OJ990319_02.9819.C35 

Strand + 

End 510 

Method GENSCAN 

End 510 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990319_02.9819.C38 
Strand + 

1131 
AAT/GAP 
1131 
643 



29916 
61715 
750 

OJ990319_02.9819.C38.ol.gp 
750 

uC-osflcyp033a04bl 
750. .1131 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 
•End 
Score 



29916 
61716 
683 

OJ990319_02 . 98 1 9 . C38 . ol . np 
683 

4680186 

683. .883, 1722. .1783, 2161. .2212 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990319_02.9819.C38 
Strand 

End 2212 

Method AAT/NAP 

End 2212 

Score 352 



29917 
61717 
462 

OJ990319_02.9819.C39.ol.np 
462 

6630699 
462. .545 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990319_02.9819.C39 

Strand + 

End 54 5 

Method AAT/NAP 

End 54 5 

Score 88 



Seq. No. 


29917 




Seq. ID 


OJ990319 


Gene No. 


61718 




Strand 




Start 


189 




End 


418 


Name 


OJ990319 


02.9819.C39.ol.gs 


Method 


GENSCAN 


Start 


189 




End 


418 


GI 


none 




Score 


.62 


Exons 


189. .326, 


344. .418 






Seq. No. 


29917 




Seq/ ID 


OJ990319 
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Gene No. 61719 Strand 

Start 681 End 

Name OJ990319_02 . 9819 . C39 . o2 . gs Method. 

Start 681 End 

GI none Score 

Exons 681. .758 



758 

GENSCAN 

758 

.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29917 Seq. ID OJ990319_02 . 9819 .C39 

61720 Strand 

684 End 817 

OJ990319_02. 9819.C39.o2.np Method AAT/NAP 

684 End 817 

5922620 Score 124 

684. .817 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



29918 Seq. ID 

61721 Strand 

303 End 
OJ990319_02 . 98 1 9 . C40 . ol . gs Method 

303 , End 

none Score 
303. .349 



OJ990319_02.9819.C40 
349 

GENSCAN 

349 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29919 
61722 
1 

OJ990319_02.9819.C41.ol.np 
1 

4490747 

1..190, 277. .352, 450. .498, 665. .814 

(AL035708) DnaJ-like protein [Arabidopsis thaliana] 



Seq. ID OJ990319_02.9819.C41 
Strand 

End 814 

Method AAT/NAP 

End 814 

Score 162 



29919 
61722 
1 

OJ990319_02.9819.C41.ol.tm 
70 

none 



Seq. ID OJ990319_02. 9819.C41 

Strand 

End 814 

Method TBLASTX : Mai ze 

End 708 

Score 36 



70. .99, 78. .101, 106. .180, 120. .179, 271. .354, 272. .355, 
273. .353, 426. .500, 447. .497, 449. .499, 664. .708 



Seq. No. 29920 

Gene No. 61723 

Start 1089 

Name OJ990319_02 . 9819.C43.ol.gs 

Start 1089 

GI none 

Exons 1089.. 1193, 1305.. 1370 

Seq. No. 29921 

Gene No. 61724 

Start 461 



Seq. ID OJ990319_02.9819.C43 
Strand 

End 1370 

Method GENSCAN 

End 1370 

Score . 6 



Seq. ID OJ990319_02. 9819.C46 
Strand 

End 1387 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990319_02.9819.C4 6.ol.gs 
461 



Method GENSCAN 

End 1367 

none Score . 65 

461. .686, 959. .1083, 1218. .1367 



29921 
61724 
461 

OJ990319_02.9819.C4 6.ol.gp 
801 

66_8.R1084 
801. .1387 

•82501/pirl IJH0220 1.0e-41 prolamin precursor (clone pS23) - 
rice >gi_20302_emb_CAA37849_ (X53856) prolamin [Oryza sativa] ' 



Seq. ID OJ990319_02.9819.C46 
Strand 

End 1387 

Method AAT/GAP 

End 1387 

Score 827 



29921 
61724 
461 

OJ990319_02.9819.C4 6.ol.'np 
913 

4126693 
913. .1367 

(AB016504) prolamin [Oryza sativa] 

gi I 6180118 | gb | AAF05813.il AF194115_1 (AF194115) prolamin 7 [Oryza 
sativa] 



Seq. ID OJ990319_02.9819.C46 
Strand 

End 1387 

Method AAT/NAP 

End 1367 

Score 630 



Seq. No. 


29922 




Seq. ID 


OJ990319_02.9819. 


C49 


Gene No. 


61725 




Strand 


+ 




Start 


747 




End 


1001 




Name 


OJ990319 02.9819.C49.ol. 


,np 


Method 


AAT/NAP 




Start 


747 




End 


1001 




GI 


6016698 




Score 


81 




Exons 


747. .799, 895. .1001 










GI Descrip. 


(AC009991) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


29922 




Seq. ID 


OJ990319 02.9819. 


C49 


Gene No. 


61725 




Strand 


+ 




Start 


747 




End 


1001 




Name / 


.OJ990319 02.9819.C49.olr. 


gs 


. . Method 


; GENSCAN 




Start' * - 


:-842 '-: \'-- \- . * ' . - 




End 


.933 • ' 




GI 


none 




Score 


.57 




Exons 


842. .933 










Seq. No. 


29923 




Seq. ID 


OJ990319 02.9819. 


C50 


Gene No. 


61726 




Strand 


+ 




Start 


1 




End 


687 




Name 


OJ990319 02.9819.C50.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


672 




GI 


6016698 




Score 


664 




Exons 


1. .672 










GI Descrip. 


(AC009991) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


29923 




Seq. ID 


OJ990319J32.9819. 


C50 


Gene No. 


61726 




Strand 


+ 




Start 


1 




End 


687 




Name 


OJ990319 02.9819.C50.ol. 


gs 


Method 


GENSCAN 




Start 


76 


End 


687 
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GI 


LLKJllKZ 








4 9 




Rxons 


76 687 












Seq. No. 


29923 






Seq. ID 


OJ990319_02. 9819 


.C50 


Gene No. 


61727 






Strand 






Start 


446 






End 


814 




Name 


OJ990319 02 9819 C50 


. ol 


. tm 


Mp +■ H oH 






Start 


90 ~ 






End 


357 




GI 


none 






Score 


315 




Exons 


90. .272, 97. .357 












Seq. No. 


29923 






Seq. ID 


OJ990319_02.9819 


.C50 


Gene No. 


61727 






Strand 






Start 


446 






End 


814 




Name 


OJ990319 02 9819 C50 


ol 




Mp t" hoH 


x o iinu ± /\ • ^/i coo 




Start 


103 ~ 








429 

l *x c. z? 




GI 


none 






Score 


100 




Exons 


103. .234. 156 236. 


234 


272, 


235 429 


, 345 . .422 




Seq. No. 


29923 






Seq. ID 


OJ990319_02. 9819 


.C50 


Gene No. 


.61727 






Strand 






Start 


446 






End 


814 




Naine 


OJ990319 02 9819 C50 


. ol 




Mo f~ Vi nH 






Start 


345 ~ 






End 


S7^ 




GI 


none 








.J J 




p von ^ 


345 503 346 573 












Sea No 


29923 






C/^f-y T P) 

OC • J. L/ 


n.TQQfl^l Q 09 QR1Q 




Gene No . 


61727 






Strand 






Start 


446 






End 


814 




Name 


OJ990319 02.9819.C50 


.ol 


.gp 


Method 


AAT/GAP 




Start 


446 




End 


814 




GI 


uC-osrorvnm 7rrOQa1 

Uv^ w JL VJLi V k-/ U JU ' y \J -/ CI JL 






Score 


702 




Exons 


446. .814 












GI Descrip. 


' 6016698/ablAAF01525 


.1|AC009991_21 2.0e-12 (AC009991) 






hvmothpt" i en 1 OTotpin 


[Arabidopsis thaliana] 1 




Seq. No. 


29924 






Seq. ID 


OJ990319_02. 9819 




Gene No. 


61728 






Strand 


+ 




Start ' ; 


1' 






•End 


623 




Name 


OJ990319 02.9819.C52 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


623 




GI 


6016698 






Score 


403 




Exons 


1..434, 536. .623 












GI Descrip. 


(AC009991) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


29924 






Seq. ID 


OJ990319J)2.9819. 


.C52 


Gene No. 


61728 






Strand 


+ 




Start 


1 






End 


623 




Name 


OJ990319 02.9819.C52 


.ol, 


.gs 


Method 


GENSCAN 




Start 


139 




End 


481 




GI 


none 






Score 


.99 




Exons 


139. .481 












Seq. No. 


29924 






Seq. ID 


OJ990319_02.9819. 


,C52 


Gene No. 


61728 






Strand 


+ 




Start 


1 






End 


623 
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Name 

Start 

GI 

Exons 



OJ990319_02 . 9819 . C52 . ol . ts Method 

199 End 

none Score 
199. .414, 206. .427 



TBLASTX : Soybean 

427 

232 



Seq. No. 29925 

Gene No. 61729 

Start 367 

Name OJ990319_02 . 98 19 . C54 . ol . gs 

Start 367 

GI none 

Exons 367.. 573 



Seq. ID OJ990319_02. 9819.C54 
Strand 

End 573 

Method GEN SCAN 

End 573 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29926 
61730 
125 

OJ990319_02.9819.C55.ol.gs 

125 

none 



Seq. ID OJ990319_02.9819.C55 

Strand + 

End 2815 

Method GENS CAN 

End 2762 

Score . 65 



125. .444, 480. .757, 873. .1057, 1112. .1425, 1443. .1700, 
1727. .2029, 2149. .2423, 2498. .2762 



29926 
61730 
125 

OJ990319_02.9819.C55.ol.np 
571 

6498441 



Seq. ID OJ990319_02.9819.C55 

Strand ■ + 

End 2815 

Method AAT/NAP 

End 2815 

Score 1714 



571. .1605, 1932. .2380, 2444. .2815 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


29926 






Seq. ID 


OJ990319_02.9819.C55 


Gene No. 


61730 






Strand 


+ 


Start 


125 






End 


2815 


Name 


OJ990319 02.9819. 


C55.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


767 






End 


1075 


GI . 


none 






Score 


4 6 


Exons 


. 767. .805, 771.'. 809, 823 


. .1029, 


8 r 24..1033, 839.. 1075, 844J.10'4i 


Seq. No. 


29926 






Seq. ID 


OJ990319_02.9819.C55 


Gene No. 


61730 






Strand 


+ 


Start 


125 






End 


2815 


Name 


OJ990319 02.9819. 


C55.ol 


.tw . 


Method 


TBLASTX: Wheat 


Start 


1814 






End 


2576 


GI 


none 






Score 


229 


Exons 


1814. .1951, 1815. 


.2147, 


2009. . 


2164, 2140. .2328, 2144. .2344, 




2318.. 2572, 2370. 


.2576, 


2407. . 


2571 




Seq. No. 


29926 






Seq. ID 


OJ990319_02.9819.C55 


Gene No. 


61730 






Strand 


+ 


Start 


125 






End 


2815 


Name 


OJ990319 02.9819. 


C55.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2579 






End 


2760 


GI 


none 






Score 


61 


Exons 


2579.. 2638, 2629. 


.2760, 


2652. . 


2759 
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Seq. No. 


29927 








Seq. ID 


OJ990319 


_02. 9819.C57 


Gene No. 


61731 








Strand 






Start 


1218 








End 


1415 




Name 


OJ990319 02 


. 9819. 


C57.ol 


. as 


Method 


GENSCAN 




Start 


1218 








End 


1415 




GI 


none 








Score 


.58 




Exons 


1218. .1415 














Seq. No. 


29928 








Seq. ID 


OJ990319 


_02.9819.C58 


Gene No. 


61732 








Strand 


+ 




Start 


58 








End 


5393 




Name 


OJ990319 02 


.9819. 


C58.ol 


. gs 


Method 


GENSCAN 




Start 


58 








End 


5393 




GI 


none 








Score 


.78 




Exons 


58.. 216, 1250.. 1434, 1945.. 2019, 2696. 


.2765, 2993. .3131, 




3218. .3275, 


4023. 


.4065, 


4231. 


.4279, 4548. .5393 




Seq. No. 


29928 








Seq. ID 


OJ990319 


_02.9819.C58 


Gene No. 


61732 








Strand 


+ 




Start 


58 








End 


5393 




Name 


OJ990319 02 


.9819. 


C58.ol 


■ gp 


Method 


AAT/GAP 




Start 


2690 








End 


3051 




GI 


102 14.R1084 






Score 


392 




Exons 


2690. .2871, 


2993. 


.3051 










GI . Descrip . 


'5822826/dbj | AB028602 . 1 1 AB028602 l.Oe- 


101 Oryza 


sativa Dl gi 




for alpha-subunit 


of GTP-binding protein, wild 


type, partia. 




sequence 1 














Seq. No. 


29928 








Seq. ID 


OJ990319 


_02.9819.C58 


Gene No. 


61732 








Strand 


+ 




Start 


58 








End 


5393 




Name 


OJ990319 02 


.9819. 


C58.ol 


. np 


Method 


AAT/NAP 




Start 


3034 








End 


5390 




GI 


4490747 








Score 


1380 




Exons 


3034. .3131, 


3218. 


.3275, 


4023. 


.4065, 4231.. 4279, 


4377. .4451, 




4539. .5390 














GI Descrip. 


(AL035708) 


DnaJ-like protein 


[Arabidopsis thaliana] 


Seq. No. 


2.9.928 








'Seq. . ID 


•OJ990319 


_02.9819.C58 


Gene No. 


61733 








Strand 






Start 


5339 








End 


5820 




Name 


OJ990319 02 


.9819. 


C58.o2 


. tm 


Method 


TBLASTX : '. 


Maize 


Start 


3217 








End 


4922 




GI 


none 








Score 


87 




Exons 


3217. .3273, 


3218. 


.3274, 


4022. 


.4066, 4022. .4069, 


4229. .4282, 




4230. .4280, 


4232. 


.4282, 


4355. 


.4459, 4374. .4457, 


4375. .4458, 




4375. .4461, 


4547. 


.4588, 


4548. 


.4589, 4549.-4629, 


4549. .4656, 




4619. .4810, 


4620. 


.4751, 


4866. 


.4889, 4887. .4922 




Seq. No. 


29928 








Seq. ID 


OJ990319 


_02.9819.C58 


Gene No. 


61733 








Strand 






Start 


5339 








End 


5820 




Name 


OJ990319 02 


.9819. 


C58.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3218 








End 


4997 




GI 


none 








Score 


78 




Exons 


3218. .3274, 


4022. 


.4066, 


4228. 


.4281, 4229. .4282, 


4374. .4457, 
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4375 4449, 4376 4459. 


4536. 


.4589, 4620. .4751, 


4628 4963. 




4641.. 4970, 4793 4966. 


4815. 


.4970, 4851. .4889, 


4887 4964 




4974 . .4997 










Seq. No. 


29928 




Seq. ID 


OJ990319 


02 9819 C58 


Gene No. 


61733 




Strand 






Start 


5339 




End 


5820 




Name 


OJ990319 02. 9819.C58.ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


4958 




End 


5593 




GI 


none 




Score 


701 




Exons 


4 958. .5299, 4 960. .5394, 


4962. 


.5393, 5084.. 5395, 


5380. .5457, 




5381. .5458, 5402. .54 61, 


5537 . 


.5593, 5540.. 5563 




Seq. No. 


29928 




Seq. ID 


OJ990319 


_02.9819.C58 


Gene No. 


61733 




Strand 






Start 


5339 




End 


5820 




Name 


OJ990319 02.9819.C58.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4971 ~~ 




End 


5228 




GI 


none 




Score 


129 




Exons 


4 971. .5147, 4 997. .5065, 


5132. 


.5227, 5133.. 5228 




Seq. No. 


29928 




Seq. ID 


OJ990319 


02 9819 C58 


Gene No. 


61733 




Strand 






Start 


5339 




End 


5820 




Name 


OJ990319 02 9819 C58 ol 


. tc 


Method 


TBLASTX:' 


Cres s 


Start 


5130 ~ 




End 


5384 




GI 


none 




Score 


150 




Exons 


5130. .5240, 5132. .5239, 


5235 . 


.5384, 5237.. 5299 




Seq. No. 


29928 




Seq. ID 


OJ990319 


02 9819 C58 


Gene No . 


61733 




Strand 






Start 


5339 




End 


5820 




Name 


OJ990319 02.9819.C58.o2 


.gp 


Method 


AAT/GAP 




Start 


5339 




End 


5820 




GI 


uC-osflcypl30f Hal 




Score 


943 




Exons 


5339. .5820 










GI Descrip. 


, 606418/gb|L35844|RICRGA l.Oe 


-151 Oryza Sativa 


(clone RGAE8) 




protein alpha subunit (RGA1) 


gene, complete cds 




Seq. No. 


29929 




Seq. ID 


OJ990319 


_02.9819.C59 


Gene No. 


61734 




Strand 


+ 




Start 


477 




End 


3229 




Name 


OJ990319 02.9819.C59.ol 


. gs 


Method 


GENSCAN 




Start 


477 




End 


3183 




GI 


none 




Score 


.52 




Exons 


477. .738, 1544. .1839, 3064. .3183 






Seq. No. 


29929 




Seq. ID 


OJ990319_ 


_02.9819.C59 


Gene No. 


61734 




Strand 


+ 




Start 


477 




End 


3229 




Name 


OJ990319 02.9819.C59.o3 


. np 


Method 


AAT/NAP 




Start 


1325 


End 


3229 




GI 


6523547 




Score 


178 




Exons 


1325. .1390, 1537. .1861, 


2699. 


.3229 







GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



29749 



Sea No 


29929 


Sea ID 


OJ990319 

\*S w ^ ^ \J -± — ' 


02 . 


9819. 


C59 


Gene No. 


61734 


Strand 


+ 








Start 


477 


End 


3229 








Name 


OJ990319 02.9819.C59.ol.gp 


Method 


AAT/GAP 








Start 


1565 


End 


1841 








GI 


LIB34 31-02 8-P1-K1-C3 


Score 


503 








Exons 


1565. .1841 












GI Descrip. 


'4176420/dbj IBAA37167 | 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


29929 


Seq. ID 


OJ990319_ 


02. 


9819. 


C59 


Gene No. 


61735 


Strand 










Start 


1 


End 


1396 








Name 


OJ990319 02.9819.C59.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1147 








GI 


6523547 


Score 


43 








Exons 


1..41, 504. .694, 864. .1147 












GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP 


1 [Volvox 




v_»ci J. Lcii i. • iiciycii- iciiolo j 












Seq. No. 


29929 


• Seq. ID 


OJ990319_ 


_02. 


9819. 


C59 


Gene No. 


61735 


Strand 










Start 


1 


End 


1396 








Name ■ 


OJ990319 02.9819.C59.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


1396 








GI 


5852180 


Score 


193 








Exons 


1. .83/ 1100. .1396 












GI Descric 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


29930 


"Seq. ID 


OJ990319_ 


_02. 


9819. 


C60 


Gene No. 


61736 


Strand 


+ 








Start 


506 


End 


601 








Name 


OJ990319 02.9819.C60.ol.gs 


Method 


GENSCAN 








Start 


506 


End 


601 








GI 


none 


Score 


.93 








Exons 


506. .601 












Seq. No. 


29931 


Seq. ID 


OJ990319_ 


_02. 


9819. 


C61 


Gene No. 


61737 


Strand 










Start 


838 '* 


End 


5537 








Name 


OJ990319 02.9819.C61.ol.np 


Method 


AAT/NAP 








Start 


838 


End 


5537 








GI 


5803259 


Score 


651 








Exons 


838. .1605, 1711. .1826, 1941. 


.2275, 5445.. 5537 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


29931 


Seq. ID 


OJ990319_ 


02. 


9819. 


C61 


Gene No. 


61738 


Strand 










Start 


5605 


End 


6141 








Name 


OJ990319 02.9819.C61.o2.np 


Method 


AAT/NAP 








Start 


5605 


End 


6141 








GI 


5852179 


Score 


464 








Exons 


5605.. 5844, 5919.. 6141 












GI Descrip. 


. (AL117265) zhb0009.1 [Oryza 


sativa] 










Seq. No. . 


29931 


Seq. ID 


OJ990319_ 


02. 


9819. 


C61 


Gene No. 


61739 


Strand 











29750 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



6794 End 7025 

OJ990319_02 . 9819. C61 . ol . gp Method AAT/GAP 

6794 End 7025 

61605_3.R1084 Score 216 
6794.-6928, 6994. .7025 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 

29932 Seq. ID OJ990319JD2 . 9819 . C62 

61740 Strand + 

1 End 903 

OJ990319_02 . 9819 . C62 . ol . np Method AAT/NAP 

1 End 903 

6063554 Score 231 
1..108, 728. .903 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

29932 Seq. ID OJ990319_02 . 9819 . C62 

61741 Strand 

1 End. 1971 

OJ990319_02.9819.C62.o2.np Method AAT/NAP 

1 End 1971 

4680179 Score 464 
1..143, 1592. .1971 

(AF111709) polyprotein [Oryza sativa subsp. indica] 

29932 Seq. ID OJ990319_02 . 9819 . C62 

61741 Strand 

1 End 1971 

OJ990319_02.9819.C62.ol.gp Method AAT/GAP 

1271 End 1528 

61605_3.R1084 Score 438 

1271. .1528 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

29932 Seq. ID OJ990319_02 . 9819 . C62 

61741 Strand 

1 End 1971 

OJ990319_02 . 9819 . C62 . ol . ts Method TBLASTX : Soybean 

1592 End 1795 

none Score 84 

1592. .1759, 1616. .1759, 1751. .1795, 1763. .1795 



29932 
61741 
1 

OJ990319_02.9819.C62.ol.tw 

1656 

none 



Seq. ID OJ990319_02.9819.C62 
Strand 

End 1971 

Method TBLASTX : Wheat 

End 1858 

Score 7 6 



1656. .1856, 1657.. 1791, 1661.. 1852, 1661. .1858 



29933 
61742 
2220 



Seq. ID OJ990319_02.9819.C63 
Strand + 
End 2275 



29751 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990319_02.9819.C63.ol.gp Method AAT/GAP 

2220 End 2275 

3106943 Score 87 

2220. .2275 

1019378/dbj | D17785 | RICNH4621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 



29933 
617.43 
1 

OJ990319_02.9819.C63.ol.np 
1 

4680179 
1. .1717 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990319_02.9819.C63 
Strand 

End 2247 

Method AAT/NAP 

End 1717 

Score 2678 



29933 
61743 
1 

OJ990319_02.9819.C63.ol.gs 
30 

none 



Seq. ID OJ990319_02.9819.C63 
Strand 

End 2247 

Method GEN SCAN 

End 2247 

Score .81 



30. .274, 290. .426, 664. .1717, 2103. .2247 



29933 
61743 
1 

OJ990319_02.9819.C63.ol.tw 

293 

none 



Seq. ID OJ990319_02.9819.C63 
Strand 

End 2247 

Method TBLASTX : Wheat 

End 715 

Score 101 



293. .484, 300. .455, 366. .506, 506. .715, 567. .665 



29933 
61743 
1 

OJ990319_02.9819.C63.o2.tw 

992 

none 



Seq. ID OJ990319_02.9819.C63 
Strand 

End 2247 

Method TBLASTX : Wheat 

End 1273 

Score 100 



.992, .1087, 1058.. 1273, 1146., 1262 



29933 
61743 
1 

OJ990319_02.9819.C63.o3.tw 

1274 

none 

1274. .1444, 1284. .1466 



Seq. ID OJ990319_02.9819.C63 
Strand 

End 2247 

Method TBLASTX : Wheat 

End 14 66 

Score 109 



29933 
61743 
1 

OJ990319_02.9819.C63.o2.np 
1972 
5042448 
1972.. 2219 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ990319_02.9819.C63 
Strand 

End 2247 

Method AAT/NAP 

End 2219 

Score 212 



29752 



Seq. No. 29934 Seq. ID 

Gene No. 61744 Strand 

Start 833 End 

Name OJ990319_02 . 9819 . C64 . ol . gs Method 

Start 833 End 

GI none Score 

Exons 833.. 1085, 1178.. 1324 



OJ990319_02.9819.C64 
+ 

1324 
GENSCAN 
1324 
.51 



Seq. No. 29935 Seq. ID 

Gene No. 61745 Strand 

Start 1088 End 

Name OJ990319_02 . 9819 . C65 . ol . gs Method 

Start 1088 End 

GI none Score 

Exons 1088.. 1323 



OJ990319_02.9819.C65 
+ 

1323 
GENSCAN 
1323 
.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29935 
61746 
1398 

OJ990319_02.9819.C65.ol.tm 

1103 

none 

1103.. 1201, 1107.. 1205, 1107. 
1198. .1224, 1200. .1244, 1200. 
1279.. 1335, 1280.. 1342, 1389. 

29935 
61746 
1398 

OJ990319_02.9819.C65.ol.ts 

1392 

none 

1392.. 1613, 1394.. 1606 



Seq. ID OJ990319_02.9819.C65 

Strand + 

End 1697 

Method TBLASTX : Mai ze 

End 1613 

Score 93 

.1202, 1108. .1206, 1196. .1222, 
.1241, 1247.. 1285, 1278.. 1334, 
.1613, 1391.. 1612 

Seq. ID OJ990319_02.9819.C65 

Strand + 

End 1697 

Method TBLASTX : Soybean 

End 1613 

Score 234 



Seq. No. 29935 Seq. ID OJ990319_02 . 9819 . C65 

Gene No. 6174 6 Strand + 

Start 1398 End 1697 

Name OJ99031.9_02 . 9819 . C65 . ol . np Method AAT/NAP 

Start 1398 End 1697 

GI 1777312 Score 260 ■ : - 

Exons 1398.. 1697 

GI Descrip. (D30622) novel serine/threonine protein kinase [Arabidopsis 
thaliana] 



Seq. No. 29935 Seq. ID 

Gene No. 6174 6 Strand 

Start 1398 End 

Name OJ990319_02 . 98 19 . C65 . ol . tc Method 

Start 1398 End 

GI none Score 

Exons 1398.. 1613, 1401.. 1613 



OJ990319_02.9819.C65 
+ 

1697 

TBLASTX: Cress 

1613 

211 



Seq. No. 29936 Seq. ID 

Gene No. 61747 Strand 

Start 1 End 

Name OJ990319_02 . 9819. C66.0I .np • Method 



OJ990319_02.9819.C66 
+ 

645 

AAT/NAP 



29753 




Start 


1 




End 


645 




GI 


2246625 




Score 


454 




Exons 


1. .645 










GI Descrio. 


(AF004947) protein kinase [Oryza sativa] 




Seq. No. 


29936 




Seq. ID 


OJ990319 02.9819 


.C66 


Gene No. 


61748 




Strand 


+ 




Start 


2441 




End 


, 2672 




Name 


OJ990319 02.9819.C66.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


37 




End 






GI 


none 




Score 


91 




Exons 


37. .138, 241. .441, 261. 


.401, 


496. .633, 


498. .635 




Seq. No. 


29936 




Seq. ID 


OJ990319 02.9819 


.C66 


Gene No. 


61748 




Strand 


+ 




Start 


2441 




End 


2672 




Name 


OJ990319 02.9819.C66.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


37 




Fnd 

£jLL\Ji 


663 




GI 


none 




Score 


103 




Exons 


37. .141, 238..663, 243. 


.641 








Seq. No. 


29936 




Seq. ID 


OJ990319 02.9819. 


,C66 


Gene No. 


61748 




Strand 


+ 




Start 


2441 




End 


2672 




Name 


OJ990319 02.9819.C66.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


^7 






669 




GI 


none 




Score 


105 




Exons 


37. .141, 55. .129, 234.. 


404, 


235. .669, 


459.. 641, 475.. 669 


Seq. No. 


29936 - 




Seq. ID 


OJ990319_02.9819. 


,C66 


Gene No. 


61748 




Strand 


+ 




Start 


2441 




End 


2672 




Name 


OJ990319 02.9819.C66.o2 


. gs 


Method 


GENSCAN 




Start 


2441 






2672 




GI 


none 




Score 


.59 




Exons 


2441.. 2446, 2523. .2672 










Seq. No. 


29937 




Seq. ID 


OJ990319 02.9819. 


C67 


Gene No. 


61749 




Strand 


+ 




Start 


464 




End 


1071 




Name 


OJ990319 02.9819.C67.ol 


.gs 


Method 


GENSCAN 




Start 








1071 




GI 


none 




Score 


.67 




Exons 


464. .508, 993.. 1071 










Seq. No. 


29938 




Seq. ID 


OJ990319JD2.9819. 


C69 


Gene No. 


61750 




Strand 






Start 


370 




End 


616 




Name 


OJ990319 02.9819.C69.ol 


.gs 


Method 


GENSCAN 




Start 


370 




End 


616 




GI 


none 




Score 


.58 




Exons 


370. .461, 613.. 616 










Seq. No. 


29939 




Seq. ID 


OJ990319_02.9819. 


C71 


Gene No. 


61751 




Strand 






Start 


523 




End 


772 




Name 


OJ990319 02.9819.C71.ol, 


.gs 


Method 


GENSCAN 





29754 



Start 


523 


End 


772 


GI 


none 


Score 


.5 


Exons 


523. .680, 769. .772 






Seq. No. 


29940 


Seq. ID 


OJ990319_02.98: 


Gene No. 


61752 


Strand 


+ 


Start 


89 


End 


150 


Name 


OJ990319 02.9819.C72.ol.gp 


Method 


AAT/GAP 


Start 


89 


End 


150 


GI 


2798358 


Score 


94 


Exons 


89. .150 






Seq. No. 


29941 


Seq. ID 


OJ990319_02.98: 


Gene No. 


61753 


Strand 




Start 


135 


End 


201 


Name 


OJ990319 02.9819.C74.ol.gs 


Method 


GENS CAN 


Start 


135 


End 


201 


GI 


none 


Score 


.56 


Exons 


135. .201 






Seq. No. 


29942 


Seq. ID 


OJ990319_02.98: 


Gene No. 


61754 


Strand 




Start 


1 


End 


764 


Name 


OJ990319 02.9819.C75.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


764 


GI 


4490747 


Score 


144 


Exons 


1..21, 155. .235, 333. .381, 547. .592, 727. .764 


GI Descrip. 


(AL035708) DnaJ-like protein 


[Arabidopsis thaliana] 


Seq. No. 


29942 


Seq. ID 


OJ990319_02.98: 


Gene No. 


61754 


Strand 




Start 


1 


End 


764 


Name 


OJ990319 02.9819.C75.ol.tm 


Method 


TBLASTX: Maize 


Start 


151 


End - 


590 


GI 


none 


Secure 


119 


Exons 


151. .237, 153. .257, 154. .237, 


155. .238 


, 330.. 380, 330 



332. .382, 543. .590, 546. .590 



Seq. No. 


•29942 








Seq. ID 


OJ990319 


Gene No. 


61754 








Strand 




Start 


1 








End 


764 


Name 


OJ990319 


02.9819.C75, 


.ol 


.gs 


Method 


GENS CAN 


Start 


333 






End 


589 


GI 


none - 








Score 


.91 


Exons 


333. .381, 


547. .589 










Seq. No. 


29943 








Seq. ID 


OJ990319 


Gene No. 


61755 








Strand 




Start 


836 








End 


1277 


Name 


OJ990319 


02.9819.C76, 


.ol 


.gs 


Method 


GENSCAN 


Start 


836 






End 


1277 


GI 


none 








Score 


.55 


Exons 


836. .906, 


1139. .1277 










seq. No. 


29944 








Seq. ID 


OJ990319 


Gene No. 


61756 








Strand 


+ 


Start 


341 








End 


791 



29755 




Name 


OJ990319 02.9819.C77.ol.gs 


Method 


GENSCAN 






Start 


341 


End 


791 






GI 


none 


Score 


.7 






Exons 


341. .502, 765. .791 










Seq. No. 


29945 


Seq. ID 


OJ990319_02. 


, 9819. 


.C78 


bene ino . 


OX ID! 


o trana 


+ 






Start 


1268. 


End 


1415 






Name 


OJ990319 02.9819.C78.ol.gs 


Method 


GENSCAN 






Start 


1268 


End 


1415 






GI 


none 


Score 


.59 






Exons 


1268. .1415 










Seq. No. 


29946 


Seq. ID 


OJ990319 02. 


9819. 


,C79 


Gene No. 


61758 


Strand 


+ 






Of- arf 
O Lai L 




End 


2107 






Name 


OJ990319 02.9819.C79.ol.np 


Method 


AAT/NAP 






Start 


926 


End 


2077 






GI 


3128199 


Score 


79 






Exons 


926. .1059, 1435..1603, 1987 


. .2077 








GI Descrip. 


(AC004521) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


29946 


Seq. ID 


OJ990319 02. 


9819. 


C79 


bene ino . 


01 / jo 


Strand 


+ 






Start 


926 


End 


2107 






Name 


OJ990319 02.9819.C79.ol.gs 


Method 


GENSCAN 






Start 


1484 


End 


2107 






GI 


none 


Score 


.56 






Exons 


1484. .1537, 1987. .2107 










Seq. No. 


29947 


Seq. ID 


OJ990319_02. 


9819. 


C80 


bene ino • 


£1 "7 Q 


Strand 


" + 






Start 


329 


End 


776 






Name 


OJ990319 02.9819.C80.ol.gs 


Method 


GENSCAN 






Start 


329 


End 


776 






GI 


none 


Score 


.8 






Exons 


329.. 538, 561.. 776 










Seq. No. 


29947 


Seq. ID 


OJ990319 02. 


9819. 


C80 


Gene No. 


61760 


Strand 


+ 






o lax. L 


1 Q4d 


End 


3206 






Name 


OJ990319 02.9819.C80.ol.np 


Method 


AAT/NAP 






Start 


1944 


End 


3206 






GI 


3451062 


Score 


36 






Exons 


1944. .2080, 3170. .3206 










GI Descrip. 


(AL031326) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


29948 


Seq. ID 


OJ990319 02. 


9819. 


C81 


bene no . 


ol / 01 


Strand 


+ 






Start 


208 


End 


396 






Name 


OJ990319 02.9819.C81.ol.gs 


Method 


GENSCAN 






Start 


208 


End 


396 






GI 


none 


Score 


.81 






Exons 


208. .396 










Seq. No. 


29948 


Seq. ID 


OJ990319_02. 


9819. 


C81 


Gene No. 


61762 


Strand 









29756 



Start 1278 End 4082 

Name OJ990319_02 . 9819.C81 .ol .gp Method AAT/GAP 

Start 989 End 3456 

GI 102JL.R1084 Score 1994 

Exons 989. .1443, 1608. .1687, 1765. .1824, 1911. .2004, 2081. .2215, 

2395. .2450, 3153. .3254, 3338. .3456 
GI Descrip. ' 134 6104 /sp | P4 9083 | GBAl_ORYSA 0.0e+00 GUANINE NUCLEOTI DE-BINDING 
•PROTEIN ALPHA- 1 SUBUNIT (GP-ALPHA-1) >gi_540533_dbj_BAA07405_ 

(D38232) G protein alpha subunit [Oryza sativa] 1 



Seq. No. 29948 

Gene No. 61762 

Start 1278 

Name OJ990319_02 . 9819.C81.o2. tm 

Start 1148 

GI none 

Exons 1148.. 1225, 1150.. 1260, 1214. 

1273. .1443, 1273. .1443 



Seq. ID OJ990319_02. 9819.C81 
Strand 

End 4082 

Method TBLASTX : Mai ze 

End 1443 

Score 54 

.1261, 1216. .1248, 1272. .1442, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29948 Seq. ID 

61762 Strand 

1278 End 

OJ990319_02 . 98 19 . C81 . o2. gs Method 

1278 End 

none Score 



OJ990319_02. 9819.C81 

4082 
GENSCAN 
3472 
. 69 



1278. .1443, 2081. .2215, 2395. .2450, 3153. .3254, 3338. .3472 



29948 
61762 
1278 

OJ990319_02.9819.C81.ol.np 
1281 
1346104 

1281. .1443, 1608. .1687, 
2395.. 2450, 3153.. 3254, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1765. .1824, 



OJ990319 02.9819.C81 



4082 
AAT/NAP 
4082 
1150 
1911. .2004, 



2081. .2215, 



3338. .3453, 3975.. 4082 
GUANINE NUCLEOTIDE-BINDING PROTEIN ALPHA- 1 SUBUNIT (GP-ALPHA-1) 
gi I 540533 1 dbj |BAA07405| (D38232) G protein alpha subunit [Oryza 
sativa] 



Seq. No. 29948 
Gene No. 61762 
Start 1278 

Name OJ990319_02 . 9819 . C81 . ol . tc 

Start 1296 
GI none 

Exons 1296.. 1448, 1300.. 1443, 1308, 

1602.. 1688, 1606.. 1686, 1607, 
1910. .1987, 1911.. 2003, 1911. 
2080.. 2217, 2395.. 2451, 2397, 
3153.. 3254, 3338.-3442 

Seq. No. 29948 

Gene No. 61762 

Start 1278 

Name OJ990319_02.9819.C81.ol.ts 

Start 1296 

GI none 



Seq. ID . OJ990319__02. 9819.C81 
Strand 

End 4082 
Method TBLASTX : Cress 
End 3442 
Score 156 

.1448, 1321. .1449, 1588. .1686, 
.1687, 1747. .1827, 1775. .1825, 
.2003, 2065. .2214, 2075.. 2218, 
.2453, 3152.. 3256, 3153.. 3272, 



Seq. ID OJ990319_02. 9819.C81 
Strand 

End 4082 

Method TBLASTX : Soybean 

End 3451 

Score 165 



29757 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1296. .1448, 1297. .1443, 1598. 

1607.. 1687, 1747.. 1827, 1763. 

2065.. 2217, 2075.. 2218, 2080. 

3153.. 3254, 3338.. 3451, 3338. 

29948 
61762 

1278 - 

OJ990319_02.9819.C81.ol.tm 

1631 

none 

1631. .1687, 1632. .1691, 1747. 

1764.. 1829, 1911.. 2003, 1911. 

2075.. 2218, 2078.. 2206, 2080. 

2397.. 2453, 3151.. 3279, 3153. 
3338. .3451 



.1675, 1602. .1691, 1606. .1668, 
.1825, 1911. .2003, 1913. .2002, 
.2217, 2397. .2453, 3153. .3278, 
.3451 

Seq. ID OJ990319_02.9819.C81 
Strand 

End 4082 
Method TBLASTX : Maize 
End 3451 
Score 106 

.1827, 1763. .1825, 1764. .1841, 
.2003, 1912. .2007, 2071. .2214, 
.2217, 2346. .2453, 2395:. 2451, 
.3254, 3336.-3449, 3337. .3450, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29949 Seq. ID 

61763 Strand 

1 End 

OJ990319_02 . 98 19 . C82 . ol . np Method 

1 End 

862310 Score 



OJ990319_02.9819.C82 

1756 
AAT/NAP 
1642 
538 



1..170, 725. .802, 951 .. 1040,. 1122 .. 1159, 1409. .1481, 1580. .1642 
(L28001) G protein alpha-subunit [Oryza sativa] 



29949 Seq. ID 

61763 Strand 

1 End 

OJ990319_02 . 981 9 . C82 . ol . gp Method 

83 End 

102 1.R1084 Score 



OJ990319_02.9819.C82 

1756 
AAT/GAP 
1756 
934 



83. .170, 725. .802, 951. .1040, 1122. .1159, 1409. .1481, 1580. .1756 
, 1346104/sp|P49083|GBAl_ORYSA 0.0e+00 GUANINE NUCLEOTI DE-BINDING 
PROTEIN ALPHA- 1 SUBUNIT (GP-ALPHA-1) >gi_540533_dbj_BAA07405_ 
(D38232) G protein alpha subunit [Oryza sativa] ' 



Seq. No. 29949 

Gene No. 61763 

Start 1 

Name OJ99031 9_02 . 98 1 9 . C82 . ol . ts 

Start 84 

GI none 

Exons 84.. 176, 723.. 800, 725.. 805, 
1119.. 1160, 1123.. 1161, 1407 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 02.9819.C82 



1756 

TBLASTX: Soybean 
1647 
85 

924. .1055, 929. .1024, 931. .1044, 
,.1484, 1408. .1479, 1585. .1647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



29949 
61763 
1 

OJ990319_02.9819.C82.ol.gs 
88 

none 



Seq. ID OJ990319_02.9819.C82 
Strand 

End 1756 

Method GENSCAN 

End 1642 

Score .82 



88. .197, 725. .802, 932. .1040, 1122. .1159, 1580. .1642 



29950 
61764 
88 



Seq. ID OJ990319_02.9819.C85 
Strand 

End 418 



29758 



Name 


OJ990319 02 9819 C85 ol as 


Method 


VJJ Hi LN O V^/XiLN 






88 ~ 




no 




GI 


none 


Score 


99 






88 212 358 418 








Sea No. 


29951 


Sea TD 


OJ990319 02 9819 




Gene No. 


61765 


Strand 






Start 


342 


End 


746 




Name 


OJ990319 02.9819.C87.ol.gp 


Method 


AAT/GAP 




Start 


342 ~~ 


End 


746 




GI 


2799029 


Score 


454 




Exons 


342 . . 362, 466. . 746 








CjT Descrio 

\J X ^> w J- -L- * 


2827318 1 Oe-20 (AF042201) 


seed prolamine [Oryza sativa] 




Seq. No. 


29951 


Seq. ID 


OJ990319_02.9819. 


C87 


Gene No. 


61765 


Strand 






Start 


342 


End 


746 




Name 


OJ990319 02 9819 C87 o2 qd 


Method 


AAT/GAP 




Start 


466 _ 


End 


746 




GI 


2799029 


Score 


451 






466 746 








Vj J. L/ ^ »-> W -L -1> k/ • 


2827318 1 Oe-20 (AF042201) 


seed prolamine [Oryza sativa] 




Seq. No. 


29951 


Seq. ID 


OJ990319_02.9819. 


rfi 7 


Gene No. 


61765 


Strand 


- 




Start 


342 


End 


746 




Name 


OJ990319 02.9819.C87.ol.np 


Method 






Start 


580 


End 


746 




GI 


1842176 


Score 


178 




Exnn «; 


580. .746 








GI DescriD . 


(D73383) prolamin [Oryza sativa] 






Seq. No. 


29952 


Seq. ID 


OJ990319 02.9819. 


C90 


Gene No. 


61766 


Strand 


+ 




Start 


345 


End 


741 




Name 


OJ990319 02.9819.C90.ol.gs 


Method 


GEN SCAN 




Start 


345 


End 


741 




GI 


none 


Score 


.58 






345. .741 








Seq. No. 


29953 


Seq. ID 


OJ990319_02.9819. 


C92 


Gene No. 


61767 


Strand 






Start 


756 


End 


956 




Name 


OJ990319 02.9819.C92.ol.gp 


Method 


AAT/GAP 




Start 


756 


End 


956 




GI 


2442705 


Score 


377 




Exons 


756.. 956 








Seq. No. 


29953 


Seq. ID 


OJ990319_02.9819. 


C92 


Gene No. 


61768 


Strand 






Start 


2645 


End 


3046 




Name 


OJ990319 02.9819.C92.o2.gs 


Method 


GENSCAN 




Start 


2645 


End 


3046 




GI 


none 


Score 


.62 




Exons 


2645. .2931, 2956. .3046 








Seq. No. 


29954 


Seq. ID 


OJ990319_02.9819. 


C93 



29759 



Gene No. 


61769 


Strand 


+ 


Start 


274 


End 


752 


Maine 


OJ990319 02.9819.C93.ol.as 


Method 


GENSCAN 


«J L. CI J- L. 


274 ~ 


End 


752 


GI 


none 


Score 


.96 




274 . .752 






Sea. No. 


29954 


Seq. ID 


OJ990319 02.9819.C93 


Gene No. 


61770 


Strand 


+ 


Start 


2109 


End 


2874 


Name 


OJ990319 02.9819.C93.ol.tw 


Method 


TBLASTX: Wheat 


Start 


290 


End 


677 


GI 


none 


Score 


137 


Exons 


290. .373, 291. .434, 336. .386, 


399. .458, 450. .536, 466. .534, 




606. . 677, 641. . 676 






Seq. No. 


29954 


Seq. ID 


OJ990319_02. 9819.C93 


Gene No. 


61770 


Strand 


+ 


Start 


2109 


End 


2874 


Name 


OJ990319 02.9819.C93.ol.np 


Method 


AAT/NAP 


Start 


2109 


End 


2874 


GI 


4680183 


Score 


191 


r.ynn s 


2109.. 2179, 2785.. 2874 






DescriD 

\J ± L*/ J- _* * 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


Sea. No. 


29955 


Seq. ID 


OJ990319_02. 9819.C95 


Gene No. 


61771 


Strand 


+ 


Start 


1 


End 


1715 


Name 


OJ990319 02.9819.C95.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1715 


GI 


6498441 


Score 


1029 




1..232, 296. .659, 843. .976, 1151. .1715 




GT Descrio. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


29955 


Seq. ID 


OJ990319_02.9819.C95 


Gene No. 


61771 


Strand 


+ - 


Start 


1 


End 


1715 


Name 


OJ990319 02.9819.C95.ol.gs 


Method 


GENSCAN 


Start 


120 


End 


1607 


GI 


none 


Score 


.63 


Exons 


120. .275, 350. .659, 851. .987, 


1275. .1607 


Seq. No. 


29955 


Seq. ID 


OJ990319_02.9819.C95 


Gene No. 


61771 


Strand 


+ 


Start 


1 


End 


1715 


Name 


OJ990319 02.9819.C95.ol.tw 


Method 


TBLASTX: Wheat 


Start 


304 


End 


756 


GI 


none 


Score 


183 


E von s 


304. .483, 305. .490, 481. .756, 


504. .755 




Seq. No. 


29955 


Seq. ID 


OJ990319_02. 9819.C95 


Gene No. 


61771 


Strand 


+ 


Start 


1 - 


End 


1715 


Name 


OJ990319 02.9819.C95.ol.tm 


Method 


TBLASTX: Maize 


Start 


495 


End 


780 



29760 



GI 


none 






Score 


327 


Exons 


495. .770, 496. .7 


80 








Seq. No. 


29955 






Seq. ID 


OJ990319_02. 9819.C95 


Gene No. 


61771 






Strand 


+ 


Start 


1 






End 


1715 


Name 


OJ990319 02.9819 


.C95. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


852 






End 


1190 


GI 


none 






Score 


164 


Exons 


852. .1013, 857.. 


1018, 


1002. 


.1085, 1018 


..1086, 1080. .1190 


Seq. No. 


29955 






Seq. ID 


OJ990319_02. 9819.C95 


Gene No. 


61771 






Strand 


+ 


Start 


1 






End 


1715 


Name 


OJ990319 02.9819 


.C95. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


867 






End 


1265 


GI 


none 






Score 


185 


Exons 


867. .1016, 869.. 


1018, 


1014. 


.1085, 1015 


..1095, 1077.. 1265, 



1103. .1264 



Seq. No. 


29955 




Seq. ID 


OJ990319_02. 9819. 


C95 


Gene No. 


61771 




Strand 


+ 




Start 


1 




End 


1715 




Name 


OJ990319 


02.9819.C95.ol.ts 


Method 


TBLASTX : Soybean 




Start 


942 




End 


1333 




GI 


none 




Score 


88 




Exons 


942. .1016 


, 1015.. 1086, 1083.. 


1265, 1262.. 1333 




Seq. No. 


29956 




Seq. ID 


OJ990319_02.9819. 


C96 


Gene No. 


61772 




Strand 


+ 




Start 


667 




End 


1534 




Name 


OJ990319 


02.9819.C96.o2.tw 


Method 


TBLASTX: Wheat 




Start 


117 




End 


566 




GI 


none 




Score 


211 




Exons 


117. .341, 


185. .361, 414. .566, 


425. .562 






Seq. No. 


29956 




Seq. ID 


OJ990319_02.9819. 


C96 


Gene No. 


61772 




Strand 


+ 




Start 


667 




End 


1534 




Name 


OJ990319 


02.9819.C96.ol.ts 


Method 


TBLASTX: Soybean 




Start 


240 




End 


656 




GI 


none 




Score 


78 




Exons 


240. .329, 


414 . .656 








Seq. No. 


29956 




Seq. ID 


OJ990319_02. 9819. 


C96 


Gene No. 


61772 




Strand 


+ 




Start 


667 




End 


1534 




Name 


OJ990319 


02.9819.C96.o3.tw 


Method 


TBLASTX: Wheat 




Start 


665 




End 


909 




GI 


none 




Score 


97 




Exons 


66S..727, 


669. .728, 719. .895, 


727. .909 






Seq. No. 


29956 




Seq. ID 


OJ990319_02. 9819. 


C96 


Gene No. 


61772 




Strand 


+ 




Start 


667 




End 


1534 




Name 


OJ990319 


02.9819.C96.ol.np 


Method 


AAT/NAP 




Start 


667 




End 


1534 





29761 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6498441 Score 1054 

667.. 1159, 1253. .1534 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



29956 
61772 
667 

OJ990319_02. 9819.C96.ol.tw. 

916 

none 



Seq. ID OJ990319_02.9819.C96 

Strand + 

End 1534 

Method TBLASTX : Wheat 

End 1525 

Score 66 



916. .1026, 926. .1369, 927. .965, 949. .1026, 1066. .1164, 
1400. .1525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



29957 
61773 
524 

OJ990319_02. 9819.C97 .ol .gs 

524 

none 

524. .653, 750. .784 



Seq. ID OJ990319_02.9819.C97 

Strand + 

End 784 

Method GENSCAN 

End 784 

Score .89 



29958 
61774 
1 

OJ990319_02.9819.C98.ol.np 
1 

5732076 
1..275, 395. .479 

{ AF1 62444 ) contains similarity to Pfam family PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis thaliana] 



Seq. ID OJ990319_02. 9819.C98 

Strand + 

End 1632 

Method AAT/NAP 

End 479 

Score 300 



29958 
61774 
1 

OJ990319_02.9819.C98.ol.tc 

142 

none 



Seq. ID OJ990319_02.9819.C98 

Strand + 

End 1632 

Method TBLASTX: Cress 

End 500 

Score ' 186 



142. .273, 152. .274, 156. .275, 157. .288, 356. .472, 366. .476, 
369. .500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29958 
61774 
1 

OJ990319_02.9819.C98.ol.ts 

142 

none 



Seq. ID OJ990319_02.9819.C98 

Strand + 

End 1632 

Method TBLASTX : Soybean 

End 4 88 

Score 218 



142. .273, 156. .275, 359. .475, 367. .486, 369.-488 



29958 
61774 

1 - 

OJ990319_02.9819.C98.ol.gs 

156 

none 



Seq. ID OJ990319_02.9819.C98 

Strand + 

End 1632 

Method GENSCAN 

End 1632 

Score .66 



29762 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



156.. 393, 1187.. 1310, 1495.. 1632 

29958 Seq. ID 

61774 Strand 

1 End 
OJ990319_02 . 9819 . C98 . ol . gp Method 

477 End 

2798358 Score 
477. .743 * 



OJ990319_ 
+ 

1632 
AAT/GAP 
743 
471 



02.9819..C98 



29959 
61775 
1748 

OJ990319_02.9819.C99.ol.gs 

1748 

none 

1748. .1948 



Seq. ID OJ990319_02.9819.C99 
Strand 

End 194 8 

Method GEN SCAN 

End 194 8 

Score .61 



29960 Seq. ID 

61776 Strand 

402 End 
OJ990319_02.9819.C100.ol.gs Method 

402 End 

none Score 
402. .644 



OJ990319_02.9819.C100 
644 

GEN SCAN 

644 

.64 



29961 Seq. ID 

61777 Strand 
1025 End 
OJ990319_02. 9819.C103.ol.gp Method 
1025 End 
uC-osflcypl30fllal Score 
1025. .1166 

1 606418/gb | L35844 | RICRGA 1.0e-151 Oryza Sativa (clone RGAE8) G 

protein alpha subunit (RGA1) gene, complete cds ' 



OJ990319_02 . 9819 .C103 
+ 

1166 
AAT/GAP 
1166 
258 



29961 Seq. ID 

61778 Strand 

488 End 
OJ990319_02.9819.C103.ol.gs Method 

488 End 

none Score 
488. .586 



OJ990319_02.9819.C103 
586 

GEN SCAN 

586 

.48 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



29962 Seq. ID OJ990319_02 . 9819 . C107 

61779 Strand + 

1 End 837 

OJ990319_02 . 9819 . C107 . ol . np Method AAT/NAP 

1 End 837 

5732076 Score 207 

1..221, 712. .837 

(AF162444) contains similarity to Pfam family PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis thaliana] 



29962 
61779 



Seq. ID OJ990319_02.9819.C107 
Strand + 



29763 




Start 1 End 837 

Name 0 J990319_02 . 9819 . C107 . ol . tm Method TBLASTX : Maize 

Start 86 End 837 

GI none Score 14 6 

Exons 86. .223, 99. .224, 134. .244, 693. .833, 709. .837 



Seq. No. 29962 Seq. ID 

Gene No. 61779 Strand 

Start 1 End 

Name OJ990319_02 . 9819 . C107 . ol . gs Method 

Start 90 End 

GI none Score 

Exons 90.. 221, 712.. 833 



OJ990319_02.9819.C107 
+ 

837 

GENSCAN 

833 

.97 



Seq. No. 29962 

Gene No. 61779 Strand 

Start 1 End 

Name OJ990319_02 . 9819 . C107 . ol . ts Method 

Start 98 End 

GI none Score 

Exons 98.. 223, 99.. 224, 694.. 834, 709.. 837 



Seq. ID OJ990319_02.9819.C107 
+ 

837 

TBLASTX: Soybean 
837 
126 



Seq. No. 29963 Seq. ID OJ990319_ 

Gene No. 61780 ' Strand + 

Start 216 End 1566 

Name . OJ990319_02 . 9819.C110.ol .np Method AAT/NAP 

Start 216 End 1566 

GI 6523547 Score 120 

Exons 216.. 677, 1420.. 1566 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP 
carteri f. nagariensis] 



02. 9819. C110 



[Volvox 



Seq. No. 


29964 


Seq. ID 


OJ990319_02.9819 


.cm 


Gene No. 


61781 


Strand 






Start 


583 


End 


752 




Name 


OJ990319 02.9819.Clll.ol.gs 


Method 


GENSCAN 




Start 


583 


End 


752 




GI 


none 


Score 


.64 




Exons 


583. .617, 732..7S2 








Seq. No. 


29965 


Seq. ID 


OJ990319 02.9819 


.C112 


Gene No. 


61782 


Strand 


+ 




Start 


1 


End 


261 




Name 


OJ990319 02.9819.C112.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


261 




GI 


5922620 


Score 


126 




Exons 


1. .261 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 29965 Seq. ID OJ990319_02 . 9819 . C112 

Gene No. 61783 Strand + 

Start 816 End 1400 

Name OJ990319_02 . 9819.C112.ol.gp Method AAT/GAP 



29764 






ft 1 

O X o 


End 


1400 






yj x 




Score 


826 






Fvnn q 

LiAUilO 












O-L LV C O J- * 




seed prolamine [Oryza sativa] 




Seq. No. 


29965 


Seq. ID 


OJ990319_02. 


9819. 


C112 


Gene No. 


61784 


Strand 


- 






Start 


36 


End 


1389 






Name 


OJ990319 02.9819.C112.ol.gs 


Method 


GENSCAN 






Start 


36 


End 


1389 






GI 


none 


Score 


.74 






DAUllO 


36. .142, 180. .231, 236. .316, 993. .1389 










29965 


Seq. ID 


OJ990319_02. 


9819. 


P1 1 9 

\-r J. J. £. 


Gene No . 


61784 


Strand 


- 






Start 


36 


End 


1389 






Name 


OJ990319 02.9819.C112.o2.np 


Method 


AAT/NAP 






Start 


400 


End 


476 






GI 


6630699 


Score 


83 






F vnn ^ 


400. .476 










OX O ^ J- -L^J ♦ 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536 |dbj |BAA89566.1| 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] , 












29965 


Seq. ID 


OJ990319_02. 


9819. 




(^pnp No 


61784 


Strand 








Start 


36 


End 


1389 






Name 


OJ990319 02.9819.C112.o3.np 


Method 


AAT/NAP 






Start 


934 


End 


1389 






GI 


4126693 


Score 


673 






F von q 


934. .1389 












(AB016504) prolamin [Oryza 


sativa] 










gi|6180118|gb|AAF05813.1|AF194115 1 (AF194115) prolamin 


7 [Oi 




sativa] 










Seq. No. 


29966 


Seq. ID 


OJ990319_02. 


9819. 


C113 


Gene No. 


61785 


Strand 


+ 






Start 


453 


End 


515 






Name 


OJ990319 02.9819.C113.ol.gs 


Method 


GENSCAN 








453 


End 


515 






GI 


none 


Score 


.45 








453. .515 












29967 


Seq. ID 


OJ990319 02. 


9819. 


C114 


Gene No. 


61786 


Strand 


+ 






Start 


443 


End 


1045 






Name 


OJ990319 02.9819.C114.ol.np 


Method 


AAT/NAP 






Start 


443 


End 


1045 






GI 


626040 


Score 


154 








443. .708, 747. .1045 












protein kinase SNF1 homolog 


wpk4-p58 - 


wheat 






Seq. No. 


29968 


Seq. ID 


OJ990319_02. 


9819. 


C116 


Gene No. 


61787 


Strand 








Start 


84 


End 


227 






Name 


OJ990319 02.9819.C116.ol.gp 


Method 


AAT/GAP 






Start 


84 


End 


227 







29765 




GI 102_1.R1084 Score 255 

Exons 84.. 227 

GI Descrip. 1 1346104/sp | P49083 | GBA1_0RYSA 0.0e+00 GUANINE NUCLEOTI DE-BINDING 
PROTEIN ALPHA- 1 SUBUNIT (GP-ALPHA-1) >gi_54 0533_dbj_BAA074 05_ 
(D38232) G protein alpha subunit [Oryza sativa] 1 



Seq. No. 29969 

Gene No. 61788 

Start 703 

Name OJ990319_02 . 9819.C117 . ol .gs 

Start 703 

GI none 

Exons 703.. 905 



Seq. ID OJ990319_02.9819.C117 

Strand + 

End 905 

Method GENSCAN 

End 905 

Score .61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29970 Seq. ID 

61789 Strand 

539 End 

OJ990319_03 . 9819 . CI . ol . tm Method 

250 End 

none Score 



OJ990319_03.9819.C1 
+ 

1604 

TBLASTX: Maize 

799 

99 



250. .348, 254. .349, 255. .353, 343. .369, 345. .371, 347. .388, 
394. .432, 425. .481, 426. .482, 427. .489, 527. .799, 534. .782, 
536. .799- 



Seq. No. 


29970 




Seq. ID 


OJ990319_03.9819.C1 


Gene No. 


61789 




. Strand 


+ 


Start 


539 




End 


1604 


Name 


OJ990319 


03.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


539 




End 


1007 


GI 


none 




Score 


.7 


Exons 


539. .827, 


895. .1007 






Seq. No. 


29970 




Seq. ID 


OJ990319_03.9819.C1 


Gene No. 


61789 




Strand 


+ 


Start 


539 




End 


1604 


Name 


OJ990319 


03-9819. Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


539 




End 


853 


GI 


none 




Score 


366 


Exons, 


539. .853, 


542. .835, 703. .840 






Seq. No. 


29970 




Seq. ID 


OJ990319_03.9819.C1 


Gene No. 


61789 




Strand 


+ 


Start 


539 




End 


1604 


Name 


OJ990319 


03.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


545 




End 


1604 


GI 


1777312 




Score 


324 


Exons 


545. .932, 


1557. .1604 






GI Descrip. 


(D30622) 


novel serine/threonine protein kinase [Arabidopsis 



thaliana] 



Seq. No. 29970 Seq. ID 

Gene No. 61789 Strand 

Start 539 End 

Name OJ990319_03 . 9819 . CI . ol . tc Method 

Start 545 End 

GI . none Score 

Exons 545.-847, 548.-847 



OJ990319_03.9819.C1 
+ 

1604 

TBLASTX: Cress 

847 

341 



29766 



Seq. No. 29970 Seq. ID 

Gene No. 61789 Strand 

Start 539 End 

Name OJ99031 9_03 . 981 9 . CI . ol . tw Method 

Start 575 End 

GI none Score 

Exons 575.. 766, 598.. 645, 712.. 768 



OJ990319_03.9819.C1 
+ 

1604 

TBLASTX: Wheat 

768 

190 



Seq. No. 29971 Seq. ID OJ990319_03 . 9819 . C2 

Gene No. 61790 Strand 

Start 66 End 1265 

Name OJ990319_03 . 9819 . C2 . ol . gp Method AM* /GAP 

Start 66 End 384 

GI uC-osrocyp017g09al Score 591 

Exons 66.. 384 

GI Descrip. ' 6016698/gb | AAF01525 . 1 | AC009991_21 2.0e-12 (AC009991) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 29971 Seq. ID 

Gene No. 61790 Strand 

Start 66 End 

Name OJ990319_03 . 9819 . C2 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143.. 754, 768.-874 



OJ990319_03.9819.C2 

1265 
GENS CAN 
874 
.85 



Seq. No. 29971 Seq. ID 

Gene No. 61790 Strand 

Start 66 End 

Name OJ990319_03 . 9819 . C2 . ol . np Method 

Start 158 End 

GI 6016698 Score 

Exons 158.. 991, 1171.. 1265 

GI Descrip. (AC009991) hypothetical protein [Arabidopsis thaliana] 



OJ990319_03.9819.C2 

1265 
AAT/NAP 
1265 
691 



Seq. No. 


29971 






Seq. ID 


OJ990319_03.9819 


-C2 


Gene No. 


61790 






Strand 






Start 


66 






End 


1265 




Name 


OJ990319 


03. 9819. C2 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


257 






End 


485 




GI 


none 






Score 


109 




Exons 


257. .484, 


327. .485 










Seq. No. 


29971 






Seq. ID 


OJ990319_03.9819 


.C2 


Gene No. 


61790 






Strand 






Start 


66 






End 


1265 




Name 


OJ990319 


03. 9819. C2 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


401 






End 


727 




GI 


none 






Score 


100 




Exons 


401. .595, 


408. .485, 


558. .596, 


594. .674 


, 596.. 727 




Seq. No. 


29971 






Seq. ID 


OJ990319_03.9819 


.C2 


Gene No. 


61790 






Strand 






Start 


66 






End 


1265 




Name 


OJ990319 


03. 9819. C2 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


473 






End 


740 





29767 



GI none 

Exons 473.. 733, 558.. 740 

Seq. No. 29972 

Gene No. 61791 

Start 186 

Name OJ990319_03. 9819.C3.ol.gs 

Start 186 

GI none 

Exons 186.. 276, 389.. 465 



Score 234 



Seq. ID OJ990319_03.9819.C3 

Strand + 

End 4 65 

Method GEN SCAN 

End 4 65 

-Score .69 



Seq. No. 29972 Seq. ID OJ990319_03 . 9819. C3 

Gene No. 61792 Strand 

Start 250 End 611 

Name OJ990319_03 . 9819. C3 . ol . gp Method AAT/GAP 

Start 250 End 611 

GI 102_14.R1084 Score 388 

Exons 250.. 308, 430.. 611 

GI Descrip. 1 5822826/dbj | AB028602 . 1 | AB028602 1.0e-101 Oryza sativa Dl gene 
for alpha-subunit of GTP-binding protein, wild type, partial 
sequence' 



Sea. No. 


29973 








Seq. ID 


OJ990319_03. 


9819. C4 


Gene No . 


61793 








S1~ rand 






Start 


1014 








End 


1850 




Name 


OJ990319 03. 


9819. 


C4.ol 


.gs 


Method 


GEN SCAN 




Start 


1014 








End 


1850 




GI 


none 








Score 


.96 






1014 1850 














Seq. No. 


29973 








Seq. ID 


OJ990319_03. 


9819. C4 


Gene No. 


61793 








Strand 






Start 


1014 








End 


1850 




Name 


OJ990319 03. 


9819. 


C4.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1047 








End 


1454 




GI 


none 








Score 


97 




Exons 


1047. .1346, 


1329. 


.1454 










Seq. No. 


29974 . 








Seq. ID 


OJ990319_03. 


9819. C5 


Gene No. 


61794 ■ ■ - ■ 








Strand 






Start 


382 








End 


985 




Name 


OJ990319 03. 


9819. 


C5.ol 


. gs 


Method 


GENSCAN 




Start 


382 








End 


985 




GI 


none 








Score 


.44 




Exons 


382. .985 














Seq. No. 


29975 








Seq. ID 


OJ990319_03. 


9819. C6 


Gene No. 


61795 








Strand 






Start 


31 








End 


846 




Name 


OJ990319 03. 


9819. 


C6.ol 


.gs 


Method 


GENSCAN 




Start 


31 








End 


662 




GI 


none 








Score 


.87 




Exons 


31. .265, 538 


. .662 












Seq. No. 


29975 








Seq. ID 


OJ990319_03. 


9819. C6 


Gene No. 


61795 








Strand 






Start 


31 








End 


846 





29768 



Name 

Start 

.GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99031 9_03 . 98 1 9 . C6 . ol . np Method AAT/NAP 

4 92 End 84 6 

4126693 Score 370 

492. .846 

(AB016504) prolamin [Oryza sativa] 

gil 6180118 | gb|AAF05813.1|AF194115_l (AF194115) prolamin 7 [Oryza 
sativa] 



29976 
61796 
1 

OJ990319_03.9819.C7.ol.np 
1 

5852180 
1..209, 1787. .1825 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990319_03.9819.C7 

Strand + 

End . 1825 

Method AAT/NAP 

End 1825 

Score 128 



29977 
61797 
738 

OJ990319_03. 9819.C8.ol.gs 

738 

none 

738. .895, 984. .987 



Seq. ID OJ990319_03.9819.C8 

Strand 

End 987 

Method GENSCAN 

End 987 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29978 
61798 
24 

OJ990319_03. 9819. CIO. ol.gs 
24 

none 

24. .149, 315. .494 



Seq. ID OJ990319JD3. 9819. CIO 

Strand + 

End 4 94 

Method GENSCAN 

End 4 94 

Score .69 



29979 
61799 
826 

OJ990319_03.9819.Cll.ol.gp 
826 

LIB3479-001-Q6-K2-G5 
826.. 1310 v 
•4126693/dbj IBAA36698I 4.0e-28 (AB016504) prolamin [Oryza 
sativa] 1 



Seq. ID OJ990319_03.9819.C11 

Strand + 

End 1348 

Method AAT/GAP 

End 1310 

Score 783 



29979 ' 
61799 
826 

OJ990319_03.9819.Cll.ol.np 
893 

4126693 
893. .1348 

(AB016504) prolamin [Oryza sativa] 

gi|6180118|gb|AAF05813.1|AF194115_l (AF194115) prolamin 7 [Oryza 
sativa] 



Seq. ID OJ990319_03.9819.C11 

Strand + 

End 1348 

Method AAT/NAP 

End 1348 

Score 674 



Gene No. 
Start 



61800 
1756 



Seq. ID OJy90319_03.98I9.Ci2 
Strand + 
End 2562 



29769 



Name 


OJ990319 03.9819.C12.ol.np 


Method 


AAT/NAP 


Start 


1756 


End 


2562 


GI 


2347199 


Score 


92 


Exons 


1756. .1938, 2406. .2562 






GI Descrip. 


(AC002338) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


29980 


Seq. ID 


OJ990319_03. 9819.C12 


Gene No. 


61801 


Strand 




Start 


1194 


End 


2438 


Name 


OJ990319 03.9819.C12.ol.gs 


Method 


GENSCAN 


Start 


1194 


End 


2438 


GI 


none 


Score 


.59 


Exons 


1194. .1214, 1609. .1803, 2418 


. .2438 




Sea. No. 


29981 


Seq. ID 


OJ990319_03.9819.C14 


Gene No. 


61802 


Strand 


+ 


Start 


653 


End 


5603 


Name 


OJ990319 03.9819.C14.ol.gs 


Method 


GENSCAN 


Start 


653 


End 


5603 


GI 


none 


Score 


.84 


Exons 


653. .793, 1111. .1216, 1460.. 


1643, 2155 


..2229, 2943.. 3081, 




3203.. 3341, 3428.. 3485, 4233 


..4275, 4441. .4489, 4758. .5603 


Seq . No . 


29981 


Seq. ID 


OJ990319_03.9819.C14 


Gene No. 


61802 


Strand 


+ 


Start 


653 


End 


5603 


Name 


OJ990319 03.9819.C14.ol.gp 


Method 


AAT/GAP 


Start 


2900 


End 


3261 


GI 


102 14.R1084 


Score 


392 


Exons 


2900. .3081, 3203.. 3261 






GI Descrip. 


' 582282 6/dbj | AB028602 . 1 | AB028602 l.Oe- 


101 Oryza sativa Dl gene 




for alpha-subunit of GTP-binding protein, wild type, partial 




sequence 1 






Seq. No. 


29981 


Seq. ID 


OJ990319_03.9819.C14 


Gene No . 


61802 


Strand 


+ 


Start 


653 


End 


5603 


Name 


OJ990319 03.9819.C14.ol.np 


•Method 


AAT/NAP 


Start 


3244 


End 


5600 


GI 


4490747 


Score 


1380 


Exons 


3244.. 3341, 3428.. 3485, 4233 


..4275, 4441. .4489, 4587. .4661, 




4749. .5600 






GI Descrip. 


(AL035708) DnaJ-like protein 


[Arabidopsis thaliana] 


Sea. No. 


29981 


Seq. ID 


OJ990319_03.9819.C14 


Gene No. 


61803 


Strand 


+ 


Start 


7282 


End 


14065 


Name 


OJ990319 03.9819.C14.o2.gs 


Method 


GENSCAN 


Start 


7282 


End 


13776 


GI 


none 


Score 


.42 


Exons 


7282.. 7543, 7819.. 7946, 8363 


..8659, 10620. .10657, 10739.. 10847 




10977. .11054, 11582. .11716, 


11800. .11901, 12604. .12659, 




12839. .12973, 13611. .13776 






Seq. No. 


29981 


Seq. ID 


OJ990319_03.9819.C14 


Gene No. 


61803 


Strand 


+ 


Start 


7282 


End 


14065 



29770 



Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99031 9 J) 3 .9819. C14 . o3 . gp Method AAT /GAP 

8408 End 14065 

102 1.R1084 Score 3275 

8408.. 8659, 10027 10199, 10298 .. 10370, 10620 10657 , 

10739. .10828, 10977 .. 11054 , 11609 .. 11716, 11800 .. 11901, 

12604. .12659, 12839 .. 12973, 13050 13143, 13230 .. 13289, 

13367. .13446, 13611.. 14065 

'1346104/spl P49083|GBA1_ORYSA 0.0e+00 GUANINE NUCLEOT I DE-BINDING 
PROTEIN ALPHA-1 SUBUNIT (GP-ALPHA-1) >gi_540533_dbj_BAA07405_ 
(D38232) G protein alpha subunit [Oryza sativa]'' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10620. .10657, 
11800. .11901, 



OJ990319_03.9819.C14 
+ 



29981 
61803 
7282 

OJ990319_03. 9819.C14 .o2 .np 
10137 
1346104 

10137. .10199, 10298. .10370, 
10977. .11054, 11609. .11716, 
12839. .12973, 13050. .13143, 
13611.. 13773 

GUANINE NUCLEOTIDE-BINDING PROTEIN ALPHA-1 SUBUNIT (GP-ALPHA-1) 
gi|540533|dbj |BAA07405| (D38232) G protein alpha subunit [Oryza 
sativa] 



14065 
AAT /NAP 
13773 
1599 

10739. 
12604. 



13230. .13289, 13367, 



10828, 
12659, 
,13446, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990319 03.9819.C14 



29981 
61804 
5549 

OJ990319_03.9819.C14.o2.gp 
5549 

uC-osflcypl30fllal 
5549. .6030 

1 60641 8 /gb I L35844 | RICRGA 1.0e-151 Oryza Sativa (clone RGAE8) G 
protein alpha subunit (RGA1) gene, complete cds' 



6030 
AAT /GAP 
6030 
943 



29981 
61805 
14216 

OJ990319_03. 
3427 
none 
3427. 
4442. 
4757. 



3483, 
4492, 
4798, 
4830. .4961, 



9819.C14.o3.tm 



3428. .3484, 
4565. .4669, 
4758. .4799, 
5076. .5099, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4232. .4276, 
4584. .4667, 
4759. .4839, 
5097. .5132 



OJ990319_03.9819.C14 
18020 

TBLASTX: Maize 
5132 
87 

4439. .4492, 4440. .4490, 
4585.-4668, 4585. .4671, 
4759.-4866, 4829. .5020, 



29981 Seq. ID 

61805 Strand 

14216 End 

OJ990319_03. 9819.C14.ol.ts Method 

3428 End 

none Score 



OJ990319_03. 9819.C14 
18020 

TBLASTX : Soybean 

5207 

78 



3428. .3484, 4232.-4276, 4438. .4491, 4439. ..4492, 4584. .4667, 
4586. .4669, 4746.-4799, 4830. .4961, 4838. .5173, 4851. .5180, 
5003.. 5176, 5025.. 5180, 5184.. 5207 



Seq. No. 



29981 



Seq. ID OJ990319_03.9819.C14 



29771 




Gene No. 


61805 






Strand 








Start 


14216 






End 


18020 






Name 


OJ990319 03.9819.C14. 


ol . tm 


Method 


TBLASTX : 


Maize 




Start 


5168 






End 


5803 






GI 


none 






Score 


701 






Exons 


5168. . 


5509, 5170.. 5604, 5172. .5603, 5294.. 5605, 


5590. .5667, 




5591. . 


5668, 5612. .5671, 5747. .5803, 5750. .5773 






Seq. No. 


29981 






Seq. ID 


OJ990319 


JD3.9819. 


C14 


Gene No. 


61805 






.Strand 








Start 


14216 






End 


18020 






Name 


OJ990319 03.9819.C14. 


o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


5181 






End 


5438 






GI 


none 






Score 


129 






Exons 


5181. . 


5357, 5207. .5275, 5342. .5437, 5343. .5438 






Seq. No. 


29981 






Seq. ID 


OJ990319 


_03.9819. 


C14 


Gene No. 


61805 






Strand 








Start 


14216 






End 


18020 






Name 


OJ990319 03.9819.C14. 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


5340 






End 


5594 






GI 


none 






Score 


150 






Exons 


5340. . 


5450, 5342. .5449, 5445 


..5594, 5447. .5509 






Seq. No. 


29981 






Seq. ID 


OJ990319 


_03.9819. 


C14 


Gene No. 


61805 






Strand 








Start 


14216 






End 


18020 






Name 


OJ990319 03.9819.C14. 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


10131 






End 


13758 






GI 


none 






Score 


53 






Exons 


10131. 


.10205, 10322.. 


10372, 


10618. .10656, 10619 


. .10660, 






10724. 


.10843, 10735.. 


10842, 


10755. .10847, 10974 


. .11075, 






10979. 


.11041, 11603.. 


11716, 


11603. .11716, 11776 


. .11901, 






11800. 


.11901, 12601.. 


12657, 


12836. .12979, 12837 


. .12974, 






12837. 


.12989, 13051.. 


13143, 


13052. .13141, 13227 


. .13307, 






13229. 


.13291, 13363.. 


13452, 


13367. .13447, 13379 


. .13456, 






13606. 


.13758, 13611.. 


13757 










Seq. No. 


29981 






Seq. ID 


OJ990319 


_03.9819. 


C14 


Gene No. 


61805 






Strand 








Start 


14216 






End 


18020 






Name 


OJ990319 03.9819.C14. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


10294 






End 


13758 






GI 


none 






Score 


93 






Exons 


10294. 


.10371, 10295.. 


10372, 


10618. .10656, 10619 


. .10660, 






10724. 


.10843, 10735.. 


10842, 


11612. .11716, 11782 


. .11901, 






11798. 


.11902, 11800.. 


11901, 


12601. .12657, 12603 


. .12659, 






12836. 


.12979, 12837.. 


12974, 


12840. .12989, 13051 


. .13143, 






13051. 


.13143, 13067.. 


13144, 


13227. .13307, 13229 


. .13279, 






13366. 


.13452, 13367.. 


13447, 


13605. .13733, 13606 


. .13758, 






13606. 


.13746, 13611.. 


13754 










Seq. No. 


29981 






Seq. ID 


OJ990319 


JD3.9819. 


C14 


Gene No. 


61805 






Strand 








Start 


14216 






End 


18020 






Name 


OJ990319 03.9819.C14. 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


10988 






End 


13423 







29772 



GI 

Exons 



none Score 98 

10988. .11050, 10989. .11054, 11603 .. 11716, 11604 .. 11717, 

11605. .11718, 11775. .11903, 11800 .. 11901, 12601 .. 12657 , 

12601. .12708, 12603. .12659, 12836 12979, 12837 .. 12974 , 

12840. .12983, 12848 .. 12976, 13047 .. 13142, 13051 .. 13143, 

13051. .13143, 13213. .13290, 13225 .. 13290, 13227 .. 13307 , 

13229. .13291, 13363 13422, 13367.. 13423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29981 
61805 
14216 

OJ990319_03.9819.C14. 

13611 

none 

13611. .13781, 13611.. 
13794. .13904, 13806., 



o4 . tm 



13781, 
13838, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13612 

13829 



13782, 
13906 



OJ990319_03.9819.C14 
18020 

TBLASTX: Maize 

13906 

186 

13793. .13840, 



29981 
61805 
14216 

OJ990319_03.9819.C14.o3.np 

14216 

5107812 

14216. .14260, 14676. .14998, 



OJ990319 03.9819.C14 



Seq. ID 
Strand 

End 18020 
Method AAT/NAP 
End 18020 
Score 101 
16850. .16956, 17999.. 18020 
(AF149413) contains similarity to number of Arabidopsis thaliana 
hypothetical proteins including AC004521 and AL031326 



Seq. No. 


29981 




Seq. ID 


OJ990319_ 


03. 


9819. 


C14 


Gene No. 


61805 




Strand 










Start 


14216 




End 


18020 








Name 


OJ990319 03.9819.C14 


.o3 .gs 


Method 


GENSCAN 








Start 


14658 




End 


16642 








GI 


none 




Score 


.45 








Exons 


14658. .14860, 16351. 


.16642 












Seq. No. 


29982 




Seq. ID 


OJ990319_ 


_03. 


9819. 


C15 


Gene No. 


61806 




Strand 


+ 








Start 


6023 




End 


8023 








Name 


OJ990319 03.9819.C15 


.o2 .gs 


■ Method 


GENSCAN 








Start 


6023 


End 


8023 








GI 


none 




Score 


.49 








Exons 


6023.. 6025, 6771.. 6917, 7232. 


.7485, 7579. .8023 








Seq. No. 


29982 




Seq. ID 


OJ990319_ 


_03. 


9819. 


C15 


Gene No. 


61807 




Strand 










Start 


556 




End 


4019 








Name 


OJ990319 03.9819.C15 


. ol .gs 


Method 


GENSCAN 








Start 


556 


End 


3461 








GI 


none 




Score 


.71 








Exons 


556. .735, 758. .1001, 


2838.. 3022, 3408. 


.3461 








Seq. No. 


29982 




Seq. ID 


OJ990319_ 


03. 


9819. 


C15 


Gene No. 


61807 




Strand 










Start 


556 




End 


4019 








Name 


OJ990319 03.9bl9.C15 


. ol . np 


Method 


AAT/NAP 








Start 


1442 




End 


4019 








GI 


3128199 




Score 


73. 









29773 




p. von s 


1442. .1462, 2838. .2958, 


3342. 


.3510, 3886.. 4019 




GT Dp«?criD 


(AC004521) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


29982 




Seq. ID 


OJ990319_03. 9819 


.C15 


Gene No. 


61808 




Strand 






Start 


9561 




End 


9663 




Name 


OJ990319 03.9819.C15.o3 


. gs 


Method 


GENSCAN 




Start 


9561 




End 


9663 




GI 


none 




Score 


.78 




Exons 


9561. .9663 










Seq. No. 


29983 




Seq. ID 


OJ990319_03.9819 


.C16 


Gene No. 


61809 




Strand 


+ 




Start 


266 




End 


1391 




Name 


OJ990319 03.9819.C16.ol 


.np 


Method 


AAT/NAP 




Start 


266 




End 


1228 




GI 


3928519 




Score 


562 




Exons 


266. .531, 570. .1228 










GI Descrip. 


(AB011670) wok4 orotein 


kinase [Triticum aestivum] 




Seq. No. 


29983 




Seq. ID 


OJ990319_03.9819 


.C16 


Gene No. 


61809 




Strand 


+ 




Start 


266 




End 


1391 




Name 


OJ990319 03-.98-19.C16.ol 


.gs 


Method 


GENSCAN 




Start 


323 




End 


1258 




GI 


none 




Score 


.49 




L_j *Y 1 i kj 


323. .565, 677.. 1258 










Sea No 


29983 




Seq. ID 


OJ990319_03.9819 


.C16 


Gene No. 


61809 




Strand 


+ 




Start 


266 




End 


1391 




Name 


OJ990319 03.9819.C16.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


386 




End 


1391 




GI 


none 




Score 


117 




Exons 


386. .490, 386. .481, 609 


. .662, 


656. .721, 


725.-883, 917.. 


1180, 




989 1180 1066 1182 


1171. . 


1230, 1314 


..1391 




Seq. No. 


29983 




Seq. ID 


OJ990319_03. 9819 


.C16 


Gene No. 


61809 




Strand 


+ 




Start 


266 




End 


1391 




Name 


OJ990319 03.9819.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


386 




End 


1391 




GI 


none 




Score 


98 




Exons 


386. .490, 725. .895, 919 


..1134, 920. .1180, 1171. .1230, 1317.. 


Seq. No. 


29983 




Seq. ID 


OJ990319JD3.9819 


.C16 


Gene No. 


61809 




Strand 


+ 




Start 


266 




End 


1391 




Name 


OJ990319 03.9819.C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


719 




End 


1027 




GI 


none 




Score 


108 




Exons 


719. .844, 943. .1026, 944. .1027 






Seq. No. 


29983 




Seq. ID 


OJ990319_03. 9819 


.C16 


Gene No. 


61809 




Strand 


+ 




Start 


266 




End 


1391 




Name 


. OJ990319 03.9819.C16.ol 


.tc 


Method 


TBLASTX: Cress 





29774 



Start 


737 


End 


1230 








GI 


none 


Score 


155 








Exons 


737. .913, 919. .1179, 920. .1180, 1171.. 


.1230 








Seq. No- 


29983 


Seq. ID 


OJ990319 


_03. 


9819 


.C16 


Gene No. 


61809 


Strand 


+ 








Start 


266 


End 


1391 








Name 


OJ990319_03. 9819.C16.ol. 'tw 


Method 


TBLASTX: 


Wheat 




Start 


1028 


End 


1239 








GI 


none 


Score 


187 








Exons 


1028.. 1180, 1028. .1180, 1171. 


.1239 










Seq. No. 


29984 


Seq. ID 


OJ990319_ 


_03. 


9819 


.C18 


Gene No. 


61810 


Strand 


+ 








Start 


3759 


End 


4023 








Name 


OJ990319_03. 9819.C18.o2.gs - 


Method 


GENSCAN 








Start 


3759 


End 


4023 








GI 


none 


Score 


. 66 








Exons 


3759.. 3806, 3874.. 4023 












Seq. No. 


29984 


Seq. ID 


OJ990319 


_03. 


9819 


.C18 


Gene No. 


61811 


Strand 










Start 


77 


End 


2016 








Name 


OJ990319_03. 9819.C18.ol. gs 


Method 


GENSCAN 








Start 


77 


End 


2016 








GI 


none 


Score 


.88 








Exons 


77. .186, 206. .454, 1298. .1595 


, 1852. .2016 








Seq. No. 


29985 


Seq. ID 


OJ990319 


_03. 


9819 


.C19 


Gene No. 


61812 


Strand 


+ 








Start 


409 


End 


1927 








Name 


OJ990319 03.9819.C19.ol.gs 


Method 


GENSCAN 








Start 


409 


End 


1927 








GI 


none 


Score 


.42 








Exons 


409. .472, 1430. .1631, 1759. .1927 










Seq. No. 


29986 


Seq. ID 


OJ990319_ 


_03. 


9819 


.C20 


Gene No. 


61813 


Strand 


+ 








Start 


8215 


End 


9756 








Name 


OJ990319 03.9819.C20.ol.np 


Method 


AAT/NAP 








Start 


8215 


End 


9756 








GI 


6016698 


Score 


897 








Exons 


8215.. 8267, 8363.. 9400, 9731. 


.9756 











GI Descrip. (AC009991) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 29986 

Gene No. 61813 

Start 8215 

Name OJ990319_03. 9819.C20.ol .gp 

Start 8239 

GI uC-osflM202097al0bl 

Exons 8239.. 8692 

GI Descrip. 1 6016698/gb | AAF01525 . 1 1 AC009991_21 5.0e-23 (AC009991) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ990319_03.9819.C20 

Strand + 

End 9756 

Method AAT/GAP 

End 8 692 

Score 802 



Seq. No. 
Gene No. 



29986 
61814 



Seq. ID OJ990319_03.9819.C20 
Strand 



29775 




Start 


1311 








End 


6194 


Name 


OJ990319 03. 


9819 


. C20 . ol 


. as 


Method 


GENSCAN 


Start 


1311 








End 


6194 


GI 


none 








Score 


.64 


Exons 


1311. .1323, 


1624 


. . 1724, 


1830. 


.1907, 2406. .2605, 6107.. 6194 


,Seq. No. 


29986 . 








Seq. ID 


OJ990319_03. 9819.C20 


Gene No : 


61815 V: 






' ■:• \^ 


-Strand . 


**. * 


^art '\ , 


8323 - 1 ' 








End 


■ 9411 ' v - ' ■ . - 


Name 


OJ990319 03. 


9819 


.C20.o2 


. gs 


Method 


GENSCAN 


Start 


8323 








End 


9411 


GI 


none 








Score 


.49 


Exons 


8323. .9182, 


9264 


. . 9411 








Seq. No. 


29986 








Seq. ID 


OJ990319_03. 9819.C20 


Gene No. 


61815 








Strand 




Start 


8323 








End 


9411 


Name 


OJ990319 03. 


9819 


.C20.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8407 








End 


8559 


GI 


none 








Score 


218 


Exons 


8407. .8559 












Seq. No. 


29986 








Seq. ID 


OJ990319_03. 9819.C20 


Gene No. 


61815 








Strand 




Start 


8323 








End 


9411 


Name 


OJ990319 03. 


9819 


.C20.ol 


. tin 


Method 


TBLASTX: Maize 


Start 


8407 








End 


8640 


GI 


none 








Score 


186 


Exons 


8407. .8598, 


8419 


. .8466, 


8459. 


.8491, 8596.. 8640 


Seq. No. 


29986 








Seq. ID 


OJ990319_03.9819.C20 


Gene No. 


61815 








Strand 




Start 


8323 








End 


9411 


Name 


OJ990319 03. 


9819 


.C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8407 








End 


8901 


GI 


none 








Score 


177 


Exons 


8407. .8535, 


8459 


. .8491, 


8505. 


.8534, 8565.. 8747, 8566.-8739, 




8685. .8897, 


8704 


. .8901 








Seq. No. 


29986 








Seq. ID 


OJ990319_03.9819.C20 


Gene No. 


61815 








Strand 




Start 


8323 








End 


9411 


Name 


OJ990319 03. 


9819 


.C20.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


8910 








End 


9166 


GI 


none 








Score 


210 


Exons 


8910. . 9065, 


8911 


. . 9075, 


9101. 


.9166 




Seq. No. 


29987 








Seq. ID 


OJ990319_03.9819.C21 


Gene No. 


61816 








Strand 




Start 


1917 








End 


2345 


Name 


OJ990319 03. 


9819 


.C21 .ol 


. gs 


Method 


GENSCAN 


Start 


1917 








End " 


2345 


GI 


none 








Score 


.71 


Exons 


1917. .1972, 


2222 


. .2345 








Seq. No. 


29988 








Seq. ID 


OJ990319_03.9819.C22 


Gene No. 


61817 








Strand 





29776 



Start 


508 


End 




OJ990319 03 9819 C22 ol as 




o Lai L 


snft — 

JUO 


End 




none 


Score 




508 771 1949 2019 




Seq. No. 


29989 


Seq. ID 1 


Gene. No. 


.61818 ' , 


Strand. 


Start ' 


2345 " 


End' 


Name 


OJ99031'9 03. 9819.C23.ol.gs 


Method 1 


Start 


2345 ~ 


End 


GI 


none 


Score 


Pynn e 

\-/ 1 4 


2345 2348. 2500 2591 




•J w VJ . L T| • 


29990 


Seq. ID 1 


Gene No . 


61819 


Strand 


Start 


860 


End 


Name 


OJ990319 03.9819.C25.ol.np 


Method 


Start 


819 


End 


GI 


3256035 


Score 


TT von ^ 


819. .2224 






(Y14274) putative serine/threonine prot 




bicolor] 




Seq. No. 


29990 


Seq. ID < 


Gene No. 


61819 


Strand 


Start 


860 


End 


Name 


OJ990319 03.9819.C25.ol.gs 


Method 


Start 


860 


End 


GI 


none 


Score 




860. .2230 






29990 


Seq. ID i 


Gene No. 


61819 


Strand 


Start 


860 


End 


Name 


OJ990319 03.9819.C25.ol.ts 


Method 


Start 


872 


End 


GI 


none 


Score 


Pvon *? 

1_J *V 1 X o 


872. .1066, 872. .1306, 900.. 


1082, 1137.. 




1401. .1772, 1412. .2005, 1842. .2009 


Spa No 


29990 


Seq. ID i 


Gene No. 


61819 


Strand 


Start 


860 


End 


Name 


OJ990319 03.9819.C25.ol.tm 


Method 


Start 


878 


End 


GI 


none 


Score 




878.. 1303, 900.. 1298, 1379. 


.2221, 1400. 




2296. .2367 




Seq. No. 


29990 


Seq. ID i 


Gene No. 


61819 


Strand 


Start 


860 


End 


Name 


OJ990319 03.9819.C25.ol.tc 


Method 


Start 


906 


End 


GI 


none 


Score 


Exons 


906.. 1043, 908. .1045, 1100. 


.1300, 1140. 



2019 
GENSCAN 
2019 
.79 



+ 

259r>-' : 
GENSCAN 
2591 
. 61 



2367 
AAT/NAP 
2224 
1424 



2367 
GENSCAN 
2230 
.97 



2367 

TBLASTX : Soybean 
2011 
124 



2367 

TBLASTX: Maize 
2367 
286 



2367 

TBLASTX: Cress 
2224 
90 



29777 



1419. .1778, 1514. .2221 



Seq. No. 


29990 










Seq. ID 


OJ990319 03.9819 


.C25 


Gene No . 


61819 










Strand 






Start 


860 










End 


2367 




Name 


OJ990319 03 


. 9819 


.C25.o3. 


tw 




Method 


TBLASTX : Wheat 




Start " 


938 










End 


1288 




GI 


. none 










Score 


78 




Exons 


938. .1066, . 


963.'. 


1079, 963.. 


1G6'4, 965.. 


1108, 1211. .1288 




Seq. No. 


29990 










Seq. ID 


OJ990319 03.9819 


.C25 


Gene No . 


61819 










Strand 






Start 


860 










End 


2367 




Name 


OJ990319 03 


. 9819 


.C25.o2. 


tw 




Method 


TBLASTX : Wheat 




Start 


1347 










End 


1624 




GI 


none 










Score 


38 




Exons 


1347. .1421, 


1418 


. .1624, 


14E 


15. 


.1616 






Seq. No. 


29990 










Seq. ID 


OJ990319 03.9819 


.C25 


Gene No.. 


61819 










Strand 






Start 


860 










End 


2367 




Name 


OJ990319 03 


. 9819 


,C25.ol. 


tw 




Method 


TBLASTX: Wheat 




Start 


1769 










End 


2071 




GI 


none 










Score 


79 




Exons 


1769. .1918, 


1917 


. .2048, 


1919. 


.2071 






Seq. No. 


29990 










Seq. ID 


OJ990319 03.9819 


.C25 


Gene No . 


61819 










Strand 






Start 


860 










End 


2367 




Name 


OJ990319 03 


. 9819 


.C25.o2. 


ts 




Method 


TBLASTX : Soybean 




Start 


2012 










End 


2230 




GI 


none 










Score 


128 




Exons 


2012. .2230, 


2016 


. .2228 












Seq. No. 


29991 










Seq. ID 


OJ990319 03.9819 


.C26 


Gene No. 


61820 










Strand 


+ 




Start 


1176 










End 


2271 




Name 


OJ990319 03 


. 9819 


.C26.ol. 


gs 




Method 


GENSCAN 




Start 


1176 










■End . 


2271 




GI 


none 










Score 


.48 




Exons 


1176. .1230, 


2099 


. .2271 












Seq. No. 


29992 










Seq. ID 


OJ990319 03.9819 


.C27 


Gene No. 


61821 










Strand 


+ 




Start 


548 










End 


750 




Name 


OJ990319 03 


. 9819 


.C27.ol. 


gp 




Method 


AAT/GAP 




Start 


548 








End 


750 




GI 


2442705 










Score 


352 




Exons 


548. .750 
















Seq. No. 


29992 










Seq. ID. 


OJ990319_03.9819 


.C27 


Gene No. 


61822 










Strand 


+ ' 




Start 


2488 










End 


3594 




Name 


OJ990319_03 


. 9819 


.C27.ol. 


gs 




Method 


GENSCAN 




Start 


2468 










End 


3594 




GI 


none 










Score 


.91 





Exons 2488.-3594 



29778 




Seq. No. 


29992 




Seq. ID 


OJ990319_03.9819 


.C27 


Gene . No . 


61822 




Strand 


+ 




Start 


2488 




End 


3594 




Name 


OJ990319 03.9819.C27.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3132 




End 


3519 




GI 


none 




Score 


131 




Exons 


3132.. 3215, 3133.. 3276, 


3178. 


,3228, 3241.. 3300, .3292.. 3378, 




3308.. 3376, 3448.. 3519, 


3483. 


.3518 






Seq. No. 


29993 




Seq. ID 


OJ990319 03.9819 


.C28 


Gene No. 


61823 




Strand 


+ 




Start 


1 




End 


1233 




Name 


OJ990319 03.9819.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1233 




GI 


5917666 




Score 


75 




Exons 


1..29, 576. .905, 1143.. 


1233 








GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 




Seq. No. 


29993 




Seq. ID 


OJ990319JD3.9819 


.C28 


Gene No. 


61824 




Strand 






Start 


455 




End 


706 




Name 


OJ990319 03.9819.C28.ol 


.gs 


Method 


GENSCAN 




Start 


455 




End 


706 




GI 


none 




Score 


.49 




Exons 


455. .706 










Seq. No. 


29994 




Seq. ID 


OJ990319_03.9819 


.C32 


Gene No. 


61825 




Strand 






Start 


1 




End 


1977 




Name 


OJ990319 03.9819.C32.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1977 




GI 


4582447 




Score 


975 




Exons 


1..1438, 1484. .1622, 1919. .1977 






GI Descrip. 


(AC007071) putative non 


-LTR retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


29994 




Seq. ID 


OJ990319_03.9819 


.C32 


Gene No. 


61825 




Strand 






Start 


1 




End 


1977 




Name 


OJ990319 03.9819.C32.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


255 




End 


653 




GI 


none 




Score 


142 




Exons 


255.. 329, 307. .645, 330 


. .653 








Seq. No. 


29994 




Seq. ID 


OJ990319_03.9819 


.C32 


Gene No. 


61825 




Strand 






Start 


1 




End 


1977 




Name 


OJ990319 03.9819.C32.ol 


.tni 


Method 


TBLASTX: Maize 




Start 


301 




End 


662 




GI 


none 




Score 


99 




Exons 


301. .642, 309. .662 










Seq. No. 


29994 




Seq. ID 


OJ990319_03.9819 


.C32 


Gene No. 


6l82b 




Strand 






Start 


1 




End 


1977 




Name 


OJ990319 03.9819.C32.ol 


.ts 


Method 


TBLASTX : Soybean 





29779 




Start 


318 


FnH 


7?7 


GI 


none 




1 ?1 


Ryon ^ 

1_J -/V \S 1 1 *D 


318 518 549 737 






Seq. No. 


29994 


Seq. ID 


OJ990319_03.9819.C32 


Gene No. 


61825 


Strand 




Start 


1 


End 


1977 


Name ■ 


OJ990319 03 9819 C32 o3 


fu Method 


TRT.A9TX • Whp^1- 


Start 


657 — 


End 


858 


GI 


none 


Score 


117 


Exons 


657.. 857. 658 858 






Seq. No. 


29994 


Seq. ID 


OJ990319_03.9819.C32 


Gene No. 


61825 


Strand 




Start 


1 


End 


1977 


Name 


OJ990319 03 9819 C32 o2 


.tm Method 


TBLASTX: Maize 


Start 


992 ~~ 


End 


1453 


GI 


none 


Score 


47 


Rvnns 


992 1306 1020 1094. 


1167. .1295, 1298. .1453 


Seq. No. 


29994 


Seq. ID 


OJ990319_03.9819.C32 


Gene No. 


61825 


Strand 




Start 


1 


End 


1977 


Name 


OJ990319 03 9819 C32 ol 


. tw Method 


TBLASTX: Wheat 


Start 


1028 ~~ 


End 


1409 


GI 


none 


Score 


112 


Fynn 


1028 1195 1029 1202 


1190. .1408, 1317. .1409 


Seq. No. 


29995 


Seq. ID 


OJ990319_03.9819.C33 


Gene No. 


61826 


Strand 


+ 


Start 


6570 


End 


7590 


Name 


OJ99031 9 03 981 9 


. gs Method 


GENSCAN 


Start 


6570 ~ 


End 


7590 


GI 


none 


Score 


.95 




fiS70 6944 7037 7208 


7505.. 7590 




Spct No 


29995 


Seq. ID 


OJ990319_03.9819.C33 


Gene No . 


61827 


Strand 


+ 


Start 


8021 


End 


8402 


Name 


OJ990319 03.9819.C33.ol 


. gp Method 


AAT/GAP 


Start 


8021 


End 


8402 


GI 


uC-osflcyp033a04bl 


Score 


651 


F.yon ^ 


8021. .8402 








'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






29995 


Seq. ID 


OJ990319_03.9819.C33 


Gene No 


61828 


Strand 


+ 


Start 


9900 


End 


9983 


Name 


OJ990319 03.9819.C33.o3 


. np Method 


AAT/NAP 


Start 


9900 


End 


9983 


GI 


6630699 


Score 


91 


Exons 


9900. .9983 






GI Descrip. 


(AP000969) hypothetical 


protein [Orvza 


satival 




gi| 6721536 (dbj IBAA89566 


.11 (AP001073) 


hypothetical protein 



[Oryza sativa] 

29780 



Seq. No. 29995 

Gene No. 61829 

Start 10138 

Name 0 J9 9031 9_03 . 98 1 9 . C33 . o5 . gs 

Start 10138 

GI none 

Exons 10138. .10147, 10548 .. 10568, 
14035. .14080., 14402.. 14487 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_ 
+ 

14487 
GEN SCAN 
14487 
.84 



03.9819.C33 



10637. .10726, 13543 13835, 



Seq. No. 29995 

Gene No. 61830 

Start 471 

Name OJ990319_03. 9819. C33.ol .gs 

Start 471 

GI none 

Exons 471.. 609, 627.. 716 



Seq. ID OJ99031.9_03.9819.C33 
Strand 

End 716 

Method GENS CAN 

End 716 

Score . 63 



Seq. No. 


29995 






Seq. ID 


OJ990319_ 


03. 9819. C33 


Gene No. 


61831 






Strand 






Start 


1615 






End 


9856 




Name 


OJ990319 03 


.9819. 


C33.o2.np 


Method 


AAT/NAP 




Start 


1615 




End 


8317 




GI 


5852180 






Score 


411 




Exons 


1615. . 1654, 


6674. 


.7097, 7149.. 


.7267, 8251. .8317 




GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


29995 






Seq. ID 


OJ990319_ 


_03. 9819.C33 


Gene No. 


61831 






Strand 






Start 


1615 






End 


9856 




Name 


OJ990319 03 


.9819. 


C33.ol.np 


Method 


AAT/NAP 




Start 


1645 






End 


4967 




GI 


6721512 






Score 


100 




Exons 


1645. .1667, 


2944. 


.3052, 4931. 


.4967 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


29995 






Seq. ID 


OJ990319_ 


_03.9819.C33 


Gene No. 


61831 






Strand 






Start 


1615 






End 


9856 




Name 


OJ990319 03 


.9819. 


C33.o2.gs 


Method 


GEN SCAN 




Start 


3251 






End 


6435 




GI 


none 






Score 


.88 




Exons 


3251. .3706, 


3764. 


.3939, 5005. 


.5263, 5475. .5736, 


6368. .6435 


Seq. No. 


29995 






Seq. ID 


OJ990319_ 


_03.9819.C33 


Gene No. 


61831 






Strand 






Start 


1615 






End 


9856 




Name 


OJ990319 03 


.9819. 


C33.o4 .gs 


Method 


GENSCAN 




Start 


8099 






End 


9856 




GI 


none 






Score 


.8 




Exons 


8099. .8154, 


8251. 


.8304, 9268. 


.9292, 9627. .9764, 


9782. .9856 



Seq. No. 29995 Seq. ID 

Gene No. 61832 Strand 

Start 10122 End 

Name OJ990319JD3. 9819.C33.o4 .np Method 

Start 10122 End 

GI 5922620 Score 



OJ990319_03.9819.C33 

14855 
AAT/NAP 
12484 
276 



29781 



Exons 10122. .10345, 11558 .. 11812, 12219.. 12484 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


29995 


Seq. ID 


OJ99031 ; 9_03*. 


9819. C33 


Gene No.' 


61832 


Strand 






Start 


10122 


End . 


14855 




Name 


OJ990319 03.9819.C33.o5.np 


Method 


AAT/NAP 




Start 


10943 


End 


14855 




GI 


5852180 


Score 


390 




DAUUO 


1fiQ4^ IfiQRR 11717 11771 


13584. .13985, 14 038. .14165, 




14678.. 14855 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


29996 


Seq. ID 


OJ990319_03. 


9819. C34 


Gene No. 


61833 


Strand 


+ 




Start 


480 


End 


3405 




Name 


OJ990319 03.9819.C34.ol.gp 


Method 


AAT/GAP 




O La J. L 




End 


8 97 




GI 


LIB3479-001-Q6-K2-G5 


Score 


788 




Exons 


412. .897 








GI Descrip. 


•4126693/dbj IBAA36698I 4.0e- 


28 (AB016504) prolamin 


[Oryza 




sativa] ' 








Seq. No. 


29996 


Seq. ID 


OJ990319_03. 


9819. C34 


Gene No. 


61833 


Strand 


+ 




Start 


480 


End 


3405 




Name 


OJ990319 03.9819.C34.ol.gs 


Method 


GEN SCAN 




Start 


480 


End 


1407 




GI 


none 


Score 


.41 




Exons 


480. .889, 1218. .1407 








Seq. No. 


29996 


Seq. ID 


OJ990319 03. 


9819. C34 


Gene No. 


61833 


Strand 


+ 




Start 


480 


End 


3405 




Name 


OJ990319 03.9819.C34.ol.np 


Method 


AAT/NAP 




Start 


480 


End 


935 




GI 


4126693 


Score 


688 




Exons 


480. .935 









GI Descrip. (AB016504) prolamin [Oryza sativa] 
gi | 6180118 | gb| AAF05813. L| AF194115_1 
sativa] 



(AF194115) prolamin 7 [Oryza 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



29996 Seq. ID 

61833 Strand 

480 . End 
OJ99031 9_03 . 98 19 . C34 . o2 . np Method 
1004 End 
5042463 Score 



OJ990319_03.9819.C34 
+ 

3405 
AAT/NAP 
3405 
200 



1004. .1048, 2246. .2433, 3360. .3405 
(AC007789) unknown protein [Oryza sativa] 



Seq. No. 
Gene No. 



29996 
61834 



Seq. ID 
Strand 



OJ990319 03.9819.C34 



29782 




Start 


1970 








End 


2812 




Name 


OJ990319 03, 


. 9819. 


,C34 .o2. 


. CfS 


Method 


GENS CAN 

\mJ JUJ — N <mS Villi 




Start 


1970 ~ 






End 


2812 




GI 


none 








Score 


. 92 




Exons 


1970. .2430, 


2800. 


, .2812 










Seq. No. 


29997 








Seq. ID 


OJ990319_ 


_03.9819.C37 


Gene No. 


61835 








Strand 






Start 


217 








End 


• 279 




Name 


OJ990319 03, 


.9819. 


C37.o!; 


as 


Method 


GENS CAN 




Start 


217 








End 


279 




GI 


none 








Score 


. 62 




Exons 


217. .279 














Seq. No. 


29998 








Seq. ID 


OJ990319_ 


_03.9819.C38 


Gene No. 


61836 








Strand 


+ 




Start 


92 








End 


363 




Name 


OJ990319 03, 


, 9819. 


C38 . ol . 


OS 


Method 


GENS CAN 




Start 


92 ~ 








End 


363 




GI 


none 








Score 


. 95 




Exons 


92 . . 363 














Seq. No. 


29998 








Seq. ID 


OJ990319_ 


03. 9819. C38 


Gene No . 


61837 








Strand 






Start 


1037 








End 


7609 




Name 


OJ990319 03. 


,9819. 


C38.o2. 


gs 


Method 


GENSCAN 




Start 


1037 








End 


7609 




GI 


none 








Score 


.74 




Exons 


1037. .1094, 


1528 . 


. 1765, 


2128. 


.2200, 2691.. 2963, 


3578 3682. 




3768. .3984, 


4211 . 


.4461, 


4762. 


.4956, 5061. .5319, 


6687 6724, 




6797 . . 6913, 


6918 . 


. 7066, 


7331. 


.7409, 7523. .7609 




Seq. No. 


29998 








Seq. ID 


OJ990319_ 


_03.9819.C38 


Gene No. 


61837 








Strand 






Start 


1037 








End 


7609 




Name 


OJ990319 03. 


9819. 


C38.ol. 




Method 


AAT/GAP 




Start 


1178 ~ 








End 


1444 




GI 


2798358 








Score 


471 




Exons 


1178 . . 1444 














Seq. No. 


29998 








Seq. ID 


OJ990319_ 


_03.9819.C38 


Gene No. 


61837 








Strand 






Start 


1037 








End 


7609 




Name 


OJ990319 03. 


9819. 


C38.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1421 








End 


2772 




GI 


none 








Score 


82 




Exons 


1421 . . 1552, 


1444 . 


. 1554, 


1445. 


.1555, 1449. .1565, 


1633. .1764, 




1646. .1765, 


1646. 


. 1771, 


1648. 


.1779, 2084. .2203, 


2123. .2203, 




2688. .2771, 


2689. 


.2772 










Seq. No. 


29998 








Seq. ID 


OJ990319_ 


_03.9819.C38 


Gene No. 


61837 








Strand 






Start 


1037 








End 


. 7 609 




Name 


OJ990319 03. 


9819. 


C38.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1433 








End 


1779 




GI 


none 








Score 


96 




Exons 


1433. .1552, 


1435. 


.1554, 


1446. 


.1562, 1646. .1765, 


1646. .1747, 



29783 



1648. .1779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29998 Seq. ID 

61837 Strand 

1037 End 

OJ990319_03 .9819. C38 . ol . tm Method 

1439 End 

none . Score 



OJ990319_03. 98.19. C38 
7609 

TBLASTX: Maize 
4464 
' 109 



1439. .1591, 1449. .1595, 1648. .1731, 1697 .. 1732 / 1732 177 9, 

1733. .1768, .2075. .2203, 2079. .2219, 2668. .2919, 2688.-2969, 

2689. .2949, 3576. .3662, 3578. .3685, 3578. .3682, 3758. .3841, 

3762. .3983, 3768. .3983, 3772. .3987, 4195. .4464, 4204. .4464 



29998 
61837 
1037 

OJ990319_03.9819.C38.ol.np 

1442 

5732076 

1442. .1526, 1646. .1765, 
3768. .3984, 4211. .4461, 



OJ990319 03.9819.C38 



Seq. ID _ 
Strand 

End 7609 
Method AAT/NAP 
End 5426 
Score 1672 
2079. .2200, 2691. .2963, 3578. .3682, 
4762. .4956, 5061. .5426 
(AF162444) contains similarity to Pfam family PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis thaliana] 



Seq. No. 


29998 






Seq. ID 


OJ990319_03.9819.C38 


Gene No. 


61837 






Strand 




Start 


1037 






End 


7609 


Name 


OJ990319 03. 


9819.C38.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2075 






End 


2969 


GI 


none 






Score 


105 


Exons 


2075. .2203, 


2078. .2218, 


2688. 


.2969, 2689.. 2955 


Seq. No. 


29998 






Seq. ID 


OJ990319_03.9819.C38 


Gene No. 


61837 






Strand 




Start 


1037 






End 


7609 


Name 


OJ990319 03. 


9819.C38.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


. 2847 






End 


3983 


GI 


none 






Score 


61 


Exons 


2847. .2960, 


3578. .3676, 


3581. 


.3685, 3768.. 3851, 3768.. 3854, 




3772. .3885, 


3852. .3983, 


3876. 


.3983 




Seq. No. 


29998 






Seq. ID 


OJ990319_03. 9819.C38 


Gene No. 


61837 






Strand 




Start 


1037 






End 


7609 


Name 


OJ990319 03. 


9819.C38.o2 


.gp 


Method 


AAT/GAP 


Start 


3815 






End 


4412 


GI 


uC-osflcypl59e06bl 




Score 


712 


Exons 


3815. .3984, 


4211. .4412 









GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



'20255/embl Z11920 | OSHSP82A 1.0e-17 O.sativa gene for heat shock 
protein 82 HSP82 1 



29998 Seq. ID 

61837 Strand 

1037 End 

OJ990319_03.9819.C38.ol.ts Method 

3852 End 



OJ990319_03. 9819.C38 
7609 

TBLASTX : Soybean 
5269 



29784 



GI 

Exons 



none Score 73 

3852. .3983, 3856. .3987, 4195. .4488, 4196. .4462, 4288. .4476, 

4760. .4876, 4762. .4869, 4870. .4959, 4880. .4960, 5061. .5246, 

5061.. 5255, 5062.. 5256, 5147.. 5269 



Seq. No. 29998 Seq. ID 

Gene No. 61837 Strand 

Start , 1037, End 

Name. OJ990319_03 . 9819 . C38 . ol . tc Method 

Start 4213 End 

GI none Score 

Exons 4213. .4488, 4214. .4360, 4288. .4362, 

4762..487S, 4879. .4938, 4880. .4936, 

5070.. 5273, 5071.. 5265 



OJ990319_03.9819.C38 
7609 

TBLASTX: Cress 
5273 
67 

4406. .4462, 4760. .4876, 
5061. .5246, 5063. .5263, 



Seq. No. 29998 Seq. ID 

Gene No. 61837 Strand 

Start 1037 End 

Name OJ990319_03 . 9819 . C38 . ol . tw Method 

Start 4 905 End 

GI none Score 
Exons 



OJ990319_03.9819.C38 
7609 

TBLASTX: Wheat 

6885 

69 



4905. .4958, 4905. .4958, 4906. .4959, 4906. .4959, 5055. .5258, 
5061. .5246, 5062. .5259, 5235. .5315, 5248. .5316, 5257. .5316, 
6796. .6885, 6797. .6883 



Seq. No. 29998 Seq. ID 

Gene No. 61837 Strand 

Start 1037 End 

Name OJ990319_03 . 9819 . C38 . o2 . tm Method 

Start 5070 End 

GI none Score 

Exons 5070.. 5255, 5083.. 5250 



Seq. No. 29999 

Gene No. 61838 

Start 747 

Name OJ990319_03 . 9819. C39. ol , 

Start 747 

GI none 
Exons 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319_03.9819.C38 
7609 

TBLASTX: Maize 

5255 

72 



OJ990319_03.9819.C39 
+ 

2988 
GENSCAN 
2988 
.63 



747. .932, 1419. .1566, 2884. .2988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990319_03.9819.C40 
+ 

1061 
AAT/NAP 
820 
140 



30000 Seq. ID 

61839 Strand 
1 End 
OJ990319_03. 9819.C40.ol.np Method 
1 End 
5922620 Score 
1..81, 680. .820 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



seq. no. 
Gene No. 
Start 



JUUUU 

61839 
1 



Seq. ID OJ990319_03.9819.C40 
Strand + 
End 1061 



29785 



Name 


OJ990319 03. 9819.C40.ol.gs 


Method 


GENSCAN 


Start 


294 


End 


1061 


GI 


none 


Score 


.63 


Exons 


294. .354, 982. .1061 






Seq. No. 


30000 


Seq. ID 


OJ990319_03.9819.C40 


Gene No. 


61840 


Strand 


+ 


Start t _ 


1375 


End 


1959 , 


Name 


OJ990319 03.9819.C40.ol.gp 


Method 


AAT/GAP 


Start 


1375 


End 


1959 


GI 


2799029 


Score 


838 


Exons 


1375. .1959 






GI Descrip. 


2827318 1.0e-20 (AF042201) 


seed prolamine [Oryza sativa] 


Seq. No. 


30000 


Seq. ID 


OJ990319_03.9819.C40 


Gene No. 


61841 


Strand 


+ 


Start 


5842 


End 


7141 


Name 


OJ990319 03.9819.C40.o4.np 


Method 


AAT/NAP 


Start 


5842 


End 


7141 


GI 


6721562 


Score 


854 


Exons 


5842. .7000, 7107. .7141 






GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene clust 



hypothetical protein. (AF031569) [Oryza sativa] 



gi | 6815087 | dbj | BAA90373.lt (AP001081) 
alpha zein gene cluster; hypothetical protein 
sativa] 



Similar to Zea mays 22-kDa 
(AF031569) [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30000 
61842 
959 

OJ990319_03.9819.C40.o2.np 
959 

6630699 
959. .1034, 2279. .2303 

(AP000969) hypothetical protein [Oryza sativa] 

gil 6721536|dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990319 03.9819.C40 



2303 
AAT/NAP 
2303 
74 



Seq. No. 


30000 




Seq. ID 


OJ990319 


Gene No. 


61842 




Strand 




Start 


959 




End 


2303 


Name 


OJ990319 03.9819.C40 


. o2 . gs 


Method 


GENSCAN 


Start 


1487 




End 


1948 


GI 


none 




Score 


.85 


Exons 


1487. .1948 








Seq. No. 


30000 




Seq. ID 


OJ990319 


Gene No. 


61842 




Strand 




Start 


959 




End 


2303 


Name 


OJ990319 03.9819.C40 


. o3.np 


Method 


AAT/NAP 


Start 


1493 




End 


1948 


GI 


4126693 




Score 


684 


Exons 


1493. .1948 








GI Descrip. 


(AB016504) prolamin 


[Oryza 


sativa] 





03.9819.C40 



gi | 6180118 | gb | AAF05813.il AF194 115 
sativa] 



1 (AF194115) prolamin 7 [Oryza 



29786 



Seq. No. 


30000 






Gene No. 


61843 






Start 


6614 






Name 


OJ990319 03 


. 9819. 


C40 . ol . tw 


Start 


6614 ~~ 






GI 


none 






Exons 


6614 . . 6796, 


6618. 


.6842, 6620 


Seq. No. 


30001 






Gene No . 


61844 






Start 


1 






Name 


OJ990319 03 


.9819. 


C41.ol.np 


Start 


1 




GI 


6498441 






Exons 


1..107, 434 


. .882/ 


946. .1309, 




3480. .3750 






GI Descrip. 


(AP000815) : 


EST C72786(E2258) 



Seq. ID OJ990319_03.9819.C40 
Strand 

6842 

TBLASTX: Wheat 
6842 
87 



End 

Method 
End 
Score 
,6808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ9.90319_03.9819.C4i ; * 

Strand + 

End 3750 

Method AAT/NAP 

End 3750 

Score 2386 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



30001 
61844 
1 

OJ990319_03. 9819.C41.ol.gs 
95 

none 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method GEN SCAN 

End 3644 

Score .51 

95. .202, 229. .531, 651. .925, 1000. .1309, 1501. .1637, 1925. .2274, 
2440. .2741, 2930. .3644 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 

Seq. No. 
Gene No. 
Start 
Name 



30001 
61844 
1 

OJ990319_03.9819.C41.o3.tw 

316 

none 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Wheat 

End 951 

Score 229 



316. .453, 317. .649, 511. .666, 642. .830, 646. .846, 820. .951 



30001 
61844 
1 

OJ990319_03.9819.C41.ol.tw 

954 

none 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Wheat 

End 14 06 ~ 

Score 183 



954. .1133, 955. .1140, 1131. .1406, 1154. .1405 



30001 
61844 
1 

OJ990319_03.9819.C41.ol.tm 

1145 

none 

1145. .1420, 1146. .1430 

30001 
61844 
1 

OJ990319 03.9819.C41.o2.tm 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Mai ze 

End 1430 

Score 327 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Mai ze 



29787 



Start 1502 

GI none 

Exons 1502.. 1663, 1507.. 1668, 1652. 

Seq. No. 30001 

Gene No. 61844 

Start 1 

Name OJ990319JD3. 9819.C41.o2. tw 

Start 1517 

GI none 

Exons 1517.. 1666, 1519.. 1668, 1664. 
1753. .1914 



End 1840 
Score 164 

.1738, 1668.. 1739, 1730.. 1840 

Seq. ID OJ990319_03. 9819.C41 

Strand + 

End 3750 

Method TBLASTX : Wheat 

End 1915 

Score 185 

.1735, 1665. .1745, 1727. .1915, 



Seq. No. 30001 

Gene No. 61844 

Start 1 

Name OJ990319_03 . 9819 . C4 1 . o2 . ts 

Start 1592 

GI none 

Exons 1592.. 1666, 1665.. 1736, 1733, 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Soybean 

End 1983 

Score 88 
.1915, 1912. .1983 



Seq. No. 30001 

Gene No. 61844 

Start 1 

Name OJ990319_03 . 9819 . C4 1 . o4 . tw 

Start 2344 

GI none 

Exons 2344.. 2568, 2412.. 2588, 2641. 

Seq. No. 30001 

Gene No. 61844 

Start 1 

Name OJ990319_03 . 9819 . C41 . ol . ts 

Start 2467 

GI none 

Exons 2467.. 2556, 2641.. 2883 

Seq. No. 30001 

Gene No. 61844 

Start 1 

Name OJ990319_03. 9819.C41.o6.tw 

Start 2892 
GI . , .. . . none 

Exons 2892.. 2954, 2896.. 2955, 2946., 

Seq. No. 30001 

Gene No. 61844 

Start 1 

Name OJ990319_03 . 9819.C41 . o5 . tw 

Start 3143 

GI none 

Exons 3143.. 3253, 3153.. 3596, 3154. 
3627. .3734 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Wheat 

End 2793 

Score . 211 
.2793, 2652. .2789 

Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Soybean 

End 2883 

Score 78 



Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Wheat 

End 3136 

Score 97 
.3122, 2954. .3136 

Seq. ID OJ990319_03.9819.C41 

Strand + 

End 3750 

Method TBLASTX : Wheat 

End • 3734 

Score 66 

.3192, 3176. .3253, 3293. .3391, 



Seq. No. 
Gene No. 
Start 



30002 
61845 
713 



Seq. ID OJ990319_03. 9819.C42 
Strand 

End 2783 



29788 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99031 9_03 . 98 1 9 . C42 . ol . gs Method GENSCAN 

713 End 2164 

none Score . 4 

713. .813, 975. .1946, 1948. .2164 



30002 
61845 
713 

OJ990319_03 . 9819 . C42 . ol . np 
741 

6907089 



Seq. ID OJ990319_03. 9819.C42 
Strand 

End 2783 

Method ' AAT/NAP 

End 2783 

Score 694 



741. .1509, 1615. .1730, 1845. .2180, 2741. .2783 
(AP001129) hypothetical protein [Oryza sativa] 



30003 Seq. ID 

61846 Strand 
7177 End 
OJ990319_03 . 9819 . C44 . o2 . gp Method 
7177 End 
3106943 Score 
7177. .7232 

1019378/dbj | D17785 I RICNH4621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 



OJ990319_03.9819.C44 
+ 

7232 
AAT/GAP 
7232 
87 



30003 Seq. ID 

61847 Strand 
1 End 
OJ990319_03. 9819.C44.ol.np Method 
1 End 
5852179 Score 
1..121, 2009.. 2243, 2318.. 2520, 3509.. 
(AL117265) zhb0009.1 [Oryza sativa] 



OJ990319_03.9819.C44 

9764 
AAT/NAP 
3529 
479 
3529 



30003 



61847 
1 

OJ990319_03.9819.C44.ol.gs 
1180 



Seq. ID OJ990319_03.9819.C44 



Strand 

End 97 64 

Method GENSCAN 
End 7873 
none Score .42 

1180. .1193, 1830. .2243, 2318. .2566, 3509. .3633, 3837. .3939, 
4006. .4207, 4422. .5231, 5280. .5383, 5621. .6674, 7060. .7204, 
7815. .7873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

C4--, — 4- 

Name 
Start 



30003 t Seq. ID 

61847 Strand 

1 End 

OJ990319_03.9819.C44.o2.np Method 

1392 End 

4680179 Score 



OJ990319_03.9819.C44 

9764 
AAT/NAP 
6674 
3554 



1392. .1450, 2614. .2668, 4347. .6674 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



30003 
61847 

X 

OJ990319_03.9819.C44.ol.gp 
4146 



Seq. ID 

Strand 

End 

Method 
End 



OJ990319_03.9819.C44 

9764 

AAT/GAP 

4403 



29789 



GI 61605__3.R1084 Score 434 

Exons 4146.. 4403 

GI Descrip. • 1402920/emb I CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

Seq. No. 30003 Seq. ID OJ990319_03 . 9819 . C44 

Gene No. 61847 Strand 

Start 1 End 9764 

Name OJ990319_03. 9819.C44 .ol . ts Method TBLASTX : Soybean 

Start 4 4 67 End 4 670 

GI none Score 84 

Exons 4467. .4634, 4491. .4634, 4626. .4670, 4638. .4670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30003 
61847 
1 



Seq. ID OJ990319_03.9819.C44 
Strand 

End 9764 



OJ990319 03.9819.C44.ol.tm Method TBLASTX : Maize 



4557 
none 

4557. .5024, 4654. .4953 

30003 
61847 
1 



End 
Score 



5024 
112 



Seq. ID OJ990319_03.9819.C44 
Strand 

End 9764 



OJ990319 03.9819.C44.ol.tw Method TBLASTX : Wheat 



4611 
none 



End 
Score 



5093 
147 



4611. .5093, 4620. .4964, 4654. .4989 



30003 
61847 
1 

0 J9 903 1 9_03 . 98 1 9 . C4 4 . o2 . t s Method TBLASTX : Soybean 



Seq. ID OJ990319_03.9819.C44 
Strand 

End 9764 



4743 
none 

4743. .5057, 4744. .4941 

30003 
61847 
1 



End 
Score 



5057 
59 



Seq. ID OJ990319_03.9819.C44 
Strand 

End 9764 



OJ990319 03.9819.C44.o2.tw Method TBLASTX: Wheat 



5250 
none 



End 
Score 



5672 
101 



5250. .5441, 5257. .5412, 5323. .5463, 5463. .5672, 5524. .5622 



30003 
61847 

1 End 
0 J9903 1 9_03 . 98 1 9 . C4 4 . o3 . tw Method TBLASTX : Wheat 

5949 End 6230 

none Score 

5949.. 6044, 6015.. 6230, 6103.. 6219 



Seq. ID OJ990319_03.9819.C44 
Strand 

9764 



100 



Seq. No. 
Gene No. 
Start 
Name 



30003 
61847 
1 



Seq. ID OJ990319_03.9819.C44 
Strand 

End 97 64 



OJ990319_03. 9819.C44.o3.np Method AAT/NAP 



29790 



Start 6929 End 8592 

GI 5042448 Score 212 

Exons 6929.. 7176, 8539.. 8592 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 


30003 


Seq. ID 


OJ990319_03.9819.C44 


Gene No. 


61847 


Strand 




Start 


1 


End 


9764 


Name 


OJ990319 03.9819.C44.o4.np 


Method 


AAT/NAP 


Start 


7771 


End 


9764 


GI 


4680183 


Score 


193 


Exons 


7771. .7860, 8466..8S36, 9665. .9764 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


30004 


Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61848 


Strand 


+ 


Start 


4038 


End 


4290 


Name 


OJ990409 06.9819.Cl.o2.np 


Method 


AAT/NAP 


Start 


4038 


End 


4290 


GI 


2708752 


Score 


112 


Exons 


4038. .4290 






GI Descrip. 


(AC003952) putative histidine kinase 


[Arabidopsis thaliana] 


Seq. No. 


30004 


Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61849 


Strand 


+ 


Start 


12391 


End 


13761 


Name 


OJ990409 06.9819.Cl.o4.gs 


Method 


GENSCAN 


Start 


12391 


End 


13761 


GI 


none 


Score 


.79 


Exons 


12391. .12604, 12972. .13110, 


13346. .13472, 13618. .13761 


Seq. No. 


30004 


Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61850 


Strand 




Start 


1 


End 


3468 


Name 


OJ990409 06.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 ' 


End 


3468 


GI 


4388818 


Score 


2076 


Exons 


1. .3468 






GI Descrip. 


(AC006528) putative retroelement pol polyprotein [Arabidopsis 



thaliana] 




Seq. No. 


30004 




Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61851 




Strand 




Start 


8649 




End 


10888 


Name 


OJ990409 06. 


9819.Cl.o3.gs 


Method 


GENSCAN 


Start 


8649 


End 


10888 


GI 


none 




Score 


.48 


Exons 


8649. .8882, 


9793.. 9896, 10033 .. 10170, 


10374. .10554, 10796. 


Seq. No. 


30004 




Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61852 




Strand 




Start 


14810 




End 


18286 


Name 


OJ990409_06. 


9819.Cl.o5.gs 


Method 


GENSCAN 


Start 


14610 




End 


18286 


GI 


none 




Score 


.67 


Exons 


14810. .14971 


, 15975. .16043, 


16607. .16717, 17975.. 18286 



29791 




Seq. No. 


30004 


Seq. ID 


OJ990409_06. 9819. 


CI 


Gene No . 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06. 9819.Cl.o3. tm 


Method 


TBLASTX: Maize 




Start 


28 


End 


457 




GI 


none 


Score 


169 




Exons 


28. .348, 59. .334, 310. .450, 


380. .457 






Seq. No. 


30004 


Seq. ID 


. OJ990409_06. 9819. 


CI 


Gene No. 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06.9819.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


121 


End 


900 




GI 


none 


Score 


129 




Exons 


121. .576, 571. .900, 587. .898 








Seq. No. 


30004 


Seq. ID 


OJ990409_06. 9819. 


CI 


Gene No. 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06.9819.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


459 ~ 


End 


904 




GI 


none 


Score 


40 




Exons 


459.-476, 463. .903, 608. .904 








Seq. No. 


30004 


Seq. ID 


OJ990409_06". 9819. 


CI 


Gene No . 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06. 9819.Cl.ol. ts 


Method 


TBLASTX : Soybean 




Start 


490 ~~ 


End 


879 




GI 


none 


Score 


121 




Exons 


490.. 879, 531.. 755, 587.. 877 








Seq. No. 


30004 


Seq. ID 


OJ990409_06. 9819. 


CI 


Gene No . 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06. 9819.Cl.o3. tw 


Method 


TBLASTX: Wheat 




Start 


901 


End 


1171 




GI 


none 


Score 


182 




Exons 


901. . 1170, 902. .1171 








Seq. No. 


30004 


Seq.' ID 


OJ990409_06. 9819. 


CI 


Gene No . 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06. 9819.Cl.ol. tc 


Method 


TBLASTX: Cress 




Start 


1261 ~ 


End 


1803 




GI 


none 


Score 


167 




Exons 


1261. .1518, 1525. .1803 








Seq. No. 


30004 


Seq. ID 


OJ990409_06.9819. 


CI 


Gene No. 


61853 


Strand 






Start 


19408 


End 


20565 




Name 


OJ990409 06.9819.Cl.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1372 


End 


1833 




Gl 


none 


Score 


134 




Exons 


1372.. 1521, 1507.. 1833, 1535 


. .1828 







29792 




9pn No 


■~J \J \J \J*i 




Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61853 




Strand 




Start 


19408 




End 


20565 


Name 


OJ990409 06 


9819 CI o2 tw 


Method 


TBLASTX: Wheat 




1405 ~~ 




End 


2071 


GI 


none 




Score 


40 


R v on <; 


1405 1509. 


1526 1585 1527 


..1586, 1609. .2070, 1610. .1855 




1901 .2071 








Seq. No. 


30004 




Seq. ID 


OJ990409 06 9819 CI 


Gene No. 


61853 




Strand 




Start 


19408 




End 


20565 


Name 


OJ990409 06 


9819 CI ol tm 


Method 


TBLASTX: Maize 


Start 


1585 ~ 




End 


2076 


GI 


none 




Score 


111 


Exons 


1585 2076. 


1643 1945 






Spo* No 


30004 




Seq. ID 


OJ990409_06.9819.C1 


Gene No. 


61853 




Strand 




Start 


19408 




End 


20565 


Name 


OJ990409 06 


9819 CI o4 tw 


Method 


TBLASTX: Wheat 


Start 


2746 ~~ 




End 


3160 


GI 


none 




Score 


35 


Rvnn<? 


2746 2883 


2750 2833 2857 


..2928, 2917.. 3027, 2939.. 3010 


. r 


3012 3140 


3013 3159 3014 


. .3160 




:!: Seq. No. 


30004 




Seq. ID 


OJ990409_06.9819.C1 


^ Gene No. 


61853 




Strand 




!3 Start 


19408 




End 


20565 


: = Name 


OJ990409 06 


9R1 9 ri r»6 rr<? 


Method 


GENSCAN 


I Start 


19408 ~~ 




End 


20565 


!rl gi 


none 




Score 


.54 


Exons 


19408 19566 


1. 20523 20565 






13 Seq. No. 


30005 




Seq. ID 


OJ990409_06.9819.C3 


J Gene No. 


61854 




Strand 


+ 


.„:* Start 


2062 




End 


4785 


Name 


OJ990409 06 


981 9 C3 ol nq 


Method 


GENSCAN 


Start 


2062 ~~ 


End 


4785 


■3 GI 


none 




Score 


.86 


"l Rxnn^ 


2062 2091 


3143 3187 4 660 


. .4785 




Sea No 


30005 

\j \j \j »j 




Seq. ID 


OJ990409_06.9819.C3 


Gene No. 


61855 




Strand 


+ 


Start 


6614 




End 


24137 


Name 


OJ990409 06. 


9819.C3.ol.gp 


Method 


AAT/GAP 


Start 


6541 


End 


7386 


GI 


455 3.R1084 




Score 


1246 


tt von ^ 


6541. .6845, 


6935.. 7150, 7236 


. .7386 




VJJ. J-' COO J- -L^J » 


'2129636/pirl IS68410 5.0e-23 


lipase - 


Arabidopsis thaliana 




>gi_1145627 


(U38916) lipase 


[Arabidopsis thaliana] ' 


Seq. No. 


30005 




Seq. ID 


OJ990409_06.9819.C3 


Gene No. 


61855 




Strand 


+ 


Start 


6614 




End 


24137 


Name 


OJ990409 06. 


9819.C3.ol.np 


Method 


AAT/NAP 


Start 


6605 




End 


24137 



29793 



GI 


6691206 


Score 


800 




Exons 


6605. .6853, 6910. .7150, 7233. .7661, 8667.. 8873, 


20808 . .21014, 




21113. .21480, 21592. .21884, 


24044. .24137 




GI Descrip. 


(AC007508) F1K23.11 [Arabidopsis thaliana] 




Seq. No. 


30005 


Seq. ID 


OJ990409_ 


06. 9819. C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


• End 


24137 




Name 


OJ990409 06.9819.C3.o2.gs 


" Method 


GENSCAN 




Start 


6614 


End 


8905 




GI 


none 


Score 


.67 




Exons 


6614. .6845, 6935. .7150, 7236. .7661, 8102. .8274, 


8675. .8905 


Seq. No. 


30005 


Seq. ID 


OJ990409_ 


06. 9819. C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


End 


24137 




Name 


OJ990409 06. 9819 . C3 . o2 . gp 


Method 


AAT/GAP 




Start 


8707 


End 


9252 




GI 


none 


Score 


846 




Exons 


8707. .9015, 9066. .9252 








Seq. No. 


30005 


Seq. ID 


OJ990409_ 


_06.9819.C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


End 


24137 




Name 


OJ990409 06. 9819.C3.o4.gs 


Method 


GENSCAN 




Start 


17324 


End 


18108 




GI 


none 


Score 


.57 




Exons 


17324. .17370, 17535.. 18108 








Seq. No. 


30005 


Seq. ID 


OJ990409 


06. 9819. C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


End 


24137 




Name 


OJ990409 06.9819.C3.o5.gs 


Method 


GENSCAN 




Start 


20756 


End 


22797 




GI 


none 


Score 


.84 




Exons 


20756. .21014, 21113. . 21480, 


21592. .21880, 22726. 


.22797 


Seq. No. 


30005 


Seq. ID 


OJ990409_ 


06. 9819. C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


End 


24137 




Name . 


OJ990409 06.9819.C3.o3.np 


Method 


AAT/NAP 




Start 


20762 


End 


24137 




GI 


6691210 


Score 


327 




Exons 


20762. .21014, 21113 .. 21453, 


21565. .21880, 23984. 


.24137 


GI Descrip. 


(AC007508) F1K23.15 [Arabidopsis thaliana] 




Seq. No. 


30005 


Seq. ID 


OJ990409_ 


06. 9819. C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


End 


24137 




Name 


OJ990409 06.9819.C3.o4.gp 


Method 


AAT/GAP 




Start 


21235 


End 


21618 




GI 


2310903 


Score 


460 




Exons 


21235. .214807.21592. .21618 








Seq. No. 


30005 


Seq. ID 


OJ990409_ 


06. 9819. C3 


Gene No. 


61855 


Strand 


+ 




Start 


6614 


End 


24137 





29794 



Name OJ990409_06. 9819. C3. o5 . gp 

Start 21235 

GI 2310903 

Exons 21235. .21480, 21592.. 21620 

Seq. No. 30005 

Gene No. 61856 

Start 9014 

Name OJ990409_06. 9819. C3 . o3 . gp 

Start 9014 

GI 4879971 

Exons 9014.. 9124 



Method 

End 

Score 



AAT/GAP 

21620 

464 



Seq. ID OJ990409_06.9819.C3 
Strand 

End 9124 

Method -AAT/GAP 

End 9124 

Score 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30005 
61857 
15086 

OJ990409_06.9819.C3.ol.tm 
6682 
none 



Seq. ID OJ990409_06.9819.C3 
Strand 

21912 

TBLASTX: Maize 
21456 
274 



End 

Method 
End 
Score 

6682.. 6843, 6692.. 6844, 6922.. 7152, 6935.. 6982, 6937.. 7092, 
6966.. 7151, 7238.. 7360, 7262.. 7327, 7300.. 7359, 20815 .. 20898 , 
20816. .20914, 20825. .20902, 20960 .. 2 1013, 21112 .. 21165, 
21211. .21315, 21355.. 21456 



Seq. No. 30005 

Gene No. 61857 

Start 15086 

Name OJ990409_06. 9819. C3 . ol . tc 

Start 6701 

GI none 
Exons 



Seq. ID OJ990409_06.9819.C3 
Strand 

End 21912 

Method TBLASTX : Cress 

End 21882 

Score 62 



6701. .6754, 6791. .6844, 6922. .6966, 6961. .7068, 7081. .7143, 
7235. .7663, 7660. .7695, 8665. .8886, 8714. .8869, 20818 .. 2088 9, 
20819. .20899, 20941 .. 21012, 20942 .. 21013, 21112 .. 21159, 
21340. .21477, 21712.. 21882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30005 
61857 
15086 

OJ990409_06.9819.C3.ol.tw 

7006 

none 



Seq. ID OJ990409_06.9819.C3 
Strand 

End 21912 

Method TBLASTX : Wheat 

End 21482 

Score 90 



7006. .7143, 7098. .7142, 7235. .7465, 7238. .7297, 21211 21342, 
21271. .21333, 21340 .. 21480, 21360.. 21482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30005 
61857 
15086 

OJ990409_06.9819.C3.ol.ts 

7108 

none 



Seq. ID OJ990409_06.9819.C3 
Strand 

End 21912 

Method TBLASTX : Soybean 

End 21840 

Score 35 



7108.. 7143, 7229.. 7495, 7505.. 7621, 21340 .. 21477, 21556 .. 21675, 
21724. .21840 



Seq. No. 

>■» _ 

VJC11C IN^J . 

Start 
Name 



30005 
15086 

OJ990409 06.9819.C3.o2.tm 



Seq. ID OJ990409_06.9819.C3 
Strand 

End 21912 

Method TBLASTX: Maize 



29795 



Start 


7361 


End 


21882 


GI 


none 


Score 


504 


Exons 


7361. .7663, 7376.-7465, 7408. 


.7662., 866S..8883, 8666.-8899, 




8765. .8902, 8785. .8904, 21556 


. .21675, 


21585. .21668, 




21709. .21882, 21711. .21869 






Seq. No. 


30005 


Seq. ID 


OJ990409_06. 9819.C3 


Gene No. 


61857 


Strand 


- 


Start 


" 15086 


End 


21912 


Name 


OJ990409 06.9819.C3.o2.ts 


Method 


TBLASTX: Soybean 


Start 


8686 


End 


8872 


GI 


none 


Score 


192 


Exons 


8686..88S3, 8711. .8872 






Seq. No. 


30005 


Seq. ID 


OJ990409_06.9819.C3 


Gene No . 


61857 


Strand 


- 


Start 


15086 


End 


21912 


Name 


OJ990409 06.9819.C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8701 


End 


21912 


GI 


none 


Score 


187 


Exons 


8701. .8886, 8711. .8887, 21718 


. .21765, 




Seq. No. 


30005 


Seq. ID 


OJ990409_06.9819.C3 


Gene No . 


61857 


Strand 


- 


Start 


15086 


End 


21912 


Name 


OJ990409 06.9819.C3.o3.gs 


Method 


GENSCAN 


Start 


15086 


End 


15646 


GI 


none 


Score 


.88 


Exons 


15086. .15646 






Seq. No. 


30006 


Seq. ID 


OJ990409_06.9819.C5 


Gene No. 


61858 


Strand 


+ 


Start 


754 


End 


1223 


Name 


OJ990409 06.9819.C5.ol.gs 


Method 


GENSCAN 


Start 


754 


End 


1223 


GI 


none 


Score 


.63 


Exons 


754. .1042, 1057. .1223 






Seq. No. 


30007 


Seq. ID 


OJ990409_06.9819.C6 


Gene No . 


61859 


Strand 


+ 


Start 


60 


End 


: 376 


Name 


OJ990409 06.9819.C6.ol.gs 


Method 


GENSCAN 


Start 


60 


End . 


376 


GI 


none 


Score 


.58 


Exons 


60. .376 






Seq. No. 


30007 


Seq. ID 


OJ990409_06.9819.C6 


Gene No. 


61860 


Strand 




Start 


1 


End 


633 




OJ990409 06.9819.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


633 


CT 


5295955 


Score 


395 


Exons 


1..78, 161. .340, 367. .633 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015 




mrw7 o oaf -tnal 






Seq. No. 


30008 


Seq. ID 


OJ990409_06.9819.C7 



29796 




Gene No. 


61861 




Strand 


+ 




Start 


1 




End 


a "7 o 

67 J 




Name 


OJ990409 06. 9819. C7 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


646 




GI 


5734636 




Score 


176 




Exons 


1..106, 434. .646 










GI Descrip. 


(AP000391) Similar 


to putative lipase 


(AC006232) [Oryza 


sativa] 


Seq. No. 


30008 




beq. id 


OJ9.9Q.409_06.9819 


.C7 


Gene No. 


61861 




Strand 


+ 




Start 


1 




End 


673 




Name 


OJ990409 06. 9819. C7 


. ol . gs 


Method 


GEN SCAN 




Start 


410 




T-l _ _J 

End 


673 




GI 


none 




Score 


.47 




Exons 


410. .673 










Seq. No. 


30008 




Seq. ID 


OJ990409_06.9819 


.C7 


Gene No. 


61862 




Strand 






Start 


475 




End 


797 




Name 


OJ990409 06. 9819. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


433 




End 


672 




GI 


none 




Score 


404 




Exons 


433. .651, 434. .667, 


533 . . 670, , 


ECO /"TO 

, 553 . . 672 






Seq. No. 


30008 




Seq. ID 


OJ990409_06.9819 


.C7 


Gene No. 


61862 




Strand 






Start 


475 




End 


797 




Name 


OJ990409 06. 9819. C7 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


433 




•i-i _j 

End 


640 




GI 


none 




Score 


237 




Exons 


433..639 f 434. .640 










Seq. No. 


30008 




Seq. ID 


OJ990409_06.9819 


• C7 


Gene No. 


61862 




Strand 






Start 


475 




End 


797 




Name 


OJ990409 06. 9819. C7 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


434 




End 


654 




GI 


none 




Score 


195 




Exons 


434. .637, 457. .654 










Seq. No. 


30008 




beq. id 


OJ990409_06.9819 


.C7 


Gene No. 


61862 




Strand 






Start 


475 




End 


797 




Name 


OJ990409 06. 9819. C7 


• 0 1 • t w 




TBLASTX: Wheat 




Start 


452 




End 


655 




GI 


none 




Score 


214 




Exons 


452. .655, 469. .654 










Seq. No. 


30008 




Seq. ID 


OJ990409__06. 9819 


-C7 


Gene No. 


61862 




Strand 






Start 


475 




End 


797 




Name 


OJ990409 06. 9819. C7 


. ol.gp 


Method 


AAT/GAP 




Start 


475 




End 


797 




GI 


none 




Score 


522 




Exons 


475. .797 










Seq. No. 


30009 




Seq. ID 


OJ990409_06.9819 


.C8 



29797 




Gene No. 


61863 


Strand 








550 




687 




NT :a m O 


OlTQ9040Q 06 Q81 Q PR ol nc: 


Mof hoo* 
l it: L11UU 


O Hi LN O V^rtlN 




Cf a r f 


sso ~~ 




687 

DO / 




VJX 


non ^ 




7 9 




FvAn e 
DAUl lo 


550 687 








Qcirr Mo 

O ~ ^ • LHV • 


30010 


Seq. ID 


OJ990409 06 9819 


C13 


Gene No. 


61864 


Strand" 


+ ~ 




Start 


1 


End 


659 




Name 


OJ990409 06.9819.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


659 




VJX 


6623973 


Score 


434 




P* von ^ 


1. .659 










(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 




■f"V^al "1 anal 
Lnallalla J 








Seq. No. 




C orr T Pi 


OTQQ040Q 06 QftlQ 


pi ^ 


Gene No. 


61864 


Strand 






Start 


1 


End 


659 




LNCLIUC 


O.TQQ040Q 06 Q81Q PI *3 ol oq 








o Lai u 


1 H U 




0 ft u 






none 


Score 


4 7 




P, von 


1 40 ^40 
x fi U . . Of± U 








Seq. No. 


*anoi o 

jUUIU 


oeq. iu 




pi ^ 


Gene No. 


61864 


Strand 


+ 




O Lai L. 


1 


End 


659 




LN dilLC 


O.TQQ040Q Ofi QftlQ P1 ^ ol t-w 


MofhrtH 
ncLUQu, 


TRT flCTY • Wheaf 




Cf-arf 
OLaiL 


1 ^9 ~ 


Hi 11 (J. 


69 "3 




(IT 

VJ X 


none 


Score 


1 70 
x / U 




P* von q 

DAUllO 


1 ^9 *3Q1 901 404 9^ 407 


4 9^ 69 "3 


4^4 ^ 6ft 




Seq. No. 


qnoi o 

JUUIU 


Cnrf T Pi 

oeq. iu 


OTQQn^HQ 0.6 QftlQ 


pi ^ 


Gene No. 


61864 


St" rand 

>J Ll Ql IU 


+ 




Start 


1 


End 


659 






OJ990409 06.9819.C13.ol.tc 


Method 


TBLASTX: Cress 




Cf art 

OLai L 


171 


End 


599 




ox 


none 


Score 


78 




R von 

DAUllO 


171. .275, 285. .422, 438.-599 








Seq. No. 


30010 


Seq. ID 


OJ990409_06.9819. 


C13 


Gene No. 


61864 


Strand 


+ 




Start 


1 


End 


659 




Name 


OJ990409 06.9819.C13.ol.tm 


Method 


TBLASTX: Maize 




O I- CI X. L. 


228 


End 


634 




VJX 


none 


Score 


535 




R von c 


228. .632, 245. .631, 255.-632, 


446. .634 






Seq. No. 


30010 


Seq. ID 


OJ990409_06.9819. 


C13 


Gene No. 


61864 


Strand 


+ 




Start 


1 


End 


659 




Name 


OJ990409 06.9819.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


249 


End 


629 




GI 


none 


Score 


287 




Exons 


249. .524, 251. .511, 258. .521, 


534. .629 







29798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30011 
61865 

.1 

OJ990409_06.9819.C14.ol.np 
1 

6691210 
1..181, 637. .840 

(AC007508) F1K23.15 [Arabidopsis' thaliana] 



Seq. ID OJ990409_06.9819.C14 

Strand + 

End 868 

Method AAT/NAP 

End 840 

Score 186 



30011 
61865 
1 

OJ990409_06.9819.C14.ol.gs 

642 

none 

642. .868 



Seq. ID OJ990409_06. 9819.C14 

Strand + 

End 8 68 

Method GENSCAN 

End 868 

Score .53 



Seq. No. 30011 

Gene No. 61865 

Start 1 

Name OJ990409_06 . 9819 . C14 . ol . tm 

Start 673 

GI none 

Exons 673..777, 713.. 85*0, 724.. 852 



Seq. ID OJ990409_06.9819.C14 

Strand + 

End 868 

Method TBLASTX : Mai ze 

End 852 

Score 75 



Seq. No. 30012 

Gene No. 61866 

Start 142 

Name OJ990409_06. 9819.C15.ol . gs 

Start 142 

GI none 
Exons 



Seq. ID OJ990409_06.9819.C15 
Strand 

End 5248 

Method GENSCAN 

End 5248 

Score . 91 



142. .373, 1019. .1126, 1272. .1442, 1569. .1679, 2164. .2265, 
2741. .2968, 3170.. 3298, 3355.-3474, 3557.. 3903, 3979.-4533, 
4706. .4784, 5031. .5248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



30012 
61866 
142 

OJ990409_06.9819.C15.ol.tm 

3617 

none 



Seq. ID OJ990409_06.9819.C15 
Strand 

End 5248 

Method TBLASTX: Maize 

End 3753 

Score 128 



3617. .3748, 3617. .3751, 3619. .3750, 3619. .3753 



30013 
61867 
9142 

OJ990409_06.9819.C16.ol.np 

7679 

4559333 



Seq. ID OJ990409_06.9819.C16 

Strand + 

End 12005 

Method AAT/NAP 

End 11907 

Score 97 9 



7679. .7714, 9370. .9920, 10586 .. 10781, 10864 .. 11048, 
11229. .11562, 11657.. 11907 

(AC007087) unknown protein [Arabidopsis thaliana] 



30013 
61867 
9142 

OJ990409_06.9819.C16.ol.gp 



Seq. ID OJ990409_06.9819.C16 

Strand + 

End 12005 

Method AAT/GAP 



29799 



Start 9022 End 9443 

GI none Score 824 

Exons 9022.. 9443 



Seq. No. 30013 Seq. ID 

Gene No. 61867 Strand 

Start 9142 End 

Name OJ990409_06 . 9819 . C16 . o2 . gs Method 

Start 9142. End 

GI none Score 
Exons 



OJ990409_06. 9819.C16 
+ 

12005 
GENSCAN 
11861 
.8 



9142.. 9920, 10517. .10781, 10864 .. 11048 , 11229 .. 11562, 
11657.. 11861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30013 
61867 
9142 

OJ990409_06.9819.C16.o2.gp 
11515 

56333_1.R1084 
11515. .11562, 11657. 
'4559333/gb|AAD22995 
protein [Arabidopsis 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11889, 11987. 
1|AC007087_14 
thaliana] ' 



OJ990409_ 
+ 

12005 
AAT/GAP 
12005 
467 



06. 9819.C16 



12005 
2.0e-17 



(AC007087) unknown 



30013 Seq. ID 

61868 Strand 
439 End 
OJ990409_06. 9819 .C16. ol . gs Method 
439 End 
none Score 
439. .622, 658. .854, 946. .1086, 1200. 
3125. .3277, 3394. .3590, 4756. .5087 



OJ990409_06.9819.C16 

5087 
GENSCAN 
5087 
.62 

1518, 1862.. 2021, 



Seq. No. 


30013 








Seq. ID 


OJ990409_06.9819, 


.C16 


Gene No. 


61868 








Strand 






Start 


439 








End 


5087 




Name 


OJ990409 06. 


9819. 


C16.o3. 


tm 


Method . 


TBLASTX: Maize 




Start 


3193 








End 


3562 




GI 


none 








Score 


147 




Exons 


3193. .3285, 


3195. 


.3278, 


3395. 


.3562 






Seq. No. 


30013 ■ 








Seq. ID 


OJ990409_06.9819. 


.C16 


Gene No. 


61869 








Strand 






Start 


9559 








End 


11866 




Name 


OJ990409 06. 


9819. 


C16.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9559 








End 


9921 




GI 


none 








Score 


69 




Exons 


9559. .9618, 


9703. 


.9921 










Seq. No. 


30013 








Seq. ID 


OJ990409_06.9819. 


.C16 


Gene No. 


61869 








Strand 






Start 


9559 








End 


1186,6 




Name 


OJ990409 06. 


9819. 


C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9820 








End 


11866 




GI 


none 








Score 


69 




Exons 


9820. . 9909, 


11286 


.11552 


, 11287. . 11565, 


11384/. 11557, 





11649. .11798, 11657. .11866, 11659. .11862 



29800 




Seq. No. 


30013 




Seq. ID 


OJ990409_06.9819 


.C16 


Gene No. 


61869 




Strand 






Start 


9559 




End 


11866 




Name 


OJ990409 06.9819.C16. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10595 




End 


11040 




GI 


none 




Score 


198 




Exons 


10595. ,10723, 10602.. 


10784, 


10602. .10769, 10863. .11036, 






10864. .11040, 10864 . . 


11037 








Seq. No. 


30013 




Seq. ID 


OJ990409J)6.9819 


.C16 


Gene No. 


61869 




Strand 






Start 


9559 




End 


11866 




Name 


OJ990409 06.9819.C16. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


10641 




End 


11731 




GI 


none 




Score 


100 




Exons 


10641. .10784, 11227. . 


11565, 


11286. .11552, 11657. .11731, 






11659. .11730 










Seq. No. 


30013 




Seq. ID 


OJ990409_06.9819 


.C16 


Gene No. 


61869 




Strand 






Start 


9559 




End 


11866 




Name 


OJ990409 06.9819.C16. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11214 




End 


11761 




GI 


none 


■jt- ' 


Score 


331 




Exons 


11214. .11552, 11215. . 


11565, 


11224. .11586, 11654. .11755, 






11656. . 11757, 11657 . . 


11761 








Seq. No. 


30014 




Seq. ID 


OJ990409_06.9819 


.C17 


Gene No. 


61870 




Strand 


+ 




Start 


297 




End 


946 




Name 


OJ990409 06.9819.C17. 


ol.gp 


Method 


AAT/GAP 




Start 


297 




End 


946 




GI 


56333 1.R1084 




Score 


1014 




Exons 


297. .433, 517. . 946 










GI Descrip. 


' 4559333/gb| AAD22995. 


1IAC007087 14 2.0e-17 (AC007087) unknot 




protein [Arabidopsis 


thaliana] 1 






Seq. No. 


30014 




Seq. ID 


OJ990409 06.9819 


.C17 


Gene No. 


61870 




Strand 


+ 




Start 


297 




End 


946 




Name 


OJ990409 06.9819.C17. 


ol . gs 


Method 


GENS CAN 




Start 


327 


End 


669 




GI 


none 




Score 


.98 




Exons 


327. .433, 517. . 669 










Seq. No. 


30014 




Seq. ID 


OJ990409 06.9819 


.C17 


Gene No. 


61870 




Strand 


+ 




Start 


297 




End 


946 




Name 


OJ990409 06.9819.C17. 


ol.np 


Method 


AAT/NAP 




Start 


327 




End 


666 




GI 


6735379 




Score 


172 




Exons 


327. .418, 517. .666 










GI Descrip. 


(AL137082) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30014 




Seq. ID 


OJ990409_06.9819 


.C17 


Gene No. 


61871 




Strand 






Start 


1280 




End 


1513 





29801 



Name 


OJ990409 06 9819 CM o? 


• y * 


Lit. LHUU 


Start 


1280 ~~ 






GI 


none 






Exons 


1280 . . 1513 






Seq. No. 


30014 




Seq. ID 


Gene No. 


61872 




Strand 


Start 


2557 




End 


Name 


OJ990409 06. 9819.C17.o3. 


as 


Method 


Start 


2557 ~ 


End 


GI 


none 




Score 


Exons 


2557. .3018 






Seq. No. 


30014 




Seq. ID 


Gene No. 


61873 




Strand 


Start 


3186 




End 


Name 


OJ990409 06 9819 C17 ol 


tm 




Start 


298 ~ 




End 


GI 


none 






Exons 


298.-435, 326. .436, 499. 


. 660, 


502 639 


Seq. No. 


30014 




Seq. ID 


Gene No. 


61873 




Strand 


Start 


3186 




End 


Name 


OJ990409 06 9819 C17 ol 


tc 




Start 


334 — 




End 


GI 


none 




Score 


Exons 


334 435 335 436 514 


. 633, 


S17 660 


Sea No 


30014 




ocvj • x u 


Gene No . 


61873 




Strand 


Start 


3186 




End 


Name 


OJ990409 06.9819.C17.o2. 


gp 


Method 


Start 


3186 


End 


GI 


3769279 




Score 


Exons 


3186. .3396 






GI Descrip. 


5777612/emb|AJ245900.1 IOSA245900 l.Oe- 




4 BAC q3037-207Fl complete genome 


Qc»rr No 

O C \^ . liU • 


30015 




Seq. ID 


Gene No. 


61874 




Strand 


Start 


6147 




End 


Name 


OJ990409 06.9819.C18.ol. 


gp 


Method 


Start 


6147 


End 


GI 


69953 1.R1084 




Score 


Exons 


6147. .6240 







GENSCAN 

1513 

.99 



3018 
GENSCAN 
3018 
1 



3396 

TBLASTX: Maize 

660 

119 



3396 

TBLASTX: Cress 
660 

95 - 



3396 
AAT/GAP 
3396 
398 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi 

Exons 



+ 

6240 
AAT/GAP 
6240 
122 

, 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



30015 
61875 
4457 

OJ990409_06.9819.C18.o2.gs 

4457 

none 

4457. .4488, 5634. .5690 



Seq. ID OJ990409_06.9819.C18 
Strand 

End 5690 

Method GENSCAN 

End 5690 

Score .45 



29802 



Seq. No. 30016 Seq. ID 

Gene No. 61876 Strand 

Start 832 End 

Name OJ990409_06 . 9819 . C19 . ol . gs Method 

Start 832 . End 

GI none Score 

Exons 832.. 989 



OJ990409_06.9819.C19 
+ 

989 

GEN SCAN 

989 

.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30016 
61877 
1204 
OJ9904 
1204 
none 
1204. . 
1273. . 
1450. . 
1493. . 
1642. . 
1663 
1793 



09 06.9819.C19.ol.tm 



1392, 
1392, 
1479, 
1609, 
1764, 
1764, 
1882, 



1207. .1431, 
1274. .1381, 
1483. .1599, 
1500. .1610, 
1645. .1776, 
1665. .1790, 
1802. .1882, 



1211 
1289 
1492 
1501 
1655 
1669 
1817 



Seq. No. 30017 

Gene No. 61878 

Start 152 

Name OJ990409_06. 9819.C20. ol .gs 

Start 152 

GI none 

Exons 152. .325 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409 06.9819.C19 



1882 

TBLASTX : Maize 
1882 
105 

.1420, 1267. .1395, 1271. .1435, 
.1480, 1297. .1389, 1432. .1614, 
.1608, 1493. .1606, 1493. .1612, 
.1614, 1507. .1617, 1598. .1789, 
.1789, 1656. .1790, 1662. .1787, 
.1794, 1669. .1794, 1753. .1848, 
.1882 

Seq. ID OJ990409_06.9819.C20 

Strand '+ 

End 325 

Method GENSCAN 

End 325 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30018 Seq. ID 

61879 Strand 

262 End 
OJ990409_06.9819.C21.ol.gs Method 

262 End 

none Score 

262. .399, 454. .550 



OJ990409_06.9819.C21 
550 

GENSCAN 

550 

.76 



30019 Seq. ID 

61880 Strand 
6411 End 
OJ990409_06.9819.C22.ol.gp Method 
6356 End 
23986_1.R1084 Score 
6356.. 6452, 6770.. 6934, 7119.. 7267, 7679.. 7952, 9594.. 10071 
, 5734636/dbj IBAA83367.il 6.0e-51 (AP000391) Similar to putative 
lipase (AC006232) [Oryza sativa] ' 



OJ990409_06.9819.C22 
+ 

12430 
AAT/GAP 
10071 
2193 



30019 Seq. ID 

61880 Strand 

6411 End 

OJ990409_06.9819.C22.ol.np Method 

6399 End 

6691210 Score 



OJ990409_06.9819.C22 
+ 

12430 
AAT/NAP 
9812 
594 



6399. .6648, 6728. .6934, 7113. .7267, 7679. .7956, 9595.. 9812 
(AC007508) F1K23.15 [Arabidopsis thaliana] 



29803 



Seq. No. 


30019 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


61880 








Strand 


+ 


Start 


6411 








End 


12430 


Name 


OJ990409 06. 


,9819. 


,C22.o3 


.gs 


Method 


GENSCAN 


Start 


6411 








End 


12430 


GI - 


none 








Score 


.41 


Exons 


6411. .6648, 


6728. 


.6934, 


7119. 


.7267, 7679. .7952, ' 9594. .9613, 




10881. .11480, 12005. .12307, 12389.. 12430 


Seq. No. 


juuiy 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


a i o o i 








Strand 




Start 


A C A A 

4544 








End 


5263 


Name 


OJ990409 06. 


,9819. 


C22.o2 


.gs 


Method 


GENSCAN 


Start 


4544 








End 


5263 


GI 


none 








Score 


.42 


Exons 


4544 . . 4720, 


tz 0 c c 

5255 . 


C A f "3 

. 5263 








Seq. No. 


30019 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


61882 








Strand 




Start 


6477 








End 


9861 


Name 


OJ990409 06. 


9819. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6477 








End 


9861 


GI 


none 








Score 


119 


Exons 


6477 . . 6545, 


6479. 


. 6544, 


6539. 


.6646, 6540. .6647, 6721.. 6930, 




6726 . . 6929, 


7117. 


. 7272, 


7118 . 


.7267, 7676. .7855, 7687. .7770, 




7ooo . . 7855, 


7821 . 


.7868, 


7850 . 


.7951, 7851. .7922, 7853. .7954, 




7864 . . 7956, 


ACQ/" 

9586 . 


A O /* 1 

. 9861, 


9593. 


.9811 




Seq. No. 


30019 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


61882 








Strand 




Start 


6477 








End 


9861 


Name 


OJ9904Q9 06. 


A O 1 A 

9819. 


C22 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6477 








End 


6893 


GI 


none 








Score 


294 


Exons 


6477 . . 6647, 


6479. 


. 664 6, 


6721 . 


.6891, 6726. .6893, 6840. .6893 


Seq. No. 


30019 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


61882 








Strand 




Start 


6477 








End 


9861 


Name 


rt TOOA /I Aft A (2 

ojyyu4U9 Od. 


A O 1 A 

9819 . 


C22 . o2 


. ts 


Method 


"TBLASTX : Soybean 


Start 


6483 








End 


6855 


GI 


none 








Score 


71 


Exons 


6483 . . 6533, 


6497 . 


. 6532, 


6572. 


.6643, -6573. .6647, 6765. .6848, 




6766. .6855 












Seq. No. 


30019 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


61882 








Strand 




Start 


6477 








End 


9861 


Name 


OJ990409 06. 


9819. 


C22.o3, 


.ts 


Method 


TBLASTX : Soybean 


Start 


7118 








End 


7915 


GI 


none 








Score 


110 


Exons . 


7118. .7252, 


7664. 


.7915, 


7681. 


.7767 




Seq. No. 


30019 








Seq. ID 


OJ990409_06.9819.C22 


Gene No. 


61882 








Strand 




Start 


6477 








End 


9861 


Name 


OJ990409 06. 


9819. 


C22.ol, 


,tc 


Method 


TBLASTX: Cress 



29804 



Start 
GI 

Exons 

Seq- No. 
Gene No. 
Start 
Name : 
Start 
GI 

Exons 



7682 End 9799 

none Score 105 ■ 

7682. .7789, 7796. .7927, 9628.-9798, 9638.. 9799 



30019 
61882 
6477 

OJ990409_06.9819.C22.o2.tw 

7790 

none 



Seq. ID OJ990409_06.9819.C22 
Strand 

End 9861 

Method TBLASTX: Wheat 

End 9806 

Score 113 



7790. .7960, 9588. .9650, 9589. .9801, 9611. .9805, 9616. .9801, 
9719. .9805, 9741. .9806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30019 
61882 
6477 

OJ990409_06.9819.C22.ol.ts 

9628 

none 

9628.. 9819, 9629.. 9802 



Seq. ID OJ990409_06.9819.C22 
Strand 

End 9861 

Method TBLASTX : Soybean 

End 9819 

Score 204 



30020 
61883 
457 

OJ990409_06.9819.C23.ol.np 
457 

130582 
457. .1491 

RETROVIRUS-RELATED POL POLY PROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 |pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ990409_06.9819.C23 
Strand 

End 1491 

Method AAT/NAP 

End 1491 

Score 858 



Seq. No. 


30020 






Seq. ID 


OJ990409_06.9819 


.C23 


Gene No. 


61883 






Strand 






Start 


457 






End 


1491 




Name 


OJ990409 


06.9819.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


463 






End 


885 




GI 


none 






Score 


306 




Exons 


463. .885, 


467. .868 










Seq. No. 


30020 






Seq. ID 


OJ990409_06.9819 


.C23 


Gene No. 


61883 






Strand 






Start 


457 






End 


1491 




Name 


OJ990409 


06.9819.C23.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


463 






End 


1056 




GI 


none 






Score 


59 




Exons 


463. .675, 


691.. 828, 838 


. .942, 


937. .1056 




Seq. No. 


30020 






Seq. ID 


OJ990409_06.9819 


.C23 


Gene No. 


61883 






Strand 






Start 


457 






End 


1491 




Name . 


OJ990409 


06.9819.C23.ol 


,ts 


Method 


TBLASTX: Soybean 




Start 


466 






End 


864 




GI 


none 






Score 


148 




Exons 


466. .579, 


589. .864, 592 


. .855, 


602. .862 







29805 



Seq. No. 


30020 


Gene No. 


61883 


Start 


457 


Name 


OJ990409 i 


Start 


490 


GI 


none 


Exons 


490. .690, 


Seq. No. 


30020 


Gene No. 


61883 


Start 


457 


Name 


OJ990409 1 


Start 


573 


GI • 


none 


Exons 


573. .1338 


Seq. No. 


30020 


Gene No. 


61883 


Start 


457 


Name 


OJ990409 ( 


Start 


936 


GI 


none 


Exons 


936. .1187, 



Seq. ID OJ990409_06. 9819.C23 
Strand 

End . 14 91 

9819.C23.ol.tw Method TBLASTX: Wheat 

End 961 

Score 50 

490. .690, 545.-679, 706. .858, 709. .912, 722. .961 

Seq. ID OJ990409_06.9819.C23 
Strand 

End 1491 

9819.C23.ol.gs Method GENSCAN 

End 1338 

Score .74 



Seq. ID OJ990409_06.9819.C23 
Strand 

End 14 91 

Method TBLASTX : Mai ze 

End 1387 

Score 73 



1298. .1387 



Seq. No. 30020 

Gene No. 61883 

Start 457 

Name OJ990409_06. 9819.C23.o2 . tw 

Start 1039 

GI none 

Exons 1039.. 1383 



Seq. ID OJ990409_06.9819.C23 
Strand 

End 1491 

Method TBLASTX : Wheat 

End 1383 

Score 233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30021 
61884 
88 

OJ990409_06.9819.C25.ol.gs 
88 

none 



Seq. ID OJ990409_06.9819.C25 

Strand + 

End 1740 

Method GENSCAN 

End 1740 

Score . 63 



88. .213, 1094. .1312, 1574. .1740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30021 
61884 
88 

OJ990409_06.9819.C25.ol.tm 
1089 
none 



Strand 
End 

Method 
End 
Score 

1089. .1310, 1090. .1311, 1091. .1315, 1091. .1312, 1573. .1647, 
1574. .1648 



Seq. ID OJ990409_06.9819.C25 
+ 

1740 

TBLASTX: Maize 
1648 
291 



Seq. No. 30022 

Gene No. 61885 

Start 850 

Name OJ990409_06. 9819 . C27 . ol . gs 

Start 850 

GI none 

Exons 850.. 1050 



Seq. ID OJ990409_06.9819.C27 
Strand 

End 1050 

Method GENSCAN 

End 1050 

Score .89 



29806 




Seq. No. 


30023 


Seq. ID 


OJ990409 06. 


9819. 


C28 


Gene No. 


61886 


Strand 


+ 






Start 


53 


End 


170 






Name 


OJ990409 06.9819.C28.ol.gs 


Method 


GENSCAN 






Start 


53 


End 


170 






GI 


none 


Score 


.82 






Exons 


53. .170 










Seq. No. 


30024 


Seq. ID 


OJ990409_06. 


9819. 


C30 


Gene No. 


61887 


Strand 


+ 






Start 


1066 


End 


1187 






Name 


OJ990409 06.9819.C30.ol.gs 


Method 


GENSCAN 






Start 


1066 


End 


1187 






GI 


none 


Score 


.56 






Exons 


1066. .1187 










Seq. No. 


30025 


Seq. ID 


OJ990409_06. 


9819. 


C32 


Gene No . 


61888 


Strand 








Start 


1 


End 


723 






Name 


OJ990409 06.9819.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


723 






GI 


4559333 


Score 


322 






Exons 


1..69, 207. .723 










GI Descrip. 


(AC007087) unknown protein 


[Arabidopsis thaliana] " 






Seq. No. 


30025 


Seq. ID 


OJ990409_06. 


9819. 


C32 


Gene No. 


61888 


Strand 








Start 


1 


End 


723 






Name 


OJ990409 06.9819.C32.ol.tc 


Method 


TBLASTX: Cress 




Start 


242 


End 


605 






GI 


none 


Score 


69 






Exons 


242. .460, 546. .605 










Seq. No. 


30025 


Seq. ID 


OJ990409_06. 


9819. 


C32 


Gene No. 


61888 


Strand 








Start 


1 


End 


723 






Name 


OJ990409 06.9819.C32.ol.gs 


Method 


GENSCAN 






Start 


243 * 


End 


508 






GI 


none 


Score 


.69 






Exons 


243. .508 










Seq. No. 


30026 


Seq. ID 


OJ990409_06. 


9819. 


C36 


Gene No. 


61889 


Strand 


+ 






Start- 


1 


End 


275 






Name 


OJ990409 06.9819.C36.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


275 






GI 


23986 1.R1084 


Score 


450 






Exons 


1. .275 










GI Descrip. 


'5734636/dbj |BAA83367.1| 6. 


0e-51 (AP000391) Similar 


to putative 




lipase (AC006232) [Oryza sativa] 1 








Seq. No. 


30027 


Seq. ID 


OJ990409JD2. 


9819. 


CI 


Gene No. 


61890 


Strand 


+ 






Start 


629 


End 


6908 






Name 


OJ990409 02.9819.Cl.ol.np 


Method 


AAT/NAP 






Start 


829 


End 


6898 







' 29807 




GI 


6723390 


Score 


730 




Exons 


829. .879, 1782. .1962, 2060.. 


2655, 4733 


..4823, 5247. 


.5323, 




5463.. 5678, 6077-.6214, 6741 


. .6898 






GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30027 


Seq. ID 


OJ990409_02. 


9819. CI 


Gene No. 


61890 


Strand 


+ 




Start 


829 


End 


6908 




Name 


OJ990409 02.9819.Cl.ol.gs 


Method 


GEN SCAN 




Start 


1674 


End 


6908 




GI 


none 


Score 


.87 




Exons 


1674.. 1949, 2053.. 2655, 3348 


..3800, 4733. .4799, 5247. .5323 




5463. .5678, 6077. .6214, 6741 


. .6908 






Seq. No. 


30027 


Seq. ID 


OJ990409_02. 


9819. CI 


Gene No. 


61891 


Strand 


+ 




Start 


11155 


End 


15549 




Name 


OJ990409 02.9819.Cl.o2.gs 


Method 


GENSCAN 




Start 


11155 


End 


15541 




GI 


none 


Score 


.94 




Exons 


11155. .11218, 12609. .12931, 


13036. .13638, 14 353 .. 14 4 19, 




14845. .14972, 15367 15504 , 


15536. .15541 




Seq. No. 


30027 


Seq. ID 


OJ990409_02. 


9819. CI 


Gene No. 


61891 


Strand 


+ 




Start 


11155 


End 


15549 




Name 


OJ990409 02 . 9819. CI . o3 . np 


Method 


AAT/NAP 




Start 


12649 


End 


15516 




GI 


6723391 


Score 


651 




Exons 


12649. .12726, 12791 .. 12935, 


13028. .13638, 14353. . 14464, 




14546. .14622, 14757 .. 14 972, 


15367. .15516 




GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30027 


Seq. ID 


OJ990409_02. 


9819. CI 


Gene No. 


61891 


Strand 


+ 




Start 


11155 


End 


15549 




Name 


-m- A /> A M A A A A A A <4 A /N| <4 A 

OJ990409 02. 9819.C1 . o2 . gp 


Method 


AAT/GAP 




Start 


15081 


End 


15549 




GI 


LIB3431-056-P1-N1-H6 


Score 


852 




Exons 


15081. .15549 








GI Descrip. 


•3128206 8.0e-52 (AC004077) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


30027 


Seq. ID 


OJ990409_02. 


9819. CI 


Gene No. 


61892 


Strand 


+ 




Start 


15980 


End 


16689 




Name 


OJ990409 02.9819.Cl.o4.np 


Method 


AAT/NAP 




Start 


15971 


End 


16689 




GI 


6815052 


Score 


416 




Exons 


15971. .16132, 16214. .16289, 


16571. .16689 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. • 


30027 


Seq. ID 


OJ990409_02. 


9819. CI 


Gene No. 


61892 


Strand 


+ 




Start 


15980 


End 


16669 




Name 


OJ990409 02.9819.Cl.o3.gs 


Method 


GENSCAN 




Start 


15980 


End 


16649 





29808 




GI 


none 


Score 


. 82 




Exons 


15980 16289. 16571 16649 








Seq. No. 


30027 


Seq. ID 


OJ990409 02 9819 


CI 


Gene No. 


61893 


Strand 






Start 


5787 


End 


7477 




Name 


OJ990409 02.9819.Cl.ol.gp 


Method 


AAT/GAP 




Start 


5787 


End ■ 


7477 




GI 


LIB34 31-056-P1-N1-H6 


Score 


859 




Exons 


5787 . . 6222, 7429. . 7477 








GI Descrip. 


'3128206 8.0e-52 (AC004077) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


30027 


Seq. ID 


OJ990409_02.9819. 


CI 


Gene No. 


61894 


Strand 






Start 


7471 


End 


13302 




Name 


OJ990409 02.9819.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


2062 


End 


13302 




GI 


none 


Score 


75 




Exons 


2062. .2136, 2134. .2319, 2202. .2312, 13045 .. 13119, 13117. 


. 1 




13185. .13295 








Seq. No. 


30027 


Seq. ID 


OJ990409_02.9819.. 


CI 


Gene No. 


61894 


Strand 






Start 


7471 


End 


13302 




Name 


OJ990409 02.9819.Cl.o2.np 


Method 


AAT/NAP 




Start 


7471 ~ 


End 


7925 




GI 


3128206 


Score 


89 




Exons 


7471. .7572, 7827. .7925 








GI Descrip. 


(AC004077) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30028 


Seq. ID 


OJ990409_02.9819. 


C2 


Gene No. 


61895 


Strand 


+ 




Start 


492 


End 


659 




Name 


OJ990409 02.9819.C2.ol.gs 


Method 


GENSCAN 




Start 


4 92 


End 


659 




GI 


none 


Score 


.6 




Exons 


492. .659 








Seq. No. 


30028 


Seq. ID 


OJ990409J)2.9819. 


C2 


Gene No. 


61895 


Strand 


+ 




Start 


492 


End 


659 




Name 


OJ990409 02.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


4 92 


End 


653 




GI 


6723391 


Score 


71 




Exons 


492. .653 








GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30028 


Seq. ID 


OJ990409_02.9819. 


C2 


Gene No. 


61896 


Strand 






Start 


951 


End 


1943 




Name 


OJ990409 02. 9819. C2.o2.np 


Method 


AAT/NAP 




Start 


948 


End 


1943 




GI 


3128206 


Score 


107 




Exons 


948. .1046, 1345. .1446, 1872 


. .1943 






GI Descrip. 


(AC004077) unknown protein 


[Arabidopsis 


; thaliana] 





29809 




Seq. No. 


30028 




Seq. ID 


OJ990409_ 


_02 


.9819. 


.C2 


Gene No. 


61896 




Strand 










Start . 


951 




End 


1943 








Name 


OJ990409 02.9819.C2.o2 


. gs 


Method 


GENS CAN 








Start 


951 


End 


1759 








GI 


none 




Score 


.99 








Exons 


951. .1046, 1348. .1446, 


1691. 


.1759 










Seq. No. 


30029 




- Seq. ID 


OJ990409_ 


_02 


.9819. 


.C5 


Gene No. 


61897 




Strand 


+ 








Start 


571 




End 


627 








Name 


OJ990409 02.9819.C5.ol 


. gs 


Method 


GENSCAN 








Start 


571 


End 


627 








GI 


none 




Score 


.5 








Exons 


571. .627 














Seq. No. 


30030 




Seq. ID 


OJ990409_ 


_02 


.9819. 


C6 


Gene No. 


61898 




Strand 










Start 


485 




End 


541 








Name 


OJ990409 02.9819.C6.ol 


. gs 


Method 


GENSCAN 








Start 


485 


End 


541 








GI 


none 




Score 


.62 








Exons 


485. .541 














Seq. No. 


30031 




Seq. ID 


OJ990409_ 


02 


.9819. 


C7 


Gene No. 


61899 




Strand 


+ 








Start 


460 




End 


615 








Name 


OJ990409 02.9819.C7.ol 


. gs 


Method 


GENSCAN 








Start 


460 


End 


615 








GI 


none 




Score 


. 94 








Exons 


460. .615 














Seq. No. 


30032 




Seq. ID 


OJ990409_ 


02, 


.9819. 


C8 


Gene No. 


61900 




Strand 










Start 


363 




End 


779 








Name 


OJ990409 02.9819.C8.ol 


. gs 


Method 


GENSCAN 








Start 


363 


End 


779 








GI 


none 




Score 


. 96 








Exons 


363. .437, 717. .779 














Seq. No. 


30033 




Seq. ID 


OJ990409_ 


02, 


,9819. 


C9 


Gene No. 


61901 




Strand 










Start 


228 




End 


784 








Name 


OJ990409 02.9819.C9.ol, 


. gs 


Method 


GENSCAN 








Start . 


228 


End 


395 








GI 


none 




Score 


. 93 








Exons 


228. .395 














Seq. No. 


30033 




Seq. ID 


OJ990409_ 


02. 


9819. 


C9 


Gene No. 


61901 




Strand 










Start 


228 




End 


784 








Name 


OJ990409 02.9819.C9.ol. 


.np 


Method 


AAT/NAP 








Start 


234 




End 


784 








GI 


6723391 




Score 


74 








Exons 


234.. 39$, 702.. 7B4 















GI Descrip. (AL132956) putative protein [Arabidopsis thaliana] 

29810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



30034 
61902 
1 

OJ990409_02 . 9819 . Cll . ol . np 
1 

6671947 



Seq. ID OJ990409_02. 9819. Cll 

Strand + 

End 14357 

Method AAT/NAP 

End 14357 

Score 2803 



1..575, 648.-866, 942. .1050, 114 9 1264 , 1882 .. 1980, 2851. .2960, 
3667.. 3741, 4774.. 4852, 4937.. 5083, 5155.. 5235., 5318.. 5437, 
6584. .6706, 8488. ..8565, 8699:. 8787, 8895. .9003, 9098. .9166, 
9275.. 9385, 11037 .. 11092 , 11198 .. 11375, 11459 .. 11560, 
11638. .11709, 11776. .11852, 12570 .. 12699, 13704 .. 13829, 
14002. .14085, 14160. .14243, 14319. .14357 

(AC0167 95) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 30034 

Gene No. 61902 

Start 1 

Name OJ990409_02 . 9819 . Cll . ol . gs 

Start 373 

GI none 
Exons 



Seq. ID OJ990409_02. 9819. Cll 
Strand + 
End 14357 
Method GENSCAN 
End 14267 
Score .86 

373. .575, 735. .866, 942. .1050, 1149. .1264, 1882. .1980, 
2851. .2960, 4774. .4852, 4937. .5083, 5318. .5437, 6584. .6706, 
8636. .8787, 8895. .9003, 9275.-9385, 11037 .. 11092, 11198 .. 11375 , 
11459. .11560, 11638. .11709, 12283 .. 12345, 12625 .. 12699, 
13713. .13829, 14160.. 14267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30034 
61902 
1 

OJ990409_02. 9819. Cll. ol.gp 

11776 

2311230 



Seq- ID OJ990409_02. 9819. Cll 

Strand + 

End 14357 

Method AAT/GAP 

End 13754 

Score 416 



11776. .11841, 12283. .12345, 12625 .. 12699, 13713.. 13754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30034 
61903 
19943 

OJ990409_02. 9819. Cll. ol.tm 

332 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

332. .367, 332.-373, 336. .389, 359.-574, 369. .575, 381. .575, 
392. .577, 394.-576, 647. .799, 648. .866, 945. .1049, 950. .1048, 
1133. .1264, 1138. .1266, 1149. .1268, 1878. .1976, 1879. .1983, 
1881. .1976, 2845. .2949, 2851. .2958, 3665. .3745, 4736.-4852, 
4760. .4855, 4777. .4854, 4934.-4987 



OJ990409_02. 9819. Cll 
+ 

21772 

TBLASTX: Maize 

4987 

43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ990409_02. 9819. Cll 
Strand 
End 

Method 
End 
Score 

375. .575, 381. .575, 383. .607, 646. .816, 647. .802, 648. .818 



30034 
61903 
19943 

OJ990409J32. 9819. Cll. ol.tc 

375 

none 



+ 

21772 

TBLASTX: Cress 

818 

311 



30034 
61903 



Seq. ID OJ990409_02. 9819. Cll 
Strand + 



29811 



Start 


19943 








End 


21772 


Name 


OJ990409 02, 


.9819. 


Cll.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


488 








End 


818 


GI 


none 








Score 


160 


Exons 


488. .607, 489. .575, 491 


. .577, 


646. .816, 647. .817, 648. .818 


Seq. No. 


30034 








Seq. ID 


OJ990409_02. 9819.C11 


Gene No. 


61903 








Strand 


+ 


Start 


19943 








End 


21772 . 


Name 


OJ990409 02. 


,9819. 


Cll.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


819 








End 


1968 


GI 


none 








Score 


. 77 


Exons 


819. .866, 936. .1049, 936. .1049, 1133. 


.1264, 1142. .1264, 




1147. .1266, 


1158. 


.1283, 


1876. 


.1968, 1879.. 1968 


Seq. No. 


30034 








Seq. ID 


OJ990409_02.9819.C11 


Gene No. 


61903 








Strand 


+ 


Start 


19943 








End 


21772 


Name 


OJ990409 02. 


9819. 


C11.02 


.ts 


Method 


TBLASTX : Soybean 


Start 


819 








End 


5091 


GI 


none 








Score 


77 


Exons 


819. .866, 819. .872, 935 


. .1048 


, 936. .1049, 936. .1025, 950. .1048, 




1133. .1264, 


1142. 


.1264, 


1147. 


.1266, 1158. .1271, 1875. .1979, 




1875. .1979, 


1879. 


.1983, 




.2958, 2901.. 2951, 3665.. 3745, 




4760. .4855, 


4774. 


.4851, 


4934. 


.5083, 4936.. 5091 


Seq. No. 


30034 








Seq. ID 


OJ990409_02.9819.C11 


Gene No. 


61903 








Strand 


+ 


Start 


19943 








End 


21772 


Name 


OJ990409 02. 


9819. 


Cll.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


2851 








End 


5092 


GI 


none 








Score 


171 


Exons 


2851. .2958, 


2901. 


.2960, 


3664. 


.3747, 3665. .3745, 4759. .4851, 




4760. .4855, 


4934. 


.5092, 


4936. 


.5091 




Seq. No. 


30034 








Seq. ID 


OJ990409_02.9819.C11 


Gene No. 


61903 








Strand 


+ 


Start 


19943 








End 


21772 


Name 


OJ990409 02. 


9819. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4988 








End 


8982 


GI 


none 








Score 


143 


Exons 


4988. .5092, 


4988. 


.5077, 


4990. 


.5091, 5135.. 5233, 5152.. 5238, 




5152. .5229, 


5156. 


.5242, 


5317. 


.5412, 5318. .5437, 5318. .5446, 




5322. .5438, 


6582. 


.6707, 


6583. 


.6756, 6587. .6718, 8750. .8785, 




8750. .8785, 


8751. 


.8786, 


8893. 


.8973, 8895. .8978, 8896. .8982 


Seq. No. 


30034 








Seq. ID 


OJ990409 02.9819.C11 


Gene No. 


61903 








Strand 


+ 


Start 


19943 








End 


21772 


Name 


OJ990409 02. 


9819. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5309 








End 


14360 


GI 


none 








Score 


93 


Exons 


5309. .5386, 


5316. 


.5387, 


5317. 


.5400, 5327.. 5398, 6583.. 6699, 




6587. .6733, 


8490. 


.8549, 


8708. 


.8788, 8711. .8785, 8893. .9003, 




8896. .6969, 


9096. 


.9134, 


9097. 


.9138, 9097. .9165, 9098. .9193, 




9272. .9307, 


9329. 


.9388, 


11034 


. .11093, 


11180. .11269, 



11208. .11375, 11214. .11378, 11455 .. 11547, 11456. . 11575, 



29812 



11456. .11572, 11632. .11712, 11635 .. 11712 , 11773 11847, 

11775. .11843, 12622. .12684, 13698 13853, 13727 .. 13822, 

13993. .14031, 14040. .14075, 14041 .. 14082, 14160 .. 14243, 

14162. .14239, 14316. .14360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30034 
61903 
19943 

OJ990409_02. 9819. Cll. oS.tc 
6602 
none 

6602. .6718, 8488..8553, 8708. 
8896. .9003, 9091. .9129, 9098. 

30034 
61903 
19943 

OJ990409_02.9819.Cll.o3.tc 
11034 
none 

11034. .11093, 11211. .11375, 
11458, .11562, 11773. .11847, 
13727. .13825, 13993 .. 14031 , 
14150. .14224, 14160. .14243, 



Seq. ID OJ990409_02. 9819.C11 
Strand + 
End . . 21772 
Method TBLASTX : Cres s 
End 9169 
Score 157 

.8785, 8708. .8776, 8893. .9003, 
.9169 

Seq. ID OJ990409_02. 9819. Cll 
Strand + 
End 21772 
Method TBLASTX : Cress 
End 14360 
Score 56 
11214. .11375, 11456. .11575, 
12622. .12693, 13716 .. 13829, 
14040. .14081, 14041. .14 082, 
14316.. 14360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30034 
61903 
19943 
OJ99040 
11040 
none 
11040. . 
11214. . 
11632. . 
11774 . . 
12624. . 
13727. . 
14158. . 
14316. . 



9 02. 9819. Cll. o2. tin 



11093, 
11378, 
11712, 
11851, 
12683, 
13828, 
14226, 
14366, 



11198, 
11257, 
11632, 
11774. 
13693. 
14040, 
14160. 
14317. 



.11374, 
.11421, 
.11697, 
,11851, 
,13821, 
,14081, 
,14240, 
,14367 



Seq. ID OJ990409_02. 9819.C11 

Strand + 

End 21772 

Method TBLASTX : Maize 

End 14367 

Score 71 
11198. .11359, 11211. .11378, 
11456. .11563, 11458. .11559, 
11640. .11711, 11696. .11752, 
12608. .12682, 12616 .. 12720, 
13710. .13823, 13713. .13829, 
14041. .14079, 14155. .14232, 
14165. .14239, 14304 .. 14 366, 



Seq. No. 30034 Seq. ID 

Gene No. 61903 v Strand 

Start 19943 End 

Name OJ990409_02 . 9819 . Cll . o3 . gs Method 

Start 19943 End 

GI none Score 

Exons 19943. .20467, 21668.. 21772 



OJ990409_02. 9819. Cll 
+ 

21772 
GEN SCAN 
21772 
.4 



Seq. ID OJ990409 02.9819.C12 



Seq. No. 30035 

Gene No. 61904 

Start 1 

Name OJ990409_02. 9819.C12 .o2 .np 

Start 1 

GI 3063709 

Exons I.. 21, 3561.. 3863, 3906.. 4120, 5333.. 5513 
GI Descrip. (AL022537) putative protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

9990 
AAT/NAP 
5513 
491 



29813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene Ho . 
Start 
Name 



30035 
61904 
1 

OJ990409_02.9819.C12.o2.gs 

3561 

none 



Seq. ID OJ990409__02.9819.C12 

Strand + 

End 9990 

Method GENS CAN 

End 9990 

Score .7 



3561. .4120, 5333. .5500, 6342. .6387, 6828. .6949, 7977. .8156, 
8721.. 9017, 9237.. 9990 



30035 
61904 
1 

OJ990409_02.9819.C12.o3.np 
9298 
5902368 
9298.. 9684, 9715.. 9986 

(AC009322) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990409_02.9819.C12 

Strand + 

End 9990 

Method AAT/NAP 

End 9986 

Score 353 



30035 
61905 
11138 

OJ990409_02.9819.C12.o3.gs 

11138 

none 

11138. .11207, 11558. .11616 



Seq. ID OJ990409_02.9819.C12 

Strand + 

End 11616 

Method GEN SCAN 

End 11616 

Score .58 



30035 
61906 
1 

OJ990409_02.9819.C12.ol.np 
1 

4510379 
1..70, 353. .575, 1501. .1712 

(AC007017) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990409_02.9819.C12 
Strand 

End 1712 

Method AAT/NAP 

End 1712 

Score 290 



30035 
61906 
1 

OJ990409_02.9819.C12.ol.gs 

191 

none 

191. .575, 1501. .1712 



Seq. ID OJ990409_02.9819.C12 
Strand 

End 1712 

Method GEN SCAN 

End 1712 

Score .78 



30035 
61907 
1970 

OJ990409_02.9819.C12.ol.gp 
1970 
5455354 
1970. .2051 

6016845/dbj | AP000570.il AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. ID OJ990409_02. 9819.C12 
Strand 

End 2051 

Method AAT/GAP 

End 2051 

Score 88 



30035 
61906 
12395 

OJ990409_€2.9819.C12.o4.gs 



Seq. ID OJ990409_02. 9819.C12 

Strand - .: 

End 13578 

Method GENSCAN 



29814 



Start 
GI 

Exons 



12395 End 13578 

none Score .78 

12395. .12534, 13557.. 13578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30035 
61909 
18361 

OJ990409_02.9819.C12.ol.tm 

115 

none 



Seq. ID OJ990409_02.9819.C12 
Strand 

End 18864 

Method TBLASTX : Mai ze 

End 1833 

Score 101 



115. .159, 184. .321, 191. .289, 241. .552, 290. .568, 291. .578, 
291.. 575, 1500.. 1616, 1501.. 1611, 1695.. 1715, 1696.. 1716, 
1741. .1833 



Seq. No. 30035 Seq. ID 

Gene No. 61909 Strand 

Start 18361 End 

Name OJ990409_02 . 9819 . C12 . o2 . tm Method 

Start 3705 End 

GI none Score 

Exons 3705.. 3872, 3705.. 3866, 3764.. 3871, 
3923. .4015 



OJ990409_02.9819.C12 
18864 

TBLASTX: Maize 
4015 
169 

3915. .4010, 3921. .4013, 



Seq. No. 


30035 








Seq. ID 


OJ990409_02.9819 


.C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


5317 








End 


5505 




GI 


none 








Score 


248 




Exons 


5317. .5487, 


5318. 


.5488, 


5319. 


.5489, 5328.. 5489, 5329.. 5505 


Seq. No. 


30035 








Seq. ID 


OJ990409_02.9819, 


.C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5333 








End 


5498 




GI 


none 








Score 


230 




Exons 


5333. .5479, 


5334. 


.5498 










Seq. No. 


30035 








Seq. ID 


OJ990409_02.9819. 


.C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


5333 








End 


5506 




GI 


none 








Score 


208 




Exons 


• 5333.. 5506, 


5334. 


.5495 










Seq. No. 


30035 








Seq. ID 


OJ990409_02.9819. 


,C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


9312 








End 


9573 




GI 


none 








Score 


181 




Exons 


9312. .9428, 


9313. 


.9447, 


9520. 


.9573, 9522.. 9572 




Seq. No. 


30035 








Seq. ID 


OJ990.409_02.9819. 


C12 


Gene No. 


61909 








Strand 







29815 




Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


9313 








End 


9882 




GI 


none 








Score 


78 




Exons 


9313. .9408, 


9315. 


.9407, 


9520. 


.9627, 9724.. 9759, 


9796. .9882 


Seq. No. 


30035 








Seq. ID 


OJ990409 


_02.9819.C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


9313 








End 


9789 




GI 


none 








Score 


95 




Exons 


9313. .9408, 


9315. 


.9407, 


9520. 


.9627, 9522.. 9605, 


9724. .9789 


Seq. No. 


30035 








Seq. ID 


OJ990409 


_02.9819.C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


9574 








End 


9966 




GI 


none 








Score 


48 




Exons 


9574. .9627, 


9705. 


.9839, 


9706. 


.9765, 9760.. 9966, 


9786. .9917, 




9805. .9963 














Seq. No. 


30035 








Seq. ID 


OJ990409 


_02.9819.C12 


Gene No. 


61909 








Strand 






Start 


18361 








End 


18864 




Name 


OJ990409 02 


.9819. 


C12.o4 


.np 


Method 


AAT/NAP 




Start 


18361 






End 


18864 




GI 


5921832 








Score 


283 





Exons 18361. .18864 

GI Descrip. COPPER TRANSPORTER 1 gi | 1082054 | emb | CAA90018 | (Z49859) copper 



transporter protein [Arabidopsis thaliana] 



Seq. No. 


30036 Seq. ID 


OJ990409_02. 


9819. C13 


Gene No. 


61910 Strand 


+ 




Start 


705 End 


3038 




Name 


OJ990409 02.9819.C13.ol.gs Method 


GENSCAN 




Start 


705 End 


3038 




GI 


none Score 


.42 




Exons 


705. .885,' 1708. .1859, 2016. .2457, 2569 


..2688, 2793. 


.3038 


Seq. No. 


30036 Seq. ID 


OJ990409_02. 


9819. C13 


Gene No. 


61911 Strand 






Start 


1934 End 


2218 




Name 


OJ990409 02.9819.C13.ol.gp Method 


AAT/GAP 




Start 


1934 End 


2218 




GI 


18478. 1.R1084 Score 


526 




Exons 


1934. .2218 






GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 6.0e- 


28 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


30036 Seq. ID 


OJ990409_02. 


9819. C13 


Gene No. 


61912 Strand 






Start 


2293 End 


2814 




Name 


OJ990409 02.96i9.Cl3.ol.np Method 


AAT/NAP 




Start 


2293 End 


2814 




GI 


5921832 Score 


297 
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Exons 2293.. 2814 

GI Descrip. COPPER TRANSPORTER 1 gi 1 1082054 | emb I CAA90018 | (Z49859) copper 
transporter protein [Arabidopsis thaliana] 



Seq. No. 


30036 




Seq. ID 


OJ990409_ 


02.9819. 


C13 


Gene No. 


61913 




Strand 








Start 


4147 




End 


8444 






Name. 


OJ990409 .02. 9819.C13.o2. 


,np 


Method 


AAT/NAP 






Start 


4147 




End 


8444 






GI . 


6815052 




Score 


1963 






Exons 


4147. .4265, 4547. .4622, 


4704. 


.5401, 5450.. 5585, 


6368. .6460, 




7342. .7441, 7736. .7853, 


8135. 


.8210, 8292. .8444 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


30036 




Seq. ID 


OJ990409_ 


_02.9819. 


C13 


Gene No. 


61913 




Strand 








Start 


4147 




End 


8444 






Name 


OJ990409 02.9819.C13.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


5640 




End 


6134 






GI 


none 




Score 


87 






Exons 


5640. .6110, 5640; .6134 












Seq. No. 


30036 




Seq. ID 


OJ990409_ 


02.9819. 


C13 


Gene No. 


61913 




Strand 








Start 


4147 




End 


8444 






Name 


OJ990409 02. 9819.C13.o3. 


gs 


Method 


GENSCAN 






Start 


6988 ~ 


End 


8444 






GI 


none 




Score 


.59 






Exons 


6988.. 7079, 8135.. 8444 












Seq. No. 


30037 




Seq. ID 


OJ990409_ 


02.9819. 


C14 


Gene No. 


61914 




Strand 


+ 






Start 


69 




End 


3397 






Name 


OJ990409 02.9819.C14.ol. 


gp 


Method 


AAT/GAP 






Start 


69 




End 


2194 






GI 


29662 1.R1084 




Score 


990 






Exons 


69. .368, 904. .990, 2069. 


.2194 










GI Descrip. 


'3128206 8. Oe-52 (AC004077) unknown protein [Arabidopsis 






thaliana] 












Seq. No. 


30037 




Seq. ID 


OJ990409_ 


02.9819. 


C14 


Gene No. 


61914 




Strand 


+ 






Start 


69 




End 


3397 






Name 


OJ990409 02.9819.C14.ol. 


gs 


Method 


GENSCAN 






Start 


93 


End 


3211 






GI 


none 




Score 


.74 






Exons 


93. .368, 534. .587, 2069. 


.2137, 


2273.. 2395, 3002. 


.3211 




Seq. No. 


30037 




Seq. ID 


OJ990409_ 


02.9819. 


C14 


Gene No. 


61914 




Strand 


+ 






Start 


69 




End 


3397 






Name 


OJ990409 02.9819.C14.ol. 


n P 


Method 


AAT/NAP 






Start 


107 


End 


3208 






GI 


4490313 




Score 


633 







Exons 107.. 368, 904.. 990, 2069.. 2229, 2270.. 2395, 3041.. 3208 

GI Descrip. (AL035678) putative protein [Arabidopsis thaliana] 
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Seq. No. 30037 Seq. ID OJ990409_02 . 9819 . C14 

Gene No. 61914 Strand + 

Start 69 End 3397 

Name OJ990409_02. 9819.C14 ,o2 .gp Method AAT/GAP 

Start 2339 End 3397 

GI 5607601 Score 818 

Exons 2339.. 2395, 3002.. 3397 

GI Descrip. 44 90313/emb | CAB38804 . 1 1 2.0e-13 (AL035678) putative protein 
[Arabidopsis thaliana] 



Seq. No. 30037 

Gene No. 61915 

Start 4010 

Name OJ9904 09_02 . 98 19 . C14 . ol . tm 

Start 257 

GI none 
Exons 



Seq. ID OJ990409_02.9819.C14 
Strand 

End 4 88 9 

Method TBLASTX: Maize 

End 3223 

Score 189 



257. .358, 258. .374, 282. .371, 295. .372, 874. .996, 903. .1013, 
903. .998, 2066. .2194, 2066. .2194, 2068. .2241, 2269. .2394, 
2270. .2404, 2271. .2396, 2968. .3075, 2999. .3223, 3002. .3211 



Seq. No. 


30037 


Seq. ID 


OJ990409_02.9819. 


C14 


Gene No. 


61915 


Strand 






Start 


4010 


End 


4889 




Name 


OJ990409 02.9819.C14.o2 


^gs Method 


GEN SCAN 




Start 


4010 


End 


4889 




GI 


none 


Score 


.61 




Exons 


4010.. 4072, 4219.. 4390, 


4592. .4889 






Seq. No. 


■30038 


Seq. ID 


OJ990409_02. 9819. 


C15 


Gene No. 


61916 


Strand 


+ 




Start 


273 


End 


4391 




Name 


OJ990409 02.9819.C15.ol 


.np Method 


AAT/NAP 




Start 


273 


End 


1660 




GI 


2832643 


Score 


910 




Exons 


273. .334, 512. .739, 779 


..1071, 1102.. 


1519, 1547.. 1660 




GI Descrip. 


(AL021710) hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 30038 Seq. ID 

Gene No. 61916 Strand 

Start 273 End 

Name OJ990409_02 . 9819. C15 . ol .gs Method 

Start 473 End 

GI none Score 

Exons 473.. 1615, 4164.. 4391 



OJ990409_02.9819.C15 
+ 

4391 
GEN SCAN 
4391 
.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



30038 
61917 
6541 

OJ990409_02. 9819. CIS. o2.gs 

6541 

none 



Seq. ID OJ990409_02.9819.C15 

Strand + 

End 11009 

Method GEN SCAN 

End 10994 

Score .45 



6541. .6575, 7381. .7528, 9393. .10994 

30038 Seq. ID 

6I9I7 Strand 

6541 End 

OJ990409_02.9819.C15.o2.np Method 



OJ990409_02.9819.C15 
+ 

11009 
AAT/NAP 
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Start 9444 End 11009 

GI 1717826 Score 1303 
Exons 9444. .11.009 

GI Descrip. TYROSINE /DO PA DECARBOXYLASE 2 [INCLUDES: DOPA DECARBOXYLASE 

(DDC); TYROSINE DECARBOXYLASE ] gi | 1076245 | pir | | B55066 tyrosine 

decarboxylase (EC 4.1.1.25) 2 - opium poppy gi 1607747 (U08598) 

tyrosine/dopa decarboxylase [Papaver somnif erum] 



Seq. No. 


30038 




Seq. ID 


OJ990409_02.9819 


.CIS' 


Gene No. 


61918 




Strand 






Start 


13628 




End 


14745 




Name 


OJ990409 02.9819.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


512 




End 


1669 




GI 


none 




Score 


130 




Exons 


512. .676, 542. .664, 898 


..1056, 920.. 1057, 1157.. 1519, 






1165. .1527, 1568. .1669 










Seq. No. 


30038 




Seq. ID 


OJ990409 02.9819 


.C15 


Gene No. 


61918 




Strand 






Start 


13628 




End 


14745 




Name 


OJ990409 02.9819.C15.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


■ 512 




End 


826 




GI 


none 




Score 


.212 




Exons 


512.. 676, 562.. 675, 778 


. .816, 


779. .826 






Seq. No. 


30038 




Seq. ID 


OJ990409_02.9819 


.CIS 


Gene No. 


61918 




Strand 






Start 


13628 




End 


14745 




Name 


OJ990409 02.9819.C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


563 




End 


1068 




GI 


none 




Score 


158 




Exons 


563.. 676, 565.-675, 778 


. .816, 


779. .826, 


898. .1068, 920. 


.1057 


Seq. No. 


30038 




Seq. ID 


OJ990409_02.9819 


- CIS 


Gene No. 


61918 




Strand 






Start 


13628 




End 


14745 




Name 


OJ990409 02.9819.C15.o4 


.tc 


Method 


TBLASTX: Cress 




Start 


920 




End 


1663 




GI 


none 




Score 


120 




Exons 


920. .1054, 1198. .1347, 


1199. . 


1372, 1406.. 1513, 1598.. 1663 


Seq. No. 


30038 




Seq. ID 


OJ990409_02.9819 


.CIS 


Gene No. 


61918 




Strand 






Start 


13628 




End 


14745 




Name 


OJ990409 02.9819.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1166 




End 


1663 




GI 


none 




Score 


97 




Exons 


1166. .1453, 1168. .1332, 


1168. 


.1527, 1169. .1516, 1568. .1663, 




1571. .1663 










Seq. No. 


30038 




Seq. ID 


OJ990409_02.9819 


. CIS 


Gene No. 


61918 




Strand 






Start 


13628 




End 


14745 




Name 


OJ990409 02.9819.C15.o3 


,tS ':. 


,:,Method 


TBLASTX : Soybean 




Start 


9519 




" End 


9776 




GI 


none 




Score 


124 




Exons 


9519.. 9659, 9545.. 9613, 


9660. 


.9776, 9710.. 9775 
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Seq. No. 30038 

Gene No. . 61918 

Start 13628 

Name OJ9904 09_02 . 98 19 . CIS . o2 . tc 

Start 10029 

GI none 

Exons 10029. .10292, 10031 . . 10093, 
10281. .10370, 10392.. 10424 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_02.9819.C15 
14745 

TBLASTX: Cress 

10424 

195 



10202. .10291, 10244. .10369, 



Seq. No. 30038 Seq. ID 

Gene No. 61918 Strand 

Start 13628 End 

Name 0 J9904 0 9_02 . 98 1 9 . C15 . o2 . tm Method 

Start 10038 End 

GI none Score 

Exons 10038. .10172, 10040 .. 10153, 10173 .. 10292, 10173 .. 10277 , 
10202.. 10291 



OJ990409_02.9819.C15 
14745 

TBLASTX: Maize 
10292 
177 



Seq. No. 


30038 


Seq. ID 


OJ990409_02.9819. 


C15 


Gene No. 


61918 


Strand 






Start 


13628 


End 


1474J5 




Name 


OJ990409 02.9819.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


10533 


End 


10982 




GI 


none 


Score 


213 




Exons 


10533. .10742, 10565 10741, 


10854. .10982 




Seq. No. 


30038 


Seq. ID 


OJ990409_02.9819. 


C15 


Gene No. 


61918 


Strand 






Start 


13628 


End 


14745 




Name 


OJ990409 02.9819.C15.o3.gs 


Method 


GENSCAN 




Start 


13628 


End 


14745 




GI 


none 


Score 


.86 




Exons 


13628. .13815, 14385. .14745 








Seq. No. 


30039 


Seq. ID 


OJ990409JD2.9819. 


C16 


Gene No. 


61919 


Strand 


+ 




Start 


2906 


End 


4211 




Name 


OJ990409 02.9819.C16.o2.np 


Method 


AAT/NAP 




Start 


2906 


End 


4211 




GI 


6815099 


Score 


86 




Exons 


2906.. 2935, 4080. .4211 









GI Descrip. (AP001081) hypothetical protein [Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



30039 Seq. ID 

61920 Strand 

2107 End 2191 
OJ990409_02.9819.C16.ol.np Method AAT/NAP 

2107 End 2191 

6721547 Score 94 
2107.. 2191 

(AP001073) Similar to Oryza sativa gene for Pib 



OJ990409 02.9819.C16 



(AB013448) 



30039 Seq. ID 

6I92I Strand 

4262 End 

OJ990409_02.9819.C16.o2.gs Method 



OJ990409_02.9819.C16 

4314 
GENSCAN 
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Start 


4262 


End 


4314 


GI 


none 


Score 


.53 


Exons 


4262. .4314 






Seq. No. 


30040 


Seq. ID 


OJ990409 


Gene No. 


61922 


Strand 


+ 


Start 


175 


End 


347 


Name 


OJ990409 02.9819.C19.ol.gs. 


Method 


GENS CAN 


Start 


175 


End 


347 


GI 


none 


Score 


.48 


Exons 


175. .347 






Seq. No. 


30041 


Seq. ID 


OJ990619 


Gene No. 


61923 r' 


Strand 


+ 


Start 


366 


End 


711 


Name 


OJ990619 55.9922.Cl.ol.np 


Method 


AAT/NAP 


Start 


366 


End 


711 


GI 


121343 


Score 


326 


Exons 


366. .537, 618. .711 






GI Descrip. 


GLUTAMINE SYNTHETASE SHOOT 


ISOZYME, CHLOROPLAST 



,9922. CI 



PRECURSOR 

(GLUTAMATE— AMMONIA LIGASE) (CLONE LAMBDA-GS31) 
gi I 68598 Ipir | | AJRZQD glutamate — ammonia ligase (EC 6.3.1.2) 
delta precursor, chloroplast - rice gi | 20370 | emb | CAA324 62 | 
(X14246) precursor chloroplastic glutamine synthetase (AA -4 6 to 
382) [Oryza sativa] 



Seq. No. 30041 

Gene No. 61923 

Start 366 

Name OJ990619_55 . 9922 . CI . ol . tc 

Start 375 

GI none 

Exons 375.. 536, 376.. 537, 379.-537, 
617. .679, 618. .701, 621. .680 



Seq. ID OJ990619_55.9922.C1 

Strand + 

End 711 

Method TBLASTX : Cress 

End 701 

Score 250 

380. .538, 611. .685, 613. .678, 



Seq. No. 30041 Seq. ID 

Gene No. 61923 Strand 

Start 366 End 

Name OJ990619_55 . 9922 . CI . ol . tm Method 

Start 375 End 

GI none Score 
Exons 



OJ990619_55.9922.C1 
+ 

711 

TBLASTX: Maize 

701 

249 



375. .536, 376. .537, 377. .538, 602. .679, 613. .666, 617. .679, 
618. .701 



Seq. No. 30041 Seq. ID OJ990619_55 . 9922 . CI 

Gene No. 61923 Strand + 

Start 366 End 711 

Name OJ990619_55 . 9922 .CI . ol . gp Method AAT/GAP 

Start 378 End 711 

GI 325_1.R1084 Score 388 

Exons 378.. 537, 618.. 711 

GI Descrip. 1 121343/sp | P14 655 | GLN2_ORYSA 0.0e+00 GLUTAMINE SYNTHETASE SHOOT 
ISOZYME, CHLOROPLAST PRECURSOR (GLUTAMATE— AMMONIA LIGASE) 

(CLONE LAMBDA-GS31) >gi_68598_pir AJRZQD glutamate — ammonia 

ligase (EC . 6. 3. 1.2) delta precursor, chloroplast - rice 
>gi_20370_emb_CAA324 62_ (X1424 6) precursor chloroplastic 
glutamine synthetase (AA -46 to 382) [Oryza sativa] ' 
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Seq. No. 


*3 n n a i 


Seq. ID 


ojyyobiy 55.9922 


Gene No. 


61923 


Strand 


+ 


Start 


366 


End 


711 


Name 


OJ990619 55.9922.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


394 


End 


703 


GI 


none 


Score 


220 


Exons 


394. .537, 396.-533, 617. .703, 


618. .701 




Seq. No. 


30042 


Seq. ID 


. _ . 

OJ990619__55.9922 


Cano Mo 


61924 


Strand 




Start 


1 


End 


481 


Name 


OJ990619 55.9922.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


481 


GI 


4680183 


Score 


833 


Exons 


1. .481 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


oeq. wo. 


30042 


Seq. ID 


OJ990619_55.9922 


Gene No. 




Strand 




Start 


1 


End 


481 


Name 


OJ990619 55 . 9922 . C3 . ol .gs 


Method 


GENSCAN 


Start 


17 


End 


416 


GI 


none 


Score 


. 85 


Exons 


17 . .416 






O A XT A 

oeq. no. 


30042 


Seq. ID 


OJ990619_55. 9922 


Gene No. 


61924 


Strand 




Start 


1 


End 


481 


Name 


OJ990619_55 . 9922 . C3 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


iz y 


End 


479 


GI 


none 


Score 


226 


Exons 


129 . . 479 






oeq. no. 


30043 


Seq. ID 


OJ990619_55.9922 


Gene No. 


61925 


Strand 




Start 


214 


End 


524 - 


Name 


OJ990619 55,9922. C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


237 


GI 


none 


Score 


161 


Exons 


1..237, 5. .223, 16. .231 






Seq. No. 


30043 


Seq. ID 


OJ990619_55.9922, 


florid Mrt 


61925 


Strand 




Start 


214 


End 


524 


Name 


OJ990619 55.9922.C4.ol.np 


Method 


AAT/NAP 


Start 


214 


End 


524 


GI 


5902444 


Score 


474 


Exons 


214. .524 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


30044 


Seq. ID 


OJ990619 55.9922. 


Gene No. 


61926 


Strand 


+ 


Start 


1 


End 


2267 


Name 


ud^yuDiy dd . y^zz . . oi . np 


Method 


AAT/NAP 


Start 


1 


End 


2264 


GI 


5922620 


Score 


576 
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Exons 1..236, 426.. 602, 639.. 722, 2134.. 2264 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196. lt (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


30044 


Seq. ID 


OJ990619 


_55.9922 


.C5 


Gene No. 


61926 


Strand 


■+„. 






Start 


1 


End 


2267 






Name 


OJ990619_55 . 9922 .C5.ol.gs 


Method 


GENSCAN 






Start 


568 


End 


1086 






GI 


none 


Score 


.66 






Exons 


568. .1086 










Seq. No. 


30044 


Seq. ID 


OJ990619 


_55.9922 


.C5 


Gene No. 


61926 


Strand 


+ 






Start 


1 


End 


2267 






Name 


OJ990619 55.9922.C5.o2.gs 


Method 


GENSCAN 






Start 


1971 


End 


2267 






GI 


none 


Score 


1 






Exons 


1971. .2267 










Seq. No. 


30044 


Seq. ID 


OJ990619_ 


_55.9922 


.C5. 


' s :f Gene No. 


61927 


Strand 


+ 






3 *3 Start 


11797 


End 


12540 






L7I Name 


OJ990619 55.9922.C5.o3.np 


Method 


AAT/NAP 






! C U Start 


11797 


End 


12540 






a GI 


6630686 


Score 


68 






"j Exons 


11797. .11903, 12454.. 12540 










is * GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






;y Seq. No. 


30044 


Seq. ID 


OJ990619_ 


_55.9922 


.C5 


,5 Gene No. 


61928 


Strand 


+ 






} ;3 Start 


18173 


End 


19673 






Name 


OJ990619 55.9922.C5.o5.gs 


Method 


GENSCAN 






^ Start 


18173 


End 


19667 






H= GI 


none 


Score 


.95 






Exons 


18173. .18276, 18714 18995, 


19061. .19667 






o 

r -«i Seq. No. 


30044 


Seq. ID 


OJ990619_ 


55.9922 


.C5 


' se? Gene No. 


61928 


Strand 


+ 






Start 


18173 


End 


19673 






Name 


OJ990619 55.9922.C5.o6.np 


Method 


AAT/NAP 






Start 


18718 


End 


19673 






GI 


4680183 


Score 


1475 






Exons 


18718. .19673 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


30044 


Seq. ID 


OJ990619_ 


55.9922. 


.C5 


Gene No. 


61929 


Strand 








Start 


2844 


End 


13440 






Name 


OJ990619 55.9922.C5.o3.gs 


Method 


GENSCAN 






Start 


2844 


End 


13367 






GI 




Score 


/- s 






Exons 


2844. .3062, 3324. .3442, 4146. .4362, 5876. .6148, 


6291. .8948, 



9067.. 9243, 10109 .. 10321, 10420 .. 10533, 12270 .. 12986, 
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13167. .13367 



Seq. No. 30044 Seq. ID 

Gene No. 61929 Strand 

Start 2844 End 

Name OJ99061 9_55 . 9922 . C5 . o2 . np Method 

Start 5779 End 

GI 5231113 Score 

Exons 5779.. 6148, 6291.. 8948, 9067.. 9249, 

10655.. 10794 

GI Descrip. (AF141202) EIN2 [Arabidopsis thaliana] 

gi I 5231115 |gb|AAD41077.1|AF141203_l (AF141203) 
thaliana] 



OJ990619 55. 9922. C5 



13440 
AAT/NAP 
10794 
1652 
10118. .10321, 



10420. .10533, 



EIN2 [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30044 Seq. ID 

61929 Strand 

2844 End 

OJ990619_55 . 9922 . C5 . o4 . np Method 

12240 End 

4204759 Score 
12240. .12986, 13167. .13440 

(U51191) peroxidase precursor [Glycine max] 



OJ990619_55.9922.C5 

13440 
AAT/NAP 
13440 
541 



30044 
61930 
15659 

OJ990619_55 . 9922 .C5.ol.tm 

2836 

none 



Seq. ID OJ990619_55.9922.C5 
Strand 

End 19373 

Method TBLASTX : Mai ze 

End 18238 

Score 123 



2836.. 3030, 2856.. 3035, 12243. . 12371, 12588 12707 , 
12592. .12687, 12751 .. 12852, 12807 .. 12923, 12817 .. 128 91 , 
12901. .12987, 12924. .12992, 13170 13310, 15651 15839, 
15671. .15895, 15902 .. 15997, 15909 .. 15998, 16001 .. 16204 , 
16002. .16178, 16184. .16498, 16230 1648 1, 18167. .18238 



Seq. No. 30044 Seq. ID 

Gene No. 61930 Strand 

Start 15659 End 

Name OJ990619_55 . 9922 .C5 .o2 . tc Method 

Start 5840 End 

GI none Score 

Exons 5840.. 6013, 5841.. 6011 



OJ990619_55.9922.C5 
19373 

TBLASTX: Cress 

6013 

177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30044 Seq. ID 

61930 Strand 

15659 End 

OJ990619_55 . 9922 . C5 . o2 . ts Method 

5840 End 

none Score 



OJ990619_55.9922.C5 
19373 

TBLASTX: Soybean 

7352 

200 



5840. .6013, 5841. .6014, 5862. .6023, 6083. .6160, 6089. .6160, 

6291. .6392, 6291. .6440, 6313. .6438, 6522. .6662, 6546. .6599, 

6S77..6663, 6748. .6795, 6762. .6953, 6763. .6849, 6826. .6954, 

6989. .7105, 7023. .7142, 7284.-7352 



Seq. No. 
Gene No. 
Start 



30U44 
61930 
15659 



Seq. ID 

Strand 

End 



OJ990619 55. 9922. C5 



19373 
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Name 

Start 

GI 

Exons 



OJ990619_55 . 9922 . C5 . o5 . tm Method TBLASTX : Maize 

5999 End 6465 

none Score 83 

5999.. 6160, 6050.. 6151, 6283.. 6387, 6287.. 6379, 6291.. 6458, 
6291. .6464, 6313. .6465, 6448. .6465 



Seq. No. 


30044 








Seq. ID 


OJ990619_55.9922.C5 


Gene No. 


61930 








Strand 


- 


Start 


15659 








End 


19373 


Name 


OJ990619 55. 


9922 


..C5.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


6594 








End 


6761 


GI 


none 








Score 


193 


Exons 


6594. .6761, 


6595 


. .6759 








Seq. No. 


30044 








Seq. ID 


OJ990619_55.9922.C5 


Gene No. 


61930 








Strand 




Start 


15659 








End- 


19373 


Name 


OJ990619 55. 


9922 


. C5 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


6762 








End 


7281 


GI 


none 








Score 


151 


Exons 


6762. .6965, 


6762 


. .6965, 


6763. 


.7011, 6966. .7280, 6967. .7281, 



6967. .7281 



Seq. No. 


30044 








Seq. ID' 


OJ990619_55.9922.C5 


Gene No. 


61930 








Strand 




Start 


15659 








End 


19373 


Name 


OJ990619 55 


.9922. 


C5.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7405 








End 


7662 


GI 


none 








Score 


157 


Exons 


7405. .7650, 


7407. 


.7661, 


7414. 


.7662, 7461. .7661 


Seq. No. 


30044 








Seq. ID 


OJ990619_55.9922.C5 


Gene No. 


61930 








Strand 




Start 


15659 








End 


19373 


Name 


OJ990619 55 


.9922. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


7662 








End 


8115 


GI 


none 








Score 


83 


Exons 


7662. .7748, 


7670. 


.7750, 


7677. 


.7751, 7737. .7889, 7737. .7889, 




7738. .7896, 


7741. 


.7992, 


7907. 


.8086, 7907. .8113, 7923. .8111, 




7926. .8114, 


8068. 


.8115 








Seq. No. 


30044 








Seq. ID 


OJ990619_55.9922.C5 


Gene No. 


61930 








Strand 




Start 


15659 








End 


19373 


Name 


OJ990619 55 


.9922. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


8319 








End 


8595 


GI 


none 








Score 


61 


Exons 


8319. .8381, 


8323. 


.8376, 


8386. 


.8541, 8386. .8535, 8388. .8591, 




8508. .8594, 


8541. 


.8594, 


8542. 


.8595, 8542.. 8595 


Seq. No. 


30044 








Seq. ID 


OJ990619_55.9922.C5 


Gene No. 


61930 








Strand 




Start 


15659 








End 


19373 


Name 


OJ990619_55 


.9922. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


S Lart 


8812 








End 


y24U 


GI 


none 








Score 


219 


Exons 


8812. .8949, 


8814. 


.8951, 


9064. 


.9240, 9067.. 9231, 9071.. 9238 
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Seq. No. 30044 

Gene No. 61930 

Start 15659 

Name OJ990619_55 . 9922 .C5 . ol . ts 

Start 12225 

GI none 
Exons 



Seq. ID OJ990619_55.9922.C5 
Strand 

End 19373 

Method TBLASTX : Soybean 

End 16498 

Score 81 



12225. .12530, 12238 12423, 12585 12683, 12592 .. 12912 , 

12759. .12923, 12954 .. 12992, 13168 .. 13275 , 13170 .. 13334 , 

16067. .16294, 16230 .. 16283, 16296 .. 16430 , 16301 .. 16429, 
16448. .16498 



Seq. No. 30044 

Gene No. 61930 

Start 15659 

Name OJ990619_55. 9922.C5.ol.tc 

Start 12237 

GI none 
Exons 



Seq. ID OJ990619_55. 9922.C5 
Strand 

End 19373 

Method TBLASTX : Cress 

End 16430 

Score 71 



12237. . 12500, 12238 12330, 12585 .. 12923, 12592 12684 , 
12715. .12918, 13170. .13361, 16067 .. 16318 , 1 6298 16429, 
16299. .16430 



Seq. No. 30044 

Gene No. 61930 

Start' 15659 

Name OJ990619_55 . 9922 .C5.ol . tw 

Start * 12585 

GI none 
Exons 



Seq. ID OJ990619_55. 9922.C5 
Strand 

End 19373 

Method TBLASTX: Wheat 

End 16498 

Score 39 



12585. .12935, 12600 12698, 12715 12936, 12945 12992, 
13170. .13319, 16043. .16294, 16289 .. 164 11 , 16296 16403, 
16436. .16498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30044 
61930 
15659 

OJ990619_55.9922.C5.o4.gs 

15659 

none 

15659. .16480, 16622.. 16630 

30044 
61930 
15659 

OJ990619_55.9922.C5.o5.np 

15674 

5381253 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_55.9922.C5 

19373 
GENS CAN 
16630 
.96 



Seq. ID OJ990619_55.9922.C5 
Strand 

End 19373 

Method AAT/NAP 

End 19373 

Score 365 



15674. .15892, 15935 .. 16480, 18158 .. 18227 , 19228.. 19373 
(AB027752) peroxidase [Nicotiana tabacum] 



30045 Seq. ID 

61931 Strand 

66 End 

OJ990619_55.9922.C6.ol.gs Method 

66 End 

none Score 
66. .205 



OJ990619_55.9922.C6 
205 

GENSCAN 

205 

.8 
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Seq. No. 30046 Seq. ID 

Gene No. 61932 Strand 

Start 157 End 

Name OJ990619_55 . 9922 . C7 . ol . np Method 

Start 157 End 

GI 2498930 Score 

Exons 157.. 233, 401.. 455. 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990619_55.9922.C7 
+ 

455 

AAT/NAP 

455 

109 



Seq. No. 30046 Seq. ID 

Gene No. 61932 Strand 

Start 157 End 

Name OJ990619_55 . 9922 . C7 . ol . gs Method 

Start 174 End 

GI none Score 

Exons 174.. 233, 401.. 445 



OJ990619_55.9922.C7 
+ 

455 

GENSCAN 

445 

.8 



Seq. No. 


30047 




Seq. ID 


OJ990619 


55. 


9922 


.C8 


Gene No. 


61933 




Strand 


+ 








Start 


207 




End 


314 








Name 


OJ990619 55 


.9922.C8.ol.np 


Method 


AAT/NAP 








Start 


207 




End 


314 








GI 


5852180 




Score 


" 100 








Exons 


207. .314 














GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


30047 




Seq. ID 


OJ990619_ 


_55. 


9922 


.C8 


Gene No. 


61934 




Strand 










Start 


256 




End 


313 








Name 


OJ990619 55 


.9922.C8.ol.gs 


Method 


GENSCAN 








Start 


256 




End 


313 








GI 


none 




Score 


.92 








Exons 


256. .313 














Seq. No. 


30048 




Seq. ID 


OJ990619 


55. 


9922 


.Cl< 


Gene No. 


61935 




Strand 


+ 








Start 


3277 




End 


3886 








Name 


OJ990619 55 


.9922. C10. ol.np 


Method 


AAT/NAP 








Start 


3277 




End 


3886 








GI 


5231113 




Score 


174 








Exons 


3277. .3547, 


3865. .3886 













GI Descrip. (AF141202) EIN2 [Arabidopsis thaliana] 

gi|5231115|gb|AAD41077.1|AF141203_l (AF141203) EIN2 [Arabidopsis 
thaliana] 



OJ990619 55.9922.C11 



Seq. No. 30049 Seq. ID _ 

Gene No. 61936 Strand 

Start 1 End 574 

Name OJ990619_55 . 9922 . Cll . ol . np Method AAT/NAP 

Start 1 End 574 . 

GI 2498930 Score 963 

Exons' 1..574 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) yii!203794 (U18774) Sog [Drosophila melanogaster J 



Seq. No. 



30049 



Seq. ID OJ990619 55. 9922. Cll 
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Gene No. 


61936 


Strand 










Start 


1 


End 


574 








Name 


OJ990619 55. 9922.Cll.ol.gs 


Method 


GENSCAN 








Start 


10 


End 


523 








GI 


none 


Score 


.99 








Exons 


10. .523 












Seq. No. 


30050 


Seq. ID 


OJ990619 


_55. 


9922 


.C12 


Gene No. 


61937 


Strand 


+ 








Start 


1 


End 


2316 








Name 


OJ990619 55.9922.C12.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2316 








GI 


4680186 


Score 


377 








Exons 


1..67, 1155. .1276, 2116. .2316 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


30050 


Seq. ID 


OJ990619 


_55. 


9922 


.C12 


Gene No. 


61938 


Strand 










Start 


300 


End 


998 








Name 


OJ990619 55.9922.C12.ol.gs 


Method 


GENSCAN 








Start 


300 


End 


998 








GI 


none 


Score 


. 66 








Exons 


300.. 559, 617.. 851, 948.. 99,8 












Seq. No. 


30050 


Seq. ID 


OJ990619 


55. 


9922 


.C12 


Gene No. 


61939 


Strand 










Start 


1868 


End 


2249 








Name 


OJ990619 55.9922.C12.ol.gp 


Method 


AAT/GAP 








Start 


1868 


End 


2249 








GI 


uC-osflcyp033a04bl 


Score 


667 








Exons 


1868. .2249 












GI Descrip. 


'6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza : 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ■ 










Seq. No. 


30051 


Seq. ID 


OJ990619_ 


_55. 


9922 


.C13 


Gene No. 


61940 


Strand 










Start 


728 


End 


2339 








Name 


OJ990619 55.9922.C13.ol.gs >■ 


Method 


GENSCAN 








Start 


728 


End 


2339 








GI 


none 


Score 


.75 








Exons 


728. .940, 1168. .1258, 2284. .2339 










Seq. No. 


30052 


Seq. ID 


OJ990619 


_55. 


9922 


.C14 


Gene No. 


61941 


Strand 










Start 


1 


End 


117 








Name 


OJ990619 55.9922.C14.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


117 








GI 


5902447 


Score 


187 








Exons 


1. .117 












GI Descrip. 


(AB030283) orf4 [Oryza sativa] 












Seq. No. 


30052 


Seq. ID 


OJ990619_ 


_55. 


9922 


.C14 


Gene No. 


61942 


Strand 










Start 


207 


End 


1100 








Name 


ujyyubiy st>.yy^.ci4.o2.np 


Method 


AAT/NAP 








Start 


207 


End 


1100 








GI 


5902448 


Score 


1560 
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Exons 207.. 1100 

GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 30052 Seq. ID 

Gene No. 61942 Strand 

Start 207 End 

Name OJ99061 9_55 . 9922 . C14 . ol . gs Method 

Start 216 End 

GI none Score 

Exons 216.. 1100 



OJ990619_55.9922.C14 

1100 
GENSCAN 
1100 
.9 



Seq. No. 


30052 


Seq. ID 


OJ990619_55.9922.C 


Gene No. 


61942 


Strand 




Start 


207 


End 


1100 


Name 


OJ990619 55.9922.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


690 


End 


980 


GI 


none 


Score 


216 


Exons 


690. .980 






Seq. No. 


30053 


Seq. ID 


OJ990619_55.9922.C 


Gene No. 


61943 


Strand 


+ 


Start 


852 


End 


9114 


Name 


OJ990619 55.9922.C15.ol.gs 


Method 


GENSCAN 


Start 


852 


End 


-9114 


GI 


none 


Score 


.43 


Exons 


852.. 884, 2609.. 2645, 3099.. 


3190, 3864 


..3988, 4331. .4416, 




4727.. 4862, 6336.. 6472, 6515 


..6677, 9000. .9114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30053 



Seq. ID OJ990619_55.9922.C15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



61943 Strand + 

852 End 9114 

OJ990619_55 . 9922 . C15 . o2 . np Method AAT/NAP 
5444 End 5869 

6069646 Score 334 

5444. .5869 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990619_55.9922.C15 
+ 

9114 
AAT/NAP 
9111 
171 



30053 Seq. ID 

61943 Strand 
852 End 
OJ990619_55 . 9922 . C15 . o3 . np Method 
8978 End 
5922620 Score 
8978. .9111 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Gene No. 
Start 



61944 
9451 



Seq. ID OJ9y0619_55. 9922.C15 
Strand + 
End 10718 
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Name , OJ990619_55 . 9922.C15.o5.np Method AAT/NAP 

Start 9388 End 10718 

GI 5.922620 Score 447 

Exons 9388.-9426, 9466.. 9579, 9625.. 9649, 10287 .. 10320, 10561,. 1071E 

GI Descrip. (AP000492) EST D15357 {C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



beg. no. 




Seq. ID 


OJ990619_55 


. y yzz 




Gene No. 


61944 


Strand 


+ 






Start 


9451 


End 


10718 






Name 


OJ990619 55.9922.C15.o2.gs 


Method 


GEN SCAN 






Start 


9451 


End 


10120 






GI 


none 


Score 


.97 






Exons 


9451.. 9579, 9625.. 9649, 9963. 


.10120 








Seq. No. * 


30053 


Seq. ID 


OJ990619_55 


.9922 


.C15 


Gene No. 


61945 


Strand 








Start 


4572 


End 


4688 






Name 


OJ990619 55.9922.C15.ol.np 


Method 


AAT/NAP 






Start 


4572 


End 


4688 






GI 


5777617 


Score 


73 






Exons 


4572. .4688 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


30053 


Seq. ID 


OJ990619_55 


.9922 


.C15 


Gene No. 


61946 


Strand 








Start 


9250 


End 


9327 






Name 


OJ990619 55.9922.C15.o4.np 


Method 


AAT/NAP 






Start 


9250 


End 


9327 






GI 


6630699 


Score 


80 






Exons 


9250. .9327 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 |dbj | BAA89566.il (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


30054 


Seq. ID 


OJ990619_54 


.9922 


.CI 


Gene No. 


61947 


Strand 








Start 


1 


End 


310 






Name 


OJ990619 54.9922.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


301 






GI 


6850339 


Score 


93 






Exons 


1. .301 










GI Descrip. 


(AC022354) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30054 


Seq. ID 


OJ990619_54 


.9922 


.CI 


Gene No. 


61947 


Strand 








Start 


1 


End 


310 






Name 


OJ990619 54.9922.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


289 






GI 


none 


Score 


72 






Exons 


1..72, 2. .73, 131. .289, 152. .286 








Seq. No. 


30054 


Seq. ID 


OJ990619_54 


.9922 


.CI 


Gene No. 


61947 


Strand 









29830 



Start 


1 


End 


310 


Name 


OJ990619 54.9922.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


179 


End 


310 


GI 


none 


Score 


72 


Exons 


179. .304, 180.. 302, 181.. 303, 


182. .310 


Seq. No. 


30055 


Seq. ID 


OJ990619 54. 9922. C2 


Gene No. 


61948 


Strand 


+ 


Start 


1 


End 


530 


Name 


OJ990619 54.9922.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


530 


GI 


6850339 


Score 


156 


Exons- 


1..24, 414. .530 






GI Descrip. 


(AC022354) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


30056 


Seq. ID 


OJ990619 54. 9922. C3 


Gene No. 


61949 


Strand 


+ 


Start 


5708 


End 


5762 


Name 


OJ990619 54.9922.C3.o3.gp 


Method 


AAT/GAP 


Start 


5708 


End 


5762 


GI 


77434 1.R1084 


Score 


83 


Exons 


5708. .5762 






GI Descrip. 


, 2827528/emb ICAA16536.il 2.0e- 


-10 (AL021633) predicted proti 




[Arabidopsis thaliana] ■ 






Seq. No. 


30056 


Seq. ID 


OJ990619_54.9922.C3 


Gene No . 


61950 


Strand 




Start 


359 


End 


3219 


Name 


OJ990619 54.9922.C3.ol.gs 


Method 


GENSCAN 


Start 


359 


End 


3219 


GI 


none 


Score 


.93 


Exons 


359. .405, 500. .561, 682. .805, 


1632. .18 


164, 2638. .3043, 3165 


Seq. No. 


30056 


Seq. ID 


OJ990619_54.9922.C3 


Gene No. 


61950 


Strand 




Start 


359 


End 


3219 


Name 


OJ990619 54.9922.C3.ol.np 


Method 


AAT/NAP 


Start 


468 


End 


3005 


GI 


4093157 


Score 


378 


Exons 


468. .561, 682. .818, 1627. .1883, 2597.. 


3005 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AF087936) phytochrome-associated protein 2 [Arabidopsis 
thaliana] gi | 4972054 | emb | CAB43922 . 1 | (AL078470) 
phytochrome-associated protein PAP2 [Arabidopsis thaliana] 



OJ990619 54. 9922. C3 



30056 
61950 
359 

OJ990619_54.9922.C3.ol.gp 
500 

33188JL.R1084 
500. .561, 682. .734 

, 4887020/gb|AAD32146.1|AF123508_l 6.0e-ll (AF123508) Nt-iaa28 
deduced protein [Nicotiana tabacum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3219 
AAT/GAP 
734 
157 



seq. No. 
Gene No. 
Start 



61950 
359 



Seq. ID 

Strand 

End 



OJ990619 54. 9922. C3 



3219 



29831 



Name 


OJ990619 54 . 9922.C3.o2.gp 


Method 


AAT/GAP 




Start 


2663 


End 


3118 




GI 


none 


Score 


887 




Exons 


2663. .3118 








Seq. No. 


30056 


Seq. ID 


OJ990619_54.9922 


,C3 


Gene No. 


61951 


Strand 






Start 


5587 


End 


7623 




Name 


OJ990619 54.9922.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


498 


End 


3057 




GI 


none 


Score 


87 




Exons 


498. .560, 501. .560, 502. .561, 


680.. 766, 681.. 767, 1613. 


.18 




1626. .1862, 1627. .1872, 2739. 


.2804, 2741. .2779, 2844. .2903 




2857. .2907, 2964.. 3023, 2964. 


.3029, 3016.. 3057 




Seq. No. 


30056 


Seq. ID 


OJ990619 54.9922 


.C3 


Gene No. 


61951 


Strand 






Start 


5587 


End 


7623 




Name 


OJ990619 54.9922.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


501 


End 


1867 




GI 


none 


Score 


89 




Exons 


501. .560, 681. .746, 1630. .1749, 1631.. 


1747, 1648 . . 1749, 






1810. .1866, 1814. .1867 








Seq. No. 


30056 


Seq. ID 


OJ990619 54.9922 


.C3 


Gene No. 


61951 


Strand 






Start 


5587 


End 


7623 




Name 


OJ990619 54.9922.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


501 


End 


746 




GI 


none 


Score 


90 




Exons 


501. .560, 502. .561, 681. .746, 


681. .746 






Seq. No. 


30056 


Seq. ID 


OJ990619_54.9922 


.C3 


Gene No. 


61951 


Strand 






Start 


5587 


End 


7623 




Name 


OJ990619 54.9922.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


680 


End 


1867 




GI 


none 


Score 


105 




Exons 


680. .757, 681. .770, 1620. .1751, 1627.. 


1809, 1631.. 1825, 






1732. .1866, 1806. .1865, 1808. 


.1867 






Seq. No. 


30056 


Seq. ID 


OJ990619_54.9922 


.C3 


Gene No. 


61951 


Strand 






Start 


5587 


End 


7623 




Name 


OJ990619 54.9922.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1612 


End 


2915 




GI 


none 


Score 


146 




Exons 


1612. .1806, 1631. .1789, 1778. 


.1885, 17 


83. .1866, 1786. .1911, 




1793.. 1885, 2844.. 2915 








Seq. No. 


30056 


Seq. ID 


OJ990619__54.9922, 


C3 


Gene No. 


61951 


Strand 






Start 


5587 


End 


7623 




Name 


OJ990619 54.9922.C3.o2.gs 


Method 


GEN SCAN 




Start 


5587 


End 


i v &. 




GI 


none 


Score 


.65 




Exons 


5587. .5691, 6261.. 6352, 6767. 


.6825, 6890.. 7623 





29832 



Seq. No. 


30056 


Seq. ID 


OJ990619_54. 9922.C3 


Gene No. 


61951 


Strand 




Start 


5587 


End 


7623 


Name 


OJ990619 54.9922.C3.o4.gp 


Method 


AAT/GAP 


Start 


7204 


End 


7521 


GI 


none 


Score 


589 


Exons 


7204. .7.5,21 






Seq. No. 


30057 


Seq. ID 


OJ990619 54. 9922. C5 


Gene No. 


61952 


Strand 


+ 


Start 


4900 


End 


5364 


Name 


OJ990619 54.9922.C5.o2.gp 


Method 


AAT/GAP 


Start 


4900 


End 


5364 


GI 


none 


Score 


92 6 


Exons 


4900.. 5364 






Seq. No. 


30057 


Seq. ID 


OJ990619_54.9922.C5 


Gene No. 


61953 


Strand 




Start 


187 


End 


3950 


Name 


OJ990619 54.9922.C5.ol.gs 


Method 


GENSCAN 


Start 


187 


End 


3950 


GI 


none 


Score 


.92 


Exons 


187.. 660, 932.. 999, 1095.. 


1329, 1447.. 


1703, 1870. .2011, 




2620.. 2677, 2839.. 2964, 3811.. 3883, 3929.. 3950 


Seq. No. 


30057 


Seq. ID 


OJ990619_54. 9922.C5 


Gene No. 


61953 


. Strand 




Start 


187 


End 


3950 


Name 


OJ990619 54.9922.C5.ol.gp 


Method 


AAT/GAP 


Start 


932 


End 


2012 


GI 


none 


Score 


945 


Exons 


932.. 999, 1095.. 1174, 1292 


..1329, 1447 


..1658, 1870.. 2012 


Seq. No. 


30058 


Seq. ID 


OJ990619_54.9922.C7 


dene No. 


61954 


Strand 




Start 


1 


End 


1964 


Name 


OJ990619 54.9922.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1771 


GI 


4455260 


Score 


485 


Exons 


1..125, 620. .768, 860. .975 


, 1694.. 1771 




GI Descrip. 


(AL035353) protein kinase- 


like protein 


[Arabidopsis thaliar 


Seq. No. 


30058 


Seq. ID 


OJ990619_54.9922.C7 


Gene No. 


61954 


Strand 




Start 


1 


End 


1964 


Name 


OJ990619 54.9922.C7.ol.gs 


Method 


GENSCAN 


Start 


849 


End 


1964 


GI 


none 


Score 


.91 


Exons 


849.. 929, 1524.. 1564, 1696 


..1838, 1909 


. .1964 


Seq. No. 


30058 


Seq. ID 


OJ990619_54.9922.C7 


Gene No. 


61955 


Strand 




Start 


1939 


End 


3909 


Name 


GJ99G619 54 . 9922.C7.o2.np 


Method 


AAT/NAP 


Start 


1939 


End 


3909 


GI 


2943792 


Score 


57 



29833 




Exons 


1939.. 1962, 3649.-3733, 3828. 


.3909 




GI Descrip. 


(AB006809) PV72 [Cucurbita sp 






Seq. No. 


30058 


Seq. ID 


OJ990619 54. 9922. C7 


Gene No. 


61956 


Strand 


- 


Start 


4579 


End 


4676 


Name 


OJ990619 54.9922.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


16 


End 


912 


GI 


none 


Score 


161 


Exons 


16. .135, 27. .125, 608. .766, 609. .767, 


620. .769, 621. .770, 




622. .771, 851. .910, 858. .911, 


859. . 912 




Seq. No. 


30058 


Seq. ID 


OJ990619_54.9922.C7 


Gene No. 


61956 


Strand 




Start 


4579 


End 


4676 


Name 


OJ990619 54.9922.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


39 


End 


1772 


GI 


none 


Score 


106 


Exons 


39. .125, 40. .126, 608. .766, 609. .767, 


614.. 769, 633.. 770, 




634. .771, 858. .911, 858. .929, 


859.. 930, 1697. .1771, 1698.. 1772 


Seq. No. 


30058 


Seq. ID 


OJ990619_54.9922.C7 


Gene No. 


61956 


Strand 




Start 


4579 


End 


4676 


Name 


OJ990619 54.9922.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


609 


End 


1784 


GI 


none 


Score 


179 


Exons 


609. .767, 614. .766, 858. .929, 


859. .930 


, 1697. .1780, 1698. .1784 


Seq. No. 


30058 


Seq. ID 


OJ990619_54.9922.C7 


Gene No. 


61956 


Strand 




btarr 


4579 


End 


4676 


Name 


OJ990619 54.9922.C7.o3.np 


Method 


AAT/NAP 


Start 


4579 


End 


4676 


GI 


5777617 


Score 


79 


Exons 


4579. .4676 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


30059 


Seq. ID 


OJ990619_54.9922.C8 


Gene No. 


61957 


Strand 


+ - 


Start 


1368 


End 


1641 


Name 


OJ990619 54.9922.C8.o2.gs 


Method 


GENSCAN 


Start 


1368 


End 


1641 


GI 


none 


Score 


.59 


Exons 


1368.. 1376, 1579.. 1641 






Seq. No. 


30059 


Seq. ID 


OJ990619_54.9922.C8 


(jene no. 


61958 


Strand 




Start 


7 


End 


588 


Name 


OJ990619 54.9922.C8.ol.gs 


Method 


GENSCAN 


Start 


7 


End 


588 


GI 


none 


Score 


.5 


Exons 


7. .588 






Seq. No. 


30060 


Seq. lu 


UJ 99061 9_b4. 9922. C9 


Gene No. 


61959 


Strand 




Start 


1475 


End 


1885 



29834 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 

Qono Wq # 

Start 
Name 



OJ99061 9_54 . 9922 . C9 . ol . gs Method 

1475 End 

none Score 
1475. .1484, 1688. .1885 



GENSCAN 

1885 

.48 



30061 
61960 
224 

OJ990619_54.9922.C12.ol.gp 
224 

uC-osflm202100gl2bl 
224. .387, 540. .751 

'3643602 1.0e-15 (AC005395) putative tonoplast intrinsic protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990619_54.9922.C12 

Strand + 

End 1168 

Method AAT/GAP 

End 751 

Score 716 



30061 
61960 
224 

OJ990619_54.9922.C12.ol.gs 

261 

none 

261. .387, 540. .1168 



Seq. ID OJ990619_54.9922.C12 

Strand + 

End 1168 

Method GENSCAN 

End 1168 

Score .91 



30061 
61960 
224 

OJ990619_54.9922.C12.ol.np 
261 

3643602 
261. .407, 566. .1168 

(AC005395) putative aquaporin {tonoplast intrinsic protein) 
[Arabidopsis thaliana] 



Seq. ID OJ990619_54.9922.C12 

Strand + 

End 1168 

Method AAT/NAP 

End 1168 

Score 614 



30061 
61961 
1 

OJ990619_54.9922.C12.o2.np 
1 

134045 
1..22, 2222. .2295 

MITOCHONDRIAL RIBOSOMAL PROTEIN S3 gi | 70869 | pir || R3ZMS3 
ribosomal protein S3 - maize mitochondrion 

gi|13921|emb|CAA40690| (X57445) mitochondrial S3-like ribosomal 
protein [Zea mays] 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method AAT/NAP 

End 2295 

Score . 77 



30061 
61961 
1 

OJ990619_54 . 9922 . C12 . ol . tc 

261 

none 



Seq. ID OJ990619_54. 9922.C12 
Strand 

End 4310 

Method TBLASTX : Cress 

End 1131 

Score 65 



261. .392, 635. .1120, 640. .702, 833. .1120, 883. .1131 



30061 



OJ990619 54.9922.C12.ol.ts 



Seq. ID OJ990619_54.9922.C12 

SLrctiiu - 

End 4310 

Method TBLASTX : Soybean 



29835 



Start 
GI 

Exons 



261 End 1123 

none Score 104 

261. .392, 272. .391, 634. .720, 635. .1123, 793. .1122, 944. .1123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30061 
61961 
1 

OJ990619_54.9922.C12.ol.tm 

635 

none 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method TBLASTX : Mai ze 

End 1122 

Score 426 



635. .1120, 635. .721, 640. .735, 793. .1122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30061 
61961 
1 

OJ990619_54.9922.C12.ol.tw 

635 

none 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method TBLASTX : Wheat 

End 1150 

Score 122 



635. .787, 635. .721, 640. .735, 808. .1128, 815. .1120, 818. .1150 



30061 
61961 
1 

OJ990619_54.9922.C12.o2.gp 

1071 

none 

1071. .1421 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method AAT/GAP 

End 1421 

Score 694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30061 
61961 
1 

OJ990619_54 . 9922 . C12 . o2 . gs 

1795 

none 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method GENSCAN 

End 4310 

Score .42 



1795. .1875, 3575. .3647, 3814. .3948, 4141. .4310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30061 
61961 
1 

OJ990619_54.9922.C12.o3.np 
3582 
6539570 
3582.. 3635, 3798.. 4011 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method AAT/NAP 

End 4011 

Score 148 



30061 
61961 
1 

OJ990619_54 . 9922 . C12 . o4 . np 
4140 
6630699 
4140. .4249 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990619_54.9922.C12 
Strand 

End 4310 

Method AAT/NAP 

End 4249 

Score 71 



Seq. No. 



30062 



Seq. ID OJ990619_54.9922.C13 



29836 




bene wo. 








Strand 


+ 


Start 


3463 






End 


4021 


Name 


OJ990619 54 


.9922.Cl3.o2 


. gs 


Method 


. GEN SCAN 


Start 


3463 




End 


4021 


GI 


none 






Score 


.68 


Exons 


3463. .3613, 


3696. .4021 








Seq. No. 


30062 






Seq. 1 ID 


OJ990619_54.9922.C13 


Gene No . 








Strand 




Start 


1485 






End 


3062 


Name 


OJ990619 54 


.9922.C13.ol, 


.gs 


Method 


GENSCAN 


Start 


1485 






End 


3062 


GI 


none 






Score 


.97 


Exons 


1485. .3062 










Seq. No. 


30062 






Seq. ID 


OJ990619_54.9922.C13 


Gene No. 


61963 






Strand 




Start 


1485 






End 


3062 


Name 


OJ990619 54 


.9922.C13.ol. 


.np 


Method 




Start 


1737 






End 


2808 


GI 


5668798 






Score 


398 


Exons 


1737. .2092, 


2123. .2808 








GI Descrip. 


(AC007519) 


Contains 6 PFI00400 WD40 G- 


■beta repeat domains . 




[Arabidopsis thaliana] 






Seq. No. 


30063 






Seq. ID 


OJ990619 54.9922.C15 


Gene No. 


61964 






Strand 


+ 


Start 


6822 






End 


9275 


Name 


OJ990619 54 


.9922.C15.ol. 


, np 


Method 


AAT/NAP 


Start 


6822 






End 


9275 


GI 


6850339 






Score 


565 


Exons 


6822. .6977, 


7988. .8077, 


8354. 


.8398, 8504. .8558, 8661. .8704, 




8817. .9275 










GI Descrip. 


(AC022354) : 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


30063 






Seq. ID 


OJ990619_54.9922.C15 


KjGTIG jno • 


61964 






Strand 


+ 


Start 


6822 






End 


9275 


Name 


OJ990619 54 


.9922.C15.o3. 


gs 


Method 


GENSCAN 


Start 


7937 






End 


9206 


GI 


none 






Score 


.48 


Exons 


7937. .8077, 


8354. .8398, 


8504. 


.8558, 8661. .8704, 8817. .9206 


Seq. No. 


30063 






Seq. ID 


OJ990619_54.9922.C15 


uene ino. 


61965 






Strand 




Start 


4258 






End 


7233 


Name 


OJ990619 54 


.9922.C15.o2. 


gs 


Method 


GENSCAN 


Start 


4258 




End 


7233 


GI 


none 






Score 


.55 


Exons 


4258. .4492, 


5778. .5879, 


6455. 


.6537, 6646.. 6800, 7203.. 7233 


Seq. No. 


30063 






Seq. ID 


OJ990619_54.9922.C15 


Gene No. 


61966 ~ 






Strand 




Start 


7981 






End 


8870 


VI « 




r\ r\ r\ s\ -i r- -t 


ts 


Method 


TBLASTX : Soybean 


Start 


7981 






End 


8870 


GI 


none 






Score 


157 



"'29837 




Exons 


7981. .8076, 


7982. 


, .8077, 


8353 


..8397, 8360. .8401, 8497. .8568, 




8498. .8560, 


8653. 


.8709, 


8660 


..8707, 8817. .8870 


Seq. No. 


30064 








Seq. ID 


OJ990619_54.9922.C16 


Gene No. 










Strand 


+ 


Start 


1170 








End 


4151 


Name 


OJ990619 54 


.9922. 


C16.ol 


. gs 


Method 


GENSCAN 


Start 


1170 








End 


4151 


GI 


none 








Score 


.9 


Exons 


1170. .1250, 


2195. 


.2542, 


2601 


..3326, 3468. .3525, 3952. .4151 


Seq. No. 


30064 








Seq. ID 


OJ990619_54.9922.C16 


Gene No. 


61967 








Strand 


+ 


C •*- -i 
OLail 


1 1 / u 








End 


4151 


Name 


OJ990619 54 


.9922. 


C16.ol 


.np 


Method 


AAT/NAP 


Start 


2144 








End 


3164 


GI 


3063692 








Score 


330 


Exons 


2144. .2389, 


2637. 


.2714, 


2748 


..2913, 2968. .3164 


GI Descrip. 


(AL022537) 


putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


30064 








Seq. ID 


OJ990619_54.9922.C16 


Gene No. 


61968 








Strand 




Start 


5200 








End 


6355 


Name 


OJ990619 54 


.9922. 


C16.ol 


• gp 


Method 


AAT/GAP 


Start 


5001 






- End 


6291 


GI 


18570 2.R1084 






Score 


952 


Exons 


5001. .5361, 


6154. 


.6291 








GI Descrip. 


•2431767 7. 


Oe-13 


(U62751) acidic ribosomal protein P3a [Zea 




mays] 1 












Seq. No. 


30064 








Seq. ID 


OJ990619_54.9922.C16 


Gene No. 


61968 








Strand 




Start 


5200 








End 


6355 


Name 


OJ990619 54 


.9922. 


C16.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


5188 








End 


6355 


GI 


none 








Score 


90 


Exons 


5188. .5235, 


6151. 


.6351, 


6152, 


...6205, 6287.. 6352, 6320.. 6355 


Seq. No. 


30064 








Seq. ID 


OJ990619_54.9922.C16 


Gene No. 


61968 








Strand 




Start 


5200 








End 


6355 


Name 


OJ990619 54 


.9922. 


C16.o2. 


.gs 


Method 


GENSCAN 


Start 


5200 






End 


6351 


GI 


none 








Score 


.9 


Exons' 


5200. .5361, 


6154. 


.6351 









OJ990619 54.9922.C16 



Seq. No. 30064 Seq. ID 

Gene No. 61968 Strand 

Start 5200 End 6355 

Name OJ990619_54 . 9922 . C16 . o2 . np Method AAT/NAP 

Start 5203 End 6351 

GI 6226016 Score 432 

Exons 5203.. 5361, 6154.. 6351 

GI Descrip. 60S ACIDIC RIBOSOMAL PROTEIN P3 ( P1/P2-LIKE) (P3A) gi 12431767 
(U6275I) acidic ribosomal protein P3a [zea mays] 



Seq. No. 



30064 



Seq. ID OJ990619 54.9922.C16 



29838 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



61968 Strand 

5200 End 6355 

OJ990619_54. 9922.C16.ol.tc Method TBLASTX : Cress 

6151 End 6352 

none Score 64 

6151.. 6351, 6152.. 6205, 6287.. 6352 



30064 , 
61968 

5200 End 
OJ990619_54 . 9922 . C16 . ol . ts Method TBLASTX : Soybean 

6151 End 6352 

none Score 

6151.. 6351, 6152.. 6205, 6287.. 6352 



Seq. ;ID OJ990619_54.9922.C16 
Strand 

6355 



79 



Seq. No. 


30064 


Seq. ID 


OJ990619_54.9922.C16 


Gene No. 


61968 


Strand 




Start 


5200 


End 


6355 


Name 


OJ990619 54.9922.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


6151 


End 


6355 


GI 


none 


Score 


83 


Exons 


6151.. 6351, 6152.. 6205, 6287. 


.6355 




Seq. No. 


30065 


Seq. ID 


OJ990619_54.9922.C17 


Gene No. 


61969 


Strand 


+ 


Start 


320 


End 


478 


Name 


OJ990619 54.9922.C17.o2.gp 


Method 


AAT/GAP 


Start 


320 


End 


478 


GI 


21434 1.R1084 


Score 


220 


Exons 


320.. 478 






GI Descrip. 


, 4680675/gb|AAD27727.1|AF132952 1 2.0e- 


-13 (AF132952) CGI-18 




protein [Homo sapiens] 1 







Seq. No. 30065 Seq. ID 

Gene No. 61969 Strand 

Start 320 End 

Name OJ990619_54 . 9922 . C17 . ol . gs Method 

Start 355 End 

GI none Score 

Exons 355. . 478 



OJ990619_54.9922.C17 
+ 

478 

GENSCAN 

478 

.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30065 Seq. ID OJ990619_54 . 9922 . C17 

61970 Strand 

1 End 69 

OJ990619_54 . 9922 . C17 . ol . gp Method AAT/GAP 

1 End 69 

LIB3431-039-P1-K2-F5 Score 89 

1. .69 

f 6006395/emb | CAB56768.il 1.0e-10 (AJ132096) squamosa promoter 
binding protein-like 12 [Arabidopsis thaliana] 

>gi_6006403_emb_CAB56769.1_ (AJ132097) squamosa promoter binding 
protein-like 12 [Arabidopsis thaliana] 1 



Seq. No. 
Gene Mo « 
Start 
Name 



30066 
61971 
792 

OJ990619_54.9922.C18.ol.gs 



Seq. ID OJ990619_54.9922.C18 

Strand -f 

End 8 92 

Method GENSCAN 



29839 



Start 792 End 8 92 

GI none Score .75 

Exons 792 ...892 



Seq. No. 30067 Seq. ID OJ990619 

Gene No. 61972 Strand + 

Start 937 End 2941 

Name OJ990619_54 . 9922 .C19. ol . gs Method GEN SCAN 

Start 937 ' End 2941 

GI ' none Score .78 

Exons 937.. 1094, 1122.. 1182, 2804.. 2941 



54.9922.C19 



Seq. No. 30067 Seq. ID 

Gene No. 61973 Strand 

Start 3793 End 

Name OJ990619_54 . 9922 . C19 . o2 . gs Method 

Start 3793 End 

GI none Score 

Exons 3793.. 4071 



OJ990619_54.9922.C19 

4071 
GENS CAN 
4071 
.5 



Seq. No. 


30068 


Seq. ID 


OJ990619_54 . 9922 .C20 


Gene No. 


61974 


Strand 


+ 


Start 


1081 


End 


4269 


Name 


OJ990619 54.9922.C20.ol.gs 


Method 


GENSCAN 


Start 


1081 


End 


4269 


GI 


none 


Score 


.53 


Exons 


1081.. 1188, 1296.. 1368, 2879 


..2936, 3553. .3749, 4109. .4269 


Seq. No. 


30068 


Seq. ID 


OJ990619_54.9922.C20 


Gene No. 


61974 


Strand 


+ 


Start 


1081 


End 


4269 


Name 


OJ990619 54.9922.C20.ol.np 


Method 


AAT/NAP 


Start 


2531 


End 


2664 


GI 


133416 


Score 


54 


Exons 


2531. .2664 






GI Descrip. 


DNA-DIRECTED RNA POLYMERASE 


BETA CHAIN 


gi| 66970 |pir| | RNRZB 




DNA-directed RNA polymerase 


(EC 2.7.7. 


6) beta chain - rice 



chloroplast gi | 11971 | emb | CAA33986 | (X15901) RNA polymerase beta 
subunit [Oryza sativa] 



Seq. No. 30068 Seq. ID 

Gene No. 61975 Strand 

Start 4496 End 

Name OJ990619_54 . 9922 . C20 . o2 . gs Method 

Start 4496 End 

GI none Score 

Exons 4496..4S94 



OJ990619_54.9922.C20 

4594 
GENSCAN 
4594 
.43 



Seq. No. 30069 Seq. ID 

Gene No. 61976 Strand 

Start 4 63 End 

Name OJ990619_54 . 9922 .C21 .ol .gs Method 

Start 4 63 End 

GI none Score 

Exona 463.. 544, 732.. 650 



OJ990619_54.9922.C21 
+ 

850 

GENSCAN 

850 

.48 



Seq. No. 30070 Seq. ID OJ990619_54 . 9922 . C23 

29840 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



61977 Strand 

1 End 

OJ990619_54 . 9922 . C23 . ol . gp Method 

1 End 

14216 1.R1084 Score 



3056 
AAT/GAP 
1659 
650 



1..56, 129. .263, 986. .1094, 1502. .1554, 1638. .1659 

'3241943 5.0e-93 (AC004625) hypothetical protein [Arabidopsis 

thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



30070 
61977 
1 

OJ990619_54.9922.C23.ol.np 
1 

6714356 



Seq. ID OJ990619_54.9922.C23 
Strand 

End 3056 
Method AAT/NAP 
End 3056 
Score 728 

1..56, 129. .263, 986. .1094, 1502. .1554, 1638. .1787, 2631. .2826, 
2872.. 3056 

(AC012562) hypothetical protein [Arabidopsis thaliana] 



30070 
61977 
1 

OJ990619_54. 9922.C23.ol.tm 
5 

none 



Seq. ID .OJ990619_54.9922.C23 
Strand 

End 3056 
Method TBLASTX : Mai ze 
End 1097 
Score 57 



5.-55, 9. .56, 114. .263, 123. .263, 124.. 264, 124. .264, 128. .271, 
974. .1093, 984. .1097, 986. .1096 



30070 
61977 
1 

OJ990619_54.9922.C23.ol.ts 
9 

none 



Seq. ID OJ990619_54.9922.C23 
Strand 

End 3056 

Method TBLASTX : Soybean 

End 1071 

Score 137 



9. .59, 124. .264, 135..263, 146. .280, 974. .1069, 975. .1070, 
985. .1071, 986. .1069 



30070 
61977 
1 

OJ990619_54.9922.C23.ol.gs 
12 

none 



Seq. ID OJ990619_54.9922.C23 
Strand 

End 3056 

Method GENSCAN 

End 3047 

Score .89 



12. .56, 129. .263, 986. .1094, 1502. .1554, 1638. .1787, 2631. .3047 



30070 
61977 
1 

OJ990619_54.9922.C23.ol.tc 
12 

none 

12. .59, 12. .56, 114. .263, 123. .263, 124. .264, 143. .280, 
245. .295, 970. .1089, 984. .1097, 986. .1096, 1510, .1554, 
1639. .1770, 1641. .1772, 1642. .1773, 1676. .1777 



Seq. ID OJ990619_54.9922.C23 
Strand 

End 3056 

Method TBLASTX : Cress 

End 1777 

Score 47 



30070 
61977 



Seq; ID OJ990619_54.9922.C23 
Strand 



29841 



Start 


1 








End 


3056 


Name 


OJ990619 54. 


9922 


.C23.o2. 


tm 


Method 


TBLASTX:! 


Start 


1638 








End 


1796 


GI 


none 








Score 


171 


Exons 


1638. .1796, 


1641 


. .1787, 


1642. 


.1794 




Seq. No. 


30070 








Seq. ID 


OJ990619 


Gene No . 


p± y / / 








Strand 




Start 


1 








End 


3056 


Name 


OJ990619 54. 


9922 


.C23.o2. 


gp 


Method 


AAT/GAP 


Start 


1704 








End 


3044 


GI 


none 








Score 


944 


Exons 


1704. .1787, 


2631 


. .3044 








Seq. No. 


30071 








Seq. ID 


OJ990619 


Gene No. 


61978 








Strand 




Start 


1 








End 


631 


Name 


OJ990619 54. 


9922 


.C24.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


631 ' 


GI 


2498930 








Score 


736 


Exons 


1..404, 572. 


.631 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



30072 
61979 
163 

OJ990619_54.9922.C25.ol.gp 

163 

none 

163. .476 



Seq. ID OJ990619_54.9922.C25 

Strand + 

End 476 

Method AAT/GAP 

End 476 

Score 607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30073 
61980 
1 

OJ990619_54.9922.C26.ol.np 
1 

2062175 
1..669 

(AC001645) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990619_54.9922.C26 

Strand + 

End 669 

Method AAT/NAP 

End 669 

Score 204 



30073 
61981 
2789 

OJ990619_54.9922.C26.o2.gp 

2789 

none 

2789..2865 f 2982. .3099 

30073 
61982 
747 

OJ990619_54.9922.C26.ol.tm 
3 

none 



Seq. ID OJ990619_54.9922.C26 

Strand + 

End 3099 

Method AAT/GAP 

End 3099 

Score 338 



Seq. ID OJ990619_54.9922.C26 
Strand 

End 1240 

Method TBLASTX :Maize 

End 607 

Score 304 



3. .311, 4. .312, 292. .399, 293. .553, 297. .557, 303. .578, 
460. .573, 517. .597, 535. .597, 539. .607, 540. .599 



29842 



Seq. No. 


30073 


Seq. ID 


OJ990619_54 . 9922 .C2 6 


Gene No. 


61982 


Strand 




Start 


747 


End 


1240 


Name 


OJ990619 54.9922.C26.ol.gp 


Method 


AAT/GAP 


Start 


747 


End 


1240 


GI 


none 


Score 


789 


Exons 


747. .1240 






Seq. No. 


oOU / 4 


Seq. ID 


OJ990619_54 . 9922 . C27 


Gene No. 


61983 


Strand 


+ 


Start 


163 


End 


4048 


Name 


OJ990619 54.9922.C27.ol.gs 


Method 


GENSCAN 


Start 


163 


End 


3882 


GI 


none 


Score 


.84 


Exons 


163. .294, 975. .1382, 1471.. 


1534, 2780. 


.2934, 3478.-3882 


Seq. No. 


30074 


Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


61983 


Strand 


+ 


Start 


163 


End 


4048 


Name 


OJ990619 54.9922.C27.o2.gp 


Method 


AAT/GAP 


Start 


1482 


End 


4048 


GI 


4231 1.R1084 


Score 


2028 


Exons 


1482. .1534, 2399. .2538, 2623. .2934, 3478. .4048 


GI Descrip. 


'3757521 1.0e-68 (AC005167) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


30074 


Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


61983 


Strand 


+ 


Start 


163 


End 


4048 


Name 


OJ990619 54.9922.C27.ol.np 


Method 


AAT/NAP 


Start 


1506 


End 


2943 


GI 


1707021 


Score 


496 


Exons 


1506. .1558, 2368. .2538, 2623. .2943 




GI Descrip. 


(U78721) putative ubiquitin-conjugating enzyme E2 [Arabidops 




thaliana] 






Seq. No. 


30074 


Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


61984 


Strand . 




Start 


973 


End 


1200 


Name 


OJ990619 54 .9922.C27.ol.gp 


Method 


AAT/GAP 


Start 


973 


End 


1200 


GI 


none 


Score 


383 


Exons 


973. .1200 






Seq. No. 


30074 


Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


61985 


Strand 




Start ' 


4656 


End 


5639 


Name 


OJ990619 54.9922.C27.o2.tc 


Method 


TBLASTX: Cress 


Start 


894 


End 


1255 


GI 


none 


Score 


90 


Exons 


894. .1043, 971. .1027, 1066. 


.1236, 1151, 


..1255, 1158. .1250 


Seq. No. 


30074 


Seq. ID 


OJ990619_54 .9922.C27 


Gene No . 


61985 


Strand 




Start 


4656 


End 


5639 


Name 


OJ990619_54 . 9922 . C27 . ol . tm 


Method 


TBLASTX: Maize 



29843 



# • 



Start 


995 








End 


3816 


GI 


none 








Score 


48 


Exons 


995. .1036, 


995. . 


1027, 996.. 1043, 1066. 


.1236, 1151.. 1255, 




1158. .1250, 


1263 


. .1361, 


1275. 


.1373, 1473. .1532, 1477. .1545, 




2397. .2507, 


2397 


. .2567, 


2398. 


.2541, 2625.-2933, 2626. .2934, 




2633. .2971, 


3462 


. .3611, 


3469. 


.3600, 3676. .3816, 3725. .3772, 




3756. .3803 












Seq. No. 


30074 








Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


61985 








Strand 




Start 


4656 








End 


5639 


Name 


OJ990619 54 


.9922 


.C27.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1278 








End 


2856 


GI 


none 








Score 


59 


Exons 


1278. .1370, 


1477 


. .1545, 


2401. 


.2541, 2409.. 2504, 2626. .2856, 




2637. .2819 












Seq. No. 


30074 








Seq. ID 


OJ990619_54 . 9922 .C27 


Gene No. 


61985 








Strand 




Start 


4656 








End 


5639 


Name 


OJ990619 54 


.9922 


.C27.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1477 








End 


3600 


GI 


none 








Score 


66 


Exons 


1477. . 1533, 


2397 


. .2537, 


2404. 


.2538, 2622.. 2906, 2623. .2952, 




3469. .3600 












Seq. No. 


30074 








Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


61985 








Strand 




Start 


4656 








End 


5639 


Name 


OJ990619 54 


.9922 


.C27.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2421 








End 


2931 


GI 


none 








Score 


137 


Exons 


2421. .2537, 


2422 


• .2538, 


2622. 


.2882, 2623.. 2931 


Seq. No. 


30074 








Seq. ID 


OJ990619_54.9922.C27 


Gene No. 


' 61985 








Strand 




Start 


4656 








End 


5639 


Name 


OJ990619 54 


.9922 


.C27.o2 


. as 


Method 


GENSCAN 


Start 


4656 






End 


5639 


GI 


none 








Score 


.72 


Exons 


4656. .4940, 


5063 


. .5639 








Seq. No. 


30075 








Seq. ID 


OJ990619_54.9922.C28 


Gene No. 


61986 








Strand 


+ 


Start 


1603 








End 


2102 


Name 


OJ990619 54 


.9922 


.C28 .ol 


. CIS 


Method 


GENSCAN 


Start 


1603 








End 


2005 


GI 


none 








Score 


. 66 


Exons 


1603. . 1809, 


1953 


. .2005 








Seq. No. 


30075 








Seq. ID 


OJ990619_54.9922.C28 


Gene No. 


61986 








Strand 


+ 


Start 


1603 








End 


2102 


Name 


OJ990619 54 


.9922. 


.C28.ol 


.np 


Method 


AAT/NAP 


Start 


1633 








End 


2102 


GI 


123178 








Score 


107 


Exons 


1633. .1809, 


1953. 


. .2102 









29844 



GI Descrip. HISTIDINOL DEHYDROGENASE, CHLOROPLAST PRECURSOR (HDH) 

gi| 99844 |pir | IA39358 histidinol dehydrogenase (EC 1.1.1.23) 
precursor, chloroplast - cabbage gi 1167142 (M60466) histidinol 
dehydrogenase [Brassica oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30076 Seq. ID 

61987 Strand 

1 End 

OJ990619_54 . 9922 . C29 . ol . np Method 

1 End 

123178 Score 



OJ990619_54.9922.C29 
+ 

2320 
AAT/NAP 
2320 
1269 



1..67, 170. .271, 361. .432, 540. .602, 683. .724, 1093. .1152, 

1228. .1338, 1517. .1687, 1865. .1955, 2044. .2320 

HISTIDINOL DEHYDROGENASE, CHLOROPLAST PRECURSOR (HDH) 

gi| 99844 |pir | IA39358 histidinol dehydrogenase (EC 1.1.1.23) 

precursor, chloroplast - cabbage gi 1167142 (M60466) histidinol 

dehydrogenase [Brassica oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30076 Seq. ID 

61987 Strand 

1 End 

OJ990619_54 . 9922 . C2 9 . ol . gs Method 

361 :: . . End 

none Score 



361.. 432, 540.. 602, 1093.. 1152, 1228.. 1338, 1517 
1865.. 1955, 2044.. 2156 



OJ990619_54. 9922.C2 9 
+ 

2320 
GENSCAN 
2156 
.74 

1687, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30076 
61988 
2703 

OJ990619_54 . 9922 . C29 . o2 . tm 
1 

none 



Seq. ID OJ990619_54.9922.C29 

Strand + 

End 3113 

Method TBLASTX : Mai ze 

End 1152 

Score 115 



1..66, 2. .67, 3. .68, 152. .271, 165. .269, 166. .270, 360. .440, 

360. .437, 361. .447, 361. .447, 502. .603, 525. .638, 527. .601, 

528. .602, 679. .738, 680. .739, 1089. .1151, 1092. .1151, 1096. .1152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30076 
61988 
2703 

OJ990619_54.9922.C29.ol.ts 
2 

none 



Seq. ID OJ990619_54. 9922.C29 

Strand + 

End 3113 

Method TBLASTX : Soybean 

End 2304 

Score 92 



2. .67, 152. .271, 166. .270, 360. .434, 361. .444, 361. .456, 
537. .647, 551. .601, 645. .740, 680. .739, 1092. .1151, 1092. .1145, 
1093. .1152, 1224. .1334, 1225. .1338, 1227. .1355, 1494. .1667, 
1514. .1687, 1516. .1692, 1517. .1702, 1865. .1957, 1867. .1956, 
2043.. 2069, 2053.. 2304, 2054.. 2299, 2167.. 2301 



Seq. No. 30076 

Gene No. 61988 

Start 2703 

Name . * OJ990619_54 . 9922 . C29 . o2 . tc 

Start 152 

GI none 
Exons 



Seq. ID OJ990619_54.9922.C29 

Strand + 

♦ End 3113 

Method TBLASTX: Cress 

End 1266 

Score 163 



152. .271, 166. .267, 170. .271, 360. .434, 361. .444, 361. .453, 
537.. 647, 542.. 598, 680.. 739, 682.. 738, 1089.. 1151, 1090.. 1152, 



29845 



1092. .1151, 1093. .1152, 1222. .1266, 1230. .1265 



Seq. No. 30076 

Gene No. 61988 

Start 2703 

Name OJ990619_54 . 9922 . C29. ol . tw 

Start 679 

GI none 
Exons 



Seq. ID OJ990619_54.9922.C29 

Strand + 

End 3113 

Method TBLASTX : Wheat 

End 1579 

Score 81 



679. .729, 683. .739, 1089. .1151, 1090. .1152, 1092. .1151, 
1093. .1152, 1225. .1338, 1227. .1337, 1497. .1574, 1511. .1579, 
1515. .1574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30076 
61988 
2703 

OJ990619_54.9922.C29.ol.tm 

1225 

none 

1225. .1338, 1227. .1334, 1497. 
1517. .1702, 1863. .1955, 1864, 
2040. .2069, 2043. .2069, 2050. 

30076 
61988 
2703 

OJ990619_54.9922.C29.ol.tc 

1542 

none 

1542. .1691, 
2043. .2069, 



1583.. 1702, 1600. 
2054.. 2302, 2068, 



Seq. ID OJ990619_54.9922.C29 

Strand + 

End 3113 

Method TBLASTX : Mai ze 

End 2336 

Score 17 9 
.1688, 1515. .1688, 1516. .1692, 
.1956, 1865. .1957, 2024. .2068, 
.2313, 2054.. 2317, 2061.. 2336 

Seq. ID OJ990619_54.9922.C29 

Strand + . 

End 3113 

Method TBLASTX : Cress 

End 2316 

Score 147 

.1692, 1882. .1956, 1892. .1957, 
.2316 



Seq. No. 30076 

Gene No. 61988 

Start 2703 

Name OJ990619_54 . 9922 .C29. ol . gp 

Start 2703 

GI none 

Exons 2703. .3113 



Seq. ID OJ990619_54.9922.C29 

Strand + 

End 3113 

Method AAT/GAP 

End 3113 

Score 791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30077 
61989 
1206 

OJ990619_54.9922.C30.ol.gp 
1206 

uC-osroM202008e03bl 
1206. .1547 

, 1420932/gb|U61383|ORU61383 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_ 
+ 

1547 
AAT/GAP 
1547 
660 



54.9922.C30 



r .0e-21 Oryza rufipogon 
intron 1, partial sequence' 



30077 Seq. ID 

61990 Strand 
3003 End 
OJ990619_54 . 9922 . C30 . ol . np Method 
3003 End 
4972056 Score 
3003. .3080, 3422. .3487, 4211. .4276, 5261. .5320 
(AL078470) putative protein [Arabidopsis thaliana] 



OJ990619_54.9922.C30 
+ 

5320 
AAT/NAP 
5320 
142 



29846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990619_54.9922.C31 
+ 

507 

AAT/GAP 

507 

81 



30078 Seq. ID 

61991 Strand 
447 End 
OJ990619_54 . 9922 . C31 . ol . gp Method 
447 End 
2312838 Score 
447. .507 

1420932/gb| 0*61383 IORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 

30079 Seq. ID OJ990619_54 . 9922 . C32 

61992 Strand 

252 End 500 

OJ990619_54 . 9922 . C32 . ol . gp Method AAT/GAP 

252 End 500 

LIB3477-003-P1-K1-E9 Score 84 
252.. 288, 443.. 500 

'24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 30079 Seq. ID 

Gene No. 61993 Strand 

Start 589 End 

Name OJ990619_54 . 9922 . C32 . ol . gs Method 

Start 589 End 

GI none Score 

Exons 58 9.. 65 6 



OJ990619_54 . 9922 . C32 
656 

GENSCAN 

656 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30079 Seq. ID 

61994 Strand 

589 End 

OJ990619_54.9922.C32.o2.gp Method 

589 End 

21434_1.R1084 Score 
589. .657 

-'4680675/gb|AAD27727.1|AF132952_l 
protein [Homo sapiens] 



OJ990619_54.9922.C32 
657 

AAT/GAP 

657 

93 



2.0e-13 (AF132952) CGI-18 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Stcirt 

GI 

Exons 



30080 
61995 
3278 

OJ990619_54 . 9922 . C33 . ol . gp 
3278 

33797_1.R1084 
3278. .3851 

•3643602 3.0e-26 (AC005395) 
[Arabidopsis thaliana] 1 

30080 
61995 
3278 

OJ990619_54 . 9922 . C33 . ol . np. 

o a r\ r> 

J1UU 

3643602 

3408. .4021, 4111. .4248 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_54.9922.C33 

4252 
AAT/GAP 
3851 
1122 



putative tonoplast intrinsic protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_54.9922.C33 

4252 
AAT/NAP 
4248 
694 



29847 



GI Descrip. 


(AC005395) 


putative aquaporin 


(tonoplast intrinsic protein) 




[Arabidopsis thaliana] 








Seq. No. 


JUUoU 






Seq. ID 


OJ990619_54 . 9922 .C33 


ucUc INO . 


^ 1 ft. ft c 






Strand 




Start 


J2 / o 






End 


4252 


Name 


ujyyubiy 54 


ftftftO A 1 

. yy2z . C33 . oi 


. tm 


Method 


TBLASTX: Maize 


Start 


04 1U 






End 


3734 


GI 


none 






Score 


'339 


Exons 


J4 1U . . o / o J , 


J411 . .3 /34 








Seq. No. 


30080 






Seq. ID 


OJ990619_54.9922.C33 


Gene No. 


oiyyo 






Strand 




DLdl L 


/o 






End 


4252 


Name 


ojyyubiy 54 


ftftftft PTD _ -1 

. y922 . C33 . Ol 


.tc 


Method 


TBLASTX: Cress 


Start 








End 


4249 


GI 


none 






Score 


68 


Exons 


"3/100 n 


3434 . . 3529, 


3456. 


.3650, 3668. .3733, 3875. .3949, 




OOTO O O C ft 

oo / y . . J9oo , 


4114 . . 4248, 


4127. 


.4249 




Seq. No. 


30080 






Seq. ID 


OJ990619_54. 9922.C33 


Gene No. 


oiyyo 






Strand 




o tar u 


"O O T ft 

3278 






End 


4252 


Name 


ojyyobiy 54 


ft ft ft ft y-l -) _ -1 

. 9922 . C33 . ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


O /I CO 






End 


4252 


GI 


none 






Score 


212 


Exons 


J45o . .3619, 


1 i r a ft /" c /" 

3459 . . 3656, 


3668. 


.3730, 3869.. 3943, 3879.. 3938, 




4114. .4248, 


4118. .4252 








Seq. No. 


JUUoU 






Seq. ID 


OJ990619_54.9922.C33 


oene ino . 


^ 1 ft ft c 

biyyo 






Strand 




Start 


O 1 T O 

3278 






End 


4252 


Name 


/"\Tftftft^1ft a A 

OJyy0619 54 


ft ft ft ft ^ ft ft —ft 

. 9922 .C33 . o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


Q A C O 
J4 DO 






End 


3635 


GI 


none 






Score 


184 


Exons 


3458. .3619, 


3459. .3635 








Seq. No. 


*3 nn o n. 
oUUoU 






Seq. ID 


OJ990619_54. 9922.C33 




^ 1 ft ft c 

biyys 






Strand 




Start 


O O T O 

J2 / o 






End 


4252 


Name 


/"\Tftftft^1ft C vl 

ojyyubiy 54 


ftftftft _ o 

. 9922 .C33 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


Q O ^ ft 

oo by 






End 


4252 


GI 


none 






Score 


118 


Exons 


3869. .4030, 


3879. .3950, 


4007. . 


,4030, 4114. .4248, 4121. .4252 


Seq. No. 


"^nnan 

JuUOU 






Seq. ID 


OJ990619_54.9922.C33 




T ft ft C 

61995 






Strand 




Start 


O ft "7 O 

3278 






End 


4252 


Name 




.9922.C33.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


3875 






End 


4249 


GI 


none 






Score 


95 


Exons 


3875. .4048, 


3879. .3950, 


4120. . 


4248, 4121. .4249 


Seq. No. 


30081 






Seq. ID 


OJ990619_51.9920.C1 


XT ~ 


/T 1 ft ft /? 
\J -L Zf Zf U 






Scraiid 


-t- 


Start 


97 






End 


397 


Name 


OJ990619_51, 


. 9920.Cl.ol.gs 


Method 


GENSCAN 



29848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Start 


97 


End 


397 


GI 


none 


Score 


.51 


Exons 


97.. 397 






Seq. No. 


30082 


Seq. ID 


OJ990619 


bene jno . 


oiyy / 


Strand 


+ 


Start 


455 


End 


788 


Name 


OJ990619 51.9920.C2.ol.gs 


Method 


GEN SCAN 


Start 


455 


End 


788 


GI 


none 


Score 


.56 


Exons 


455..598 f 608. .788 






Seq. No. 


30082 


Seq. ID 


OJ990619 


Gene No. 


61998 


Strand 




Start 


1 


End 


861 


Name 


OJ990619 51.9920.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


861 


GI 


6498441 


Score 


311 


Exons 


1..21, 498. .861 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a n 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



30082 
61998 
1 

OJ990619_51.9920.C2.ol.tw 
26 

none 

26.-373, 40. .279 



Seq. ID OJ990619_51.9920.C2 
Strand 

End 861 

Method TBLASTX : Wheat 

End 373 

Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30082 
61998 
1 

OJ990619_51.9920.C2.ol.tm 
85 

none 



Seq. ID OJ990619_51.9920.C2 
Strand 

End 8 61 

Method TBLASTX : Mai ze 

End 415 

Score 161 



85. .180, 86. .235, 92. .241, 298. .414, 299. .415 



30082 
61998 
1 

OJ990619_51 . 9920 . C2 . o2 . tw 

542 

none 



Seq. ID OJ990619_51.9920.C2 

Strand 

End 8 61 

Method TBLASTX : Wheat 

End 858 

Score 52 



542. .661, 579. .650, 662. .802, 676. .858, 677. .820 



30083 
61999 
1919 

OJ990619_51.9920.C3.ol.gs 

1919 

none 

1919.. 2081, 3399.. 3511 

30084 
62000 



Seq. ID OJ990619_51.9920.C3 
Strand 

End 3511 

Method GEN SCAN 

End 3511 

Score . 65 



Seq. ID OJ990619_51.9920.C4 
Strand + 



29849 




Start 


1441 








End 


2639 


Name 


OJ990619 51. 


.9920 


.C4 .ol. 


,gs 


Method 


GENSCAN 


Start 


1441 






End 


2639 


GI 


none 








Score 


.73 


Exons 


1441. .1503, 


2011 


. .2247, 


2634. 


.2639 




Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 


Gene No . 


62001 








Strand 


+ 


Start 


2949 








End 


3369 


Name 


OJ990619 51. 


,9920 


.C4 .ol. 


gp 


Method 


AAT/GAP 


Start 


2949 








End - 


3369 


GI 


none 








Score 


821 


Exons 


2949. .3369 












Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 


Gene No. 


62002 








Strand 




Start 


3144 








End 


7943 


Name 


OJ990619 51. 


9920 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3135 








End 


4301 


GI 


none 








Score 


103 


Exons 


3135. .3224, 


3403 


. .3603, 


3459. 


.3602, 3693. .3785, 3766. .3888 




3771. .3890, 


3918 


. .4022, 


4092. 


.4301, 4141. .4281 


Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 


Gene No. 


62002 








Strand 




Start 


3144 








End 


7943 


Name 


OJ990619 51. 


9920 


.C4 .o2. 


gs 


Method 


GENSCAN 


Start 


3144 






End 


7943 


GI 


none 








Score 


.44 


Exons 


3144 . .4426, 


5139 


. .5410, 


5540. 


.5662, 7132. .7349, 7905. .7943 


Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 


Gene No. 


62002 








Strand 




Start 


3144 








End 


7943 


Name 


OJ990619 51. 


9920 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


3147 








End 


4280 


GI 


6730740 








Score 


526 


Exons 


3147. .4023, - 


4051 


. .4280 








GI Descrip. 


(AC018849) unknown protein [Arabidopsis thaliana] 


Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 


Gene No . 


62002 








Strand 




Start 


3144 








End 


7943 


Name 


OJ990619 51. 


9920, 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3693 








End 


3888 


GI 


none 








Score 


173 


Exons 


3693. .3887, 


3721. 


. .3888 








Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 


Gene No . 


62002 








Strand 




Start 


3144 








End 


7943 


Name 


OJ990619 51. 


9920. 


.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


3712 








End 


4035 


GI 


none 








Score 


615 


Exons 


3712 ; =4035 












Seq. No. 


30084 








Seq. ID 


OJ990619_51.9920.C4 



29850 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



€2002 Strand 

3144 End 

OJ990619_51 . 9920 . C4 . ol . tc Method 

3771 End 

none Score 



7943 

TBLASTX: Cress 

4281 

80 



3771. .3803, 3795. .3890, 3796 .. 3885, 3918 .. 4022 , 4071. .4277, 
4168. .4281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30084 
62002 
3144 

OJ990619_51.9920.C4.ol.tm 

3936 

none 



Seq. ID '-OJ990619_51.9920.C4 
Strand 

End 7 943 

Method TBLASTX: Maize 

End 4278 

Score 97 



3936.-. 4028, 3937. .4026, 4092.. 4277, 4129.. 4278 



30084 
62002 
3144 

OJ990619_51.9920.C4.o3.gp 
4036 

73134_1.R1084 
4036.. 4386 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. ID OJ990619_51.9920.C4 
Strand 

End 7943 

Method AAT/GAP 

End 4 38 6 

Score 674 



30085 
62003 
1 

OJ990619_51.9920.C6.ol.np 
1 

4234953 
1. .525 

(AF098970) NBS-LRR-like protein cD7 [Phaseolus vulgaris] 



Seq. ID OJ990619_51.9920.C6 

Strand + 

End 525 

Method AAT/NAP 

End 525 

Score 171 



30085 
62003 
1 

OJ990619_51.9920.C6.ol.gs 
5 

none 
5. .77 



Seq. ID OJ990619_51.9920.C6 

Strand + 

End 525 

Method GENSCAN 

End 77 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Start 
Name 



30086 
62004 
1 

OJ990619_51.9920.C7.ol.np 
1 

2943742 

1..77, 300. .508, 713. .1009 
(AB002266) XA1 [Oryza sativa] 

30087 

973 

OJ990619_51.9920.C8.ol.np 



Seq. ID OJ990619_51. 9920.C7 

Strand + 

End 1009 

Method AAT/NAP 

End 1009 

Score 166 



Seq. ID OJ990619_51.9920.C8 

Strand + 

End 1553 

Method AAT/NAP 



29851 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



973 End 1553 

123239 Score 37 

973. .1296, 1429. .1553 

HOMEOBOX PROTEIN 0M(1D) gi 1 103027 | pir | | S13367 Om(lD) protein - 
fruit fly (Drosophila ananassae) gi | 7147 | emb | CAA40011 | (X56682) 
Om(lD) [Drosophila ananassae] 



30087 Seq. ID 

62006 Strand 

1593 End 

OJ99061 9_51 . 9920 . C8 . ol . gs Method 

1593 End 

none Score 



1593.. 1718, 2778. 
5015.. 5193, 5592. 



.2924, 3210. .3257, 4556 
.5721, 6027.. 6051 



OJ990619 51. 9920. C8 



6051 
GENSCAN 
6051 
.76 

4660, 4742.. 4869, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30087 Seq. ID OJ990619_51 . 9920 . C8 

62006 Strand 

1593 End 6051 

OJ990619_51. 9920.C8.ol.gp Method AAT/GAP 

3018 End 5722 

34661_1.R1084 Score 1425 

3018. .3257, 4526. .4627, 4742. .4869, 5015. .5193, 5592. .5722 

'4176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P4 50 

[Arabidopsis thaliana] 1 



30087 
62006 
1593 

OJ990619_51.9920.C8.ol.tm 

3156 

none 

3156. .3254, 3160. .3288, 4525. 
4736. .4873, 4739. .4876, 4740. 
5016. .5192, 5017. .5193, 5080. 
5594. .5707 



OJ990619_51.9920.C8 
6051 

TBLASTX: Maize 

5723 

154 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4629, 4526. .4648, 4527. .4628, 
.4874, 4747. .4875, 5015. .5188, 
.5193, 5591.. 5722, 5592.. 5723, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30087 Seq. ID OJ990619_51 . 9920 . C8 

62006 Strand 

1593 End 6051 

0 J99061 9_51 . 9920 . C8 . o2 . np Method AAT/NAP 

3162 End 5723 

4584541 Score 512 

3162. .3257, 4526. .4627, 4742. .4869, 5015. .5193, 5592. .5723 
(AL049608) 3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 
[Arabidopsis thaliana] 

30088 Seq. ID OJ990619_51 . 9920 . C9 

62007 Strand 

1 End 1595 

OJ990619_51 . 9920 . C9 . ol .np Method AAT/NAP 

1 End 1595 

45845.41 Score 66 

1..26, 1404. .1595 

(AL04 9608) 3-hydroxyisobutyryl-coenzyme A hydrolase-liite protein 
[Arabidopsis thaliana] 



29852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30088 
62007 
1 

OJ990619_51 . 9920 . C9 . ol . gs 

1336 

none 

1336. .1387, 1451. .1530 



Seq. ID OJ990619_51.9920.C9 
Strand 

End 1595 

Method GENSCAN 

End 1530 

Score .56 



30088 
62007 
1 

OJ990619_51.9920.C9.ol.gp 
1481 

26677_1.R1084 
1481. .1536 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ990619_51.9920.C9 
Strand 

End 1595 

Method AAT/GAP 

End 1536 

Score 8 6 



30089 
62008 
5520 

OJ990619_51. 9920. C10. o2.gs 

5520 

none 

5520.. 5533, 6464.. 6731 



Seq. ID OJ990619_51. 9920. C10 

Strand + 

End 6731 

Method GENSCAN 

End 6731 

Score - .89 



30089 
62009 
1 

OJ990619_51. 9920. C10. ol.np 
1 

4584541 
1..42, 534. .639 

(AL049608) 3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ990619_51. 9920. C10 
Strand 

End 845 

Method AAT/NAP 

End 639 

Score 96 



30089 
62009 
1 

OJ990619_51. 9920. C10. ol.gp 
534 

26677_1.R1084 
534. .845 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. ID OJ990619_51. 9920. C10 
Strand 

End 845 

Method AAT/GAP 

End 845 

Score 501 



30090 
62010 
1 

OJ990619_51. 9920. Cll. ol.np 
1 

6630685 
1..187 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Gryza saLiv<i] 



Seq. ID OJ990619_51. 9920. Cll 
Strand 

End 187 

Method AAT/NAP 

End . 187 

Score 240 



Seq. No. 



30090 



Seq. ID OJ990619__51. 9920. Cll 



29853 




t^ene wo. 


corn i 




Strand 






Start 


98 




End 


201 




Name 


OJ990619 51 


.9920.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


201 




GI 


none 




Score 


110 




Exons 


1..129, 3.. 


128, 126.. 188, 127 


. .201 






Seq. No. 


30090 




Seq. ID 


OJ990619_51.9920 


.Cll 


taene wo . 






C4- v-in/^ 

o urana 






Start 


98 




End 


201 




Name 


OJ990619 51 


. 9920.Cll.ol.gs 


Method 


GENSCAN 




Start 


98 




End 


187 




GI 


none 




Score 


.67 




Exons 


98. . 187 










Seq. No. 


30091 




Seq. ID 


OJ990619_51.9920 


.C12 


(~* d a NT /-* 

bene ino . 


DZU -LZ 




Strand 


+ 




Start 


5110 




End 


7188 




Name 


OJ990619 51 


.9920.C12.o2.gs 


Method 


GENSCAN 




Start 


5110 




End 


6742 




GI 


none 




Score 


.63 




Exons • 


5110. .5476, 


5500.. 5797, 5815. 


.5951, 6060.. 6742 




Seq. No. 


30091 




Seq. ID 


OJ990619 51.9920 


.C12 


Gene No. 


62012 




Strand 


+ 




Start 


5110 




End 


7188 




Name 


OJ990619 51 


. 9920.C12.o2.np 


Method 


AAT/NAP 




Start 


5615 




End 


7188 




GI 


6498441 




Score 


1949 




Exons 


5615. .6677, 


7008. .7188 








GI Descrip. 


(AP000815) 1 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


30091 








Seq. ID 


OJ990619 51.9920 


.C12 


Gene No. 


62012 








Strand ' 


+ 




Start 


5110 








End 


7188 




Name 


OJ990619 51 


.9920 


.C12.o3 


.gs 


Method 


GENSCAN 




Start 


6815 






End 


7174 




GI 


none 








Score 


..-V79 




Exons 


6815. .7174 














Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920 


.C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51 


.9920, 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1445 








End 


2152 




GI 


none 








Score 


208 




Exons 


1445. .1804, 


1448. 


. .2152, 


1455. 


.2144, 1699. .2145 




Seq. No. 


30091 








Seq. ID 


OJ990619_51. 9920 


.C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51 


.9920. 


,C12.ol 


. np 


Method 


AAT/NAP 




Start 


i a no 






End 


5290 




GI 


6630685 








Score 


4211 




Exons 


1478. .4037, 


5265. 


. .5290 











29854 




GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920 


.C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51 


.9920 


.C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1493 . 








End 


2134 




GI 


none 








Score 


103 




Exons 


14 y J . . ± /ZO, 


1 *7 A 


O 1 *3 A 
. . £. 1 J 4 , 


1 /4b.. 


.1910, 1751.. 1945 




Seq. No. 


30091 








beq. ID 


OJyy0ol9 51.9920 


.C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


r o A a 

5290 




Name 


OJ990619 51 


.9920 


.C12.o2, 


.tc 


Method 


TBLASTX: Cress 




Start 


1496 








End 


1951 




GI 


none 








Score 


65 




Exons 


1 A Q£ T ino 

14 y b . . i / uo , 


1 TOT 

1 t Z 1 


. . lo bl , 


lobo . 


.1951 






Seq. No. 


30091 








Seq. ID 


OJ990619 51.9920 


.C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51 


.9920 


.C12.o6, 




Method 


TBLASTX : Wheat 




Start 


1529 








End 


1996 




GI 


none 








Score 


123 




Exons 


lozy . . 1 / 1 / , 


1 / Jo 


. . lyyo 










Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920 


.C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51 


.9920 


.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2267 








End 


2702 




GI 


none 








Score 


470 




Exons 


2267. .2701, 


2268 


. .2702 










Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920 


-C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51 


.9920 


.C12.ol. 


ts 


Method 


TBLASTX: Soybean . 




Start 


2505 








End 


3112 




GI 


5509260 








Score 


296 




Exons 


2505. .2888, 


2507, 


. .2887, 


2882. 


.3022, 2897.. 3112, 3060.. 3110 


GI Descrip. 


- 














Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920, 


-C12 


Gene No. 


62013 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619 51, 


.9920. 


,C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start - 


2525 








End 


2987 




GI 


none 








Score 


286 




Exons 


2525. .2866, 


2532, 


, .2864, 


2662. 


.2868, 2721. .2876, 2868. .2894, 




2897. .2971, 


2898. 


. .2987 










Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920. 


.C12 


G«ne No . 


s- <\ r\ i --\ 








Strand 






Start 


1478 








End 


5290 




Name 


OJ990619_51, 


.9920. 


.C12.o3. 


tc 


Method 


TBLASTX: Cress 





29855 




Start 


2624 








End 


2905 


GI 


none 








Score 


91 


Exons 


2624 . .2905, 


2643 


. .2903 








Seq. No. 


30091 








Seq. ID 


OJ990619_51. 9920.C12 


Gene No. 


62013 








Strand 




Start 


1478 








End 


5290 


Name 


OJ990619_51 


. 9920 


.C12 ,o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2820 








End 


3139 


GI 


none 








Score 


360 


Exons 


2820 . .3137, 


2822 


. . 3139 








Seq. No. 


30091' 








Seq. ID 


OJ990619_51 . 9920.C12 


Gene No. 


62013 








Strand 




Start 


1478 








End 


5290 


Name 


OJ990619 51 


. 9920 


.C12 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3146 








End 


4009 


GI 


none 








Score 


45 


Exons 


3146 . . 3946, 


3228 


. . 3269, 


3273. 


.3947, 3956.. 4009, 3963.. 4004 


Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920.C12 


Gene No. 


62013 








Strand 




Start 


1478 








End 


5290 


Name 


OJ990619_51 


9920 


•C12.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3251 








* End 


3595 


GI 


none 








Score 


45 


Exons 


3251 . . 3331, 


3251 


. .3331, 


3331. 


.3396, 3342.. 3506, 3353.. 3517, 




3506. . 3595, 


3517 


• .3585, 


3519. 


.3593 




Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920.C12 


Gene No. 


62013 








Strand 




Start 


1478 








End 


5290 


Name 


OJ990619_51 . 


9920 


.C12.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3377 








End 


3838 


GI 


none 








Score 


113 


Exons 


3377 . . 3838, 


3461 


. .3814, 


3528. 


.3818 




Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920.C12 


Gene No. 


62013 








Strand 




Start 


1478 








End 


5290 


Name 


OJ990619 51. 


9920 


C12.ol. 


tc 


Method . 


TBLASTX: Cress 


Start 


3380 








End 


3802 


GI 


none 








Score 


220 


Exons 


3380. . 3802 












Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920.C12 


Gene No. 


62013 








Strand 




Start 


1478 








End 


5290 


Name 


OJ990619 51. 


9920 . 


C12.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3683 








End 


3979 


GI 


none 








Score 


173 


Exons 


3683 . . 3979, 


3684 . 


. 3959 








Seq. No. 


30091 








Seq. ID 


OJ990619_51.9920.C12 


Gene No. 


62014 








Strand 




Start 


5804 








End 


6154 


Name 


OJ990619 51. 


9920. 


C12.o5. 


tm 


Method 


TBLASTX: Maize 



29856 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



580*4 
none 

5804. .6052, 5806. .6051 

30091 
62014 
5804 

OJ990619_51 . 9920 . C12 . o3 . tw 

5816 

none . 



End 
Score 



6052 
194 



Seq. ID OJ990619_51.9920.C12 
Strand 

End 6154 

Method TBLASTX : Wheat 

End 6154 

Score 117 



5816. .5914, 5833. .5913, 5881. .6120, 5897. .6154 



30091 
62015 
6892 

OJ990619_51.9920.C12.o5.tw 

6892 

none 



Seq. ID OJ990619_51.9920.C12 
Strand 

End 7188 

Method TBLASTX : Wheat 

End 7188 

Score 217 



6892. .7065, 6893. .7186, 7087. .7188 



30092 
62016 
1 

OJ990619_51.9920.C13.ol.np 
1 

6498441 
1..145, 209. .830 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990619_51.9920.C13 

Strand + 

End 830 

Method AAT/NAP 

End 830 

Score 879 



End 

Method 

End 

Score 



30092 
62016 
1 

OJ990619_51. 9920.C13.ol.tm 
185 
none 

185. .274, 287. .520, 295.. 519 

30092 
62016 
1 

OJ990619_51.9920.C13.ol.tw 
216 
none 

216. .509, 217. .519, 218. .520 

30092 
62016 
1 

OJ990619_51.9920.C13.o2.tw 
521 
none 

521. .661, 523. .657, 660. .722, 662. .721 



Seq. ID OJ990619_51.9920.C13 
Strand + 

830 

TBLASTX: Maize 
520 
53 



Seq. ID OJ990619_51.9920.C13 
Strand + 

830 

TBLASTX: Wheat 
520 
134 



End 

Method 

End 

Score 



Seq. ID OJ990619_51.9920.C13 
Strand + 

830 

TBLASTX: Wheat 
722 
137 



End 

Method 

End 

Score 



30093 
62017 



Seq. ID OJ990619_51.9920.C14 
Strand 



29857 



Start 
Name 
Start 
GI 

Exons 



60 End 3950 

OJ990619_51.9920.C14 .ol.gs Method GENSCAN 

60 End . 3950 

none Score .59 

60. .416, 949. .1110, 2341. .2769, 2814. .3072, 3174. .3374, 

3948. .3950 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30093 
62017 
60 

OJ990619_51 . 9920 . C14 . ol . np 
115 

2792210 
115. .1292 

(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 



Seq. ID OJ990619_51.9920.C14 
Strand 

End 3950 

Method AAT/NAP 

End 1292 

Score 641 



30093 
62017 
60 

OJ990619_51.9920.C14.ol.ts 

163 

none 

163.. 258, 253.. 618 

30093 
62017 
60 

OJ990619_51.9920.C14.ol.tm 

791 

none 

791. .913, 798. .911, 974. .1081 



Seq. ID OJ990619_51.9920.C14 
Strand 

End 3950 

Method TBLASTX : Soybean 

End 618 

Score 266 



Seq. ID OJ990619_51.9920.C14 
Strand 

End 3950 

Method TBLASTX : Maize 

End 1081 

Score 81 



30094 
62018 
1 

OJ990619_51.9920.C15.ol.np 
1 

2498930 
1..417, 585. .644 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990619_51.9920.C15 
Strand 

End 644 

Method AAT/NAP 

End 64 4 

Score 742 



Seq. No. 


30095 










Seq. ID 


OJ990619_ 


Gene No. 


62019 










Strand 


+ 


Start 


170 










End 


267 


Name 


OJ990619 51. 


9920 


.C16 


.ol 


.gs 


Method 


GENSCAN 


Start 


170 










End 


267 


GI 


none 










Score 


.69 


Exons 


170. .267 














Seq. No. 


30095 










Seq. ID 


OJ990619J 


Gene No. 


62020 










Strand 


+ 


Start 


733 










End 


2606 


Name 


OJ990619 51. 


9920 


.C16 


.ol 


.gp 


Method 


AAT/GAP 


Start 


678 










TP* 

U11U 


i 1 r> r\ 

-L JL <J Zf 


GI 


none 










Score 


846 


Exons 


678. .1189 















29858 



oeq. NO. 




Seq. ID 


OJ990619_51 . 9920 


. C16 


Gene No. 


62020 


Strand 


+ 




Start 


733 


End 


2606 




Name 


OJ990619 51.9920.C16.o2.gs 


Method 


GENS CAN 




Start 


733 


End 


2594 




GI 


none 


Score 


.67 




Exons 


733.. 1038, 1076.. 1187, 1759 


. .2594 






Seq. No. 


30095 


Seq. ID 


OJ990619 51.9920 


.C16 




62020 


Strand 


+ 




Start 


733 


End 


2606 




Name 


OJ990619 51.9920.C16.ol.np 


Method 


AAT/NAP 




Start 


736 


End 


2606 




GI 


6899926 


Score 


533 




Exons 


736. .891, 961. .1202, 1743. .i 


2606 






GI Descrip. 


(AL138 651) putative protein 


[Arabidopsis thaliana] 




oeq. jno . 




Seq. ID 


OJ990619_51.9920 


. C16 


Gene No. 


62020 


Strand 


+ 




Start 


733 


End 


2606 




Name 


OJ990619 51.9920.C16.o2.gp 


Method 


AAT/GAP 




Start 


1880 


End 


2061 




GI 


none 


Score 


317 




Exons 


1880. .2061 








oeq. NO. 




Seq. ID 


OJ990619 51.9920 


. C16 


Gene No. 


62021 


Strand 


+ 




Start 


2550 


End 


2921 




Name 


OJ990619 51.9920.C16.o4.gp 


Method 


AAT/GAP 




Start 


2550 


End 


2921 




GI 


5002753 


Score 


723 




Exons 


2550. .2921 








Seq. No. 


30095 


Seq. ID 


OJ990619_51.9920 


.C16 


Gene No. 


62022 


Strand 






Start 


1384 


End 


3240 




Name 


OJ990619 51.9920.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


732 


End 


2588 




GI 


none 


Score 


81 





Exons 



732. .836, 732. .866, 733. .870, 1000. .1035, 1042. .1155,' 
1043. .1156, 1138. .1227, 1156. .1230, 1753. .1812, 1755. .1811, 
1814. .1909, 1815. .2042, 1815. .1967, 2037. .2333, 2048. .2332, 
2258.. 2587, 2325. .2588 



Seq. No. 30095 Seq. ID 

Gene No. 62022 Strand 

Start 1384 End 

Name " OJ990619_51 . 9920.C16.o2 .np Method 

Start 1384 End 

GI 5852093 Score 

Exons 1384.. 1413, 3131.. 3240 
GI Descrip. (AL117264) zwhl6 . 1 . [Oryza sativa] 



OJ990619_51.9920.C16 

3240 
AAT/NAP 
3240 
65 



~ 1 ' . 

Gene No. 
Start 



3QQ95 

62022 
1384 



Strand 
End 



3240 



29859 



Name 

Start 

GI 

Exons 



OJ990619_51.9920.C16.o3.gp 

2059 

none 

2059. .2873 



Method AAT/GAP 
End 2873 
Score 1437 



Seq. No. 30095 Seq. ID 

Gene No. 62022 Strand 

Start 1384 End 

Name OJ990619_51 . 9920 . C16 . ol . tw Method 

Start 2283 End 

GI none Score 

Exons 2283.-2522, 2291.. 2473 



OJ990619_51.9920.C16 
3240 

TBLASTX: Wheat 

2522 

189 



Seq. No. 30096 Seq. ID 

Gene No. 62023 Strand 

Start 1158 End 

Name OJ990619_51 . 9920 . C17 . ol . gs Method 

Start 1158 . End 

GI none Score 

Exons 1158.. 2369, 2902.. 2919 



OJ990619_51. 9920.C17 
+ 

2919 
GENSCAN 
2919 
.85 



Seq. No. 30096 

Gene No. 62024 

Start 4552 

Name OJ990619_51 . 9920 . C17 . o2 . gs 

Start 4552 

GI none 

Exons 4552.. 4641, 4686.. 4913 

Seq. No. 30096 

Gene No. 62025 

Start 5253 

Name OJ990619_51 . 9920 . C17 . o3 . gs 

Start 5253 

GI none 

Exons 5253.. 5289, 5321.. 5626, 5715. 

7561.. 7737, 7813.. 9476, 9555. 
10666.. 10944 



Seq. ID OJ990619_51.9920.C17 

Strand + 

End 4913 

Method GENSCAN 

End 4913 

Score .81 



Seq. ID OJ990619_51.9920.C17 

Strand + 

End 10944 

Method GENSCAN 

End 10944 

Score .76 

.6098, 6374. .7203, 7333. .7506, 
.9784, 9833. .10002, 10186. . 10500, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30096 Seq. ID 

62025 Strand 

5253 End 

OJ990619_51 . 9920 . C17 . ol . np Method 

7822 End 

5902445 Score 
7822.. 9657, 9697.. 10941 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990619_51.9920.C17 
+ 

10944 
AAT/NAP 
10941 
3047 



30096 
62026 
11810 
OJ990619 
1176 
none 

1176. . 1307, 
1958. .2095^ 
2462. .2545, 



51.9920.C17.ol.tc 



Seq. ID OJ990619_51.9920.C17 
Strand 

End 15364 
Method TBLASTX : Cress 
End 2553 
Score 76 

1416,, 1739- 1508,. 1726, 1806.. 1877, 1956.. 2099, 
1959.. 2108) 2169.. 2363^ 2222.. 2326^ 2403.. 2438^ 
2473. .2553 



29860 


















Gene No. 


62026 








Strand 




Start 


11810 








End 


15364 


Name 


OJ990619 51 


.9920 


C17.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


1400 








End 


1645 


GI 


none 








Score 


218 


Exons 


1400. .1645, 


1401, 


.1643 








Seq. No. 


30096 








Seq. ID 


OJ990619_51.9920.C17 


Hpnp Mo 

\J I 1 ! \S . 


62026 








Strand 




Start 


11810 








End 


15364 


Name 


OJ990619 51 


.9920, 


C17.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1422 








End 


2545 


GI 


none 








Score 


130 


Exons 


1422. .1631, 


1677. 


.1799, 


1899. 


.1922, 1920. .2105, 2169. .2369, 




2183. .2314, 


2474. 


.2545 








Seer No 


30096 








Seq. ID 


OJ990619_51.9920.C17 


Gene No. 


62026 








Strand 




Start 


11810 








End 


15364 


Name 


OJ990619 51 


.9920. 


C17.o8 


.tw 


Method 


TBLASTX: Wheat 


Start " 


1968 








End 


2354 


GI 


none 








Score 


102 


Exons 


1968. .2102, 


2169. 


.2354, 


2181. 


.2348 




Seq. No. 


30096 








Seq. ID 


OJ990619_51.9920.C17 


Cpnp Ma 

11^ li \*r • 


62026 








Strand 




Start 


11810 








End 


15364 


Name 


OJ990619 51 


.9920. 


C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1973 








End 


12026 


GI 


none 








Score 


177 


Exons 


1973. .2107, 


1974. 


.2108, 


1974. 


.2114, 2163. .2291, 2183. .2296, 




11796. .12026 










Sea No 


30096 








Seq. ID 


OJ990619_51. 9920.C17 


Gene No. 


62026 








Strand 




Start 


11810 








End 


15364 


Name 


OJ990619 51 


.9920. 


C17.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


6139 








End 


6537' 


GI 


none 








Score 


243 


Exons 


6139. .6537, 


6153. 


.6191, 


6264. 


. 6446 




Serr Nr> 

kj e . L 1 \J . 


30096 








Seq. ID 


OJ990619_51.9920.C17 


Gene No. 


62026 








Strand 




Start 


11810 








End 


15364 


Name 


OJ990619 51 


9920. 


C17.04 


tw 


Method 


TBLASTX: Wheat 


Start 


7120 








End 


7575 


GI 


none 








Score 


154 


Exons 


7120. .7302, 


7128. 


.7301, 


7339. 


.7575, 7341.. 7457, 7351.. 7560 


Seq. No. 


30096 








Seq. ID 


OJ990619_51.9920.C17 


Gene No v 


62026 








Strand 




Start 


11810 








End 


15364 






n no a 






\M~. 4- ~U A >J 


mm 7in m\7 _ t.ti x. 


Start 


7767 








End 


8222 


GI 


none 








Score 


537 



29861 



Exons 



7767.. 8222, 7768.. 8211, 7806.. 8222 



Seg. No. 30096 

Gene No. 62026 

Start 11810 

Name OJ990619_51 . 9920 . C17 . ol . tm 

Start 7897 

GI none 

Exons 7897.. 8253, 7932.. 8252 



Seq. ID OJ990619_51.9920.C17 
Strand 

End 15364 

Method TBLASTX : Mai ze 

End 8253 

Score 406 



Seq. No. 30096 Seq. ID 

Gene No. 62026 Strand 

Start 11810 End 

Name OJ990619_51 . 9920 . C17 . o4 . tm Method 

Start 8281 End 

GI none Score 

Exons 8281.. 8664, 8316.. 8393, 8448.. 8663 

Seq. No. 30096 Seq. ID 

Gene No. 62026 Strand 

Start 11810 End 

Name OJ990619_51 . 9920 . C17 . o2 . tw Method 

Start 8338 End 

GI none Score 

Exons 8338.. 8760, 8341.. 8727, 8448.. 8762 

Seq. No. 30096 ' Seq. ID 

Gene No. 62026 Strand 

Start 11810 End 

Name OJ990619_51 . 9920 . C17 . o2 . ts Method 

Start 8449 End 

GI none Score 

Exons 8449.. 8817, 8451.. 8567 



OJ990619_51. 9920.C17 
15364 

TBLASTX: Maize 

8664 

312 



OJ990619_51.9920.C17 
15364 

TBLASTX: Wheat 

8762 

445 



OJ990619_51.9920.C17 
15364 

TBLASTX :.Soybean 

8817 

270 



Seq. No. 30096 

Gene No. 62026 

Start 11810 

Name OJ990619_51 . 9920 . C17 . 06 . tw 

Start 8907 

GI none 

Exons 8907.. 9134, 8908.. 9132, 9142, 



Seq. ID OJ990619_51.9920.C17 
Strand 

End 15364 

Method TBLASTX : Wheat 

End 9315 

Score 196 
.9315, 9160. .9312 ' 



Seq. No. 30096 

Gene No. 62026 

Start 11810 

Name OJ990619_51 . 9920 . C17 . o9 . tw 

Start 9355 

GI none 

Exons 9355. .9612 



Seq. ID OJ990619_51.9920.C17 
Strand 

End 15364 

Method TBLASTX : Wheat 

End 9612 

Score 176 



Seq. No. 30096 

Gene No. 62026 

Start 11810 

Name OJ990619_51 . 9920 . C17 . o2 . tm 

<~» x~ - j_ r\ r\ -* — i 

£> Lai L. 301 / 

GI none 

Exons 9817.. 10122, 9834.. 10121 



Seq. ID OJ990619_51.9920.C17 
Strand 

End 15364 

Method TBLASTX: Maize 

End 10122 

Score 331 



29862 












oeq. Lu 


OJ990619_ 


51.9920 


• u± / 


Gene No. 


62026 






Strand 








Start 


11810 






End 


15364 






Name 


OJ990619 51. 


9920. C17 


.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9817 






End 


10200 






GI 


none 






Score 


339 






Exons 


9817. .10200, 


9825. .10199 












30096 






Seq. ID 


OJ990619_ 


51.9920 


PI 7 


Gene No. 


62026 






Strand 








Start 


11810 






End 


15364 






Name 


OJ990619 51. 


9920. C17 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


10324 






End 


10932 






GI 


none 






Score 


342 






Exons 


10324. .10776 


10339 




10473. .10580, 10801. 


.10932 




Seq. No. 


30096 






Seq. ID 


OJ990619_ 


51.9920 


.C17 


Gene No. 


62026 






Strand 








Start 


11810 






End 


15364 






Name 


OJ990619 51. 


9920. C17 


.o4 . gs 


Method 


GENSCAN 






Start 


11810 




End 


15349 






GI 


none 






Score 


.61 






Exons 


11810. .12051 


, 12177. 


.12322, 


12451. .12746, ;2783. 


.13147, 






13272. .13338 


, 13409. 


.13597, 


13665. .13789, 13869. 


.14171, 






14484. .14611 


, 15007. 


.15081, 


15188. .15209, 15265. 


.15349 




Seq. No. 


30096 






Seq. ID 


OJ990619_ 


51.9920 


.C17 


Gene No. 


62026 






Strand 








Start 


11810 






End 


15364 






Name 


OJ990619 51. 


9920. C17 


. o2 . np 


Method 


AAT/NAP 






Start 


12450 






End 


14065 






GI 


6721561 






Score 


1079 






Exons 


12450. .13212 


, 13280. 


.13338, 


13409. .13597, 13995. 


.14065 





GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30096 
62026 
11810 

OJ990619_51.9920.C17.o3.np 

13882 

6539586 



Seq. ID OJ990619_51. 9920.C17 
Strand 

End 15364 

Method AAT/NAP 

End 15364 

Score 196 



13882. .14088, 14136. . 14489, 15247. .15364 
(AP000837) hypothetical protein [Oryza sativa] 



30097 
62027 
2711 

OJ990619_51.9920.C18.o2.gs 
2711 



Seq. ID OJ990619_51.9920.C18 

Strand + 

End 3905 

Method GENSCAN 

End 3905 



2711.. 2927, 3257.. 3314, 3374.. 3580, 3599.. 3905 



29863 



Seq. No. 30097 

Gene No. 62028 

Start 5061 

Name OJ990619_51 . 9920 i C18 . o4 . gs 

Start 5061 

GI none 

Exons 5061.. 6062, 
8013. .8036 



Seq. ID OJ990619_51.9920.C18 

Strand + 

End 9828 

Method GENS CAN 

End 8036 

Score .68 
6138. .6311, 6316. .6421, 6783. .6821, 7725. .7915, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30097 
62028 
5061 

OJ990619_51.9920.C18.ol.np 
5070 
130582 
5070.. 6128, 9809.. 9828 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | IS04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ990619_51.9920.C18 

Strand + 

End 9828 

Method AAT/NAP 

End 9828 

Score 529 



30097 Seq. ID 

62029 Strand 

10226 End 

OJ990619_51 . 9920 . C18 . o3 . np Method 

10226 End 

4895224 Score 
10226. .10413, 11000.. 11046 

(AC007660) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990619_51.9920.C18 
+ 

1104 6 
AAT/NAP 
11046 
55 



Seq. No. 


30097 






Seq. ID 


OJ990619_ 


_51. 


9920 


.C18 


Gene No. 


62030 






Strand 










Start 


3011- 






End 


3472 








Name 


OJ990619 51 


.9920. 


C18 .ol .gp 


Method 


AAT/GAP 








Start 


3011 






End 


3472 








GI 


2309682 






Score 


736 








Exons 


3011. .3472 
















Seq. No. 


30097 






Seq. ID 


OJ990619_ 


_51. 


9920 


.C18 


Gene No. 


62031 






Strand 










Start 


4166 






End 


4816 








Name 


OJ990619 51 


.9920. 


C18.o3.gs 


Method 


GENSCAN 








Start 


4166 




End 


4816 








GI 


none 






Score 


.96 








Exons 


4166. .4816 
















Seq. No. 


30097 






Seq. ID 


OJ990619_ 


_51. 


9920 


.C18 


Gene No. 


62032 






Strand 










Start 


8608 






End 


10699 








Name 


OJ990619 51 


.9920. 


C18.o2.np 


Method 


AAT/NAP 








Start 


8584 






End 


10699 








GI 


3935156 






Score 


751 








Exons 


8584. .9530, 


9579. 


.10061, 10543. .10699 














■n o c vr o n 


on r t\ \— j _i — 










\ J. <_* vy ^ __, v V/ / 


X *J __. \J 


. \j [majjiuu^sia i_i.id.J__Lciii.cij 








Seq. No. 


30097 






Seq. ID 


OJ990619_ 


51. 


9920 


.C18 



29864 



Gene No. 62032 Strand 

Start 8608 End 

Name OJ990619_51 . 9920 . C18 . o5 . gs Method 

Start 8608 End 

GI none Score 

Exons 8608.. 10083 



10699 
GENSCAN 
10083 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30097 
62032 
8608 

OJ990619_51.9920.C18.ol.ts 

8758 

none 



Seq. ID OJ990619_51.9920.C18 
Strand 
End 

Method 
End 
Score 



10699 

TBLASTX: Soybean 

9807 

144 



8758. .9015, 8861. .9019, 9106. .9252, 9116. .9265, 9310. .9333, 
9346. .9405, 9493. .9546, 9646. .9807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30097 
62032 
8608 

OJ990619_51.9920.C18.ol.tc 

8824 

none ■ 



Seq. ID OJ990619_51.9920.C18 
Strand 

End 10699 

Method TBLASTX : Cres s 

End 10068 

Score 130 



8824. .9015, 8855. .8965, 8920. .8967, 8 996 ... 9019, 9115. .9249, 
9116. .9256, 9349..9489, 9493. .9546, 9559. .9819, 9563. .9805, 
9817.. 9870, 9934.. 10068 



Seq. No. 30097 

Gene No. 62032 

Start 8608 

Name OJ990619_51. 9920 . C18 . ol . tm 

Start 8824 

GI none 

Exons 8824.. 9015, 
9355. .9405 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_51. 9920.C18 
10699 

TBLASTX: Maize 

9405 

108 



8876. .9013, 9088. .9258, 9089.. 9256, 9276. .9308, 



Seq. No. 30097 

Gene No. 62032 

Start 8608 

Name OJ990619_51 . 9920 .C18 . ol . tw 

Start 8848 

GI none 

Exons 8848.. 9015, 8873.. 9019, 8970. 



Seq. ID OJ990619_51. 9920.C18 
Strand 

End 10699 

Method TBLASTX : Wheat 

End 9243 

Score 135 

.9017, 9095.. 9238, 9097.. 9243 



Seq. No. 30097 Seq. ID 

Gene No. 62032 Strand 

Start 8608 End 

Name O J9 90 6 1 9_5 1 . 9 92 0 . C 1 8 . o2 . tm Method 

Start 9605 End 

GI none Score 

Exons 9605.. 9889, 9637.. 9888 



OJ990619_51.9920.C18 
10699 

TBLASTX: Maize 

9889 

189 



Seq. No. 
Gene No. 
Start 

Start 
GI 



30098 
62033 
2013 



2013 
4040 1.R1084 



Seq. ID OJ990619_51.9920.C19 

Strand -+ 

End 2580 

ncLiiuu rt/i±/v. 

End 2580 

Score 1120 



29865 



Exons 2013.. 2580 

GI Descrip. '2947060 3.0e-18 (AC002521) putative membrane protein 
[Arabidopsis thaliana] ' 



Seq. No. 


30098 


Seq. ID 


OJ990619_51.9920.C19 


Gene No. 


62034 


Strand 




Start 


2380 


End 


2596 


Name 


OJ990619 51.9920.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


2295 


End 


2596 


GI 


none 


Score 


60 


Exons 


2295.-2366, 2307. .2375, 2349. .2510, 2390. .2596, 2390. .2596 


Seq. No. 


30098 


Seq. ID 


OJ990619_51.9920.C19 


Gene No. 


62034 


Strand 




Start 


2380 


End 


2596 


Name 


OJ990619 51.9920.C19.ol.np 


Method 


AAT/NAP 


Start 


2380 


End 


2596 


GI 


2947060 


Score 


249 


Exons 


2380. .2596 






GI Descrip. 


(AC002521) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


30099 


Seq. ID 


OJ990619_51.9920.C20 


Gene No. 


62035 


Strand 


+ 


Start 


2028 


End 


3624 


Name 


OJ990619 51.9920.C20.o2.np 


Method 


AAT/NAP 


Start 


2028 


End 


3624 


GI 


81286 


Score 


117 


Exons 


2028. .2115, 2676. .2962, 3485. .3624 




GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox < 


carteri] 




Seq. No. 


30099 


Seq. ID 


OJ990619 51.9920.C20 


Gene No. 


62035 


Strand 


+ 


Start 


2028 


End 


3624 


Name 


OJ990619 51.9920.C20.o2.gs 


Method 


GENSCAN 


Start 


2699 


End 


2992 


GI 


none 


Score 


.86 


Exons 


2699. .2992 






Seq. No. 


30099 


Seq. ID 


OJ990619_51 . 9920Vc20 


Gene No. 


62036 


Strand 


+ 


Start 


7375 


End 


7917 


Name 


OJ990619 51.9920.C20.o4.np 


Method 


AAT/NAP 


Start 


7375 


End 


7917 


GI 


5281037 


Score 


105 


Exons 


7375.. 7676, 7842.. 7917 






GI Descrip. 


(AL080318) putative transposase [Arabidopsis thaliana] 


Seq. No. 


30099 


Seq. ID 


OJ990619_51.9920.C20 


Gene No. 


62037 


Strand 




Start 


1 


End 


2123 


Name 


OJ990619 51.9920.C20.ol.np 


Method 


AAT/NAP 


Start 


r 


End 


2066 


GI 


2947060 


Score 


453 


Exons 


I.. 229, 626.. 6s6, 14b8..1b9/, 1/2/.. 18^4, iy63..2066 


GI Descrip. 


(AC002521) unknown protein 


[Arabidopsis 


thaliana] 



29866 




Seq. No. 


30099 


Seq. ID 


OJ990619_51.9920 


.C20 


Gene No.. 


62037 


Strand 






Start 


1 


End 


2123 




Marnp 


OJ990619 51.9920.C20.ol.gp 


Method 


AAT/GAP 




Start 


126 


End 


2116 




GI 


7928 1.R1084 


Score 


850 




Exons 


126. .229, 628. .658, 1458. .1597, 1727.. 


1824, 1963. .2116 




GI Descrip. 


'2947060 1.0e-102 (AC002521) 


putative membrane protein 






[Arabidopsis thaliana] 1 








Seq. No. 


30099 


Seq. ID 


OJ990619_51.9920 


.C20 


/^ono Mo 
UCllC vlKJ . 


62037 


Strand 






Start 


1 


End 


2123 




Name 


OJ990619 51.9920.C20.ol.gs 


Method 


GENSCAN 




Start 


126 


End 


2123 




GI 


none 


Score 


.82 




Exons 


126. .229, 628. .658, 1458. .1597, 1727.. 


1824, 1963.. 2123 




Seq. No. 


30099 


Seq. ID 


OJ990619_51.9920 


.C20 


UCllC LH\J • 


DZUjO 


Strand 






Start 


o4 i y 


End 


3778 




Name 


ujyyuoiy d± . yyzu .czu . oo. cjs 


Method 


GENSCAN 




Start 


*5 /I 1 Q 


End 


3778 




GI 


none 


Score 


.79 




Exons 




.3778 






Seq. No. 


30099 


Seq. ID 


OJ990619_51. 9920 


.C20 




dzuj y 


Strand 






Start 


D / O / 


End 


6098 




Name 


ujyyuo±y oi . yy^u .czu . oi . tm 


Method 


TBLASTX: Maize 




Start 


5787 


End 


6098 




GI 


none 


Score 


55 




Exons 


CTOl COO^ COCO fftftO CO£A 


.6067 






Seq. No. 


30099 


Seq. ID 


OJ990619_51.9920 


.C20 




62040 


Strand 






Start 


6393 


End 


6749 




Name 


OJ990619 51.9920.C20.o2.tm 


Method 


TBLASTX: Maize 




Start 


6393 


End 


6749 




GI 


none 


Score 


143 




Exons 


6393.. 6488, 6398.. 6487, 6567. 


.6749, 6572.. 6730 




Seq. No. 


30100 


Seq. ID 


OJ990619_51.9920 


.C2l 


*jene lno • 


62041 


Strand 






Start 


27 


End 


1515 




Name 


OJ990619 51.9920.C21.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


1515 




GI 


none 


Score 


.45 




Exons 


27. .166, 197. .314, 358. .568, 


1069. .1515 




Seq. No. 


30101 


Seq. ID 


OJ990619 51.9920 


.C22 


Gene No. 


62042 


Strand 


+ 




Start 


1126 


End 


1884 




Name 


OJ990619_51.9920.C22.ol.gp 


Method* 


AAT/GAP 




C+- — 4- 


1 1 O £ 
116U 


End 


1004 




GI 


57500 1.R1084 


Score 


1429 




Exons 


1126. .1884 









29867 



GI Descrip. ' 5669634/gb | AAD46402 . 1 1 AF096246JL 5.0e-25 (AF096246) 

ethylene-responsive transcriptional coactivator [Lycopersicon 
esculentum] ' 



Seq. No. 30101 

Gene No. 62042 

Start 1126 

Name OJ990619_51 . 9920 . C22 . ol . gs 

Start 1173 

GI none 

Exons 1173.. 1640 



Seq. ID OJ990619_51.9920.C22 

Strand + 

End 1884 

Method GENSCAN 

End 1640 

Score .74 



Seq. No. 30101 

Gene No. 62042 

Start 1126 

Name OJ990619_51 . 9920 . C22 . ol . np 

Start 1176 

GI 5669634 

Exons 1176.. 1613 

GI Descrip. (AF096246) ethylene-responsive transcriptional coactivator 
[Lycopersicon esculentum] 



Seq. ID OJ990619_51.9920.C22 

Strand + 

End 1884 

Method AAT/NAP 

End 1613 

Score 395 



Seq. No. 


30101 








Seq. ID 


OJ990619_51. 9920 


.C22 


Gene No. 


62042 








Strand " 


+ 




Start 


1126 








End 


1884 




Name 






. Ol 




Method 


TBLASTX: Cress 




Start 


1190 








End 


1595 . 




GI 


none 








Score 


125 




Exons 


1190. .1318, 


1194. 


.1319, 


1371. 


.1595, 1373. .1594 




Seq. No. 


30101 








Seq. ID 


OJ990619_51.9920 


.C22 


Gene No. 


62042 








Strand 


+ 




Start 


1126 








End 


1884 




Name 


OJ990619 51 


.9920. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1190 








End 


1595 




GI 


none 








Score 


118 




Exons 


1190. .1312, 


1194. 


.1319, 


1371. 


.1595, 1463.. 1594 




Seq. No. 


30101 








Seq. ID 


OJ99061?_51.?,920 


.C22 


Gene No. 


62042 








Strand 


+ "-'.' - I 




Start 


1126 








End 


1884 




Name 


OJ990619 51 


.9920. 


C22.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1194 








End 


1595 




GI 


none 








Score 


121 




Exons 


- 1194. .1319, 


1208. 


.1312, 


1371. 


.1595 






Seq. No. 


30101 








Seq. ID 


OJ990619 51.9920 


.C22 


Gene No. 


62042 








Strand 


+ 




Start 


1126 








End 


1884 




Name 


OJ990619 51 


.9920. 


C22.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1371 








End 


1595 




GI 


none 








Score 


184 




Exons 


1371. .1595, 


1472. 


.1594 










O HT_ 


*-» r\ -l r\ <"> 








Seq. ID 


OJ9906I9 51.9920 


. C23 


Gene No. 


62043 








Strand 






Start 


181 








End 


1881 





29868 



Name 

Start 

GI 

Exons 



OJ990619_51 . 9920 . C23 . ol . ts Method TBLASTX : Soybean 
161 End 1715 

none Score 242 

161. .460, 175. .456, 645. .737, 674. .748, 836. .958, 838. .978, 
1122. .1295, 1147. .1281, 1365. .1547, 1375. .1548, 1616. .1714, 
1620. .1715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30102 
62043 
181 

OJ990619_51. 9920.C23.ol.tm 

175 

none 



Seq. ID OJ990619_51.9920.C23 
Strand 

End 1881 

Method TBLASTX : Mai ze 

End 1717 

Score 14 4 



175. .456, 206. .469, 648. .749, 674. .748, 826. .978, 827. .940, 
1128. .1283, 1135. .1281, 1374. .1547, 1441. .1545, 1616. .1717, 
1629. .1715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30102 
62043 
181 

OJ990619_51.9920.C23.ol.gs 

181 

none 



Seq. ID OJ990619_51.9920.C23 
Strand 

End 1881 

Method GENSCAN 

End 1714 

Score .79 



181. .454, 578. .595, 675. .736, 838. .975, 1143. .1547, 1625. .1714 



30102 
62043 
181 

OJ990619_51.9920.C23.ol.np 
184 

4056462 



Seq. ID OJ990619_51.9920.C23 
Strand 

End 1881 

Method AAT/NAP 

End 1881 

Score 716 



184. .454, 675. .736, 838. .975, 1143. .1280, 1374. .1547, 
1625. .1714, 1775. .1881 

(AC005990) Strong similarity to gb|Y09876 aldehyde dehydrogenase 
(NAD+) from Nicotiana tabacum and a member of the aldehyde 
dehydrogenase family PF| 00171. ESTs gb|F15117, gb|R83958 and 
gb| 586262 come from this gene. [Arabidopsis thaliana] 



30102 - s ... . 

62043 

181 

OJ990619_51. 9920.C23.ol.tc 

266 

none 



. Seq.. ID - OJ990619_51.9920.C23 
Strand 

End 1881 

Method TBLASTX: Cress 

End 1720 

Score 4 8 



266. .319, 319. .450, 323. .469, 648. .749, 677. .748, 838. .933, 
928. .978, 1140. .1283, 1171. .1341, 1374. .1547, 1378. .1548, 
1616. .1720, 1629. .1715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30102 
62043 
181 

OJ990619_51.9920.C23.o2.tw 
277 



none 



Seq. ID OJ990619_51.9920.C23 
Strand 

End 1881 

Method TBLASTX : Wheat 

End 4 69 

Score 101 



Seq. No. 



30102 



Seq. ID OJ990619 51.9920.C23 



29869 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



62043 Strand 

181 End 

OJ990619_51 . 9920 . C23 . ol . tw Method 

674 End 

none Score 



1881 

TBLASTX: Wheat 

1717 

63 



674. .712, 826. .879, 895. .975, 1128. .1280, 1377. .1433, 
1428. .1499, 1491. .1547, 1616. .1717, 1644. .1712 



30103 Seq. ID 

6204 4 Strand 
943 End 
OJ990619_51 . 9920 . C24 . o2 . np Method 
943 End 
82520 Score 
943. .1169 

hypothetical 16K protein (rbcL-psal interqenic region) - rice 
chloroplast gi 1 11994 | emb | CAA34006 | (X15901) ORF133 [Oryza 
sativa] gi | 226615 | prf || 1603356AM ORF 133 [Oryza sativa] 



OJ990619_51.9920.C24 
+ 

1169 
AAT/NAP 
1169 
185 



30103 Seq. ID 

62045 Strand 

207 End 
OJ990619_51 . 9920 . C24 . ol . gs Method 

207 . End 

none Score 

207. .590, 673. .815 



OJ990619_51.9920.C24 

2077 
GEN SCAN 
815 - 
.62 



Seq. No. 


30103 


Seq. ID 


OJ990619_51.9920.C24 


Gene No. 


62045 


Strand 




Start 


207 


End 


2077 


Name 


OJ990619 


51 . 9920 . C24 . ol . np Method 


AAT/NAP 


Start 


207 


End 


2077 


GI 


1743354 


Score 


419 


Exons 


207. .590, 


673. .833, 2044. .2077 




GI Descrip. 


(Y09876) 


aldehyde dehydrogenase (NAD+) 


[Nicotiana tabacum] 


Seq. No. 


30103 


Seq. ID 


OJ990619_51.9920.C24 


Gene No. 


62045 


Strand 




Start 


207. . 


. - - - * End ■ 


2077 . .. 


Name 


OJ990619 


51 . 9920 . C24 . ol . ts ' Method 


TBLASTX : Soybean 


Start 


210 


End 


829 


GI 


none 


Score 


174 


Exons 


210. .260, 


258. .611, 259. .456, 315. .557, 


671. .829, 682. .825 



Seq. No. 


30103 








Seq. ID 


OJ990619_51.9920 


.C24 


Gene No. 


62045 








Strand 






Start 


207 








End 


2077 




Name 


OJ990619 


_51.9920.C24 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


216 








End 


829 




GI 


none 








Score 


123 




Exons 


216. .611, 


232. .381, 


409 


. .450, 


682. .825, 


689. .829 




Seq. No. 


30103 








Seq. ID 


OJ990619_51.9920 


-C24 


Gene No. 


62045 








Strand 






Start 


207 








D11U 


n m n 

£+\J t 1 




Name 


OJ990619 


51.9920.C24 


.ol 


• tm 


Method 


TBLASTX : Maize 




Start 


216 








End 


829 





29870 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



154 



216. .374, 232. .450, 414. .611, 682. .825, 689. .829 



30103 
62045 
207 

OJ990619_51.9920.C24.ol.tw 

417 

none 



Seq. ID OJ990619_51.9920.C24 
Strand 

End 2077 

Method TBLASTX : Wheat 

End 817 

Score 114 



417. .581, 417. .611, 677. .817, 682. .816 



30104 
62046 
745 

OJ990619_51.9920.C25.ol.gs 

745 

none 



Seq. ID OJ990619_51.9920.C25 
Strand 

End 3181 

Method GEN SCAN 

End 3181 

Score . 4 



745. .1005, 2374. .2546, 3044. .3181 



30105 
62047 
1 

OJ990619_51.9920.C26.ol.np 
1 

5852180 



1..166, 1145. .1263, 1315. .1728, 6727 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990619_51.9920.C26 

Strand + 

End 6788 

Method AAT/NAP 

End 6788 

Score 519 
6788 



30105 
62047 
1 

OJ990619_51.9920.C26.ol.gs 
51 

none 

51. .166, 263. .353 



Seq. ID OJ990619_51. 9920.C26 

Strand + 

End 6788 

Method GENSCAN 

End 353 

Score .45 



30105 Seq. ID OJ990619_51 . 9920 . C26 

62047 Strand + 

1 . • End - 6788 

OJ990619_51. 9920.C26.o2.np Method AAT/NAP 

1185 End 5843 

2130141 Score 1030 

1185. .1262, 2566. .2790, 2875. .4355, 5816. .5843 

mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



30105 Seq. ID 

62047 Strand 

1 End 
OJ990619_51 . 9920 . C26 . o3 . gs Method 

2941 End 

none Score 
2941. .4072, 4077. .4090 



OJ990619_51.9920.C26 
+ 

6788 
GENSCAN 
4090 
.5 



Gene No. 
Start 



62048 
16 



seq. ±u 

Strand 

End 



396 



29871 



IN CHUG 


OJ990619 51.9920.C26.ol 


.gp 


Method 


aaT /pad 


Start 


16 


End 


396 


GI 


uC-osflcyp033a04bl 




Score 


646 


Exons 


16. .396 








GI Descrip. 


•6016845/dbj IAP000570.1 


IAP000570 3.0e- 


■59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


30105 






OJ990619_51.9920.C26 








O L L ci 1 1U. 




Start 


824 




End 


1843 


Name 


OJ990619 51.9920.C26.o2. 


. gs 


Method 


GENSCAN 


Start 


824 




CjI id 


1843 


GI 


none 




Score 


.51 


Exons 


fi94 Q00 1904 1R4^ 








Seq. No. 


^01 OS 




oeq . iu 


OJ990619_51.9920.C26 








Strand 




Start ■ 


2881 




End 


3249 


Name 


OJ990619 51.9920.C26.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


9Rff 1 




End 


3249 


GI 


none 




Score 


254 


Exons 


9Rft1 *394Q 9flQ8 Q1 








Seq. No. 


JU1UJ 




Seq. ID 


OJ990619_51. 9920.C26 




690M 




Strand 




Start 


3253 




End 


3882 


Name 


OJ990619 51.9920.C26.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


■^9 




End 


3882 


GI 


none 




Score 


432 


Exons 


-jocq ^^nn *^9 c ip tcqc 


JO / / 


..3882, 3625.-3843, 3768. .3881 


Seq. No. 


*301 OS 




Seq. ID 


OJ990619_51.9920.C26 


(?pnn Ma 


690S9 




Strand 




Start 


3997 




End 


4317 


Name 


OJ990619 51.9920.C26.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


.-> .7 y / 




End 


4317 


GI 


none 




Score 


102 


Exons 


^QQ7 411Q 414fl 4*31 £ 


A1AA 
H 1 ft ft 


..4317 




Seq. No. 


?01 06 




Seq. ID 


OJ990619_51.9920.C27 


vjvliC V4\J • 






Strand 




Start 


113 




End 


1100 


Name 


OJ990619 51.9920.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


QS 




End 


783 


GI 


none 




Score 


61 


Exons 


95. .193, 149. .340, 314.. 


505, 


548. .766, 


559. .783 


Seq. No. 


30106 




Seq. ID 


OJ990619_51.9920.C27 




62053 




Strand 




Start 


113 




End 


1100 


Name 


OJ990619 51.9920.C27.ol. 


gs 


Method 


GENSCAN 


Start 


113 




End 


993 


GI 


none 




Score 


.57 


Exons 


113. .526, 727. .993 








Seq. No. 


30106 




Seq. ID 


OJ990619_51.9920.C27 


Gene No. 


62053 




Strand 





29872 




Start 


113 




End 


1100 






Name 


OJ990619 51.9920.C27.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


233 




End 


529 






GI 


none 




Score 


140 






Exons 


233. .529, 234. .506 












Seq. No. 


30106 




Seq. ID 


OJ990619 


_51.9920 


.C27 


Gene No . 


o2Uo J 




Strand 








Start 


113 




- End 


1100 






Name 


OJ990619 51. 9920.C27.o2 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


850 




End 


1100 . 






GI 


none 




Score 


67 






Exons 


850. .960, 863. .961, 869 


. .961, 


975. .1100, 975. .1061 




Seq. No. 


30107 




Seq. ID 


OJ990619 


_51 . 9920 


C28 


Gene No. 


62054 




Strand 








Start 


217 




End 


439 






Name 


OJ990619 51.9920.C28.ol 


.gs 


Method 


GENSCAN 






Start 


217 


End 


439 






GI 


none 




Score 


.91 






Exons 


217. .439 












Seq. No. 


30108 




Seq. ID 


OJ990619 


_51 . 9920 . 


C29 


Gene No. 


62055 




Strand 








Start 


56 




End 


3632 






Name 


OJ990619 51.9920.C29.ol 


.gs 


Method 


GENSCAN 






Start 


56 




End 


3632 






GI 


none 




Score 


.4 






Exons 


56. .633, 841. .874, 880. 


.1056, 


1070.. 1336, 1481. 


. 1903, 






2397.. 2955, 3074.. 3121, 


3460. 


.3632 








Seq. No. 


30109 




Seq. ID 


OJ990619 


_51.9920. 


C30 


Gene No . 


62056 




Strand 


+ 






Start 


487 




End 


804 






Name 


OJ990619 51.9920.C30.ol 


.gs 


Method 


GENSCAN 






Start 


487 




End 


804 






GI 


none 




Score 


.58 






Exons 


487. .804 












Seq. No. 


30110 




Seq. ID 


OJ990619 


_51.9920. 


C31 


Gene No. 


62057 




Strand 








Start 


1807 




End 


2397 






Name 


OJ990619 51.9920.C31.o2 


gs 


Method 


GENSCAN 






Start 


1807 




End 


2397 






GI 


none 




Score 


1 






Exons 


1807.. 2397 












Seq. No. 


30111 




Seq. ID 


OJ990619 


_51.9920. 


C32 


Gene No. 


62058 




Strand 








Start 


248 




End 


389 






Name 


OJ990619 51.9920.C32.ol. 


gs 


Method 


GENSCAN 






Start 


248 




End 


389 






GI 


none 




Score 


.45 






Exons 


248. .389 












Seq. No. 


30112 




Seq. ID 


OJ990519 


_31.9924. 


CI 


Gene No. 


62059 




Strand 


+ 







29873 




Start 


898 


End 


1320 




Name 


OJ990519_31 . 9924 . CI . ol . gs 


Method 


GENSCAN 




Start 


898 


End 


1320 




GI 


none 


Score 


. 72 




Exons 


o9o . . 1320 








Seq. No. 


30112 


Seq. ID 


OJ990519_31 . 9924 


.CI 


bene no . 


d2ud0 


Strand 






otart 


1619 


End 


3711 




Name 


OJ990519 31.9924.Cl.ol.np 


Method 


AAT/NAP 




Start 


1619 


End 


3711 






6466937 


Score 


245 




Exons 


1619.. 1793, 1942.. 2278, 3664. 


.3711 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidop 




thaliana] 








Seq. No. 


30112 


Seq. ID 


OJ990519 31.9924 


.CI 


Gene No. 


62061 


Strand 


+ 




Start 


8443 


End 


11152 




Name 


OJ990519 31.9924.Cl.o3.gs 


Method 


GENSCAN 




btart 


8443 


End 


11152 




C* T 
GI 


none 


Score 


.47 




Exons 


8443. .8545, 10887. .11152 








Seq. No. 


30112 


Seq. ID 


OJ990519_31. 9924 


.CI 


Gene No. 


62061 


Strand 


+ 




Start 


8443 


End 


11152 




Name 


OJ990519 31.9924.Cl.o2.np 


Method 


AAT/NAP 




btiarti 


10883 


End 


11121 




GI 


6815052 


Score 


220 




Exons 


10883. .11121 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30112 


Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62062 


Strand 


— 




Start 


3159 


End 


6723 




Name 


OJ990519 31.9924.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


2002 


End 


2287 




bi 


none 


Score 


106 




Exons 


2002.. 2145, 2136.. 2279, 2174. 


.2287 






Seq. No. 


30112 


Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62062 


Strand 






Start 


3159 


End 


6723 




Name 


OJ990519 31.9924.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2129 


End 


2282 




GI 


none 


Score 


183 




Exons 


2129.. 2269, 2130.. 2282, 2151. 


.2276 






Seq. No. 


30112 


Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62062 


Strand 






Start 


3159 


End 


6723 




Name 


OJ990519 31.9924.Cl.ol.gp 


Method 


AAT/GAP 




Start 


2960 


End 


3504 




GI 


none 


Score 


980 




Exons 


2960. .3504 









29874 




Seq. No. 


30112 








Seq. ID 


OJ990519_31.9924.C1 


Gene No. 


62062 








Strand 




Start 


3159 








End 


6723 


Name 


n Tftftn c i ft oi 

OJyyOoly 31 


. 9924 . 


Cl.Ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3135 








End 


5506 


GI 


none 








Score 


340 


Exons 


3135. .3422, 


3154. 


.3420, 


3399. 


.3596, 3409. .3597, 3409. .3609, 




3425. .3598, 


4728. 


.4814, 


4732. 


.4836, 4732. .4842, 4734. .4838, 




5065. .5505, 


5065. 


.5505, 


5066. 


.5506 




Seq. No. 


30112 








Seq. ID 


OJ990519_31.9924.C1 


Gene No . 


bZObZ 








Strand 




Start 


3159 








End 


6723 


Name 


OJ990519 31 


.9924. 


Cl.o2. 


gs 


Method 


GEN SCAN 


Start 


3159 








End 


6542 


GI 


none 








Score 


.92 


Exons 


' 3159. .3595, 


4719. 


.4834, 


5066. 


.5510, 6203.. 6542 


Seq. No. 


30112 








Seq. ID 


OJ990519__31.9924 .C1 


Gene No. 










Strand 




Start 


3159 








End 


6723 


Name 


OJ990519 31 


.9924. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3178 








End 


3449 


GI 


none 








Score 


209 


Exons 


3178. .3447, 


3189. 


.3449, 


3190. 


.3447 




Seq. No. 


30112 








Seq. ID 


OJ990519_31. 9924. CI 


Gene No. 


62062 








Strand 




Start 


3159 








End 


6723 


Name 


OJ990519 31 


.9924. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3189 








End 


4834 


GI 


none 








Score 


302 


Exons 


3189. .3509, 


3208. 


.3510, 


3266. 


.3547, 3282.. 3557, 3504. .3596, 




3505. .3597, 


4717. 


.4830, 


4717. 


.4830, 4739.-4834 



Seq. No. 30112 Seq. ID 

Gene No. 62062 Strand 

Start 3159 End 

Name OJ990519_31 . 9924 .CI . o2 .gp Method 

Start 34 69 End 

GI 15192_1.R1084 Score 

Exons 3469.. 3595, 4719.. 4834, 5079.. 5510, 
GI Descrip. 



OJ990519_31.9924.C1 

6723 
AAT/GAP 
6237 
1303 
6203. . 6237 



, 5852170/emb|AL117265. 1IOST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 


30112 








Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62062 








Strand 






Start 


3159 








End 


6723 




Name 


OJ990519 31 


.9924 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5254 








End 


5506 




GI 


none 








Score 


333 




Exons 


5254. .5505, 


5255 


. .5506 










Seq. No. 


30112 








Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62062 








Strand 






Start 


3159 








End 


6723 




Name 


OJ990519_31 


.9924 


.Cl.o3. 


gp 


Method 


AAT/GAP 





29875 




Start 


6395 




End 


6723 








GI 


5038612 




Score 


630 








Exons 


6395. .6723 














Seq. No. 


30113 




Seq. ID 


OJ990519 


_31 


.9924 


.C2 


PJpnp No 

V-J d 1 ^ I* \J . 


62063 






i 








Start 


213 




End 


1401 








Name 


OJ990519 31.9924.C2.ol. 


gs 


Method 


GENSCAN 








Start 


213 




End 


1401 








GI 


none 




Score 


.79 








Exons 


213. .274, 1240. .1401 














Seq. No. 


30113 




Seq. ID 


OJ990519_ 


_31 


.9924 


.C2 


Gene No. 


62064 




Strand 


+ 








Start 


6602 




End 


10299 








Name 


OJ990519 31.9924.C2.o3. 


np 


Method 


AAT/NAP 








Start 


6602 




End 


10299 








GI 


6815052 




Score 


1490 








Exons 


6602. .6759, 6841. .6911, 


7178. 


.7298, 7598.. 7697, 


8527. .8640 




9465. .9579, 9628. .10299 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


30113 




Seq. ID 


OJ9905l9_ 


31 


. 9924 


. C2 


Gene No. 


62065 




Strand 










Start 


1937 




End 


4623 








Name 


OJ990519 31.9924.C2.ol. 


np 


Method 


AAT/NAP 








Start 


1885 


End 


4623 








GI 


4539665 




Score 


2337 








Exons 


1885. .4623 














GI Descrip. 




[Sorghum bicolor] 








Seq. No. 


30113 




Seq. ID 


OJ9905l9_ 


31 


.9924 


.C2 


Gene No . 


62065 




Strand 










Start 


1937 




End 


4623 








Name 


OJ990519 31.9924.C2.o2. 


gs 


Method 


GENSCAN 








Start 


1937 


End 


3076 








GI 


none 




Score 


.51 








Exons 


1937. .2596, 2999. .3076 














Seq. No. 


30113 




Seq. ID 


OJ990519_ 


_31 


.9924 


.C2 


Gene No. 


62066 




Strand 










Start 


5359 




End 


6317 








Name 


OJ990519 31.9924.C2.o2. 


np 


Method 


AAT/NAP 








Start 


4843 




End 


6317 








GI 


6815052 




Score 


1145 








Exons 


4843.. 4961, 5241.. 5319, 


5401- 


.6131, 6180..6317 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


30113 




Seq. ID 


OJ990519_ 


_31 


.9924 


-C2 




62066 




Strand 










Start 


5359 




End 


6317 








Name 


OJ990519 31.9924.C2.o3. 


gs 


Method 


GENSCAN 








Start 


5359 


End 


5601 








GI 


none 




Score 


.51 











r ~> r r\ r /-ai 
JJJJ . . JUU1 














Seq. No. 


30H3 




Seq. ID 


OJ990519_ 


31 


9924 


.C2 



29876 




Gene No. 


.62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.o9.tw 


Method 


TBLASTX: Wheat 


Start 


1313 


End 


19648 


GI 


none 


Score 


129 


Exons 


1313. .1375, 19450. .19632, 19451. .19648 


Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.o7.tw 


Method 


TBLASTX: Wheat 


Start 


1919 


End 


15773 


GI 


none 


Score 


64 


Exons 


1919. .2245, 2115. .2240, 15441 


. .15770, 


15493. .15771, 15657. .15773 


beq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No . 


62067 


Strand 




otart 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


2102 


End 


16221 




none 


Score 


67 


Exons 


2102.. 2536, 2103.. 2216, 2253. 


.2339, 2315. .2386, 2538. .2663, 




15636. .16061, 15637. .15834, 15657 15899, 15901 .. 16062, ' 




16059. .16220, 16066.. 16221 






Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2252 


End 


16400 




none 


Score 


79 


Exons 


2252. .2587, 2253. .2342, 2471. 


.2587, 2586.. 2663, 2587.. 2655, 




2672.. 2842, 2721.. 2837, 15774 


. .16400, 


15775. .15834, 




15783. .16202, 15895.. 16398 




Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No . 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


2717 


End 


16560 


GI 


none 


Score 


41 


Exons 


2717.. 2998, 2721.. 2759, 2799. 


.2999, 16269. .16559, 16273 16560, 




16273. .16560 






Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


2801 


•End 


16619 


GI 


none 


Score 


132 


Exons 


2801.. 3049, 2813.. 3049, 16359, 


.16619, 


16360. .16614 


Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


2825 


End 


16709 



29877 




GI 


none 






Score 


91 




Exons 


2825. .2965, 


2826. 


.2966, 16383 


. .16526, 


16527. .16709 




Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924 


.C2 


VJC11C LH\J • 


6?067 






o crana 






Start 


15393 






End 


20894 




Name 


OJ990519 31, 


.9924. 


C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2849 






End 


16946 




GI 


none 






Score 


224 




Exons 


2849. .3307, 


2871. 


.3224, 16407 


. .16946, 


16411. .16764 




Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924 


.C2 


Gene No. 


62067 






Strand 






Start 


15393 






End 


20894 




Name 


OJ990519 31. 


.9924. 


C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


3405 






End 


17327 




GI 


none 






Score 


83 




Exons 


3405. .3503, 


3407. 


.3532, 3467. 


.3547, 3535. .3762, 3536. .3760, 




3538. .3762, 


16974 


. .17327, 16981. .17322 




Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924 


.C2 


Gene No. 


62067 






Strand 






Start 


1 

j. j j - 






End 


20894 




Name 


OJ990519 31. 


,9924. 


C2.o3.tw 


Method 


' TBLASTX: Wheat 




Start 


3407 






End 


17399 




GI 


none 






Score 


80 




Exons 


3407. .3532, 


3408. 


.3503, 3535. 


.3780, 3536. .3754, 3538. .3768, 




3752. .3832, 


16974 


..17324, 16974. .17399, 16981. .17397 




Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924 


.C2 


UC11C LN \J . 








Strand 






Start 


15393 






End 


20894 




Name 


OJ990519 31. 


9924. 


C2.o3.ts 


Method 


TBLASTX: Soybean 




Start 


3577 






End 


17393 




GI 


none 






Score 


207 




Exons 


3577. .3780, 


17145 


. .17393 








Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924 


,C2 


VJCUC invj. 


62067 






Strand 






Start 


15393 






End 


20894 




Name 


OJ990519 31. 


9924. 


C2.o5. tm 


Method 


TBLASTX: Maize 




Start 


3770 






End 


17666 




GI 


none 






Score 


89 




Exons 


3770. .3850, 


3862. 


.4113, 3878.. 


,4048, 17334. .17666, 17335 


. .17613 


Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924, 


.C2 


Gene No. 


62067 






Strand 






Start 


15393 






End 


20894 




Name 


OJ990519 31. 


9924.' 


C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3859 






End 


17810 




GI 


none 






Score 


220 




Exons 


3859. .4209, 


3860. 


.4207, 17415. 


.17666, 


17425. .17658, 






17445. .17771, 17721 .. 17774 , 17731 .. 17772 , 17778 .. 17810, 






17778. .17810 












Seq. No. 


30113 






Seq. ID 


OJ990519_31.9924, 


,C2 


Gene No. 


62067 






Strand 







29878 



Start 


15393 




End 


20894 




Name 


OJ990519 31. 


9924.C2.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3859 




End 


17682 




GI 


none 




Score 


175 




Exons 


3859. .4137, 


3878.. 4099, 17400 


. .17663, 


17401. .17664, 17584.. 


Seq. No. 


30113 




Seq. ID 


OJ990519_31 . 9924 


. C2 


Gene No. 


62067 




Strand 






Start 


15393 




End 


20894 




Name 


OJ990519 31. 


9924 .C2.o4 .tm 


Method 


TBLASTX: Maize 




Start 


4132 




End 


18168 




GI 


none 




Score 


69 




Exons 


4132. .4386, 


4391.. 4558, 17721 


. .18164, 


17926. .18168 




Seq. No. 


30113 




Seq. ID 


OJ990519_31.9924 


.C2 


Gene No. 


62067 




Strand 






Start 


15393 




End 


20894 




Name 


OJ990519 31. 


9924.C2.o4.tw 


Method 


TBLASTX: Wheat 




Start 


4186 




End 


18234 




GI 


none 




Score 


80 




Exons 


4186. .4392, 


4216.. 4392, 4223. 


.4402, 4391. .4558, 4392. .4601, 




4591. .4671, 


17751. .18233, 17754.. 18122 


, 17836.. 18234 




Seq. No. 


30113 




Seq. ID 


OJ990519_31.9924 


.C2 


Gene No. 


62067 




Strand 






Start 


15393 




End 


20894 




Name 


OJ990519 31. 


9924.C2.o4.ts 


Method 


TBLASTX : Soybean 




Start 


4318 




End 


18197 




GI, n 


none 




Score 


193 




Exbgs 


4318. .4386, 


4397.. 4558, 17883 


. .18197 






Se4n No. 


30113 




Seq. ID 


OJ990519_31.9924 


.C2 


Gerxe! No . 


62067 




Strand 






Start 


15393 




End 


20894 




Name""; 


OJ990519 31. 


9924.C2.o7.tm 


Method 


TBLASTX: Maize 




Start; 


4621 




End 


18362 




GI 


none 




Score 


105 




ExonsU 


4621. .4734, 


4625.. 4723, 18171 


. .18362, 


18217. .18324 




Seq. yNp. 


30113 




Seq. ID 


OJ990519_31.9924 


.C2 


Gene |Jo. 


62067 




Strand 






Start . 7 


15393 




End 


20894 




Name ^ 


OJ990519 31. 


9924 .C2.o5.gs 


Method 


GENSCAN 




Start Q 


15393 


End 


20831 






none 




Score 


.58 




Exons f s \ 


15393. .16804, 16886. . 17131, 17570 184 14 , 184 40 19812, 






20223. .20573, 20664.. 20831 








Seq. No. 


30113 




Seq. ID 


OJ990519_31.9924 


.C2 


Gene No. 


62067 




Strand 






Start 


15393 




End 


20894 




Name 


OJ990519 31. 


9924.C2.o4.np 


Method 


AAT/NAP 




Start 


15396 




End 


19856 




GI 


4680179 




Score 


5598 




Exons 













GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



29879 




Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31. 9924 .C2.o8.tw 


Method 


TBLASTX: Wheat 


Start 


18445 


End 


18714 


GI 


none 


Score 


221 


Exons 


18445; .18714 






Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31. 9924 .C2.o6.tw 


Method 


TBLASTX: Wheat 


Start 


19048 


End 


19401 


GI 


none 


Score 


83 


Exons 


19048. .19398, 19204. .19401 






Seq. No. 


30113 


Seq. ID 


OJ990519__31.9924.C2 


Gene No. 


62067 


Strand 




Start 


.15393 


End 


20894 


Name 


OJ990519 31. 9924 .C2.o6.tm 


Method 


TBLASTX: Maize 


Start 


19060 


End 


19398 


GI 


none 


Score 


248 


Exons 


19060. . 19398 






Seq. No. 


30113 


Seq. ID 


OJ990519_31.9924.C2 


Gene No. 


62067 


Strand 




Start 


15393 


End 


20894 


Name 


OJ990519 31.9924.C2.o5.np 


Method 


AAT/NAP 


Start 


20098 


End 


20894 


GI 


4512231 


Score 


1204 


Exons 


20098. .20894 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


30114 


Seq. ID 


OJ990519_31.9924.C3 


Gene No. 


62068 


Strand 


+ 


Start 


218 


End 


1426 


Name 


OJ990519 31.9924.C3.ol.gs 


Method 


GENS CAN 


Start. 


218 


End 


1426 . 


GI 


none 


Score 


.45 


Exons 


218. .299, 1061. .1194, 1217. 


.1426 




Seq. No. 


30114 


Seq. ID 


OJ990519_31.9924.C3 


Gene No. 


62069 


Strand 




Start 


31 


End 


1594 


Name 


OJ990519 31.9924.C3.ol.np 


Method 


AAT/NAP 


Start 


31 


End 


1594 


GI 


6063554 


Score 


186 


Exons 


31. .205, 1196. .1437, 1555.. 


1594 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344) , C71850 (E0464) ,C98611 (E0464) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


30115 


Seq. ID 


OJ990519 31. 9924. C4 


Gene No. 


62070 


Strand 


+ 


Start 


1 


End 


one 

S \J \J 


Name 


OJ990519 31.9924.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


903 



29880 



GI 


6498436 


Score 


375 


Exons 


1..41, 295. .530, 782. .903 






GI Descrip. 


(AP0008X5) hypothetical protein [Oryza 


sativa] 


Seq. No. 




Seq. ID 


OJ990519_31.9924.C4 


Gene No • 


bZU /U 


Strand 


+ 


Start 


1 


End 


906 


Name 


ujyyuoxy ji . yy^4 . oi . gs 


Method 


GENSCAN 


Start 


^ yo 


hna 


906 


GI 


none 


Score 


.48 


Exons 


295. .454, 782.. 906 






Seq. No. 




Seq. ID 


OJ990519_31.9924.C4 


Gene No. 


o m i 
D^U / 1 


Strand 


+ 


Of a v -t- 


lib / 


End 


2956 


Name 


ojyyuoiy oi.yy^4.C4.oi.tm 


Method 


TBLASTX : Maize 


Start 


y / / 


End 


1606 


GI 


none 


Score 


109 


Exons 


y/z.-lU/o, 1184. .1294, 1184.. 


1294, 1185.. 1295, 1185.. 1307, 




1186. .1296, 1548. .1604, 1560. 


.1598, 1562. .1606 


Seq. No. 


30115 


Seq. ID 


OJ990519_31.9924,C4 


Gene No. 


62071 


Strand 


+ 


OLdlt 


1187 


End 


2956 


Name 


OJ990519 31.9924.C4.o2.np 


Method 


AAT/NAP 


Start 


1187 


End 


2956 


GI 


2746335 


Score 


31 


Exons 


1187. .1294, 1560. .1594, 2917. 


.2956 




GI Descrip. 


(AF037205) RING zinc finger protein [Mus musculus] 


Seq. No. 


30116 


Seq. ID 


OJ990519_31.9924.C5 


Gene No. 


62072 


Strand 


+ 


Start 


272 


End 


2356 


Name 


OJ990519 31.9924.C5.ol.np 


Method 


AAT/NAP 


Of 3 V--H 
OtaiL 


272 


End 


2356 


GI 


6907087 


Score 


533 


Exons 


272.. 417, 773.. 1714, 2255.. 2356 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) 


,AU082313i 


(E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


30116 


Seq. ID 


OJ990519_31.9924.C5 


bene inq . 


62073 


Strand 


+ . 


Start 


7427 


End 


8513 


Name 


OJ990519 31.9924.C5.o3.gs 


Method 


GENSCAN 


Start 


7427 


End 


8513 


GI 


none 


Score 


.83 


Exons 


7427. .7740, 7858. .8154, 8203. 


.8350, 8403.. 8513 


Seq. No. 


30116 


Seq. ID 


OJ990519_31.9924.C5 


Gene No. 


62074 


Strand 


+ 


Start 


12072 


End 


26502 


Name 


OJ990519 31.9924.C5.o5.gs 


Method 


GENSCAN 


Start 


12072 


End 


18052 


r* t 
VJ-L 


none 


Score 


. 61 



Exons 



12072. .12098, 12778 .. 13021, 14656 15231, 1584 9 .. 15976, 
16386. .16464, 17139.. 18052 



29881 



Seq. No. 


30116 


Seq. ID 


OJ990519_ 


_31.9924. 


Gene No. . 


62074 


Strand 


+ 




O Idi Lr 


12072 


End 


26502 




Name 


OJ990519 31.9924.C5.o3.np 


Method 


AAT/NAP 




Start 


14576 


End 


17131 




GI 


6730668 


Score 


953 




Exons 


14576. .15231, 1584 9 15976, 


16239. .16464, 16848 


. .16975, 




17048. .17131- 








GI Descrip. 


(AC007945) F28C11.3 [Arabidopsis thaliana] 




Seq. No. 


30116 


Seq. ID 


OJ990519_ 


_31.9924. 


Gene No. 


62074 


Strand 


+ 




u Lai L 


12072 


End 


26502 




Name 


OJ990519 31.9924.C5.o4.np 


Method 


AAT/NAP 




Start 


14799 


End 


26502 




GI 


6721516 


Score 


328 




Exons 


14799. .15057, 19224 .. 19354, 


20688. .20802, 21195, 


. .21478, 




23929.-23968, 26361.. 26502 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30116 


Seq. ID 


OJ990519_ 


_31.9924. 


Gene No. 


62074 


Strand 


+ 




uLdiL 


12072 


End 


26502 




Name 


OJ990519 31.9924.C5.ol.gp 


Method 


AAT/GAP 




Start 


15848 


End 


16474 




GI 


LIB3432-016-P1-K1-G11 


Score 


656 




Exons 


15848. .15976, 16239. .16474 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


151 Oryza 


sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


30116 


Seq. ID 


OJ990519_ 


_31.9924. 




62074 


Strand 


+ 




Start 


12072 


End 


26502 




Name 


OJ990519 31.9924.C5.o6.np 


Method 


AAT/NAP 




Start 


25459 


End 


25548 




GI 


4680183 


Score 


125 




Exons 


25459. .25548 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


dorr Ma 
o c q . IN O . 


30116 


Seq. ID 


OJ990519_ 


31.9924.' 


Gene No. 


62075 


Strand 






Start ... 


736 


End 


2146 




Name 


OJ990519 31.9924.C5.ol.gs 


Method 


GENSCAN 




Start 


736 


End 


2146 




GI 


none 


Score 


.89 




Exons 


736.. 1784, 1789.. 1999, 2069 


. .2146 






otjq. ino • 


30116 


Seq. ID 


OJ990519_ 


31.9924J 


Gene No. 


62076 


Strand 






Start 


2249 


End 


4696 




Name 


OJ990519 31.9924.C5.o2.gs 


Method 


GENSCAN 




Start 


2249 


End 


2859 




GI 


none 


Score 


.78 






OKrt O-i^A *-»*-Ni-r» 








Seq. No. 


30116 


Seq. ID 


OJ990519_ 


31. 9924. < 



29882 



Gene No. 


62076 


Strand 






01 A Q 


t.na 


A a QC 


Name 


OJ990519 31.9924.C5.o2.np 


Method 


AAT/NAP 


Start 


2747 


End 


4696 


GI 


4680186 


Score 


227 


Exons 


2747. .2952, 4574. .4696 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


30116 


Seq. ID 


OJ990519' 31. 9924. C5 ' 


Gene No. 


62077 


Strand 


- 


Start 


19971 


End 


20540 


Name 


OJ990519 31.9924.C5.o2.gp 


Method 


AAT/GAP 




19971 


End 


20540 


GI 


4879016 


Score 


869 


Exons 


19971. .20540 






GI Descrip. 


6041757/gb|AC011806. 1 IAC011806 0. 0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, 


Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


30116 


Seq. ID 


OJ990519_31.9924.C5 


Gene No. 


62078 


Strand 




Start 


25341 


End 


25426 


Name 


OJ990519 31.9924.C5.o5.np 


Method 


AAT/NAP 


Start 


2534-1 


End 


25426 


GI 


6721561 


Score 


107 


Exons 


25341. .25426 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6815086 |dbj |BAA90372.1| 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


30116 


Seq. ID 


OJ990519_31.9924.C5 


Gene No. 


62079 


Strand 




Start 


26224 


End 


29585 


Name 


OJ990519 31.9924.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


14606 


End 


14996 


GI 


none 


Score 


437 


Exons 


14606. .14995, 14607.. 14996 







Seq. No. 30116 Seq. ID 

Gene No. 62079 Strand 

Start 26224 End 

Name 0 J990519_31 . 9924 . C5 . o3 . tc Method 

Start 14838 End 

GI none Score 

Exons 14838. .15008, 14849.. 14992 



OJ990519_31.9924.C5 
29585 

TBLASTX: Cress 

15008 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

E 1 vr\r\ o 



30116 
62079 
26224 

OJ990519_31.9924.C5.o2.ts 
14979 



none 
i / an o 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_31.9924.C5 
29585 

TBLASTX : Soybean 

15982 

41 



1 Cftil 1 -ic-i^t 



15847. .15966, 15848. .15982 



29883 




Seq. No. 


30116 




Seq. ID 


OJ990519_31.9924 


.C5 


Gene No. 


62079 




Strand 






o car l 






End 


29585 




Name 


OJ990519 31. 9924. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15074 




End 


16472 




GI 


none 




Score 


146 




Exons 


15074. .15214, 15074 


. .15250, 


15102. .15233, 15847. .15978, 






15848. .15982, 15854 


. .15988, 


16232. .16465, 16236.. 16472 




Seq. No. 


30116 




Seq. ID 


OJ990519_31.9924 


.C5 




com q 




Strand 






Start 


26224 




End 


29585 




Name 


OJ990519 31. 9924. C5 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


15129 




End 


15984 




GI 


none 




Score 


79 




Exons 


15129. .15233, 15837 


. .15902, 


15847. .15984, 15848.. 15982 




Seq. No. 


30116 




Seq. ID 


OJ990519_31.9924 


.C5 


bene no . 


coma 

ozu / y 




Strand 






Start 


26224 




End 


29585 




Name 


OJ990519 31. 9924. C5 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16242 




End 


16472 




GI 


none 




: . Score 


295 




Exons 


16242. .16472, 16250 


. .16468 








Seq. No. 


30116 




Seq. ID 


OJ990519_31.9924 


.C5 


bene wo. 


co m q 




Strand 






Start 


26224 




End 


29585 




Name 


OJ990519 31. 9924. C5. 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


16278 




End 


16463 




GI 


none 




Score 


189 




Exons 


16278. .16463 










Seq. No. 


30116 




Seq. ID 


OJ990519_31. 9924 


.C5 


bene wo • 


com q 
ozu / y 




Strand 






Start 


26224 




End 


29585 




Name 


OJ990519 31. 9924. C5. 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


17000 




End 


17191 




GI 


none 




Score 


186 




Exons 


17000. .17191, 17014. 


.17139 








Seq. No. 


30116 




Seq. ID 


OJ990519_31. 9924, 


.C5 


Gene No. 


62079 




Strand 






Start 


26224 




End 


29585 




Name 


OJ990519 31. 9924. C5. 


o3. tm 


Method 


TBLASTX : Maize 




o tar l 


1 / Jo / 




End 


18074 




GI 


none 




Score 


66 




Exons 


17357. .17434, 17599. 


.17640, 


17675. .17845, 17681 .. 17845, 






17685 .. 17849, 17694. 


. 17852, 


17849. .17953, 17 923 .. 17 967 , 






17966. .18052, 17966. 


.18031, 


17979. .18032, 17 980 .. 18054 , 






18048. .18074 










Seq. No. 


30116 




Seq. ID 


OJ990519_31.9924. 


.C5 


Gene No. 


62079 




Strand 








O /TOO A 
















End 


29565 




Name 


OJ990519 31. 992-4. C5. 


o7 .gs 


Method 


GENSCAN 




Start 


26224 




End 


29585 





29884- 




GI 


none 


Score 


.82 




Exons 


26224. .26748, 26842 .. 27026, 


27067. .27263, 27542 .. 27676, 






29473. .29585 








Seq. No. 


30116 


Seq. ID 


OJ990519_31.9924 


.C5 


Gene No. 


62079 


Strand 






Start 


26224 


End 


29585 




Name 


OJ990519 31.9924.C5.o7.np 


Method 


AAT/NAP 




Start 


26229 


End 


27853 




GI 


5305335 


Score 


234 




Exons 


26229. .27853 








GI Descrip. 


(AF071081) proline-rich mucin homolog 


[Mycobacterium 






tuberculosis] 








Seq. No. 


30117 


Seq. ID 


OJ990519 31.9924 


.C6 


Gene No. 


62080 


Strand 


+ 




Start 


5778 


End 


10924 




Name 


OJ990519 31.9924.C6.o2.np 


Method 


AAT/NAP 




Start 


5778 


End 


10924 




GI 


5042447 


Score 


656 




Exons 


5778.. 5856, 6619. .7647, 10727. .10924 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924 


.C6 


Gene No. 


62081 


Strand 


+ 




Start 


16703 


End 


19297 




Name 


OJ990519 31.9924.C6.o4.np 


Method 


AAT/NAP 




Start 


16703 


End 


19297 




GI 


6721516 


Score 


110 




Exons 


16703. .16748, 18452 .. 18651, 


18690. .18735, 19242.. 19297 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924 


.C6 


Gene No. 


62082 


Strand 






Start 


1 


End 


3727 




Name 


OJ990519 31.9924.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3727 - 




GI 


5852181 


Score 


139 




Exons - 


1..45, 208. .544, 3708. .3727 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924 


.C6 


Gene No. 


62083 


Strand 






Start 


8506 


End 


19297 




Name 


OJ990519 31.9924.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6995 


End 


7360 




GI 


none 


Score 


276 




Exons 


6995. .7360, 7147. .7185 








Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924 


,C6 


Gene No. 


62083 


Strand 






Start 


8506 


End 


19297 




Name 


OJ990519 31:9924. C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


6995 


End 


7330 




/"» T" 




Score 


232 




Exons 


6995. .7330 









29885 




Seq. No. 30117 

Gene No. 62083 

Start 8506 

Name OJ990519_31 . 9924 . C6 . o2 . gs 

Start 8506 

GI none 

Exons 8506.. 9066, 9104.. 9143, 91 
12994. .13118, 14019. .14139 
16984. .17326, 17746. .18161 

Seq. No. 30117 

Gene No. 62083 

Start 8506 

Name OJ990519_31 . 992 4 . C6 . ol . tm 

Start 16273 

GI none 

Exons 16273. .16395, 16283.. 16951 




Seq. ID OJ990519_31.9924.C6 
Strand 

End 19297 

Method GEN SCAN 

End 18161 

Score .44 
54. .9321, 11514. .11985, 12630 12909, 
,' 14233. .14528, 14 904 .. 15059, 



Seq. ID OJ990519_31.9924.C6 
Strand 

End 19297 

Method TBLASTX : Mai ze 

End 16960 

Score 70 
, 16298. .16960, 16443. .16958 



Seq. No. 30117 Seq. ID 

Gene No. 62083 Strand 

Start 8506 End 

Name OJ990519_31 . 9924 .C6.o3 .np Method 

Start 16292 End 

GI 4416302 Score 

Exons 16292. .18325, 19259.. 19297 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



OJ990519_31.9924.C6 

19297 
AAT/NAP 
19297 
2048 



Seq. No. 


30117 




Seq. ID 


OJ990519_31.9924.C6 


Gene No. 


62083 




Strand 




Start 


8506 




End 


19297 


Name 


OJ990519 31. 9924. C6. 


o2 . ts 


Method 


TBLASTX: Soybean 


Start 


16310 




End 


16951 


GI 


none 




Score 


44 


Exons 


16310. .16534, 16446. 


.16526, 


16568. .16939, 16568 .. 16951, 




16575. .16946 








Seq. No. 


30117 




Seq. ID 


OJ990519_31.9924.C6 


Gene No. 


62083 




Strand 




Start 


8506 




End 


19297 


Name 


OJ990519 31. 9924. C6. 


ol.tc 


Method 


TBLASTX : Cress 


Start 


16313 




End 


16771 " 


GI 


none 




Score 


69 


Exons 


16313. .16558, 16544. 


.16678, 


16682. .16771 


Seq. No. 


30117 




Seq. ID 


OJ990519_31.9924.C6 


Gene No. 


62083 




Strand 




Start 


8506 




End 


19297 


Name 


OJ990519 31. 9924. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


16715 




End 


17152 


GI 


none 




Score 


94 


Exons 


16715. .16972, 17003. 


.17152 






Seq. No. 


30117 




Seq. ID' 


OJ990519_31.9924.C6 


Gene No. 


62083 




Strand 




r>4 j_ 

t-> c a. j_ i_ 


n it /- 
O JUU 




End 


192 97 


Name 


OJ990519 31. 9924. C6. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


16993 




End 


17159 



29886 



GI 


none 


Score 


89 


Exons 


16993. .17064, 16993. . 17154, 


16997. .17155, 16997 .. 17158, 




17010. .17159 






Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924.C6 


Gene No . 


62083 


Strand 




Start 


8506 


End 


19297 


Name 


OJ990519 31.9924.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


17201 


End 


17668 


GI 


none 


Score 


374 


Exons 


17201. .17668, 17202. .17666, 


17552. .17668 


Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924.C6 


Gene No. 


62083 


Strand 




Start 


8506 


End 


19297 


Name 


ujyyuDiy Ji.yyz4.LD.oi.ts 


Method 


TBLASTX : Soybean 


Start 


17328 


End 


17940 


GI 


5509260 


Score 


264 


Exons 


17328. .17672, 17328 .. 17591, 


17333. .17671, 17 662 .. 17 940, 




17663. .17830, 17680. .17847 






GI Descrip. 


- 






Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924.C6 


Gene No. 


62083 


Strand 




Start 


8506 


End 


19297 


Name 


OJ990519 31.9924.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


17336 


End 


17796 


GI 


none 


Score 


62 


Exons 


17336. .17512, 17342 .. 17671, 


17343. .17672, 17558 .. 17 680, 




17689. .17715, 17722.. 17796 






Seq. No. 


30117 


Seq. ID 


OJ990519_31.9924.C6 


Gene No . 


62083 


Strand 




Start 


8506 


End 


19297 


Name 


OJ990519 31.9924.C6.o3.tm 


Method 


TBLASTX: Maize ■ 


Start 


17671 


End 


17994 


GI 


none 


Score 


185 


Exons 


17671. .17718, 17672. .17935, 


17707. .17994 


Seq. No. 


30118 


Seq. ID 


OJ990519_31.9924.C7 


Gene No. 


62084 


Strand 


+ 


Start 


256 


End 


5762 


Name 


OJ990519 31.9924.C7.ol.gp 


Method 


AAT/GAP 


Start 


256 


End 


608 


GI 


25792 1.R1084 


Score 


645 


Exons 


256. .608 






GI Descrip. 


'4512233/dbj I AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia 




retrotransposon RIRE7 DNA, partial sequence 1 


Seq. No. 


30118 


Seq. ID 


OJ990519_31.9924.C7 


Gene No. 


62084 


Strand 


+ 


Start 


256 


End 


5762 


Name 


OJ990519 31.9924.C7.ol.gs 


Method 


GEN SCAN 


Start 


423 


End 


5762 


GI 


none 


Score 


. 69 


Exons 


423..S29, 573. .940, 988. .1016, 1245. .1396, 1526. .1840, 




1854.. 1876, 1897. .3787, 4091 


..4838, 4968. .5055, 5125. .5762 



29887 




Seq. No. 


30118 




Seq. ID 


OJ990519 31. 


9924. C7 


Gene No. 


62084 




Strand 


+ 




Start 


256 




End 


5762 




Name 


OJ990519_31 . 9924 .C7 .ol . 


np 


Method 


AAT/NAP 




Start 


1242 




End 


5759 




GI 


4680179 




Score 


5346 




Exons 


1242. .2324, 2358. .5759 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


30118 




Seq. ID 


OJ990519_31. 


9924 .C7 


Gene No. 


62085 




Strand 


+ 




Start 


6378 




End 


10148 




Name 


OJ990519_31 . 9924 . C7 . o2 . 


gs 


Method 


GENSCAN 




Start 


6378 




End 


9606 




GI 


none 




Score 


.8 




Exons 


6378. .6751, 6905. . 6983, 


7900. , 


.7995, 9097. .9606 




Seq. No. 


30118 




Seq. ID 


OJ990519_31. 


9924 .C7 


bene lno • 


62085 




Strand 


+ 




Start 


6378 




End 


10148 




Name 


OJ990519 31.9924.C7.o2. 


gp 


Method 


AAT/GAP 




Start . 


7827 




End 


8208 




GI 


uC-osflcyp033a04bl 




Score 


655 




Exons 


7827. .8208 










GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30118 Seq. ID 

62085 Strand 
6378 End 
OJ990519_31 . 9924 . C7 . o3 . np Method 
9160 End 
5042448 Score 
9160. .9540, 10128. .10148 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ990519_31.9924.C7 
+ 

10148 
AAT/NAP 
10148 
91 



30118 Seq. ID 

62085 Strand 

6378 End 

OJ99051 9_31 . 9924 . C7 . o3 . gp Method 

9463 End 

2312718 Score 
9463. .9857 

4512233/dbj I AB014743 . 1 | AB014743 1.0e-176 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence 



OJ990519_31.9924.C7 
+ 

10148 
AAT/GAP 
9857 
649 



30118 Seq. ID 

62085 Strand 

6378 End 

OJ990519_31.9924.C7.o4 .gp Method 

10034 End 

25792_1.R1084 Score 
10034. .10148 

M512233/dbj I AB014743. 1 | AB014743 0.0e+00 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence 1 



OJ990519_31.9924.C7 
+ 

10148 
AAT/GAP 
10148 
215 



29888 






301 1 ft 








OCL| • 1U 


O.TQQflM 9 31 99?4 

vJ J Jl J J 1 • Zs Z/ *i 


CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o7. 


tw 


Method 


TBLASTX : Wheat 




Start 


1478 








End 


1838 




GI 


none 








Score 


276 




Exons 


1478. .1837, 


1479 


. .1838 












30118 








S^ct TD 


OJ990519 31 9924 

Zt Z/ \J *J ±. _7 J 1 • Z? Z? 


CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


1719 








End 


2024 




GI 


none 








Score 


183 




Exons 


1719. .2024, 


1733 


. .1849 










Opn KJ/-1 

OC(^ . IN \J • 


3m i a 










O.TQQOM Q 31 QQ94 

UJ35UJ13 Jl. 


CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2349 








End 


2704 




GI 


none 








Score 


186 




Exons 


2349. .2702, 


2435 


. .2518, 


2639. 


.2704 








3m i p. 








Seq. ID 


OJ990519_31.9924 


CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2384 








End 


2753 




GI 


none 








Score 


162 




Exons 


2384. .2593, 


2385 


. .2594, 


2639. 


.2752, 2640.. 2753 




O C vJ • liw • 


"301 1 8 








Seq. ID 


OJ990519_31.9924 


CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2918 


■ 






End 


3404 




GI 


none 








Score 


52 




Exons 


2918.. 3346, 


2922 


. .2972, 


3027. 


.3404 






Qorr Ma 


3m i ft 








Seq. ID 


OJ990519_31.9924 


CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2933 








End 


3223 




GI 


none 








Score 


276 




Exons 


2933. .3223, 


2934 


. .3221 










Seq. No. 


30118 








Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3291 








End 


3791 




GI 










o « « — « 


i c ^ 

X J / 




Exons 


3291. .3470, 


3299 


. .3418, 


3477. 


.3791, 3542.. 3670, 3698.-3748 



29889 




Seq. No. 


30118 








Seq. ID 


OJ990519_31.9924 


.C7 


Gene No 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3345 








End 


3740 




GI 


none 








Score 


53 




Exons 


3345. .3377, 


3347 


. .3376, 


3381. 


.3740, 3382.. 3414, 3449.. 3739 


Seq. No. 


30118 








Seq. ID 


OJ990519 31.9924 


. C7 


Gene No . 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3453 








End 


3755 




GI 


none 








Score 


376 




Exons 


3453. .3755, 


3454 


. .3534, 


3455. 


. 3739 






Seq. No. 


30118 








Seq. ID 


OJ990519 31.9924 


. C7 


Gene No . 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3756 








End 


4178 




GI 


none 








Score 


581 




Exons 


3756. .4178, 


3785 


. .4177 










Seq. No. 


30118 








Seq. ID 


OJ990519 31 9924 


. C7 


Gpne No 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3762 








End 


4007 




GI 


none 








Score 


203 




Exons 


3762. .4007 














Seq. No. 


30118 








Sea ID 


OJ990519 31 9924 


. C7 


Gene No . 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


.9924 


.C7 .o2 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


3827 








End 


4190 




GI 


none 








Score 


475 




Exons 


3827. .4177, 


3828 


. .4181, 


3828. 


.4190 






Seq. No. 


30118 








Seq. ID 


OJ990519 31 9924 


. C7 


Gene No . 


62086 








Strand 






Start 


6461 








End 


10148 




Name 


* OJ990519 31 


. 9924 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4181 








End 


4748 




GI 


none 








Score 


663 




Exons 


4181. .4747, 


4212 


. .4748 










Seq. No. 


30118 








Seq. ID 


OJ990519_31.9924 


.C7 


uciic IN (J • 


D-CUO D 








Strand 






Start 


6461 








End 


10148 




Name 


OJ990519 31 


. 9924 


. C7 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4541 








End 


4796 




GI 


none 








Score 


292 




Exons 


4541 . .4795, 


AC AO 

~3 ^ ~X 


A TQC 
. • -3 » w 










Seq. No. 


30118 








Seq. ID 


OJ990519_31.9924 


.C7 



29890 




Gene No. 


62086 






Strand 






Start 


6461 






End 


10148 




Name 


OJ990519 31 


.9924 


C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


4595 






End 


4886 




GI 


none 






Score 


374 




Exons 


4595. . 4882, 


4596 


.4886 








Seq.. No . 


30118 






S^eq. ID. 


OJ990519_31.9924 


.C7 


Gene No. 


'62086 






Strand 






Start 


6461 






End 


10148 




Name 


OJ990519 31. 


9924. 


C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4755 






End 


5381 




GI 


none 






Score 


688 




Exons 


4755. .5381, 


4811. 


.5269, 5127 


. .5378 






Seq. No. 


30118 






Seq. ID 


OJ990519_31.9924 


.C7 


Gene No. 


62086 






Strand 






Start 


6461 






End 


10148 




Name 


OJ990519 31. 


9924. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


4934 






End 


5534 




GI 


none 






Score 


228 




Exons 


4934 . . 5089, 


4935. 


.5096, 5094 


..5534, 5096.. 5518 




Seq. No. 


30118 






Seq. ID 


OJ990519_31.9924 


.C7 


Gene No. 


62086 






Strand 






Start 


6461 






End 


10148 




Name 


OJ990519 31. 


9924. 


C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5381 






End 


5714 




GI 


none 






Score 


320 




Exons 


5381. .5650, 


5382. 


.5714, 5385 


. .5672 






Seq. No. 


30118 






Seq. ID 


OJ990519_31.9924 


.CI 


Gene No. 


62086 






Strand 






Start 


6461 






End 


10148 




Name 


OJ990519 31. 


9924. 


C7.o2.np 


Method 


AAT/NAP 




Start 


6461 






End 


10148 




GI 


5852180 






Score 


505 




Exons 


6461. .6907, 


6959. 


.7077, 8057 


..8109, 10108. .10148 




GI Descrip. 


(AL117265) zhbOOOlO.l .[Oryza 


sativa] 






Seq. No. 


30119 






Seq. ID 


OJ990519 31.9924 


.C8 


Gene No. 


62087 






Strand 


+ 




Start 


98 






End 


811 




Name 


OJ990519 31. 


9924. 


C8.ol.gs 


Method 


GENSCAN 




Start 


98 




End 


811 




GI 


none 






Score 


.55 




Exons 


98. .140, 627 


. .811 










Seq. No. 


30119 






Seq. ID 


OJ990519_31.9924 


.C8 


Gene No. 


62088 






Strand 






Start 


1 






End 


1340 




Name 


OJ990519 31. 


9924. 


C8.ol.np 


Method 


AAT/NAP 




Start ' 


1 




End 


1340 




GI 


5852181 






Score 


146' 




Exons 


1 , s 66,- 1135, 


, 1340 











GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



29891 



Seq. No. 30120 Seq. ID 

Gene No. 62089 Strand 

Start I End 

Name OJ990519_31 . 9924 . C9 . ol . np Method 

Start 1 End 

GI 5257279 Score 

Exons 1..34, 380. .489, 804. .837 

GI Descfip. (AP000364) Similar to Transposon . MAGGY gag and pol gene 

• hbmologues. (L35053) [Oryza sativa] 



OJ990519_31.9924.C9 
+ 

837 

AAT/NAP 
837 
111 



Seq. No. 30120 Seq. ID 

Gene No. 62089 Strand 

Start 1 End 

Name OJ990519_31 . 9924 . C9 . ol . gs Method 

Start 331 End 

GI none Score 

Exons 331.. 374, 402.. 597 



OJ990519_31.9924 -C9 
+ 

837 

GEN SCAN 

597 

.96 



Seq. No. 30121 Seq. ID 

Gene No. 62090 Strand 

Start 179 End 

Name OJ990519_31 . 9924 . Cl'O . ol . gs Method 

Start 179 End 

GI none Score 

Exons 179. .278 



OJ990519_31. 9924. C10 
278 

GENSCAN 

278 

.93 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30122 Seq. ID 

62091 Strand 

8037 End 

OJ990519_31. 9924. Cll. ol.ts Method 

5098 End 

none Score 



OJ990519_31.9924.C11 

+ ' 
9822 

TBLASTX : Soybean 

9801 

64 



5098. .5187, 8533. .8682, 8539. .8682, 8792. .9016, 8884. .9015, 
9109.. 9324, 9111.. 9188, 9136.. 9285, 9237.. 9326, 9361.. 9423, 
9448.. 9501, 9607.. 9801, 9609.. 9800 



Seq. No. 30122 Seq. ID 

Gene No. 62091 Strand 

Start 8037 End 

Name OJ990519_31 . 9924 . Cll . o2 . gs Method 

Start 8037 End 

GI none Score 
Exons 



OJ990519_31. 9924. Cll 
+ 

9822 ' 
GENSCAN 
9813 
.88 



8037. .8106, 8537. .8682, 8795. .9013, 9112. .9324, 9379. .9498, 
9610. .9813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30122 
62091 
8037 

OJ990519_31. 9924. Cll. ol.np 

8469 

6010777 



Seq. ID OJ990519 31. 9924. Cll 



Strand 
End 

Method 

End 

Score 



+ 

9822 
AAT/NAP 
9810 
662 



8469..8682, 8795. .9013, 9112. .9337, 9422. .9498, 9610. .9810 
(AF188832) annexin [Fragaria x ananassa] 



Gene No. 
Start 



62091" 
8037 



Strand 
End 



+ 

9822 



29892 




Name 


OJ990519 31. 


9924 


.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


8536 






End 


9015 


GI. 


none 






Score 


154 


Exons 


8536. .8682, 


8792 


..9010, 8884 


. .9015 




Seq. No. 


30122 






Seq. ID 


OJ990519_31.9924.C11 


Gene No. 


62091 






Strand 


+ 


ouart 


OUj./ 






End 


9822 . . .. 


Name 


OJ990519' 31. 


9924 


.Cli.ol.tm 


Method' 


TBLASTX: Maize 


Start 


8536 






End 


9801 


GI 


none 






Score 


145 


Exons 


8536. .8694, 


8792 


..9016, 8794 


..9015, 9109. .9324, 9436. .9525, 




9607. .9801, 


9609 


..9800 






Seq. No. 


30122 






Seq. ID 


OJ990519_31.9924.C11 


Gene No . 


oz u y i 






Strand 


+ 


Start 


8037 






End 


9822 


Name 


OJ990519 31. 


9924 


.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


9103 






End 


9801 


GI 


none 






Score 


192 


Exons 


9103. .9309, 


9109 


..9324, 9111 


..9323, 9604. .9801, 9621. .9800 


Seq. No. 


30122 






Seq. ID 


OJ990519_31.9924.C11 


Gene No . 


£ o n Q 1 






Strand 


+ 


Start 


8037 






End 


9822 


Name 


OJ990519 31. 


9924 


.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9607 






End 


9822 


GI 


none 






Score 


181 


Exons 


9607. .9822, 


9636 


. .9761 






Seq. No. 


30123 






Seq. ID 


OJ990619_35.9927.C2 


Gene No. 


62092 






Strand 


+ 


btart 


598 






End 


3010 


Name 


OJ990619 35. 


9927 


.C2.ol.gs 


Method 


GEN SCAN 


Start 


598 






End 


3010 


GI 


none 






Score 


. 65 


Exons 


598. .710, 1152.. 


1284, 1635.. 


1739, 2564 


..2719, 2728.. 2851, 




2859. .3010 










Seq. No. 


30123 






Seq. ID 


OJ990619_35.9927.C2 


Gene No. 


62093 






Strand 


+ 


Start 


6059 






End 


9276 


Name 


OJ990619 35. 


9927 


.C2.o2.np 


Method 


AAT/NAP 


Start 


6059 






End 


9276 


GI 


4539658 






Score 


226 


Exons 


6059. .6185, 


6227 


..6405, 9222 


. .9276 




GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 










Seq. No. 


30123 






Seq. ID 


OJ990619_35.9927.C2 


Gene No. 


62094 






Strand 




Start 


4342 






End 


97 94 


Name 


OJ990619 35. 


9927 


.C2.ol.np 


Method 


AAT/NAP 


Start 


4235 






End 


9794 


r>T 


a <:nni n r\ 

1 UUUl / J 






Score 


1991 


Exons 


4235. .5932, 


6918 


..6987, 9748 


. .9794 





GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

29893 




Sea No 


30123 








\Ji*/ Zf Zf \J \i X J 


*j * y z* £* i 




Gene No. 


62094 






Strand 








Start 


4342 






End 


9794 






Name 


OJ990619 35 


.9927.C2.o2. 


gs 


Method 


GENSCAN 






Start 


4342 






End 


5939 






GI 


none 






Score 


.84 






Exons 


4342. .5709, 


5733. .5939 












Seq. No. 


30123 






Seq. ID 


OJ990619_ 


35.9927 


.C2 


Gene No. 


62094 






Strand 








Start 


4342 






End 


9794 






Name 


OJ990619 35 


.9927.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


5931' 






End 


6180 






GI 


LIB3475-004 


-P1-K2-A5 




Score 


424 






Exons 


5931. .6180 














GI Descrip. 


, 5777612/emb|AJ245900. 1 


IOSA245900 1 . Oe 


-94 Oryza 


sativa 






chromosome 


4 BAC q3037- 


207F1 


complete 


genome 1 






Seq. No. 


30123 






Seq. ID 


OJ990619_ 


35.9927 


.C2 


Gene No. 


62094 






Strand 








Start 


4342 






End 


9794 






Name 


OJ990619 35 


.9927.C2.o3. 


np 


Method 


AAT/NAP 






Start 


7436 






End 


9461 






GI 


5002342 






Score 


875 






Exons 


7436. .7914, 


8236. .8401, 


8983. 


.9174, 9276.. 9461 






GI Descrip. 


(AF149277) 


peroxidase 1 


precursor [Phaseolus vulgaris] 




Seq. No. 


30123 






Seq. ID 


OJ990619_ 


35.9927 


CO 


Gene No. 


62094 






Strand 








Start 


4342 






End 


9794 






Name 


OJ990619 35 


.9927.C2.o3. 


gs 


Method 


GENSCAN 






Start 


7493 






End 


9497 






GI 


none 






Score 


.97 






Exons 


7493. .7914, 


8236. .8401, 


8983. 


.9174, 9276.. 9497 






Seq. No. 


30123 






Seq. ID 


OJ990619_ 


35.9927 


.C2 


Gene No. 


62094 






Strand 








Start 


4342 






End 


9794 






Name 


OJ990619 35 


.9927.C2.o2. 


gp 


Method 


AAT/GAP 






Start 


8257 






End 


9186 






GI 


3061227 






Score 


568 






Exons 


8257. .8401, 


8983. .9186 













GI Descrip. 797268 1.0e-22 (L07554) peroxidase [Linum usitatissimum] 



OJ990619 35. 9927. C2 



Seq. No. 30123 Seq. ID _ 

Gene No. 62094 Strand 

Start 4342 End 9794 

Name OJ990619_35. 9927 .C2 .o3 .gp Method AAT/GAP 

Start 9135 End 9590 

GI .. LIB3479-008-Q6-K1-A6 Score 530 

Exons 9135.. 9174, 9276.. 9590 

GI Descrip. 1 1279654 /emb | CAA66037 | 7.0e-24 (X97351) peroxidase [Populus 
balsamifera subsp. trichocarpa] ' 



Seq. No. 
Gene No. 



30123 
62095 



Seq. ID 
Strand 



OJ990619 35. 9927. C2 



29894 




Start 


11075 








End 


12824 




Name 


OJ990619 35 


.9927.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4279 








End 


4611 




GI 


none 








Score 


137 




Exons 


4279. .4611, 


4300. 


.4572 










Seq. No. 


30123 








Seq. ID 


OJ990619_35.9927 


.C2 


Gene No. 


62095 








Strand 






Start 


11075 








End 


12824 




Name 


OJ990619_35 


.9927. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4462 








End 


5055 




GI 


none 








Score 


64 




Exons 


4462. .4557, 


4462. 


.4899, 


4472. 


.4681, 4630. .4779, 4757. .4885, 




4816. .4899, 


4897. 


.5055, 


4908. 


.4970, 4913. .5050 




Seq. No. 


30123 








Seq. ID 


OJ990619 35.9927 


.C2 


Gene No . 


62095 








Strand 






Start 


11075 








End 


12824 




Name 


OJ990619 35 


. 9927. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4612 








End 


5238 




GI 


none 








Score 


233 




Exons 


4612. .5238, 


4736. 


.5182 










Seq. No. 


30123 








Seq. ID 


OJ990619 35.9927 


.C2 


Gene No . 


62095 








Strand 






Start 


11075 








End 


12824 




Name 


OJ990619 35 


.9927. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5177 








End 


5437 




GI 


none 








Score 


240 




Exons 


5177. .5437, 


5179. 


.5436 










Seq. No. 


30123 








Seq. ID 


OJ990619_35. 9927 


.C2 


Gene No. 


62095 








Strand 






Start 


11075 








End 


12824 




Name 


OJ990619 35 


.9927. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5197 








End 


5452 




GI 


none 








Score 


188 




Exons 


5197. .5445, 


5198. 


.5452 










Seq. No. 


30123 








Seq. ID 


OJ990619_35. 9927 


.C2 


Gene No . 


62095 








Strand 






Start 


11075 








End 


12824 




Name 


OJ990619 35 


.9927. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5221 








End 


5538 




GI 


none 








Score 


95 




Exons 


5221. .5364, 


5237. 


.5362, 


5365. 


.5538, 5419.. 5517 




Seq. No. 


30123 








Seq. ID 


OJ990619_35.9927 


.C2 


Gene No . 


62095 








Strand 






Start 


11075 








End 


12824 




Name 


OJ990619 35 


.9927. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5245 








End 


5676 




GI 


none 








Score 


267 




Exons 


5245. .5676, 


5249. 


.5617 










Seq. No. 


30123 








Seq. ID 


OJ990619_35.9927 


.C2 


Gene No. 


62095 








Strand 







29895 



Start 
Name 
Start 
GI 

Exons 



11075 End 

OJ990619_35 ♦ 9927 . C2 . 06 . tw Method 

5811 End 

none Score 
5811.. 5927, 5826.. 5927 



12824 

TBLASTX: Wheat 

5927 

74 



beq. NO. 


O H 1 O O 

JUlz J 




Seq. ID OJ990619_35 . 9927 .C2 


bene wo . i 






Strand - 


0 tar z 


1 1U / 0 




End 12824 . 


Name 


uuyyubiy jo. 


y y<c / . . ob . tm 


Method TBLASTX: Maize 


Of v>4- 


0 y 01 




End 67 8 J 


GI 


none 




Score 110 


Exons 


5961. .6083, 


5961.. 6083, 5962 


..6090, 5975...6091, 6063.. 6200, 




cm c com 
bU / 0 . . bZUl , 


cmo cori/i cnoQ 
bU/y..b2U4, bUby 


COAC C A A O ^ C C CUC*} £1 C C ~1 

. .b2Uo, b449..oooo, 6462.. 6557, 




CCCO CO CC 


bbo J . . b /lo, 6bo7 


..6782, 6663.. 6779, 6667.. 6783 


Seq. No. 


JU12 J 




Seq. ID OJ990619_35 . 9927 . C2 


Gene No. 


bzU9o 




Strand 


Start 


1 1 A T C 
110/0 




End 12824 


Name 


ojyyobiy Jo. 


9927 . C2 . 00 . tm 


Method TBLASTX: Maize 


Start 


O >l O A 

/4o4 




End 11225 


GI 


none 




Score 108 


Exons 


7484 . . 7642, 


7493 . .7582, 7521 


. .7643, 11078. .11224, 11079. .11225 


Seq. No. 


30123 




Seq. ID OJ990619_35.9927.C2 


XT/% 

Gene No. 


o^uyo 




Strand 


Start 


110/0 




End 12824 


Name 


ojyyOoiy Jo. 


9927 .C2 .ol . tc 


Method TBLASTX: Cress 


btart 


/4 y b 




End 12 661 


bl 


none 




Score 93 


Exons 


/4yb . . /b42, 


764 6 . . 7777 , 7757 


. .7918, 7779.. 7916, 8261.. 8401, 




0944 . . 9220, 


8990 . . 9175, 9279 


..9422, 9280. .9387, 11078.-11233, 




1 1 O / O 1 1 occ 

llz4o . . 11 Jbo 


, 11 Job . . 11497, 


1 1 OOft llft^ft 1100*3 -1 -1 p> /- — 7 

11829 .. 11969, 11833 .. 11967, 




12101. .12247 


, 12120. .12248, 


IOOjIC -I A A A A -1 A A r A I A A A / 

12245 .. 1228 9, 12252 .. 12284 , 




12518. .12661 






beq. jnio. 


30123 




Seq. ID OJ990619 35.9927.C2 


Gene No . 


62095 




. Strand - - . 


btart 


11075 




End 12824 


Name 


OJ990619 35. 


9927.C2.ol.ts 


Method TBLASTX : Soybean 


btart 


7502 




End 12706 


GI 


none 




Score 156 


Exons 


7502. .7777, 


7521. .7754, 7769 


..7918, 7779. .7916, 8234. .8467, 




8992. .9207, 


8993.. 9175, 9276 


on a noon Qyion iimo 1 100/ 
..y3iy, yzou..y4^u, iiu /o . . 11ZZ4 , 




11237. .11365, 11360. .11497, 


11790. .11978, 11803. .11967, 




12101. .12247 


, 12123. .12248, 


12251. .12289, 12518. .12706 


Seq. No. 


30123 




Seq. ID OJ990619_35.9927.C2 


Gene No. 


62095 




Strand 


Start 


11075 




End 12824 


Name 


OJ990619 35. 


9927.C2.o3. tw 


Method TBLASTX: Wheat 


Start 


7521 




End 11470 


GI 


none 




Score 38 


Exons 


7521. .7538, 


7544. .7642, 7545 


..7643, 7557.. 7652, 7646.-7783, 




7647. .7757, 


7763.. 7789, 7766 


..7R91. 777Q..7RfiQ. 7fl9^!.7fiQ1. 



11120. .11230, 11208. .11339, 11219 .. 11365, 11330. .11470 



29896 



Seq. No. 30123 

Gene No. 62095 

Start 11075 

Name OJ990619_35 . 9927 . C2 . o4 . tm 

Start 7644 

GI none 
Exons 



Seq. ID OJ990619__35.9927.C2 
Strand 

End 12824 

Method TBLASTX: Maize 

End 11969 

Score 128 



7644. .7760, 7647. .7766, 7652. .7783, 7778. .7918, 7779. .7916, 
8234. .8.326, 8333. .8401, 11243 11365, 11330 .. 114 97 , 
11370.";11516, 11802. .11894, 11901 11969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30123 
62095 
11075 

OJ990619_35.9927.C2.o5.tw 

8989 

none 



Seq. ID OJ990619__35.9927.C2 
Strand 
End 

Method 
End 
Score 



12824 

TBLASTX: Wheat 

12658 

63 



8989. .9156, 8990. .9043, 9107. .9175, 9276. .9401, 9280. .9387, 
12107. .12253, 12108. .12200, 12518.. 12658 



Seq. No. 30123 

Gene No. 62095 

Start 11075 

Name OJ990619_35 . 9927 . C2 . o3 . tm 

Start 9010 

GI none 
Exons 



Seq. ID OJ990619_35.9927.C2 
Strand 

End 12824 

Method TBLASTX : Maize 

End 12655 

Score 54 



9010. .9066, 9011. .9046, 9064. .9183, 9077. .9175, 9118. .9183, 
9267. .9356, 9276. .9419, 9280. .9420, 12128 .. 12175, 12129 .. 12173, 
12182. .12247, 12189 .. 12245, 12245 .. 12289, 12518. .12655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30123 Seq. ID 

62095 Strand 

11075 End 

OJ990619_35 . 9927 . C2 . o4 . gp Method 

10751 End 

577 1.R1084 Score 



OJ990619_35.9927.C2 

12824 
AAT/GAP 
12803 
2588 



10751. .11493, 11804. .11969, 12101 .. 12283, 12516. .12803 
•1853975/dbj IBAA03373I 0.0e+00 (D14482) putative peroxidase 
[Oryza sativa] 1 



Seq. No. 30123 

Gene No. 62095 

Start 11075 

Name OJ99061 9_35 . 9927 . C2 . o4 . gs 

Start 11075 

GI none 

Exons 11075. .11493, 11804 .. 11969, 
12750. .12824 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_35.9927.C2 

12824 
GENSCAN 
12824 
.95 



12101. .12283, 12521. .12616, 



30123 
62095 
11075 

OJ990619_35.9927.C2.o4.np 

11078 

1272505 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

T7> 

DAUiiO 

GI Descrip. (D49551) peroxidase [Oryza sativa] 



Seq. ID OJ990619_35.9927.C2 
Strand 

End 12824 

Method AAT/NAP 

End 12754 

Score 1565 



1ZZO J, 



1ZD1D . .1^/04 



29897 



Seq. No. 30124 Seq. ID 

Gene No. 62096 Strand 

Start 719 End 

Name OJ990619_35 . 9927 . C4 . ol . gs Method 

Start 719 End 

GI none Score 

Exons 719.. 919 



OJ990619_35.9927.C4 
919 

GEN SCAN 

919 

.96 



Seq. No; 30125 

Gene No. 62097 

Start 26 

Name OJ990619_35. 9927 .C5.ol.gs 

Start 26 

GI none 

Exons 26. .67, 584. .642, 766. .814, 
3416.. 3518 



Seq. ID OJ990619_35 . 9927 . C5 

Strand + 

End 3518 

Method GENSCAN 

End 3518 

Score .93 
1333. .1416, 2002. .2127, 2841. .2914, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30125 Seq. ID OJ990619_35 . 9927 . C5 

62098 Strand + 

9851 End 12623 

OJ990619_35 . 9927 .C5.ol.gp Method AAT/GAP 

9851 End 12623 

598_2.R1084 Score 1203 

9851.. 9883, 10086 .. 10263, 10355 . .1054 4 , 12053 .. 12119, 

12395.. 12623 

'485518/pirl IS33633 6.0e-70 ubiquitin / ribosomal protein CEP52 
- rice >gi_303857_dbj_BAA02154_ (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30125 Seq. ID 

62098 Strand 
9851 End 
OJ990619_35.9927.C5.o2.np Method 
10161 End 
485518 Score 
10161. .10263, 10355. .10544, 12053 12119, 12395 
ubiquitin / ribosomal protein CEP52 - rice 
gi I 303857 | dbj IBAA02154.il . (D12629) ubiquitin/ribosomal 
polyprotein [Oryza sativa] 



OJ990619_35.9927.C5 
+ 

12623 
AAT/NAP 
12421 
577 

12421 



Seq. No. 30125 Seq. ID OJ990619_35 . 9927 . C5 

Gene No. 62098 Strand + 

Start 9851 End 12623 

Name OJ990619_35 . 9927 .C5 . o4 . gs Method GENSCAN 

Start 10161 End 12424 

GI none Score . 97 

Exons 10161. .10263, 10355 .. 10544 , 10826 .. 10951, 12053 .. 12119, 
12395. .12424 

Seq. No. 30125 Seq. ID OJ990619_35 . 9927 . C5 

Gene No. 62099 Strand + 

Start . 30181 End 31878 

Name OJ990619_35 . 9927 . C5 .'olO . gs Method GENSCAN 

Start 30181 End 31878 

GI none Score .47 

Exons 30181. .30518, 31008 .. 31238, 31500.. 31878 



29898 



Seq. No. 30125 

Gene No. 62100 

Start 35984 

Name OJ990619_35 . 9927 . C5 . o5 . gp 

Start 35984 

GI none 

Exons 35984. .36363 



Seq. ID OJ990619_35.9927.C5 

Strand + 

End 36363 

Method AAT/GAP 

End 36363 

Score 661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



30125 ^ " Seq. ID 

62101 Strand 

47453 End 

OJ990619_35.9927.C5.o8.np Method 

47453 End 

6273385 Score 
47453. .47968, 47999. .48222 
(AF195654) SCUTL2 [Vitis vinifera] 



OJ990619_35.9927.C5 
+ 

49385 
AAT/NAP 
48222 
662 



30125 Seq. ID 

62101 Strand 
47453 End 
OJ990619_35 . 9927 . C5 . o9 . np Method 
47819 End 
2146740 Score 
47819. .47925, 49092.. 49385 

inner mitochondrial membrane protein - Arabidopsis thaliana 
gi I 603056 (U18126) inner mitochondrial membrane protein 
[Arabidopsis thaliana] gi I 6648153 | gb IAAF21153 . 1 |AC010926_5 
(AC010926) inner mitochondrial membrane protein [Arabidopsis 
thaliana] 



OJ990619_35.9927.C5 
+ 

49385 
AAT/NAP 
49385 
179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990619_35.9927.C5 
+ 



30125 
62102 
63979 

OJ990619_35. 9927. C5. oil. np 
63361 
4468993 

63361. .63428, 64027 64211, 
66940. .67590 

(AL035605) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



72303 
AAT/NAP 
67590 
1388 



65988. .66146, 66222 .. 66312, 



65375. .65518, 67270 
72103. .72303 



30125 Seq. ID 

62102 Strand 

63979 End 

OJ990619_35 . 9927 . C5 . ol7 . gs Method 

63979 End 

none Score 
63979. .64317, 64941 .. 65165, 
68631. .69034, 69969 .. 70833, 

30125 Seq. ID 

62102 Strand 

63979 End 

OJ990619_35 . 9927 . C5 . ol2 . np Method 

68665 End 

3935185 SnnrP 
68665. .69029, 69931.. 70860 

(AC004557) F17L21.28 [Arabidopsis thaliana] 



OJ990619_35.9927.C5 
+ 

72303 
GENSCAN 
72303 
.4 

67557, 



OJ990619_35.9927.C5 
+ 

72303 
AAT/NAP 
70860 
6?^ 



29899 



Seq. No. 


30125 


Seq. ID 


OJ990619 


_35 


Genp No 


62103 


Strand 


+ 




Start 


82261 


End 


87471 




Name 


OJ990619 35.9927.C5.ol3.np 


Method 


AAT/NAP 




Start 


82261 


End 


87471 




GI 


2827699 


Score 


1108 




Exons , 


82261. .82328, 83689 .. 85012, 86784 86839,. 87445 


. .8 


GI Descrip. 


(AL021684) predicted protein 


[Arabidopsis* thaliana 


Qprr Mn 

i_) C • llU • 


30125 


Seq. ID 


OJ990619_ 


_35 


Gene No. 


62103 


Strand 


+ 




Start 


82261 


End 


87471 




Name 


OJ990619 35.9927.C5.o8.gp 


Method 


AAT/GAP 




Start 


83238 


End 


83634 




GI 


none 


Score 


750 




Exons 


83238. .83634 








Seq. No. 


30125 


Seq. ID 


OJ990619_ 


_35 


Gene No. 


62104 


Strand 


+ 




Start 


88702 


End 


89121 




Name 


OJ990619 35.9927.C5.o9.gp 


Method 


AAT/GAP 




Start 


88702 


End 


89121 




GI 


uC-osflM202074dllal 


Score 


427 




Exons 


88702. .88840, 88926.. 89121 








GI Descrip. 


' 604 1855/gb| AAF02164.il AC009853 24- 3.0e-22 (AC0098! 




protein [Arabidopsis thaliana] 1 






*J C VJ * 1.N \J . 


30125 


Seq. ID 


OJ990619_ 


35 


Gene No. 


62105 


Strand 






Start 


6339 


End 


7526 




Name 


OJ990619 35.9927.C5.o2.gs 


Method 


GENSCAN 




Start 


6339 


End 


7526 




GI 


none 


Score 


.83 




Exons 


6339.. 6932, 7030.. 7221, 7308. 


.7526 






Seq. No. 


30125 


Seq. ID 


OJ990619_ 


_35 


fZprip No 


62105 


Strand 






Start 


6339 


End 


7526 




Name 


OJ990619 35.9927.C5.ol.np 


Method 


AAT/NAP 




Start 


6342 


End 


7448 




GI 


1730490 


Score 


777 




Exons 


6342. .6932, 7030. .7221, 7308. 


.7448 






GI Descrip. 


PEROXIDASE 








l_> C ^ . IN U . 


30125 


Seq. ID 


OJ990619_ 


_35, 


Gene No. 


62106 


Strand 






Start 


8956 


End 


9699 




Name 


OJ990619 35.9927.C5.o3.gs 


Method 


GENSCAN 




Start 


8956 


End 


9699 




GI 


none 


Score. 


.64 




Exons 


8956. .9042, 9133. .9261, 9299. 


.9456, 9693.. 9699... 




Seq. No. 


30125 


Seq. ID 


OJ990619_ 


35, 






O Ui-dilU 






Start 


13569 


End 


14975 




Name 


OJ990619_35.9927.C5.o5.gs 


Method 


GENSCAN 





9927. C5 



i) unknown 



29900 




Start 


13569 




End 


14975 






GI 


none 




Score 


.67 






Exons 


13569. . 13715, 14043. 


.14159, 


14270. .14384, 14477. 


. 14608, 






14629. . 14975 












Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927. 


C5 


Gene No. 


62107 




Strand 








Start 


13569 




- End 


14975 






Name 


OJ990619 35'. 9927. C5. 


o2.gp 


Method 


AAT/GAP 






Start 


14270 


End 


14724 






GI 


LIB3434-013-P1-K1-C12 


Score 


666 






Exons 


14270... 14384, 14477. 


.14724 










GI Descrip. 


'2058496 5.0e-28 (U76028) hemoglobin 2 


[Oryza sativa] 






>gi_2058502 (U76031) 


hemoglobin 2 [Oryza sativa] 


i 




Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927. 


C5 


Gene No. 


62108 




Strand 








Start 


17268 




End 


18108 






Name 


OJ990619 35. 9927. C5. 


o6.gs 


Method 


GENSCAN 






Start 


17268 


End 


18108 






GI 


none 




Score 


.87 






Exons 


17268. .17411, 17500. 


.17616, 


17710. .17824, 17975. 


.18108 




Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927. 


C5 


Gene No. 


62109 




Strand 








Start 


20988 




End 


21923 






Name 


OJ990619 35. 9927. C5. 


o3 . gp 


Method 


AAT/GAP 






Start 


20755 




End 


21923 






GI 


1029 2.R1084 




Score 


1496 






Exons 


20755. .21128, 21244. 


.21360, 


21456. .21570, 21687. 


.21923 




GI Descrip. 


'2058498 2.0e-89 (U76029) hemoglobin 1 


[Oryza sativa] 






>gi_2058500 (U76030) 


hemoglobin 1 [Oryza sativa] 1 




Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927. 


C5 


Gene No. 


62109 




Strand 








Start 


20988 




End 


21923 






Name 


OJ990619 35. 9927. C5. 


o7 . gs 


Method 


GENSCAN 






Start 


20988 


End 


21814 






GI 


none 




Score 


.99 






Exons 


20988. .21128, 21244. 


.21360, 


21456. .21570, 21687. 


.21814 




Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927. 


C5 


Gene No. 


62109 




Strand 








Start 


20988 




End 


21923 






Name 


OJ990619 35. 9927. C5 . 


o3.np 


Method 


AAT/NAP 






Start 


20991 


End 


21814 






GI 


2058498 




Score 


744 






Exons 


20991. .21128, 21244. 


.21360, 


21456. .21570, 21687. 


.21814 




GI Descrip. 


(U76029) hemoglobin 


1 [Oryza 


sativa] gi 


.12058500 


(U76030) 






hemoglobin 1 [Oryza 


sativa] 










Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927. 


C5 


Gene No. 


62110 




Strand 








Start 


22762 




End 


27153 






Name 


OJ990619 35.9927.C5* 


o4 t np 


Method 


AAT/NAP 






Start 


22762 




End 


27153 






GI 


3152613 




Score 


501 







29901 



Exons 


22762. .23214, 23477. 


.23566, 


23664. .23720, 23800. 


.23899, 






23975. .24082, 24113. 


.24366, 


24486. .24622, 27126. 


.27153 




GI Descrip. 


(AC00.4482) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35.9927 


.C5 


Gene No. 


62110 




Strand 








Start 


22762 




End 


27153 






Name 


OJ990619 35. 9927. C5. 


oS.np 


Method 


AAT/NAP 






Start 


22762 




End 


26532 






GI 


3152613 




Score 


497 






Exons 


22762. .23214, 23477. 


.23566, 


23664. .23720, 23800. 


.23899, 






23975. .24082, 24113. 


.24366, 


24486. .24605, 26470. 


.26532 




GI Descrip. 


(AC004482) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 






Seq. ID 


OJ990619_ 


jj . y y z / 


.C5 




(toi i n 

O^, 11U 




Strand 








Start 


997 £9 




End 


27153 






Name 


OTQQHCI Q QQ91 r*^ 

ujyyuoiy jo . yy^ / .to. 


o4 . gp 


Method 


AAT/GAP 






Start 


1 j j. j 




End 


25429 






GI 


none 




Score 


1026 






Exons 


24913. .25429 












Seq. No. 


30125 




Seq. ID 


OJ9.90619_ 


35.9927 


.C5 


Gene No. 


62111 




Strand 








Of a r f 
o Lai L 


32492 




End 


35225 






Name 


OJ990619 35. 9927. C5. 


oll.gs 


Method 


GEN SCAN 






Start 


32492 




End 


35225 






GI 


none 




Score 


.68 






Exons 


32492. .32942, 33223. 


.33418, 


33647. .33880, 33973. 


.34053, 






34149. .34223, 34958. 


.35225 










Seq. No. 


30125 




Seq. ID 


OJ990619_ 


35. 9927 


.C5 


Gene No. 


62111 




Strand 








Start 


32492 




End 


35225 






Name 


OJ990619 35. 9927. C5. 


06. np 


Method 


AAT/NAP 






Start 


32765 




End 


33839 






GI 


6539555 




Score 


1027 






Exons 


32765. .33076, 33159. 


.33839 











GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi I 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 30125 
Gene No. 62112 
Start 36304 

Name OJ990619_35 . 9927 . C5 . ol2 . gs 

Start 36304 
GI none 

Exons 36304. .36446, 36451 .. 364 98 , 

38039. .38216, 38280 .. 38519, 
39880. .39936, 40561. .40641 



Seq. ID 
Strand 
End 

Method 
End 
Score 

36590 

39130 



OJ990619 35. 9927. C5 



40641 
GEN SCAN 
40641 
.7 

36714, 36779. .37327, 
39406, 39538. .39837, 



Seq. No. 30125 Seq. ID 

Gene No. 62112 Strand 

Start' 36304 End 

Name OJ990619_35 . 9927 . C5 . o7 .np Method 

Start 36552 End 



OJ990619 35. 9927. C5 



AAT/NAP 
39768 



29902 




GI 


4678205 


Score 


1597 




Exons 


36552. .36714, 36779.-37327, 


38039. .38213, 38268 .. 38519, 






39130. .39406, 39643.-39768 








GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30125 


Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62112 


Strand 






Start 


36304 


End 


40641 




Name 


OJ990619 35.9927.C5.o6.gp 


Method 


AAT/GAP 




Start 


38290 


End 


39383 




GI 


uC-osrocyp006a05bl 


Score 


920 




Exons 


38290. .38519, 39130.. 39383 








GI Descrip. 


, 4678205/gb|AAD26951.1|AC007134 9 1 . Oe 


-59 (AC007134) 






hypothetical protein [Arabidopsis thaliana] ■ 




Seq. No. 


30125 


Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62113 


Strand 






Start 


51627 


End 


54104 




Name 


OJ990619_35. 9927.C5.o7 .gp 


Method 


AAT/GAP 




Start 


51627 


End 


52020 




GI 


LIB J J-UU6-Q6-K6-GJ 


Score 


670 




Exons 


51627. .52020 








GI Descrip. 


'3152605 7.0e-20 (AC004482) 


hypothetical protein [Arabidop 




thaliana] 1 








Seq. No. 


30125 


Seq. ID 


OJ990619_35. 9927 


.C5 


Gene No. 


62113 


Strand 






b tar z 


51627 


End 


54104 




Name 


OJ990619 35.9927.C5.ol5.gs 


Method 


GENSCAN 




Start 


51705 


End 


54104 




GI 


none 


Score 


.87 




Exons 


51705. .52217, 52322 .. 52706, 


52932. .53080, 53157 .. 53238 , 






53253. .53358, 53993.. 54104 








Seq. No. 


30125 


Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62113 


Strand 






Q+- a r-+- 
O CdiU 


51627 


End 


54104 




Name 


OJ990619 35.9927.C5.ol0.np 


Method 


AAT/NAP 




Start 


51732 


End 


52861 




GI 


3152605 


Score 


498 




Exons 


51732. .52118, 52251. .52861 








GI Descrip. 


(AC004482) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30125 


Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62114 


Strand 






Qf a y-4- 

OtdlU 


58041 


End 


62547 




Name 


OJ990619 35.9927.C5.ol6.gs 


Method 


GENSCAN 




Start 


58041 


End 


62547 




GI 


none 


Score 


.66 




Exons 


58041. .58174, 58296 .. 58424 , 


58632. .58728, 59214 .. 59233, 






59387. .59481, 59886 .. 59973, 


62505. .62547 




Seq. No. 


30125 


Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62115 


Strand 






O -J — 4- 

>juai l 


/Ji/U 


End 


76561 




Name 


OJ990619 35.9927.C5.ol8.gs 


Method 


GENSCAN 




Start 


73176 


End 


78561 





29903 



GI 

Exons 



none Score .71 

73176. .73313, 734 15 .. 73562, 74 168 74267 , 74343 .. 74399, 

78189. .78561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30125 
62116 
86170 

OJ990619_35.9927.C5.o21.gs 

86170 

none 

86170. .86239, 86386 .. 86790, 
89226. .89361, 89474.-89636, 
91381. .91408, 91451. .91876 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_35.9927.C5 

91876 
GENSCAN 
91876 
.44 



87614. .87777, 88385 .. 88470, 
90358. .90447, 90510 .. 9057 9, 



OJ990619 35. 9927. C5 



30125 Seq. ID 

62116 Strand 
86170 End 91876 

OJ990619_35 . 9927 . C5 . olO . gp Method AAT/GAP 
89058 End 89606 

LIB3432-014-P1-K1-C4 Score 822 

89058. .89361, 89474. .89606 

, 3445204/gb|AAC32434.1| 2.0e-45 (AC004786) putative GTP-binding 
protein [Arabidopsis thaliana] 1 



30125 Seq. ID 

62116 Strand 

86170 End 

OJ990619_35 . 9927 . C5 . ol4 . np Method 

89155 End 

6226480 Score 



OJ990619_35.9927.C5 

91876 
AAT/NAP 
91597 
827 



89155. .89361, 89474 .. 8 9636, 90510 .. 90579, 91381.. 91597 
HYPOTHETIC GTP-BINDING PROTEIN T20K9.8 gi | 3445204 | gb | AAC32434 . 1 1 
(AC004786) putative nucleotide-binding protein [Arabidopsis 
thaliana] 

30125 Seq. ID OJ990619_35 . 9927 . C5 

62116 Strand 

86170 End 91876 

OJ990619_35 . 9927 .C5 . oil . gp Method AAT/GAP 

90086 End 90618 

uC-osflM202123a09bl Score 1017 

90086. .90618 

, 3445196/gb|AC004786.1|ATAC004786 6.0e-10 Arabidopsis thaliana 
chromosome II BAC T20K9 genomic sequence, complete sequence 1 



30125 Seq. ID 

62117 Strand 

93409 End 

OJ990619_35 . 9927 .C5 . ol . tc Method 

6337 End 

none Score 



6337. .6495, 6348. .6494, 6498. .6626, 6624 
6864. .6941, 6865 .. 6969, 7030 .. 7227 , 7037 
7309. .7416 



OJ990619 35. 9927. C5 



96366 

TBLASTX: Cress 

7445 

110 

6818, 6652.. 6816, 
7228, 7308.. 7445, 



Seq. No. 
Gene No. 



30125 
62117 



Seq. ID 
Strand 



OJ990619 35. 9927. C5 



29904 




Start 


93409 




End 


96366 


Name 


ujyyuoiy jo. 


yy^ / . to . o j . ts 


Method 


TBLASTX : Soybean 


Start 


6345 




End 


7506 


GI 


none 




Score 


108 


Exons 


6345. .6488, 


6349.. 6489, 6504. 


.6617, 6624. .6815, 6655. .6801 




6874. .6930, 


6876.. 6929, 7039. 


.7227, 7040. .7228, 7311.. 7445 




7312. .7506 








Seq. No. 


30125 




Seq. ID- 


OJ990619_35.9927.C5 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


UjyyUOXy JO. 


yy^ / . oo . 04 . tin 


Method 


TBLASTX: Maize 


Start 


6348 




End 


7454 


GI 


none 




Score 


88 


Exons 


6348. .6497, 


6349.. 6489, 6492. 


.6608, 6636.. 6818, 6652.. 6801 




6858. .6917, 


6864.. 6929, 7027. 


.7227, 7028. .7228, 7309.. 7440 




7311. .7454 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927.C5 


Gene No. 


62117 




Strand 




O lait 






End 


96366 


Name 


OJ990619 35. 


9927.C5.o6.tw 


Method 


TBLASTX: Wheat 


Start 


6364 




End 


6746 


GI 


none 




Score 


125 


Exons 


6364. .6444, 


6390. .6518, 6391. 


.6504, 6489.. 6629, 6490.. 6534 




6569. .6610, 


6642.. 6746, 6649. 


.6744 




Seq. No. 


30125 




Seq. ID 


OJ990619__35.9927.C5 








Strand 




Start 


93409 




End 


96366 


Name 


OJ990619 35. 


9927.C5.o7.tw 


Method 


TBLASTX: Wheat 


Start 


7036 




End 


7433 


GI 


none 




Score 


79 


Exons 


7036. .7134, 


7049.. 7129, 7153. 


.7227, 7309. .7422, 7311.. 7433 


Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927.C5 


Gene No. 


62117 




Strand 




OUal L 


yjfiuy 




End 


96366 


Name 


OJ990619 35. 


9927.C5.o4.tc 


Method 


' TBLASTX: Cress 


Start 


10154 




End 


12124 


GI 


none 




Score 


179 


Exons 


10154. .10276 


, 10155. .10265, 10350. .10547, 10354 .. 10545, 




12050. .12124 


, 12051.. 12122 






Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927.C5 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


ujyyuoiy oo. 


9927.C5.o7.tm 


Method 


TBLASTX: Maize 


Start 


10154 




End 


12130 


GI 


none 




Score 


173 


Exons 


10154. .10261 


, 10154. .10276, 10158. .10265, 10350 10547, 




10354. .10545 


, 12004. .12117, 12049. .12123, 12050 .. 12130, 




12051. .12122 








O « ~ XT ^ 
k-» • 






Seq. ID 


OjyyG6iy_3o. 992 / .Co 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 



29905 



Name 

Start 

GI 

Exons 



OJ990619_35 . 9927 . C5 . ol . tw Method TBLASTX : Wheat 

10157 End 10547 

none Score 175 

10157. .10276, 10158. .10265, 10160 10267 , 10160 .. 1027 6, 

10161. .10265, 10161. .10265, 10161 .. 10214 , 10163 .. 10270, 

10163. .10267, 10219. .10263, 10350 .. 10475, 10350 .. 10475, 

10350. .10481, 10350. .10547, 10350 .. 10481 , 10354 .. 10482, 

10354. .10545, 10354.. 10482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30125 Seq. ID 

62117 Strand 

93409 End 

OJ990619_35 . 9927 . C5 . o5 . ts Method 

10158 End 

none Score 



OJ990619_35.9927.C5 
96366 

TBLASTX : Soybean 

12124 

175 



10158. .10265, 10160. .10276, 10350 .. 10547 , 10354 .. 10545 , 
12050. .12124, 12051.. 12122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30125 

62117 

93409 

OJ99061 

13578 

none 

13578. . 

14040. . 

14270. . 

14476. . 

17283. 

17498. 

17776. 

17975. 

20997. 

21456. 

21686. 



9 35.9927.C5.o6.tm 



13718, 
14153, 
14353, 
14538, 
17420, 
17617, 
17823, 
18037, 
21131, 
21542, 
21748 



13579. 
14040. 
14336. 
17260. 
17494. 
17696. 
17803. 
20980. 
21241. 
21522. 



.13716, 
.14165, 
.14383, 
.17412, 
.17613, 
.17791, 
.17835, 
.21129, 
.21366, 
.21596, 



Seq. ID OJ990619_35.9927.C5 
Strand 

End 96366 

Method TBLASTX : Maize 

End 21748 

Score 128 
13587. .13757, 13613 .. 13756, 
14041. .14160, 14270. .14356,' 
14363. .14386, 1447 6 .. 14538 , 
17274. .17414, 17275 .. 174 12, 
17494. .17616, 174 98 17617 , 
17701. .17796, 17710. .17796, 
17974. .18036, 17974 .. 18036, 
20992. .21129, 20997 .. 21167 , 
21242. .21361, 214 48 .. 21540 , 
21537. .21572, 2168 6 .. 21748 , 



Seq. No. 30125 
Gene No. 62117 
Start 93409* 

Name OJ990619_35 . 9927 .C5 . 06. ts 

Start 13584 
GI none 

Exons 13584. .13664, 13585 .. 13665, 

14270. .14386, 14271. .14390, 

17268. .17360, 17268 .. 17360, 

17367. .17414, 174 94 .. 17616, 

17701. .17835, 17974. .18063, 

21084. .21131, 21188. .21361, 

21456. .21572, 21686 .. 21775, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13671. .13718, 
14476. .14565, 
17281. .17397, 



OJ990619 35. 9927. C5 



17498. 
20965. 
21241. 
21689. 



96366 

TBLASTX : Soybean 
21775 
89 

14040. .14165, 
14477. .14560, 
17362. .17412, 
.17617, 17696. .17830, 
.21114, 20997. .21095, 
,21366, 21448. .21582, 
,21775 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 



30125 
62117 
93409 

OJ990619 35.9927.C5.o5.tc 



Seq. ID OJ990619_35.9927.C5 
Strand 

End 96366 

Method TBLASTX : Cress 



xo^oo tna zi/oi 

none Score 72 

13588. .13665, 13590 .. 13664 , 13666 .. 13716, 13671 13733, 



29906 




14040. .14156,. 
14495. .14590, 
17494. .17613, 
17974. .18081, 
21084. .21131, 
21457. .21573, 



14261. .14401, 
17284. .17397, 
17498. .17533, 
17975. .18076, 
21241. .21357, 
21686. .21781 



14270. .14386, 
17286. .17360, 
17698. .17823, 
21001. .21114, 
21242. .21355, 




14476. .14583, 
17367. .17414, 
17701. .17832, 
21003. .21095, 
21456. .21581, 



Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


.ol5. ts 


Method 


TBLASTX: Soybean 




Start 


22765 




End 


23152 




GI 


none 




Score 


113 




Exons 


22765. .22821, 22867 


. .22959, 


23014. .23151, 23015. .23152 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


. C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


.ol2 . tm 


Method 


TBLASTX: Maize 




Start 


22789 




End 


23557 




GI 


none 




Score 


188 




Exons 


22789. .22959, 23014 


. .23190, 


23015. .23170, 23029 .. 23172, 






23164. .23217, 23183 


. .23218, 


23477. .23557, 23478 .. 2354 9, 






23488. .23550 










Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


23640 




End 


24037 




GI 


none 




Score 


77 




Exons 


23640. .23720, 23647 


. . 23721, 


23800. .23895, 23800 238 98, 






23801. .23902, 23970 


. . 24035, 


23975. .24037, 23977. .24036 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


-C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


24702 




End 


25166 




GI 


none 




Score 


68 




Exons 


24702. .24950, 24799 


. . 24885. 


25047. .25166 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


. C5 


Gene No . 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


. ol3. tm 


Method 


TBLASTX: Maize 




Start 


24806 




End 


25141 




GI 


none 




Score 


123 




Exons 


24806. .24898, 24807 


. .24938, 


24810. .24944, 25030 .. 25140, 






25047. .25139, 25049 


. .25141 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 3b. 9927. C5 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


32708 




End 


32989 




GI 


none 




Score 


125 





29907 






^97f)R ^9QRQ ^9769 


32987 










9 5 

JUlZJ 




Seq. ID 


OJ990619_35.9927 


C5 




691 1 7 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


ol6.tm 


Method 


TBLASTX: Maize 




J Lai U 


36543 

•J> V »J *J .J 




End 


36850 










Score 


41 




r von c 


36543 36566 36561 


36608 


36563. .36607, 36590 .. 36715, 






36612 36713 36616 


36768 


36616. .36714, 36772 .. 3684 9, 






36776 36850 36778 


. 36849 














Seq. ID 


OJ990619_35.9927 


. C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




LN CU.LIC 


OJ990619 35 9927 C5 


ol . tm 


Method 


TBLASTX: Maize 




O Lai L. 


36850 "~ 




End 


38386 






1 L\J 1 Id 




Score . 


85 




IT vr»n c 


36850 37326 36864 


36953 


36926. .37327, 3694 9 .. 37167 , 






36992 37327 36996 

\J ZJ ZJ • • — / / t— 1 f *J \J Zs Zs \J . 


. 37343, 


38030. .38386, 38041.. 38385 




C /-» rr \T<^ 






Seq. ID 


OJ990619_35.9927 


T5 


OCUC IMO • ,/ . 


691 1 7 

D*C XX/ 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o2.ts 


Method 


TBLASTX : Soybean 




C4- Ar f- 

OUdL t 


^6885 




End 


38518 




wX 


1 l^iic: 




Score 


45 




Exons 


^6885 ^7197 ^6886 


37951 


36887. .36922, 36894 .. 37124 , 






36967 37167 36992 


37240 


37243. .37326, 37250 .. 37327 , 






37256 37327 38030 


38518 

• JU JIO / 


38041. .38517, 38435. .38518 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






O L. d i- U 


93409 




End 


96366 






OJ990619 35 9927 P5 


nl 3 1-s 


Method 


TBLASTX : Soybean 




O Lai L. 


44540 _ 




End 


44798 






llUliC 




Score 


207 . 






44540 44671 44556 


44798 










JU X z. j 




Seq. ID 


OJ990619_35.9927 


C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 






OJ990619 35 9927 C5 




Method 


TBLASTX: Maize 




O Ldl U 


459D5 ~ 




End 


45479 




01 






Score 


178 




l?vnn 0 


45205 45394 45906 


4 5395 


45207. .45326, 45327 .. 4547 9, 






4539Q 45478 










CpfT VJo 
OCkj. IN U ■ 






Seq. ID 


OJ990619__35.9927 


. C5 


bene wo • 


fi9 1 1 7 
DZ IX/ 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o9,ts 


Method 


TBLASTX : Soybean 




Start 


45378 




End 


46076 




GI 


none 




Score 


88 




Exons 


45378. .45512, 45557. 


.45727, 


45558. .45728, 45714 .. 45818 , 






45900. .46076 











29908 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366. 




Name 


OJ990619 35. 9927. C5. 


ol2 . tc 


Method 


TBLASTX: Cress 




Start 


45465 ~ 




End 


46028 




GI 


none 




Score 


56 




Exons 


45465. .45512, 45555. 


.45722, 


45714. .45818, 45918. .46028 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


ol7 . tm 


Method 


TBLASTX: Maize 




Start 


45557 




End 


46049 




GI 


none 




Score 


152 




Exons 


45557. .45709, 45558. 


.45722, 


45759. .45815, 45903.. 46049 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No . 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 . 


o3. tc 


Method 


TBLASTX: Cress 




Start 


47505 




End 


48213 




GI 


none 




Score 


82 




Exons 


47505. .47603, 47506. 


.47604, 


47592. .47768, 47593 .. 47739, 






47736. .47876, 47737. 


.47877, 


47899. .47973, 48007 .. 48177, 






48181. .48213 










Sea No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No . 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


47515 




End 


48213 




GI 


none 




Score 


204 




Exons 


47515. .47742, 47517. 


.47759, 


47757. .47876, 47758 .. 47877, 






47899. .47958, 47910. 


.47957, 


48006. .48104, 48007 .. 48183, 






48187. .48213 










Sea. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


47527 




End 


48210 




GI 


none 




Score 


101 




Exons 


47527. .47652, 47583. 


.47783, 


47656. .47700, 47704 .. 47751, 






47755. .47889, 47826. 


.47864, 


47890. .47958, 47980. .48210 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


47542 ~ 




End 


47964 




GI 


none 




Score 


42 




Exons 


47542. .47562, 47592. 


.47783, 


47647. .47901, 47914. .47964 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o3.tw 


Method 


TBLASTX: Wheat 





29909 




Start 


47983 




End 


48216 




GI 


none 




Score 


274 




E von s 


47983. . 48216, 47988 


. .48104 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


. 08 . tc 


Method 


TBLASTX: Cress 




Start 


51789 ' 




End 


51992 




GI 


none 




Score 


114 




Exons 


51789. . 51992, 51789 


. .51992 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


51792 ~ 




End 


52058 




GI 


none 




Score 


195 




Exons 


51792. .52058, 51804 


. .52019 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


. o9. tm 


Method 


TBLASTX: Maize 




Start 


51792 ~~ 




End 


52091 




GI 


none 




Score 


246 




Rxon 


51792 . . 52091, 51801 


. . 52019 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


.oil. ts 


Method 


TBLASTX : Soybean 




Start 


51928 ~~ 




End 


52091 




GI 


none 




Score 


130 




Exons 


51928. .52062, 51930 


. .52091 








Seer. No. 


30125 




Seq. ID 


OJ990619_35.9927 


,C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


.ol8.tm 


Method 


TBLASTX: Maize 




Start 


64079 




End 


66057 




GI 


none 




Score 


218 




F, von *5 


64079. . 64123, 64089 


. . 64211, 


64090. .64218, 65979 .. 66056, 






65989. . 66057 










Sea No 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 




62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


64090 




End 


67593 




GI 


none 




Score 


197 




Exons 


64090. .64218, 64095 


. ..64*211, 


65979. .66038, 65989 .. 66036, 






66025. .66174, 66072 


. .66152, 


66139. .66246, 66226.-66273, 






66234. .66275, 66901 


. .67593, 


66939. .67589 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 







29910 




Start 


93409 




End 


96366 


IN dlllC 


OJ99061 9 "35 9927 C5 


nil It 


Method 


TBLASTX: Cress 


Start 


64093 ~~ 




End 


67158 


\J -L 






Score 


148 


E vnn s 


64093 . . 64218, 66994 


. . 67158, 


66999. .67157 


Sea No 


30125 




Seq. ID 


OJ990619_35. 9927 


Gene No. 


62117 




Strand 




Start ' 1 


93409 




End 


96366 


Name 


OJ990619 35 . 9927 . C5 


. 08 . tm 


Method 


TBLASTX: Maize 


Start 


66058 _ 

W \J \r w 




End 


67187 


GI 


none 




Score 


381 


F.vnn 


66058 66297. 66066 


66320. 


66071. .66310, 66181 .. 66327, 




66931 67185. 66936 


. . 67184, 


66940. .67185, 66942.. 67187 


Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


OJ990619 35.9927 C5 


. o2 . tc 


Method 


TBLASTX: Cress 


Start 


67158 ~~ 




End 


67609 


GI 


none 




Score 


673 


Exons 


67158 67586. 67159 


67596, 


67244. .67609 


O C • 1 * KJ . 


30125 




Seq. ID 


OJ990619_35.9927 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


OJ990619 35 9927 C5 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


67206 _ 




End 


67747 


GI 


none 




Score 


338 


F.vnn <a 


67206 67595 67206 


67610 


67207. .67599, 67247 .. 67 618, 




67613 67633. 67724 


. . 61141 






Seq. No. 


30125 




Seq. ID 


OJ990619_35. 9927 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


OJ990619 35 9927 C5 


o20 tm 


Method 


TBLASTX: Maize 


Start 


68757 _ 




End . 


69028 


GI 


none 




Score 


97 


Exons 


68757 68861. 68812 


68868. 


68867. .69028, 68868. .69020 


Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


Gene No. 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


OJ990619 35 9927 C5 




Method 


TBLASTX: Cress 


Start 


70485 _ 




End 


70695 


GI 


none 




Score 


216 


Exon «; 

U Awl lO 


70485 70694 70486 


70695 






Sen Mn 


30125 




Seq. ID 


OJ990619_35.9927 


Gene No . 


62117 




Strand 




Start 


93409 




End 


96366 


Name 


OJ990619 35. 9927. C5 


.08. ts 


Method 


TBLASTX: Soybean 


Start 


74656 




End 


91645 


GI 


none 




Score 


59 


Exons 


74656. .74748, 74740 


. .74790, 


91370. .91504, 91376 .. 91534 , 




91380. .91535, 91508 


. .91594, 


91509. .91583, 91616. .91645 



29911 




Sea. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


(Zpnp Mn 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 . 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


83399 




End 


83737 




GI 


none 




Score 


63 




Exons 


83399. .83446, 83400. 


.83510, 


83402. .83443, 83465 .. 83533, 






83466. .83543, 83499. 


.83540, 


83539. .83577, 8354 9 .. 83575, 






83652. .83714, 83653. 


.83736, 


83656. .83736, 83657.. 83737 




Seq. No. 


30125 




Seq. ID 


OJ990619_35. 9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5 . 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


83484 




End 


83826 




GI 


none 




Score 


78 




Exons 


83484. .83552, 83496. 


.83552, 


83551. .83577, 83653 .. 83826, 






83653. .83826 










Seq. No. 


30125 




Seq. ID 


OJ990619_35. 9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


ol6 . ts 


Method 


TBLASTX : Soybean 




Start 


83689 ~~ 




End 


83961 




GI 


none 




Score 


78 




Exons 


83689. .83739, 83782. 


.83820, 


83850. .83960, 83851.. 83961 




Seq. No. 


30125 




Seq. ID 


OJ990619_35. 9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


06 . tc 


Method 


TBLASTX: Cress 




Start 


83689 




End 


84027 




GI 


none 




Score 


79 




Exons 


83689. .83739, 83851. 


.84027, 


83853. .84026 




Seq. No. 


30125 




Seq. ID 


OJ990619_35. 9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


83833 ~ 




End 


84174 




GI 


none 




Score 


483 




Exons 


83833. .84042, 83850. 


.84167, 


83851. .84171, 84106. .84174 




Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


83967 ~ 




End 


84483 




GI 


none 




Score 


176 




Exons 


83967. .84116, 83971. 


. 84132, 


84217. .84333, 84231 .. 8 4350, 






84342. .84482, 84343. 


. 84483 








Seq. No. 


30125 




Seq. ID 


OJ990619_35.9927 


.C5 


Gene No. 


62117 




Strand 






Start 


93409 




End 


96366 




Name 


OJ990619 35. 9927. C5. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


84217 




End 


84740 





29912 



GI 


none 




Score 


625 






Exons 


84217. .84639, 84225. 


.84638, 


84250. .84738, 84413 


. .84640, 






. 84428. .84739, 84585. 


.84740 










Seq. No. 


30125 




Seq. ID 


OJ990619 


_35.9927 


.C5 


UCUC IN (J • 


691 1 7 




Strand 


- 






Start 


93409 




End 


96366 






Name 


OJ990619 35. 9927. C5. 


ol4. ts 


. Method 


TBLASTX: 


Soybean 




Start 


84694 




End 


84926 




GI 


none 




Score 


205 






Exons 


84694. .84924, 84732. 


.84926 










Seq. No. 


30125 




Seq. ID 


OJ990619 


_35.9927 


.C5 




691 1 7 




Strand 


- 






Start 


93409 




End 


96366 






Name 


OJ990619 35. 9927. C5. 


o9.tc 


Method 


TBLASTX: 


Cress 




Start 


84703 




End 


85038 






GI 


none 




Score 


252 






Exons 


84703. .85038 












Seq. No. 


30125 




Seq. ID 


OJ990619 


_35.9927 


,C5 


Gene No. 


62117 




Strand 








Start- 


93409 




End 


96366 






Name 


n.TQQfifil Q ^R QQ97 PR 


r\1 +- r* 
O / . t.C 


Method 


TBLASTX: 


Cress 




Start 


89156 . 




End 


91493 






GI 


none 




Score 


109 






Exons 


89156. .89302, 89161. 


.89322, 


89161. .89328, 89305 


. .89364, 






89318. .89344, 89471. 


.89512, 


89522. .89587, 90506 


. . 90580, 






90507. .90581, 91376. 


.91489, 


91380. . 91493 






Seq. No. 


30125 




Seq. ID 


OJ990619 


_35.9927 


,C5 


Gene No. 


62117 




Strand 








O LCtX. L. 






End 


96366 






Name 


OJ990619 35. 9927. C5. 


o!2.ts 


Method 


TBLASTX: 


Soybean 




Start 


89167 




End 


89536 




GI 


none 




Score 


36 






Exons 


89167. .89208, 89168. 


.89212,- 


89215. .89328, 89216 


. .89311, 






89305. .89364, 89471. 


.89536 










Seq. No. 


30125 




Seq. ID 


OJ990619 


_35.9927 


.C5 


Gene No. 


62117 




Strand 








Start 


93409 




End 


96366 






in cuii t; 


n.TQQHfil Q QQ97 PR 


o i y . Lin 


Method 


TBLASTX : 1 


Mai ze 




Start 


89305 




End 


91612 ' 






GI 


none 




Score 


47 






Exons 


89305. .89364, 89306. 


.89347, 


89471. .89635, 89472 


. .89612, 






90506. .90580, 90507. 


.90581, 


91349. .91501, 91376 


. .91612, 






91380. .91556 












Seq. No. 


30125 




Seq. ID 


OJ990619 


_35.9927 


.C5 


Gene No. 


62117 




Strand 








Start 


93409 




End 


96366 






Name 


OJ990619.35.9927.C5. 


o22.gs 


Method 


GENSCAN 






Start 


93409 




End 


96366 






GJ 


none 




o ~ ~ — ~ 


O 1 
• U X 






Exons 


93409. .93537, 94307. 


.94415, 


95550. .95610, 96072 


. .96126, 





96250. .96366 



29913 



Seq. No. 


30125 


Seq. ID 


OJ990619_ 


Gene No. 


62117 


Strand 




Start 


93409 


End 


96366 


Name 


OJ990619 35.9927.C5.ol5.np 


Method 


AAT/NAP 


Start 


95938 ~ 


End 


96357 


GI 


3445203 


Score 


96 


Exons 


95938 . . 96035, 96193. . 96357 






GI Descrip. 


(AC004786) unknown protein 


[Arabidopsis thaliana 


Seq. No. 


30126 


Seq. ID 


OJ990619 

Zf ^ \J \J J. J 


Gene No. 


62118 


Strand 


+ ~~ 


Start 


1 


End 


533 


Name 


OJ990619 35.9927.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


476 


GI 


6006359 


Score 


55 


Exons 


1..23, 368. .476 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


30126 


Seq. ID 


OJ990619_ 


Gene No. 


62118 


Strand 


+ 


Start 


1 


End 


533 


Name 


OJ990619 35.9927.C6.ol.gs 


Method 


GENSCAN 


Start 


306 


End 


533 


GI 


none 


Score 


. 9 


Exons 


306. .533 






Seq. No. 


30127 


Seq. ID 


OJ990619_ 


Gene No. 


62119 


Strand 


+ 


Start 


75 


End 


292 


Name 


OJ990619 34.9922.C2.ol.gs 


Method 


GENSCAN 


Start 


75 


End 


292 


GI 


none 


Score 


.63 


Exons 


75. .292 






Seq. No. 


30128 


Seq. ID 


OJ990619 


Gene No. 


62120 


Strand 


+ _ 


Start 


141 


End 


1645 


Name 


OJ990619 34.9922.C3.ol.gs 


Method 


GENSCAN 


Start 


141 


End 


1645 


GI 


none 


Score 


.54 


Exons 


141. .220, 660. .778, 1493. .1645 




Seq. No. 


30128 


Seq. ID 


OJ990619_ 


Gene No. 


62121 


Strand 


+ 


Start 


2654 


End 


3548 


Name 


OJ990619 34.9922.C3.ol.np 


Method 


AAT/NAP 


Start 


2654 


End 


3548 


GI 


5852178 


Score 


470 


Exons 


2654. .2956, 2988.. 3091, 3453. .3548 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


30128 


Seq. ID 


OJ990619_: 


Gene No. 


62122 


Strand 


+ 


Start 


4148 


End 


6326 


Name 


OJ990619 34.9922.C3.o2.np 


Method 


AAT/NAP 


Start 


4148 


End 


6326 



29914 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



282996 , Score 65 

4148. .4231, 5885. .5962, 6084. .6326 

hypothetical protein (trnK intron) - barley chloroplast 
(fragment) gi | 11602 | emb | CAA36972 | (X52765) ORF504 [Hordeum 
vulgare] 



30128 Seq. ID 

62123 Strand 

74 92 End 

OJ990619_34. 9922.C3.o3.np Method 

74 92 End 

2244846 Score 
7492. .7953 

(Z97337) ferredoxin [Arabidopsis thaliana] 



OJ990619_34.9922.C3 
+ 

7953 
AAT/NAP 
7953 
392 



30128 Seq. ID 

62124 Strand 

8226 End 

OJ990 619_34 . 9922 . C3 . o3 . gs Method 

8226 End 

none Score 
8226. .8477 



OJ990619_34.9922.C3 
+ 

8604 
GENS CAN 
8477 
.95 



Seq. No. 30128 Seq. ID 

Gene No. 62124 Strand 

Start 8226 End 

Name OJ990619_34 . 9922 .C3 .o4 . np Method 

Start 8226 End 

GI 224159 Score 

Exons 8226.. 8604 

GI Descrip. cytochrome b559 [Spinacia oleracea] 



OJ990619_34.9922.C3 
+ 

8604 
AAT/NAP 
8604 
588 



Seq. No. 30128 Seq. ID 

Gene No. 62125 Strand 

Start 17654 End 23109 

Name OJ990619_34 . 9922 .C3 .06. gs Method GENSCAN 

Start 17654 End 23109 

GI none Score .59 

Exons 17654. .17747, 17880 .. 18083, 19944 .. 20207, 20864 

22463.^.22583, 22962.. 23109 



OJ990619_34.9922.C3 
+ 



.21055, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30128 
62126 
1822 

OJ990619_34 . 9922 . C3 . o2 . gs 

1822 

none 



Seq. ID OJ990619_34.9922.C3 
Strand 

End 8004 

Method GENSCAN 

End 8004 

Score .63 

1822. .1893, 2351. .2636, 2716. .3003, 3023. .3227, 4007. .4041, 
7481. .8004 



Seq. No. 30128 

Gene No. 62127 

Start 11014 

Name OJ990 619_34 . 9922 . C3 . o5 . np 

Start 11014 

GI 4263709 

Exons 11014. .11262 



Seq. ID OJ990619_34.9922.C3 
Strand 

End 11262 

Method AAT/NAP 

End 11262 

Score 166 



29915 



GI Descrip. (AC006223) unknown protein [Arabidopsis thaliana] 



Seq. No. 30128 

Gene No. 62128 

Start 12630 

Name OJ990619_34 . 9922 . C3 . o2 . gp 

Start 12628 

GI none 

Exons 12628. .13122 



Seq. ID OJ990619_34.9922.C3 
Strand 

End 17341 

Method AAT/GAP 

End 13122 

Score 958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30128 Seq. ID 

62128 Strand 

12630 End 
OJ990619_34 .9922.C3.o5.gs ' Method 

12630 End 

none Score 

12630. .13107, 13305. .14046, 14511 

15342. .15482, 15605 .. 15701, 17155 

30128 Seq. ID 

62128 Strand 

12630 End 

OJ99061 9_34 . 9922 . C3 . o3 . gp Method 

13605 End 

none Score 
13605. .14026 



14900, 
17341 



OJ990619_34.9922.C3 

17341 
GEN SCAN 
17341 
.94 

15197. .15255, 



OJ990619_34.9922.C3 

17341 
AAT/GAP 
14026 
840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30128 
62128 
12630 

OJ990619_34 . 9922 . C3 . 06 . np 

13770 

2245099 



Seq. ID OJ990619_34.9922.C3 
Strand 

End 17341 

Method AAT/NAP 

End 16387 

Score 83 



13770. .13885, 14 677 .. 14 808, 15177 .. 15234 , 16351. .16387 
(Z97343) hypothetical protein [Arabidopsis thaliana] 



30128 
62128 
12630 

OJ99061 9_34 . 9922 . C3 . o7 . np 

13770 

2245099 



Seq. ID OJ990619_34.9922.C3 
Strand 

End 17341 

Method AAT/NAP 

End 164 65 

Score 88 



13770. .13885, 14 677 .. 14808, 15177 .. 15261, 15338 .. 15479, 
15525. .15748, 16424. .16465 



GI Descrip. (Z97343) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 30128 Seq. ID 

Gene No. 62128 Strand 

Start 12630 End 

Name OJ99061 9__34 . 9922 . C3 . o4 . gp Method 

Start 14137 End 

GI none Score 

Exons 14137.. 14588 



OJ990619_34.9922.C3 

17341 
AAT/GAP 
14588 
884 



seq. No. 
Gene No. 
Start 



30128 
62129 
23903 



Seq. ID 

Strand 

End 



OJ990619 34. 9922. C3 



24317 



29916 




Vi OlUC 


OJ990619 34 


9922 C3.o2.tc 


Method 


TBLASTX: Cress 




O LaL L. 


7647 ~~ 




End 


7923 




ul 






Score 


281 




Pyrin q 


7647 7796. 


7648. .7923 








Seq. No. 


30128 




Seq. ID 


OJ990619_34.9922 


.C3 


Gene No. 


62129 




Strand 






Start 


23903 




End 


24317 




Naitie 


OJ990619 34. 


9922.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


7647 ~ 




End 


7962 




GI 


none 




Score 


418 






7647. .7886, 


7648. .7962, 7912 


. .7938 






Seq. No. 


30128 




Seq. ID 


OJ990619_34.9922 


.C3 


Gene No. 


62129 




Strand 






Start 


23903 




End 


24317 




Name 


OJ990619 34 


9922.C3.ol.ts 


Method 


TBLASTX : Soybean 




O UCli u 


7648 ~~ 




End 


7956 






none 




Score 


368 




Rxons 


7648 . .7956, 


7650. .7793 








Cpn Mo 


30128 




Seq. ID 


OJ990619_34.9922 


.C3 


Gene No. 


62129 




Strand 






rj Start 


23903 




End 


24317 




-■i Name 


OJ990619 34. 


9922.C3.ol.tc 


Method 


TBLASTX: Cress 






8199 ~~ 




End 


8616 




GI 


none 




Score 


442 




:s : 3 


8199 8480 


8204 8485. 8208 


..8480, 8216. .8482, 8486. .8614 


\~ zv : 


8487 8615. 


8487. 8615. 8488 


..8616, 8488. .8616 




i . s 

J=| Seq. No. 


30128 




Seq. ID 


OJ990619_34.9922 


.C3 


; !f| Gene No. 


62129 




Strand 






I LP start 


23903 




End 


24317 






OJ990619 34 


9922 C3 ol tw 


Method 


TBLASTX: Wheat 




O Lai L 


8319 _ 




End 


8624 






none 




Score 


467 




"3 

:s 


8319 8624. 


8320. .8616 










30128 




Seq. ID 


OJ990619J34 .9922 


.C3 


=r=J Gene No. 


62129 




Strand 






! : j Start 


23903 




End 


24317 




Name 


OJ990619 34. 


9922 C3 o2 tm 


Method 


TBLASTX: Maize 




Start 


11035 ~ 




End 


11429 




GI 


none 




Score 


94 




LAUllO 


11035 11124 


. 11041 11187, 


11063. .11326, 11242. .11325, 






11324 11413 


i, 11328 . . 11414, 


11328. .11429, 11401. .11424 




Seq. No. 


30128 




Seq. ID 


OJ990619J34.9922 


.C3 


Gene No. 


62129 




Strand 






Start 


23903 




End 


24317 




Name 


OJ990619 34. 


9922.C3.o5.tm 


Method 


TBLASTX: Maize 




Start 


13369 




End 


13577 




GI 


none 




Score 


173 




Exons 


13369. .13563, 13375 . . 13572, 


13436. .13576, 13437.. 13577 




Seq. No. 


30128 




Seq. ID 


OJ990619_34.9922 


-C3 


Gene No. 


62129 




Strand 







29917 




Start 


23903 


End 


24317 




Name 


OJ990619 34.9922.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13408 


*" End 


13724 




GI 


none 


Score 


50 




Exons 


13408. .13443, 13451, . 13546, 


13451. .13651, 13465. .13662, 






13467. .13724 








Seq. No. 


30128 


Seq. ID 


OJ990619_34.9922 


.C3 


Gene No. 


62129 


Strand 






Start 


23903 


End 


24317 




Name 


OJ990619 34.9922.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


13827 


End 


14026 




GI 


none 


Score 


68 




Exons 


13827. .14015, 13835. .14026, 


13836. .13898, 13847 .. 14014 , 






13957. .14019 








Seq. No. 


30128 


Seq. ID 


OJ990619_34.9922 


.C3 


Gene No. 


62129 


Strand 






Start 


23903 


End 


24317 




Name 


OJ990619 34.9922.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


14520 


End 


15246 




GI 


none 


Score 


100 




Exons 


14520. .14657, 14521 .. 14 664 , 


14522. .14665, 14671. .14898, 






14675. .14854, 14 677 .. 14886, 


15202.. 15246 




Seq. No. 


30128 


Seq. ID 


OJ990619_34.9922 


.C3 


Gene No. 


62129 


Strand 






Start 


23903 


End 


24317 




Name 


OJ990619 34.9922.C3.o7.gs 


Method 


GENS CAN 




Start 


23903 


End 


24317 




GI 


none 


Score 


.94 




Exons 


23903. .24050, 24277.. 24317 








Seq. No. 


30129 


Seq. ID 


OJ990619_34.9922 


.C4 


Gene No . 


62130 


Strand 


+ 




Start 


116 


End 


996 




Name 


OJ990619 34.9922.C4.ol.gs 


Method 


GENSCAN 




Start 


116 


End 


996 




GI 


none 


Score 


.74 




Exons 


116. .220, 785. .807, 891. .996 








Seq. No. 


30129 - 


Seq. ID 


OJ990619_34.9922 


.C4 


Gene No. 


62131 


Strand 


+ 




Start 


2885 


End 


4696. 




Name 


OJ990619 34.9922.C4.o3.gs 


Method 


GENSCAN 




Start 


2885 


End 


4696 




GI 


none 


Score 


.58 




Exons 


2885.. 2966, 2975.. 3100, 3728 


..3918, 3975. .4266, 4569. .4696 


Seq. No. 


30129 


Seq. ID 


OJ990619 34.9922 


.C4 


Gene No. 


62132 


Strand 


+ 




Start 


4996 


End 


11711 




Name 


OJ990619 34.9922.C4.o4.gs 


Method 


GENSCAN 




Start 


4996 


End 


11711 




GI 


none 


Score 


.54 




Exons 


4996.. 5090, 6376.. 6476, 7750 


..7957, 11313. . 11483, 11558 


. .11711 



29918 



oeq. wo. 




oeq. iu 


C\ TQQfl £1 Q *54 




Gene No. 


62133 


Strand 


+ ~~ 




Start 


12225 


End 


14023 




Name 


OJ990619 34.9922.C4.o2.np 


Method 








12204 


End 






ui 


1171577 


Score 


V ± U 




Exons 


12204. .12659, 13069.. 14023 










(X95343) hypersensitivity-related gene 


I in j. co u i ana 


taDaCUIU J 


Seq. No. 


30129 . 


Seq. ID 


OJ990619_34 


.9922.C4 


Gene No. 


62133 


Strand 


+ 




Of sr f 


12225 


End 


± *± U £. J 




Name 


OJ990619 34.9922.C4.o5.gs 


Method 






otaLC 


12225 


End 


1 ACiOA 






none 


Score 


. 3D 






12225. .12659, 13069.. 14004 








OfcfLJ . INO • 


30129 


Seq. ID 




QQOO CA 


UCilC lmo • 


62134 


Strand 






O Lai. L. 


16272 


End 


16377 




Name 


OJ990619 34.9922.C4.o2.gp 


Method 


AAT/GAP 




Start 


16272 


End 


16377 






LIB3477-003-P1-K1-E9 


Score 


169 




Exons 


16272. .16377 








T O "K* T T"\ 

\j± UcSCIip, 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 MAJOR POLLEN 


7\tt TTDPirKT 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


i iuryza 




sativa] ' 








oeq • lno . 


30129 


Seq. ID 


OJ990619_34 






62135 


Strand 






Start 


826 


End 


5226 




Name 


OJ990619 34.9922.C4.ol.np 


Method 


AAT/NAP 




O Lai U 


826 


End 


5226 




f~L T 
u J. 


6815052 


Score 


1536 




Exons 


826. .947, 1217. .1299, 1381.. 


2066, 2115 


..2255, 3085 


01-77 




4128. .4224, 4524. .4647, 4917 


..4999, 5081. .5226 






(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30129 


Seq. ID 


OJ990619_34 


.9922. C4 


Gene No. 


62135 


Strand 






O L Ct J. l» 


826 


End 


5226 




Name 


OJ990619 34.9922.C4.ol.tw 


Method 


TBLASTX: Wheat 


OUdl I, 


2379 


End 


2873 




PT 


none 


Score 


86 




Exons 


2379..267S, 2697.. 2873 








Seq. No. 


30129 


Seq. ID 


OJ990619_34 


.9922. C4 


Gene No. 


62136 


Strand 






Start 


12234 


End 


12662 




Name 


OJ990619 34.9922.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


12234 


End 


12662 




GI 


none 


Score 


125 





Exons 



12234. .12365, 12257 .. 12334 , 12396 .. 12662, 12435.. 12659 



Seq. No. 
Gene No. 
Start 



30129 
62137 
13069 



Seq. ID OJ990619_34.9922.C4 
Strand 

End 13953 



29919 




Name 


OJ990619 34.9922.C4.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


13069 


End 


13953 


GI 


none 


Score . 


109 




Exons 


13069. .13182, 13204. .13293, 


13347. .13469, 13348 


. .13530, 




13530. .13835, . 13531 .. 13953, 


13875. .13949 




Seq. No. 


30129 


Seq. ID 


OJ990619 


_34.9922 


Gene No. 


62137 


Strand 






Start 


13069 


End 


13953 




Name 


OJ990619 34.9922.C4.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


13498 


End 


13878 




GI 


none 


Score 


71 




Exons 


13498. .13593, 13624 13836, 


13626. .13832, 13810 


. .13878 


Seq. No. 


30130 


Seq. ID 


OJ990619 


_34.9922 


Gene No. 


62138 


Strand 


+ 




Start 


6003 


End 


9428 




Name 


OJ990619 34.9922.C5.o2.gs 


Method 


GENSCAN 




Start 


6003 


End 


9131 




GI 


none 


Score 


.55 




Exons 


6003.. 6164, 6343.. 6469, 6525 


..6716, 6950. .7068, 


7224 . .7: 




8748. .9131 








Seq. No. 


30130- 


Seq. ID 


OJ990619 


34 . 9922 


Gene No. 


62138 


Strand 


+ 




Start 


6003 


End ■ 


9428 




Name 


OJ990619 34.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


7170 


End 


9428 




GI 


6692123 


Score 


425 




Exons 


7170.. 7346, 8748..8987, 9329 


. .9428 






GI Descrip. 


(AC007654) T19E23.11 [Arabidopsis thaliana] 




Seq. No. 


30130 


Seq. ID 


OJ990619 


_34.9922 


Gene No. 


62139 


Strand 






Start 


945 


End 


5196 




Name 


OJ990619 34.9922.C5.ol.gs 


Method 


GENSCAN 




Start 


945 


End 


5196 




GI 


none 


. Score 


.66 




Exons 


945.. 1333, 3685.. 3742, 3998. 


.4077, 5079.. 5196 




Seq. No. 


30130 


Seq. ID 


OJ990619 


_34.9922 


Gene No. 


62140 


Strand 






Start 


10592 


End 


24402 




Name 


OJ990619 34.9922.C5.o2.tc 


Method 


TBLASTX :< 


Cress 


Start 


10022 


End 


10334 




GI 


none 


Score 


81 




Exons 


10022. .10147, 10044. .10151, 


10215. .10334, 10217 


. .10315 


Seq. No. 


30130 


Seq. ID 


OJ990619 


J34.9922, 


Gene No. 


62140 


Strand 






Start 


10592 


End 


24402 




Name 


OJ990619 34.9922.C5.o2.np 


Method 


AAT/NAP 




Start 


10037 . 


End 


12524 




GI 


4966372 


Score 


631 




Exons 


10037. .10126, 10217. .102 95, 


10380. .10425, 10506 


. .10763, 



10866. .10941, 11040. .11096, 11232 .. 11285, 12094 .. 12162, 
12255. .12524 



29920 




GI Descrip. (AC006341) ESTs gb|N38586 and gb|N38613 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


30130 




Seq. ID 


OJ990619_34.9922 


.C5 


Gene No. 


62140 




Strand 






Start 


10592 




End 


24402 




Name 


OJ990619 34. 9922. C5 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


10040 




End 


10770 




GI 


none 




Score 


56 




Exons 


10040. . 10129, 10044 


. . 10139, 


10215. .10298, 10217. .10297, 






10376. . 10414, 10389 


. . 10415, 


10648. .10770 




Seq. No. 


30130 




Seq. ID 


OJ990619_34.9922 


.C5 


Gene No. 


62140 




Strand 






Start 


10592 




End 


24402 




Name 


OJ990619 34. 9922. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10040 




End 


10533 




GI 


none 




Score 


115 




Exons 


10040. . 10147, 10043 


. . 10129, 


10044. .10151, 10200. .10298, 






10215. . 10298, 10216 


. . 10299, 


10217. .10315, 10339. .10443, 






10376. . 10426, 10504 


. .10533 








Seq. No. 


30130 




Seq. ID 


OJ990619_34.9922 


. C5 


Gene No . 


62140 




Strand 






Start 


10592 




End 


24402 




Name 


OJ990619 34. 9922. C5 


. o3.gs 


Method 


GEN SCAN 




Start 


10592 




End 


24402 




GI 


none 




Score 


.64 




Exons 


10592. .10700, 10742 


. . 10769, 


10866. .10989, 11232 .. 11285, 






12094 . . 12162, 12255 


. . 12591, 


14592. .14 64 9, 14834. .15044, 






15389. .15465, 15561 


. . 15652, 


15950. .15992, 16708 .. 16791, 






16903. . 16982, 18389 


. . 18483, 


18678. .18739, 18872 .. 18953, 






19393. .19815, 21176 


. .21383, 


23223. .23505, 23628 .. 23667, 






24111. .24402 










Seq. No. 


30130 




Seq. ID 


OJ990619_34.9922 




Gene No . 


62140 




Strand 






Start 


10592 . 




End 


24402 




Name 


OJ990619 34. 9922. C5 


. ol . t c 


Method 


TBLASTX: Cress 




Start 


12091 - 




End 


12524 




GI 


none 




Score 


184 




Exons 


12091. .12162, 12252 


. .12524 








Seq. No. 


30130 




Seq. ID 


OJ990619_34.9922, 




Gene No . 


62140 




Strand 






Start 


10592 




End 


24402 




Name 


OJ990619 34. 9922. C5, 


.06. tm 


Method 


TBLASTX: Maize 




Start 


12282 ~ 




End 


12515 




GI 


none 




Score 


42 




Exons 


12282. .12317, 12282, 


. .12515, 


12397. .12471, 12414.. 12515 




Seq. No. 


30130 




Seq. ID 


OJ990619_34.9922, 


.C5 


Gene No. 


62140 




Strand 






Start 


10592 




End 


24402 




Name 


OJ990619 34. 9922. C5. 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


14546 




End 


15068 




GI 


none 




Score 


301 





29921 



Exons 


14546. .14839, 14581. 


.14841, 




14832. .15056, 14836. 


.15060, 


Seq. No. 


30130 




Gene No. 


62140 




Start 


10592 




Name 


OJ990619 34. 9922. C5. 


o3 . np 


Start 


14577 




GI 


6751690 : 




Exons 


14577. .14885, 14921. 


.15044, 




15950. .16056, 16165. 


.16250, 




16903. .16982, 18389. 


.18483, 




20017. .20079, 21176. 


.21282 


GI Descrip. 


(AC018 908) unknown protein 


Seq. No. 


30130 




Gene No. 


62140 




Start 


10592 




Name 


OJ990619 34. 9922. C5. 


ol.gp 


Start 


14811 




GI 


2443167 




Exons 


14811. . 15044, 15389. 


.15465, 


Seq. No. 


30130 




Gene No . 


62140 




Start 


10592 




Name 


OJ990619 34. 9922. C5. 


ol . ts 


Start 


15386 




GI 


none 




Exons 


15386. .15481, 15387. 


.15467, 




15561. .15653, 15950. 


.16057, 




16162. .16263, 16166. 


.16264, 




16366. .16482, 16709. 


.16792, 


Seq. No. 


30130 




Gene No. 


62140 




Start 


10592 




Name 


OJ990619 34. 9922. C5. 


o4 . tm 


Start 


15386 




GI 


none 




Exons 


15386. .15466, 15387. 


.15467, 




15535. .15672, 15544. 


.15588, 




16702. .16791, 16710. 


.16793, 


Seq. No. 


30130 




Gene No. 


62140 




Start 


10592 




Name 


OJ990619 34. 9922. C5 . 


o2. tm 


Start 


15910 




GI 


none 




Exons 


15910. .16080, 15910. 


.16038, 




15951. .16094, 16162. 


.16263, 




16366. .16476, 16366. 


.-16482 








Gene No. 


62140 




Start 


10592 





Seq. ID OJ990619_34.9922.C5 
Strand 

End 24402 

Method AAT/NAP 

End 21282 

Score 1170 
15389. .15465, 15561 .. 15652 , 
16364. .16480, 16708 .. 16791, 
18678. .18846, 19691 .. 198 15 , 

[Arabidopsis thaliana] 

Seq. ID OJ990619_34.9922.C5 
Strand 

End 24402 

Method AAT/GAP 

End 16015 

Score 878 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_34.9922.C5 
24402 

TBLASTX : Soybean 

16939 

97 



15553. .15672, 15558 .. 15674 , 

15952. .16038, 15959 .. 16051, 

16365. .16481, 16366 16482, 

16710. .16793, 16895. .16939 

Seq. ID OJ990619_34.9922.C5 
Strand 

End 24 4 02 

Method TBLASTX : Mai ze 

End 16952 

Score 133 



Seq. ID OJ990619_34.9922.C5 
Strand 

End 24402 

Method TBLASTX : Maize 

End 16482 

Score 78 



Seq. ID 

Strand 

End 



OJ990619 34. 9922. C5 



24402 



29922 



Name 


OJ990619 34 9922 C5 


o2 . gp 


9t;* rt~ 


21176 "~ 




ox 


none 




Exons 


21176. .21565 




Seq. No. 


30130 




Gene No. 


62140 . 




Start 


10592 




Name 


OJ990619 34 9922 C5 


o5 . tm 


Start 


21188 ~~ 




GI 


none 




Exons 


21188. .21322, 21188. 


.21340 


Seq. No. 


30131 




Gene No. 


62141 




Start 


303 




Name 


OJ990619 34. 9922. C6. 


ol . qs 


Start 


303 ~~ 




GI 


none 




Exons 


303. . 361, 645 . .848, 


1464 . . 


Sea No 


30132 




Gene No. 


62142 




Start 


16.518 




Name 


OJ990619 34. 9922. G7. 


o2 . qs 


Start 


16518 ~~ 




GI 


none 




TTvnn ^ 


16518 16555. 17516 


. 17627 




18695. 18727 




Seq. No. 


30132 




Gene No. 


62143 




Start 


19771 




Name 


OJ990619 34 9922 C7 

V-/ U Z/ ZJ \J \J ZS -J *3 . ZJ Zf C~ * \-r 1 . 


o3 . qs 


Start 


19771 ~~ 




GI 


none 




Exons 


19771 . . 20091 




Sea. No. 


30132 




Gene No. 


62144 




Start 


23191 




Name 


OJ990619 34. 9922. C7. 


o5 . qs 


Start 


23191 _ 




GI 


none 




Rvnn q 


23191 23230 24967 


25015 
. -j \j ^ -j j 




27203 27429 




S^a No 


30132 




Gene No. 


62145 




Start 


28325 




Name 


OJ990619 34. 9922. C7. 


o6.np 


Start 


28325 




GI 


6056370 




Exons 


28325. .28414, 28717. 


.28978 


GI Descrip. 


(AC009894) Unknown protein 


Seq. No. 


30132 





Method 

End 

Score 



AAT/GAP 

21565 

588 



Seq. ID OJ990619_34 .9922.C5 
Strand 

End 24402 

Method TBLASTX : Mai ze 

End 21344 

Score 181 



Seq. ID OJ990619_34.9922.C6 
Strand 

End 2088 

Method GENSCAN 

End 2088 

Score . 6 



Seq. ID OJ990619_34 .9922.C7 

Strand + 

End 18727- 

Method GENSCAN 

End 18727 

Score .84 



Seq. ID OJ990619_34.9922.C7 

Strand + 

End 20091 

Method GENSCAN 

End 20091 

Score . 91 



Seq. ID OJ990619_34.9922.C7 

Strand + 

End 27429 

Method GENSCAN 

End 27429 

Score . 67 



Seq. ID OJ990619_34.9922.C7 

Strand + 

End 28981 

Method AAT/NAP 

End 28978 

Score 85 



Seq. ID OJ990619_34.9922.C7 



29923 




Gene No. 


62145 




Strand 


+ 




Start 


28325 




End 


28981 




Name 


OJ990619 34 


.9922.C7.o6.gs 


Method 


GEN SCAN 




Start 


28667 


End 


28981 




GI 


none 




Score 


. 9 




Exons 


28667. .28981 








Seq. No. 


30132 




Seq. ID 


OJ990619 34.9922. 


,C7 


Gene No. 


62146 




Strand 






Start 


1649 




End 


3676 




Name 


OJ990619 34 


. 9922.C7.ol.np 


Method 


AAT/NAP 




Start 


1649 




End 


3676 




GI 


5852079 




Score 


205 




Exons 


1649. .1900, 


3632..3676 








GI Descrip. 


(AL117264) 


zwh0002.1 [Oryza 


sativa] 






Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922. 


C7 


Gene No. 


62147 




Strand 






Start 


7419 




End 


13367 




Name 


OJ990619 34 


.9922.C7.o3.np 


Method 


AAT/NAP 




Start 


7419 




End 


13367 




GI 


4680203 




Score 


1535 




Exons 


7419. .7438, 


8556.. 9474, 9751 


..9978, 10138. .10242, 10312. 


.11757, 




13312. .13367 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922. 


C7 


Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Name 


OJ990619 34 


.9922.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8664 




End 


9867 




GI 


none 




Score 


73 




Exons 


8664. .8732, 


8739. .8843, 8746 


..8838, 8856. .8960, 8874. .8930, 




8949. .9104, 


8965.. 9138, 9159 


..9392, 9343. .9390, 9409. .9867, 




9416. .9622 










Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922. 


C7 


Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Name 


OJ990619 34 


.9922.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


8968 




End 


9263 




GI 


none 




Score 


91 




Exons 


8968. .9081, 


8970.. 9089, 9093 


..9263, 9094. .9246 




Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922. 


C7 


Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Name 


OJ990619 34 


.9922.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


9159 




End 


9577 




GI 


none 




Score 


46 




Exons 


9159. .9392, 


9343.. 9390, 9409 


..9576, 9416. .9577 




Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922. 


C7 


Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Name 


OJ990619 34 


.9922.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9508 




End 


9891 





29924 




fir 

OX 


none 




Score 


9 Q4 




Hi AVjllO 


9508.. 9822, 9512.. 9823, 9823.. 9891 








30132 




Seq. ID 


OJ990619_34.9922 


r*7 


Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Mamp 


OJ990619 34. 9922. C7 


,o3. tw 


Method 


TBLASTX: Wheat 




D Ldl L 


10496 




End 


10842 




ox 


none 




Score 


38 




LAUllO 


10496. .10546, 10507 


. .10545, 


10555. .10653, 10579 .. 1064 1, 






10697 1079S 10699 


1 0797 


10801. .10842 




Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922 


.C7 


Gene No. 


62148 




Strand 






O Lai L. 


20431 




End 


27448 




Mama 


OJ990619 34. 9922. C7 


. o2 . tc 


Method 


TBLASTX: Cress 




OLai L 


10747 




End 


11100 




■ OX 


none 




Score 


285 






1 0747 11100 










Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922 


.CI 


Gene No. 


62148 




Strand 








20431 




End 


27448 




Name 


OJ990619 34. 9922. C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Cf art 


10768 




End 


10976 




ox 


none 




Score 


126 








1 0Q74 


10784. .10975, 10785. .10976 




Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922 


.CI 


Gene No. 


62148 




Strand 






91" 3 rt* 


20431 




End 


27448 






OJ990619 34. 9922. C7 


. o2. ts 


Method 


TBLASTX : Soybean 






10828 




End 


11068 




ox 


none 




Score 


103 




T? yon 


10828. .11067, 10829 


. .11068 








Q^rr Mo 

OC4. IN KJ • 


30132 




Seq. ID 


r 

OJ990619__34.9922 




Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Name 


OJ990619 34. 9922. C7 


.o2. tw 


Method 


TBLASTX: Wheat 




O L ClX L 


10843 




End 


11427 




OX 


none 




Score 


73 






10843. .10971, 10969 


. .11088, 


10982. .11086, 11117. .11371, 






1 1 1 ?7 11497 










Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922 


.C7 


Gene No. 


62148 




Strand 








20431 




End 


27448 




Name 


OJ990619 34. 9922. C7 


.ol. ts 


Method 


TBLASTX : Soybean 




O L ClX L 


11132 




End 


11409 




GI 


none . . 




Score 


100 




Exons 


11132. .11392, 11137 


. .11409 








Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922 


.C7 


Gene No. 


62148 




Strand 






Start 


20431 




End 


27448 




Name 


OJ990619 34. 9922. C7 


. o4 .gs 


Method 


GENSCAN 





29925 



Start 20431 End 22131 

GP none Score .82 

Exons 20431. .20656, 20852 20939, 21151 .. 21284, 214 60 21592, 

22023. .22131 



Seq. No. 30132 Seq. ID 

Gene No. 62148 Strand 

Start 20431 End t 27448 

Name OJ990619_34 . 9922 .C7 . o4 .np Method AAT/NAP 

Start 21788 End 23469 . 

GI 6907086 Score 1150 

Exons 21788. .22232, 224 63.-22633, 22694.. 23469 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990619 34. 9922. C7 



Seq. No. 


30132 




Seq. ID 


OJ990619_34.9922.C7 


Gene No. 


62148 




Strand 




Start 


20431 




End 


27448 


Name 


OJ990619 34. 9922. C7 


.o5 .np 


Method 


AAT/NAP 


Start 


22627 




End 


27448 


GI 


4680186 




Score 


180 


Exons 


22627. .22655, 24384 


. .24544 


, 25015. .25087, 27305.. 27448 


GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 


Seq. No. 


30133 




Seq. ID 


OJ990619 34. 9922. C8 


Gene No. 


62149 




Strand 


+ 


Start 


481 




End 


852 


Name 


OJ990619 34. 9922. C8 


. ol .np 


Method 


AAT/NAP 


Start 


481 




End 


852 


GI 


2498930 




Score 


259 


Exons 


481. .544, 712. .852 








GI Descrip. 


DORSAL -VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GAS T RUL AT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 30133 Seq. ID 

Gene No. 62149 Strand 

Start 481 End 

Name O J99061 9_34 . 9922 . C8 . ol . gs Method 

Start 485 End 

GI none Score 

Exons 485.. 544, 712.. 816 



OJ990619_34.9922.C8 
+ 

852 

GENSCAN 

816 

.82 



Seq. No. 30134 Seq. ID 

Gene No. 62152 Strand 

Start 2420 End 

Name OJ99061 9_37 . 9922 . CI . o4 . tc Method 

Start 21 End 

GI none Score 

Exons 21. .116, 21. .116, 22. .177, 104. .190, 120. .191, 220. .273, 

222. .269, 243. .284, 245. .289, 275. .304, 282. .368, 284. .367, 

292. .369 



OJ990619_37.9922.C1 
2589 

TBLASTX: Cress 

369 

125 



Seq. No. 30134 Seq. ID 

Gene No. 62152 Strand 

Start 2420 End 

Name OJ99061 9_37 . 9922 . CI . ol . tm Method 

Start 24 End 

GI none Score 



OJ990619_37.9922.C1 

2589 

TBLASTX: Maize 

535 

300 



29926 




Exons 24. .215, 24. .215, 26. .220, 208. .288, 222. .284, 225. .305, 

234. .533, 263. .535, 263. .535 



Seq. No. 


30134 


Seq. ID 


OJ990619_37.9922.C1 


Gene No. 


62152 


Strand 




Start 


2420 


End 


2589 


Name 


OJ990619 37.9922.Cl.o3.ts 


Method 


TBLASTX : Soybean 


Start 


2218 


End 


2589 


GI 


none 


Score 


133 


Exons 


2218.. 2334, 2219.. 2299, 2250. 


.2306, 2313. .2342, 2325. .2378, 




2338.. 2391, 2339.-2392, 2381. 


.2473, 2384. .2461, 2389. .2463, 




2474. .2527, 2475. .2525, 2476. 


.2538, 2476. .2526, 2538. .2588, 




2563. .2589 






Seq. No. 


30134 


Seq. ID 


OJ990619_37.9922.C1 


Gene No. 


62152 


Strand 




Start 


2420 


End 


2589 


Name 


OJ990619 37.9922.Cl.o3.gp 


Method 


AAT/GAP 


Start 


2420 


End 


2589 


GI 


2669 1.R1084 


Score 


283 


Exons 


2420. .2589 






GI Descrip. 


■3914470/sp|Q40070|PSBR HORVU 


8.0e-26 


PHOTOSYSTEM II 10 KD 




POLYPEPTIDE PRECURSOR >gi__1321868_emb_ 


_CAA66373_ (X97771) 1< 




PSII protein [Hordeum vulgare] 1 




Seq. No. 


30134 


Seq. ID 


OJ990619_37.9922.C1 


Gene No. 


62152 


Strand 




Start 


2420 


End 


2589 


Name 


OJ990619 37.9922.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


2426 


End 


2589 


GI 


none 


Score 


262 


Exons 


2426. .2587, 2427. .2588, 2438. 


.2587, 2440.. 2589 


Seq. No. 


30134 


Seq. ID 


OJ990619_37.9922.C1 


Gene No. 


62152 


Strand 




Start 


2420 


End 


2589 


Name 


OJ990619 37.9922.Cl.o5.tc 


Method 


TBLASTX: Cress 


Start 


2438 


End 


2589 


GI 


none 


Score 


210 


Exons 


2438.. 2587, 2^438.. 2587, 2440. 


.2589 




Seq. No. 


30135 


Seq. ID 


OJ990619_37.9922.C2 


Gene No. 


62153 


Strand 


+ 


Start 


2361 


End 


2795 


Name 


OJ990619 37.9922.C2.ol.gp 


Method 


AAT/GAP 


Start 


2361 


End 


2795 


GI 


5886 1.R1084 


Score 


840 


Exons 


2361. .2795 






GI Descrip. 


'11957/emb I X15901 | CHOSXX 0.0e+00 Rice 


complete chloroplast 




genome 1 






Seq. No. 


30135 


Seq. ID 


OJ990619_37.9922.C2 


Gene No. 


62154 


Strand 


+ 


Start 


5265 


End 


5467 


Name 


OJ990619 37.9y22.C2.o3.gp 


Method 


AAT/GAP 


Start 


5265 


End 


5467 


GI 


6012822 


Score 


337 



29927 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5265. .5467 

11957/emb 1X15901 | CHOSXX 1.0e-52 Rice complete chloroplast genome 



OJ990619_37.9922.C2 
+ 

16006 
AAT/GAP 
16006 
869 



30135 Seq. ID 

62155 Strand 
15565 End 
OJ990619_37 . 9922 . C2 . o4 . gp Method 
15565 End 
LIB3431-005-P1-N1-A5 Score 
15565.. 16006 

, 131251/sp|P12094)PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406_prf 15' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30135 Seq. ID OJ990619_37 . 9922 . C2 

62156 Strand 

2942 End 3314 

OJ990619_37 . 9922 . C2 . o2 . gp Method AAT/GAP 

2942 End 3314 

LIB3431-005-P1-N1-A5 Score 695 

2942. .3314 

f 131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249__prf 1503143A psbA gene [Oryza sativa] 

>gi_2 2 6 4 0 6_pr f 1 5 1 



30135 
62157 
16153 

OJ990619_37. 9922 . C2 . o4 . tm 
1 

none 



Seq. ID OJ990619_37.9922.C2 
Strand 
End 

Method 
End 
Score 



16282 

TBLASTX: Maize 

275 

113 



1..63, 3. .71, 3. .62, 50. .259, 59. .250, 60. .266, 60. .275, 61. .270 



30135 
62157 
16153 

OJ990619_37.9922.C2.ol.tw 
45 

none 

45. .263, 45. .263, 46. .264 

30135 
62157 
16153 

OJ990619_37.9922.C2.o9.tc 
212 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_37.9922.C2 
16282 

TBLASTX: Wheat 

264 

353 



Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 

Method TBLASTX : Cress 

End 717 



212. .259, 212. .250, 307. .414, 311. .388, 322. .414, 371. .565, 
389. .568, 390. .566, 601. .651, 602. .652, 640. .714, 661. .717 



29928 



Seq. No. 30135 

Gene No. 62157 

Start 16153 

Name OJ990 619_37 . 9922 . C2 . o!4 . ts 

Start 649 

GI none 

Exons 649.. 699, 651.. 701, 794.. 883, 
889. .972, 890. .970 



Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 

Method TBLASTX : Soybean 

End 972 

Score 82 

796.-885, 799. .885, 800. .886, 



Seq. No. 30135 Seq. ID 

Gene No. 62157 Strand 

Start 16153 End 

Name OJ990619_37 . 9922 . C2 . o3 . tm Method 

Start 678 End 

GI none Score 

Exons 678. .905, 678. .887, 680. .916, 680. .904, 861. .956, 883. .957, 

884. .958, 886. .957 



OJ990619_37.9922.C2 
16282 

TBLASTX: Maize 

958 

367 



Seq. No. 30135 

Gene No. 62157 

Start 16153 

Name OJ990619_37 . 9922 . C2 . o5 . tm 

Start: 2411 

GI none 

Exons 2411.. 2632, 2411.. 2524, 2412, 



OJ990619_37.9922.C2 
16282 

TBLASTX: Maize 

2681 

256 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2633, 2530.. 2580, 2533.. 2580, 



2621.. 2680, 2622.. 2681, 2622.. 2681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30135 
62157 
16153 

OJ990619_37 . 9922 . C2 . ol . ts 

2752 

none 



Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 

Method TBLASTX : Soybean 

End 16196 

Score 168 



2752.. 2988, 2764.. 2994, 2771.. 2995, 3127.. 3651, 3132.. 3866, 
3133. .4377, 3134. .4405, 4309. .4416, 4311. .4406, 4412. .4795, 
4417. .4722, 4464.-4793, 4765. .4794, 15638 ., 15793, 15641 .. 15814 , 
15648. .15815, 15648 .. 15821, 15953 .. 16177, 15954 .. 16184 , 
15960. .16196 



Seq. No. 30135 
Gene No. 62157 
Start 16153 

Name OJ990619_37 . 9922 . C2 . o7 . tm 

Start 2892 
GI none 

Exons 2892.. 3002, 2892.. 3008, 2893 

3019.. 3084, 3036.. 3101, 3055 
3119.. 3175, 3130.. 3174, 3134 
15773. .15814, 15774 .. 15818 , 15825 
15847. .15912, 15855 15893, 15864 



Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 
Method TBLASTX : Mai ze 
End 16056 
Score 175 

3003, 2930.. 3022, 3014.. 3079, 
3093, 3096.. 3122, 3097.. 3123, 
3175, 3135. .3176, 15773 .. 15829, 
15851, 15826. .15852, 
15929, 15869. .15934, 



15918. .16055, 15926. .16018, 1594 0 .. 16056, 15946. .16056 



Seq. No. 30135 

Gene No. 62157 

Start 16153 

Name OJ990619 37 . 9922 . C2 . o3 . tc 



Seq. ID OJ990619J37.9922.C2 
Strand 

End 16282 

Method TBLASTX : Cress 



29929 



OLai L 


3690 








C1T 


nunc 








DA vl I O 


3620 3682 


3622 


3684 


3694 


Cppr M/*) 


30135 








VJC11C • 


62157 








OLai. l 


16153 








Name 


OJ990619 37 


.9922 


.C2.ol. 


tc 


Start 


4187 








GI 


none 








it von ^ 


4187 4408 


4187 
110 / 


4408 


4309 




4666 4890 


5858 
0 0 0 0 
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Seq. No. 


30135 








Gene No. 


62157 
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16153 
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OJ990619 37, 


.9922, 


,C2.oll 


.ts 


Start 


7402 








GI 


none 









End 4075 
Score 126 

.4068, 3695,. 4072, 3920.. 4075 

Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 
Method TBLASTX : Cress 
End 6591 
Score 288 

.4410, 4412. .4870, 4464. .4871, 
.6204, 5866. .6204, 5868. .6206, 
.6398, 6204. .6395, 6416. .6589, 
.6591 

Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 

Method TBLASTX : Soybean 

End 6403 

Score 40 



Seq. ID OJ990619_37.9922.C2 
Strand 

16282 

TBLASTX : Soybean 
6691 
177 



End 

Method 
End 
Score 
.6691 



Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 

-Met hod TBLASTX : Maize 

End 8965 

Score 67 

.8935, 8520.. 8936, 8906.. 8965 

Seq. ID OJ990619_37.9922.C2 
Strand 

End 16282 

Method TBLASTX : Soybean 

End 6943 

Score 124 

,6817, 6810.. 6932, 6818.. 6943, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_37.9922.C2 
16282 

TBLASTX: Soybean 

7663 

135 



29930 




uAUl I O 


740? 74Q7 


7403 


74 Q5 


7 4 04 


.7496, 7480. .7662, 7494. .7661, 
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1 *J \J 4— • . 1 U V J 












Seq. No. 


30135 








Seq. ID 


OJ990619_37.9922.C2 


Gene No. 
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Start 
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7611 7808 
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Cpn No 


30135 








Seq. ID 


OJ990619_37. 9922.C2 


ftjpnp No 


62157 








Strand 




Start 


16153 








End 


16282 


Name 


OJ990619 37 


.9922. 


C2.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


7771 








End 


9272 


yj x 


n ono 
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Score 


328 


R ynn s 


7771 784? 


7 97? 


fi?05 


7 Q8 ? 


.8323, 7982. .8320, 7983. .8324, 




8581 8616 


8 643 


8696 


864 Q 


.8693, 8734. .9036, 8756. .9037, 




8769 9047 


9085 . 


. 9129, 


9089 


.9130, 9129.. 9272, 9130.. 9255 


Seq. No. 


30135 








Seq. ID 


OJ990619_37.9922.C2 


Gene No. 


62157 








Strand 




Start 


16153 








End 


16282 


Name 


OJ99061 Q 37 


QQ?? 


r? oi i 


r o 


Method 


TBLASTX: Cress 


Start 


7981 _ 








End 


8306 


Ul 


n ono 








Score 


210 


R xnn 

J—J *w W i U 


7981 8211 


7981 


8?05 


7Q8? 


.8305, 7983.. 8306 




30135 








Seq. ID 


OJ990619_37.9922.C2 


VJCilC liU • 


62157 

U£> X J / 








Strand 




Start 


16153 








End 


16282 


Name 


OJ990619 37 


.9922. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8512. 








End 


8748 


GI 


none 








Score 


78 


R von <? 


8 51? 855Q 


851 3 


8563 

* OJvJ/ 


8 513 
Ojl J , 


.8563, 8520. .8564, 8559. .8648, 




8567 8638 

O JU / • * (J U JQ , 


8575 


864 Q 


8647 


.8694, 8650. .8700, 8651. .8704, 




8652 8705 


8703 . 


• 8747 


8704 


.8748, 8704.. 8748 


JCLJ • IN <J • 


301 35 








Seq. ID 


OJ990619_37.9922.-C2 


Gene No. 


62157 








Strand 




Start 


16153 








End 


16282 


Name 


OJ990619 37 


992? 


r? o7 


ro 


Method 


TBLASTX: Cress 


Start 

u Lai L 


8755 _ 








End 


9272 


GI 


non o 








Score 


213 


R von ^ 
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O / J J » • O JJO; 


87 55 
o / j j • 
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. U 7 JO f 
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O / J V • 


.8959, 8953.. 9042, 8954.. 9031, 




91 1 2 91 ?Q 


Q1 ?Q 


Q?7? 


Q1 30 
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Seq. No. 


30135 








Seq. ID 


OJ990619_37.9922.C2 


Gene No. 


62157 








Strand 




Start 


16153 








End 


16282 


Name 


OJ990619 37. 


.9922. 


C2.ol2 


.ts 


Method 


TBLASTX : Soybean 


Start 


9273 








End 


9548 


GI 


none 








Score 


270 


Exons 


9273.-9548, 


9280. 


.9516, 


9452. 


.9547 




Seq. No. 


30135 








Seq. ID 


OJ990619_37.9922.C2 



'29931 



Gene No. 


62157 


Start 


16153 


Name 


OJ990619 37. 


Start 


9298 ~ 


GI 


none 


Exons 


9298 . . 9372, 




9420. .9578 


Seq. No. 


30135 


Gene No. 


62157 


Start 


16153 


Name 


OJ990619 37. 


Start 


9502 ~ 


GI 


none 


Exons 


9502 . . 9696, 


Seq. No. 


30135 


Gene No. 


62157 


Start 


16153 


Name 


OJ990619 37. 


Start 


9549 ~ 


GI 


none 


Exons 


9549. . 10049, 


Sea. No. 


30135 


Gene No. 


62157 


Start 


16153 


Name 


OJ990619 37. 


Start 
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GI 


none 


Exons 
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Seq. No. 


30135 


Gene No. 


62157 


Start 


16153 
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OJ990619 37. 


Start 
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GI 


none 


Exons 
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Seq. No. 


30135 


Gene No. 


62157 


Start 


16153 


Name 


OJ990619 37.' 


Start 
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none 


Exons 
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End 16282 

2.C2.o4.ts Method TBLASTX: Soybean 
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End 16282 
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End 10119 
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Seq. ID OJ990619_37.9922.C2 
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End 16282 

Method TBLASTX : Cress 
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1 11957/emb 1X15901 ICHOSXX 0.0e+00 Rice complete chloroplast 
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Start 1 

Name OJ990619_37 . 9922 . C4 . ol . tm 

Start 1 

GI none 

Exons 1..537, 1..531, 3.. 539, 3. 



Seq. ID OJ990619_37.9922.C4 
Strand 
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Method TBLASTX: Maize 
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Exons 
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30138 Seq. ID OJ990619_37 . 9922 . C5 

62160 Strand + 
3357 End 3418 
OJ990619_37 . 9922 .C5 . o2 . gp Method AAT/GAP 
3357 End 3418 
56420_1.R1084 Score 88 
3357. .3418 

! 2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 
thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] 1 

30138 Seq. ID OJ990619_37 . 9922 . C5 

62161 Strand + 
10249 End 10978 
OJ990619_37 . 9922 .C5 . o5 . gp Method AAT/GAP 
10249 End 10978 
24824JL.R1084 Score 1379 
10249. .10978 

'476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa] ' 



30138 
62162 
11075 

OJ990619_37.9922.C5.o6.gp 
11075 

14384J..R1084 

11075. .11786, 11872.. 11900 
'5881726/dbj |BAA84417.1| 3, 
subunit [Arabidopsis thaliana] 1 



Seq. ID OJ990619_37.9922.C5 

Strand + 

End 11900 

Method AAT/GAP 

End 11900 

Score 1358 

Oe-24 (AP000423) RNA polymerase alpha 



30138 Seq. ID 

62163 Strand 
13716 End 
OJ990619_37 . 9922 . C5 . o7 . gp Method 
13716 End 
7528_2.R1084 Score 
13716. .14339 

' 140291/sp|P12206| YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



OJ990619_37.9922.C5 
+ 

14339 
AAT/GAP 
14339 
1139 
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62164 
15750 



Seq. ID OJ990619_37.9922.C5 
Strand + 
End 16191 
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GI Descrip. 
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Start 
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GI Descrip. 



Seq. No. 

Gene No. 
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Name 
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GI 

Exons 

GI Descrip. 



OJ990619_37. 9922.C5.o9.gp Method AAT/GAP 

15750 End 16191 

uC-osflM202092b08bl Score 831 

15750. .16191 

' 118048/sp| P07888 |CYF_0RYSA 5.0e-65 AP0CYT0CHR0ME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] 1 



30138 Seq. ID 

62165 Strand 
20756 End 
OJ990619_37 . 9922 . C5 . olO . gp Method 
20756 End 
uC-osflm202104g03bl Score 
20756. .21278 

' 131211/sp| P19443|PSAJ_MAIZE 6-0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X8 6563) psaJ [Zea mays] ' 



OJ990619_37.9922.C5 
+ 

21278 
AAT/GAP 
21278 
1026 



30138 Seq. ID 

62166 Strand 

24823 End 

OJ99061 9_37 . 9922 . C5 . ol2 . gp Method 

24823 End 

LIB3432-057-P1-K1-A8 Score 
24823. .24951 

1 11957/emb 1X15901 | CHOSXX 7.0e-52 Rice complete chloroplast 
genome ' 



OJ990619_37. 9922.C5 
+ 

24951 
AAT/GAP 
24951 
169 



OJ990619_37.9922.C5 
+ 

26053 
AAT/GAP 
26053 
1023 



30138 Seq. ID 

62167 Strand 
25501 End 
OJ990619_37.9922.C5.ol3.gp Method 
25501 End 
2896_1.R1084 Scqre 
25501.. 26053 

1 131271/ sp | P12157 | PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



30138 Seq. ID 

62168 Strand 
28110 End 
OJ990619_37 . 9922 . C5 . ol6 . gp Method 
28110 End 
uC-osflcypOllbOlbl Score 
28110.. 28616 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>yi_226762__prf I604469A cytochrome bb [Oryza sativa] ' 



OJ990619_37.9922.C5 
+ 

28616 
AAT/GAP 
28616 
987 



Seq. No. 



30138 



Seq. ID OJ990619 37. 9922. C5 



29936 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



62169 Strand + 

34636 End 35740 

OJ990619_37 . 9922 . C5 . o21 . gp Method AAT/GAP 
34636 End 35740 

2291_1.R1084 Score 2153 

34636. .35740 

'133936/sp|P12146|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990619_37.9922.C5 
+ 

37227 
AAT/GAP 
37227 
2931 



30138 Seq. ID 

62170 Strand 
35755 End 
OJ990619_37 . 9922 . C5 . o22 . gp Method 
35755 End 
3073_1.R1084 Score 
35755. .37227 

, 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ,v 

30138 Seq. ID OJ990619_37 . 9922 .C5 

62171 Strand 

1509 End 1624 

OJ990619_37.9922.C5.ol.gp Method AAT/GAP 

1509 End 1624 

LIB3431-013-P1-K1-B3 Score 181 

1509.. 1624 

, 6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 1 

30138 Seq. ID OJ990619_37 . 9922 . C5 

62172 Strand 

5461 End 6430 

OJ990619_37. 9922.C5.o3.gp Method AAT/GAP 

5461 End 6430 

2409_1.R1084 Score 1911 

5461. .6430 

, 128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



30138 
62173 
9269 

OJ990619_37.9922.C5.o4.gp 
9269 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 9785 

Method AAT/GAP 

End 9785 



Exons 9269.. 9785 

GI Descrip. '552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] 1 



29937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30138 Seq. ID OJ990619_37 . 9922 . C5 

62174 Strand 

14343 End 14880 

OJ990619_37 . 9922 . C5 . 08 . gp Method AAT/GAP 

14343 End 14880 

2653_1.R1084 Score 1052 
14343. .14880 

'11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 
>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 

30138 Seq. ID OJ990619_37 . 9922 . C5 

62175 Strand 

23594 End 23761 

OJ990619J37. 9922. C5. oil. gp Method AAT/GAP 
23594 End 23761 

LIB3431-017-P1-K1-H4 Score 283 

23594. .23761 

'1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] ' 

30138 Seq. ID OJ990619_37 . 9922 . C5 

62176 Strand 

27209 End 27660 

OJ990619_37 . 9922 . C5 . ol4 . gp Method AAT/GAP 
27209 End 27660 

uC-osflcyp003hllbl Score 872 

27209. .27660 

•131332/sp|P09449|PSBH_ORYSA 1.0e-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA3397 6_ (X15901) PSII 10kDa phosphoprotein 

[Oryza sativa] >gi_226635 j?rf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] • 



30138 Seq. ID 

62177 Strand 

27790 End 

OJ990619_37 . 9922 . C5 . ol5 . gp Method 

27790 End 

uC-osflcyp084g07al Score 
27790. .27953 

'11957/emb|X15901 [CHOSXX 7, 
genome 1 



OJ990619_37.9922.C5 

27953 
AAT/GAP 
27953 
201 



Oe-38 Rice complete chloroplast 



30138 Seq. ID 

.62178 Strand 

31091 End 31656 

OJ990619_37 . 9922 . C5 . ol7 . gp Method AAT/GAP 

31091 End 31656 

OTQ01 nn ^ ^ 1 ^ 

i ouui t; _L U _L u 

31091. .31656 

5881726/dbj IBAA84417.1 I 3.0e-24 (AP000423) 



OJ990619 37. 9922. C5 



RNA polymerase alpha 



29938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



subunit [Arabidopsis thaliana] 

30138 Seq. ID OJ990619_37 . 9922 ..C5 

62179 Strand 

32439 End 32829 

OJ990619_37 . 9922 . C5 . ol8 . gp Method AAT/GAP 
32439 End 32829 

5003883 Score 782 

32439.-32829 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 

30138 Seq. ID OJ990619_37 . 9922 . C5 

62180 Strand 

33400 End 33953 

OJ990619_37 . 9922 . C5 . ol9 . gp Method AAT/GAP 
33400 End 33953 

481JL.R1084 Score 1022 

33400. .33953 

' 132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023__emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] ■ 

30138 Seq. ID OJ990619_37 . 9922 . C5 

62181 Strand • - 
34292 End 34553 
OJ990619_37 . 9922 . C5 . o20 . gp Method AAT/GAP 
34292 End 34553 
LIB3432-015-P1-K1-H8 Score 452 
34292. .34553 

' 11957/emb 1X15901 1 CHOSXX 1.0e-129 Rice complete chloroplast 
genome • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 . C5 . o41 . tm 
3 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Mai ze 

End 234 

Score 85 



3..47, 3. .47, 48. .101, 50. .100, 94. .168, 97. .156, 101. .175, 
143. .208, 158. .208, 173. .232, 201. .233, 202. .234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 ~ 
44321 

OJ990619_37 . 9922 . C5 . o28 . tm 

235 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Mai ze 

End 621 

Score 291 



235. .255, 239. .523, 258. .383, 259. .390, 278. .526, 436. .531, 
522. .611, 525. .611, 526. .621, 526. .612 



Seq. No. 

O \T - 

UC11C l>t<J . 

Start 
Name 



30138 
44321 

OJ990619 37.9922.C5.ol7.tm 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX -.Maize 



29939 



Start 
GI 

Exons 



702 End 1244 

none Score 97 

702. .785, 702. .755, 703. .783, 704. .784, 730. ,786, 785. .937, 
786. .1211, 787. .1227, 789. .1217, 1209. .1244 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand 

Start 44321 End 

Name OJ990619_37 . 9922 . C5 . ol8 . tw Method 

Start 872. End 

GI none Score 

Exons 872.. 910, 909.. 989, 921.. 989, 928.. 990, 934 
978. .1271 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Wheat 
1272 
101 

990, 949.. 1272, 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ99061 9_37 . 9922 -C5.o8.tc 

Start 999 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Cress 
1996 
585 

999. .1628, 1000. .1629, 1002. .1628, 1009. .1629, 1499. .1633, 
1647. .1718, 1648. .1695, 1861. .1980, 1893. .1982, 1900. .1977, 
1901.. 1996, 1901.. 1987 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ990619_37 . 9922 . C5 . ol6 . ts 

Start 1224 

GI none 

Exons 1224.. 1619, 1224.. 1625, 1225. 
1671. .1727 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_37.9922.C5 
47473 

TBLASTX : Soybean 

1727 

369 



,1626, 1225.. 1626, 1532.. 1627, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 Seq. ID 

62182 Strand 
44321 End 

OJ990619_37.9922.C5.o35.tm . Method 
1505 End 
none Score 



OJ990619_37.9922.C5 
47473 

TBLASTX: Maize 

1762 

163 



1505. .1618, 1505. .1618, 1506. .1619, 1507. .1647, 1613. .1705, 
1615. .1728, 1617. .1727, 1618. .1740, 1619. .1738, 1736. .1762, 
1737.. 1760, 1738.. 1761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37, 

2356 

none 

2356. .2469, 
2617. .2847, 
2857. .2976, 
3056. .3103, 
3157. .3234, 
3233. .3346, 



9922.C5.ol3.tm 



2388. .2471, 2464, 

2618.. 2848, 2621, 

2858. .2887, 2881. 

3063.. 3161, 3064, 

3158. .3235, 3171. 
3246. .3347 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 
Method TBLASTX: Maize 
End 3347 
Score 78 

.2625, 2466.. 2624, 2467. .2637, 
.2857, 2622.. 2858, 2854. .2889, 
.2973, 2882. .2980, 2892. .2984, 
.3162, 3156. .3203, 3157. .3234, 
.3239, 3232.. 3306, 3233.. 3343, 



Seq. No. 



30138 



Seq. ID OJ990619_37.9922.C5 



29940' 




Gene No. 


62182 








Strand 








Start 


44321 








End 




47473 




IN GUilC 


OJ990619 37 


. 9922 . 


C5 . o29 


. ts 


Method 




TBLASTX: 


Soybean 


Cf art 
o Lai. L 


2709 ~~ 








End 




2976 




(IT 

VJX 


none 








Score 




165 






2709 2858 


2731 . 


.2892, 


2748 . 


.2858, 


284 


8 . . 2898, 


2854 . .2976, 




2855 2971, 


2880. 


.2972, 


2920. 


.2973 










30138 








Seq. ID 


OJ990619 


37 . 9922 .C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 




47473 




Name 


OJ990619 37 


. 9922. 


C5 ,o30 


. tw 


Method 




TBLASTX: 


Wheat 


Start 


2733 ~ 








End 




2995 




GI 


none 








Score 




176 




pyrin q 


2733 2921 


2740 . 


. 2850, 


2741. 


.2857, 


2837. .2890, 


2856. .2897, 




2909 2995. 


2921 . 


.2995 












Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922.C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 




47473 




Name 


OJ990619 37 


. 9922 . 


C5 . o41 


. tc 


Method 




TBLASTX: 


Cres s 




3236 ~~ 








End 




3372 




OX 


none 








Score 




133 






3236 3352- 
*j £~ \j * * *j *j -j t+ 1 


3239. 


. 3370, 


3246. 


.3359, 


3246. .3371, 


3349. .3372 


OC^> IN (J • 


301 3R 

JUl JO 








Seq. ID 


OJ990619 


37 9922 C5 


uCI 1C INtJ • 


691 8? 

U X o c 








Strand 








OlCtl L 


44321 








End 




47473 




IN CLUIC 


OJ990619 37 


. 9922 . 


C5 o2 


tm 


Method 




TBLASTX: 


Mai ze 


O L dl L. 


396? ~~ 








End 




6664 




OX 


none 








Score 




68 






3962 4012 


3962 . 


. 4012, 


4015 . 


.4083, 


4025. .4054, 


4080 .4739, 




4086 4721 


4719 . 


. 4757, 


4726 . 


.4935, 


4730. .4945, 


4761 .4952, 




4762. .4932, 


4769. 


.4933, 


4918. 


.5442, 


4921. .5304, 


4922. .5473, 




4922. .5452, 


5456. 


.5767, 


5478. 


.5978, 


5494. .5979, 


5773. .5979, 




5976 6137, 


5980. 


. 6138, 


5981. 


.6163, 


5982. .6164, 


6173. . 6217, 




6194 6247 


6194 . 


. 6223, 


6240. 


.6266, 


6244. .6267, 


6297 . . 6359, 




6299 6361 


6314 . 


. 6361, 


6328 . 


.6372, 


6333. .6455, 


6366. . 6410, 




6367 6414. 


6382. 


. 6504, 


6389. 


.6490, 


6489. .6551, 


6489. . 6548, 




6490 6549 


6546 . 


. 6572, 


6551 . 


.6664, 


6553. .6663 




Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922.C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 




47473 




Name 


OJ990619 37 


. 9922 . 


C5 .oil 


. tc 


Method 




TBLASTX: 


Cress 


O ICll u 


4169 ~~ 








End 




4646 




O -L 


none 








Score 




463 




F 1 von c; 


4169 4 636 


4170 . 


.4637, 


4170. 


.4646, 


4300. .4644 




Sea. No. 


30138 








Seq. ID 


OJ990619 


37 .9922. C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 




47473 




Name 


OJ990619 37 


.9922. 


C5.ol3 


.ts 


Method 




TBLASTX: 


Soybean 


Start 


4221 








End 




4671 




GI 


none 








Score 




383 




Exons 


4221. .4655, 


4221. 


.4655, 


4297. 


.4671 









29941 




Seq. No. 


30138 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37 


.9922 


.C5.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


4733 








End 


5450 


GI 


none 








Score 


146 


Exons 


4733. .4921, 


4758 


. .4922, 


4759. 


.5025, 4912.. 4983, 4970.. 5026, 




5019. .5189, 


5019 


. .5096, 


5020. 


.5442, 5021. .5449, 5136. .5450 


Seq. No. 


30138 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37 


.9922 


.C5.o6. 


ts 


Method 


TBLASTX * Sovbean 


Start 


4801 








End 


5485 


GI ' 


none 








Score 


778 


Exons 


4801. .5442, 


4802 


. .5485, 


4802. 


.5449 




Seq. No. 


30138 








Seq. ID 


OJ990619_37. 9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37 


.9922 


.C5.o3. 


tw 


Method 


TBLASTX * Whpaf 


Start 


4888 








End 


5419 


GI 


none 








Score 


697 


Exons 


4888. .5418, 


4889 


. .5419 








Seq. No. 


30138 








Seq. ID 


OJ990619_37. 9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37 


.9922 


.C5.o20 


.ts 


Method 


TBLASTX : Soybean 


Start 


5487 








End 


5820 


GI 


none 








Score 


306 


Exons 


5487. .5762, 


5488 


. .5820, 


5490. 


.5819 




Seq. No. 


30138 








Seq. ID 


OJ990619_37. 9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37 


.9922, 


.C5.o21 


.tc 


Method 


TBLASTX: Cress 


Start 


5529 








End 


5880 


GI 


none 








Score 


251 


Exons 


5529. .5753, 


5530, 


. .5880, 


5530. 


.5874, 5562. .5876, 5813. .5878 


Seq. No. 


30138 








Seq. ID 


OJ990619_37. 9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37, 


.9922. 


,C5.o25 


.ts 


Method 


TBLASTX: Soybean 


Start 


6572 








End 


7241 


GI 


none 








Score 


137 


Exons 


6572. .6676, 


6573. 


, .6692, 


6574. 


.6660, 6612.. 6677, 6636.. 6722, 




6644. . 6718, 


6656. 


. .6730, 


6658. 


.6738, 6711.. 6845, 6729.. 6758, 




6764. .6862, 


6780. 


. .6854, 


6781. 


.6894, 6872.. 6940, 6900.. 6932, 




6942. .6977, 


6942. 


, .6977, 


7071. 


.7103, 7072.. 7101, 7159.. 7230, 




7174. .7233, 


7176. 


.7241 








Seq. No. 


30138 








Seq. ID 


OJ990619_37. 9922.C5 


dftne No : 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37. 


9922. 


C5.o32 


.tc 


Method 


TBLASTX: Cress 



-29942 



Start 6593 End 7149 

GI none Score 8 8 

Exons 6593.. 6661, 6595.. 6660, 6612.. 6662, 6656.. 6718, 6656.. 6733, 

6657.. 6728, 6714.. 6764, 6792.. 6854, 6793.. 6864, 6795.. 6833, 

6841. .7065, 6846. .6947, 6847. .6954, 6939. .7004, 7072. .7101, 
7111. .7149 

Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start 44321 End 47473 

Name OJ990619_37 . 9922 . C5 . ol5 . tm Method TBLASTX : Maize 

Start 6750 End 7381 

GI none Score 470 

Exons 6750. .7082, 6751. .7080, 7030. .7083, 7077. .7331, 7078. .7284, 
7316. .7381 

Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start 44321 End 47473 

Name OJ990619_37 . 9922 .C5.ol.tc Method TBLASTX : Cress 

Start 7516 End 9506 

GI none Score 75 

Exons 7516. .7686, 7611. .7850, 7676. .7840, 7683. .7844, 7771. .7854, 

7821.. 8165, 7842.. 8165, 8222.. 9505, 8223.. 8843, 8248.. 9180, 

8468.-9259, 8928. .9506 

Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start 44321 End 47473 

Name OJ990619_37 . 9922 . C5 . o27 . tm Method TBLASTX :Maize 

Start 7549 End 7933 

GI none Score 131 

Exons 7549.. 7686, 7550.. 7879, 7589.. 7879, 7771.. 7896, 7864.. 7932, 
7886. .7933 

Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start . 44321 End 47473 

Name OJ990619_37 . 9922 .C5.ol.ts Method TBLASTX : Soybean 

Start 7611 End 8907 

GI none Score 69 

Exons 7611.. 8165, 7612.. 7686, 7694.. 8161, 7701.. 8165, 8221.. 8382, 

8222. .8905, 8223. .8843, 8263. .8907, 8581. .8907 

Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start 44321 End 47473 

Name OJ990619_37 . 9922 . C5 . 06. tm Method TBLASTX: Maize 

Start 8037 End 9347 

GI none Score 67 

Exons 8037. .8165, 8042. .8164, 8126. .8422, 8222. .8818, 8223. .8807, 

8462. .8818, 8819. .9061, 8837. .9328, 8928.-9347 

Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start 44321 End 47473 

Name OJ990619 37 . 9922 . C5 .o24 . tw Method TBLASTX: Wheat 



29943 




OLdX L 


8069 








End 


8449 












Score 


44 




8069 8164 


8070 


8165 

. OIU J/ 


8222 


.8449, 8223. .8426 




^01 ^8 

JVl JO 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Nam© 


OJ990619 37 


9922 . 


C5 . o5 . 


tw 


Method 


TBLASTX: Wheat 


oiai t 


8537 ~~ 








End 


9232 


VJ-L 


n ono 








Score 


237 




8537 8818 


8538 . 


. 8807 , 


8543 . 


.8812, 8837. .8899, 8906. .8944, 




8955 9224 


8969. 


. 9232 








Seq. No. 


30138 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




o Lai L- 


44321 








End 


47473 




OJ990619 37 


9922 


C5 . o9 . 


t <3 


Method 


TBLASTX: Soybean 




8908 ~~ 

O ZJ KJ O 








End 


9993 




n on ^ 








Score 


289 




8908 9168 


8909 


. 9259, 


8909 

O Z? \J z? • 


.9502, 8910. .9503, 9937. .9993 


Seq. No. 


30138 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




Of a r > 
OlaiL 


4 4^91 

4 1 JLl 








End 


47473 


LNcUUC 


O.T99061 9 "37 


9999 


P5 o^4 


• L.UI 


Method 


TBLASTX: Maize 


OUaiL 


9^47 ~~ 








End 


9600 


r; t 


none 








Score 


261 


LjAUI 1 0 


9^47 9596 


9^4 9 


9558 

. Z7 *J *J (J f 


954 9 

Zs *J *± ZS • 


.9578, 9549.. 9578, 9583.. 9600 


o c ^ • LN (J • 


?oi ?r 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


O.T99061 9 ^7 


9999 

ZJ Z? m 


P5 nl ^ 

J < Ul J 




Method 


TBLASTX: Wheat 


Of- a r +- 


9^76 ~~ 








End 


9808 




n on a 








Score 


215 




9^76 9595 


9^78 
,70 / o • 


951 5 


94 77 

,7 *i / / • 


.9587, 9522.. 9608, 9523.. 9597, 




9586 9807 


9595 


9774 


9599 
^ %j ^ ^ • 


.9808 






?oi ^r 








Seq. ID 


OJ990619_37.9922.C5 


Gene No. 


62182 








Strand 




Start 


44321 








End 


47473 


LN dine 


O.T99061 9 37 


9999 

Z? Zf C.C. * 


P5 o40 


fm 
• LI LI 


Method 


TBLASTX: Maize 


O Ldl U 


9601 _ 

?DU1 








End 


9791 


Ol 


n ono 








Score 


199 


IT von G 


9601 97^8 

JUU1 . . J / JO; 


9601 


97^8 


9609 


.9763, 9603.. 9740, 9731.. 9787, 




9735 9791 


9737 


9790 

m Z? 1 ZS\J 










?01 "38 

JU1 JO 








Seq. ID 


OJ990619_37.9922.C5 


r2pne> No 


62182 








Strand 




Start 


44321 








End 


47473 


Name 


OJ990619 37. 


9922. 


C5.o29 


. tm 


Method 


TBLASTX: Maize 


Start 


9933 








End 


10242 


GI 


none ■ 








Score 


186 


Exons 


9933. .10055, 


9937 


..10056, 10032. .10142, 


10041. . 10097, 




10043. .10120 


, 10045. .10140, 10046. .10150, 10115 .. 10240, 



10117. .10242, 10159.. 10242 



29944 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9976 




End 


10661 




GI 


none 




Score 


203 




Exons 


9976. .10137, 9978. . 


10121, 10095. .10193, 


10124. .10186, 






10149. .10223, 10187 


. .10615, 


10207. .10659, 10207. .10659, 






10236.. 10661 










Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


10216 




End 


10919 




GI 


none 




Score 


1013 




Exons 


10216. .10902, 10216 


. . 10917, 


10239. .10919, 10404. .10919 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


.ol4. tc 


Method 


TBLASTX: Cress 




Start 


10225 




End 


10701 




GI 


none 




Score * 


41 




Exons 


10225. .10257, 10259 


. .10609, 


10260. .10682, 10261. .10701, 






10264. .10701 










Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


. o9. tm 


Method 


TBLASTX: Maize 




Start 


10243 




End 


10989 




GI 


none 




Score 


935 




Exons 


10243. .10941, 10254 


. .10937, 


10255. .10983, 10939 .. 10989, 






10942. .10989 










Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


. o23 . tw 


Method 


TBLASTX: Wheat 




Start 


10662 




End 


10844 




GI 


none 




Score 


319 




Exons 


10662. .10844, 10663 


. . 10842 








Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10987 




End 


11739 




GI 


none 




Score 


926 




Exons 


10987 . . 11733, 10988 


. .11689, 


10989. .11717, 10993.. 11739 




Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 


. o37 . tm 


Method 


TBLASTX: Maize 




Start 


10992 




End 


11280 





29945 



uJ. 


none 








Score 


205 






Exons 


10992. 


.11276, 


10993. 


1 1 9fln 


10997. .11275 






Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922 


.C5 


Gene No. 


62182 








Strand 


- 






Of r +- 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


\J -J Z/ • LL* 


Method 


TBLASTX : 


C O o 




O Lai. L 


11225 








End 


11371 








none 








Score 


164 








11225. 


.11371, 


11226. 


1 1 ?fif) 










o c q • in u . 


30138 








Seq. ID 


OJ990619 


"37 QQ99 




Gene No. 


62182 








Strand 








Start 


44321 








End 


47473 








OJ990619 37. 9922. C5. 


r>90 tm 

\J£.\J • L.ILI 


Method 


TBLASTX: 


Ma i ze 




Of a rf- 
O La! L. 


11334 








End 


11870 








none 








Score 


310 








11334. 


.11693, 


11343. 


1 1 Q 

• X X <J H -7 , 


11356. .11703, 11359 


1170^ 

• . X X f KJ *J j 






11811. 


.11870, 


11815. 












Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922 


.C5 


Gene No. 


62182 








Strand 








D Lai. L 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 




Method 


TBLASTX : 


c^r es s 




Ota ITT, 


11454 








End 


11723 








none 








Score 


353 






Exons 


11454. 


.11585, 


11455. 


11791 


11455. .11721, 11622 


1179^ 




Con Mr* 


30138 








Seq. ID 


OJ990619 


^7 QQ99 




uUllc LNL> • 


62182 








Strand 








OLdlL 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


08 . tm 


Method 


TBLASTX: 


Maize 




Start 


12010 








End 


39254 








none 








Score 


52 






Exons 


12010. 


.12042, 


12012. 




12012. .12047, 12037 


1 9f)fiQ 






12037. 


.12069, 


12055. 


1 91 

• X£. ± «J J f 


12055. .12141, 12069 


19161 

• • IlIOI/ 






12693. 


.12755, 


38479. 


• JOUOO , 


38481. .38729, 38484 


"38 79 Q 






38558. 


.38731, 


38665. 


. JO f *j\J f 


38724. .39254, 38733 








30138 








Seq. ID 


OJ990619 


?7 QQ99 






62182 








Strand 








O Co. IT L 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


o8.tw 


Method 


TBLASTX : 


Wheat 




Start 


12012 








End 


39226 








none 








Score 


66 






Exons 


12012. 


.12062, 


12012. 


1 9047 


12016. .12048, 12037 


i 9nfiQ 






12037. 


.12069, 


12069. 


1 91 £1 


12072. .12137, 12073 


1 91 R Q 

. . 1ZJ.J3, 






38850. 


.39224, 


38850. 


. J^ZZ *± , 


38851. .39225, 38851 








38924. 


.39226 
















30138 








Seq. ID 


OJ990619 


37 . 9922 


.C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


o2.tc 


Method 


TBLASTX :< 


Cress 




Start 


12039 








End 


39378 






GI 


none 








Score 


39 






Exons 


12039. 


.12068, 


12056. 


.12133, 


12069. .12131, 38160 


. .38330, 





29946 




38161. .38334, 38161 38355, 

38356. .38475, 38479. . 38688, 

39181. .39279, 39191 39286, 

39288. .39368, 39292.-39378, 




38237. .38368, 38355 38471, 

38481. .39194, 38484 .. 39194 , 

39199. .39285, 39213 .. 39287, 
39293. .39376 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ990619_37 . 9^922 .C5 . oil . ts 

Start 12069 

GI none 

Exons 12069. .12152, 12071 12133, 
38613. .39188, 38616.. 39182 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_37.9922.C5 
47473 

TBLASTX : Soybean 

39188 

96 



12072. .12134, 38611. .38688, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5. 

12759 

none 

12759. .12980, 12818. 
13452. .13538, 13453. 
14048. .14251, 14056. 
14317. .14379, 14320. 
14406. .14483, 14779. 
14872. .15246, 14876. 



o22.ts 



.12937, 
.13539, 
.14097, 
.14379, 
.14847, 
.15250, 



30138 
62182 
44321 

OJ990619_37 . 9922 . C5 . o22 . tm 
13394 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13440 

13899 

14082 

14328 

14791 

14882 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Soybean 
15250 
140 

13577, 13442. .13531, 
14060, 13904. .14044, 
14297, 14082. .14294, 
14384, 14406. .14465, 
14850, 14793. .14855, 
14986, 14902. .15249 



Seq. ID OJ990619_37.9922.C5 
Strand 

47473 

TBLASTX: Maize 
13824 
273 



End 

Method 
End 

none Score 

13394. .13573, 13400 .. 13573, 1357 6 .'. 13674 , 13577 .. 13690, 
13671. .13742, 13674 .. 13742, 13676 .. 13762 , 13699 .. 13743, 
13710. .13808, 13710. .13808, 13732 .. 13809, 13735 .. 13824 , 
13739. .13810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.o9.tc 
13905 



none 
13905. 
14377. 
14868. 



Seq. ID 
Strand 
End 

_ Method 

End . 
Score 

14390, 13907. .14395, 13908 
14466, 14382. .14465, 14794 



OJ990619 37. 9922. C5 



,15074, 14869. .15246, 14873.. 15244 



47473 

TBLASTX: Cress 
15246 
699 

14396, 14330. .14398, 
14868, 14868. .15227, 



Seq. No. 30138 
Gene No. 62182 
Start 44321 

Name OJ990619_37 . 9922 . C5 . ol8 . tm 

Start 14063 
GI none 
Exons 14063. 

14082. 

14590. 



,14095, 14064. .14096, 
,14483, 14569. .14592, 
,14637, 14591. .14635, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14074 

14570 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Maize 
14 660 
46 

14481, 14079. .14483, 
14593, 14589. .14636, 



14628. .14660, 14632. .14652 



29947 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand 

Start 44321 End 

Name OJ990619_37 . 9922 . C5 . o2 . ts Method 

Start 15254 End 

GI none Score 

Exons 15254. .15571, 15274 .. 1557 9, 15800 16009, 15806 16789, 
15807.. 16790 



OJ990619_37. 9922.C5 
47473 

TBLASTX: Soybean 
16790 
332 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand 

Start 44321 End 

Name OJ99061 9_37 . 9922 . C5 . o35 . tc Method 

Start 15266 End 

GI none Score 

Exons 15266. .15481, 15268.. 15483 



OJ990619_37.9922.C5 
47473 

TBLASTX: Cress 

15483 

228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 
OJ990619 
15484 
none 
15484 
15807 
16700 



37.9922.C5.o3.tc 



15564, 
16595, 
16750 



15485. 
16692. 



.15556, 
.16748, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15786. .16586, 
16692. .16748, 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Cress 
16750 
91 ' 

15800. .16009, 
16693. .16749, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 . C5 . ol5 . tw 
15575 



Seq. ID OJ990619_37.9922.Q5 
Strand 

47473 

TBLASTX: Wheat 
16001 
39 



End 

Method 
End 

none Score 
15575. .15601, 15576. .15611, 15577 .. 15615, 15605 
15606. .15677, 15606 15725, 15621 .. 1574 6, 15661 
15681. .15872, 15773 .. 15874 , 15876 .. 16001, 15879 
15881.. 16000 



,15676, 
,15873, 
,15998, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.ol9.tm 

15627 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Mai ze 

End 16107 

Score 58 



15627. .15665, 15629 15673, 15662 16009, 15663 .. 16106, 
15664. .16107, 15667. .16107 



Seq. No. 30138 Seq. ID OJ990619_37 . 9922 . C5 

Gene No. 62182 Strand 

Start 44321 End 47473 

Name OJ990619_37 . 9922 .C5 . o36. tm Method TBLASTX: Maize 

Start 16107 End 16275 

GI none Score 273 

Exons 16107. .16274, 16108 .. 162/5, 16110.. 16274 



Seq. No. 



30138 



Seq. ID OJ990619_37.9922.C5 



29948 




Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


,o31. tw 


Method 


TBLASTX: Wheat 




Start 


16332 




End 


16449 




GI 


none 




Score 


205 




Exons 


16332. .16448, 16333. 


. 16449, 


16335. .16448, 16336.. 16449 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


,C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


ol9. tw 


Method 


TBLASTX: Wheat 




Start 


16568 




End 


16895 




GI 


none 




Score 


377 




Exons 


16568. .16831, 16575. 


.16895,. 


16575. .16895 




Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o29.tc 


Method 


TBLASTX: Cress 




Start 


17714 




End 


18051 




GI Q 


none 




Score 


273 




Exons 


17714. .17959, 17717. 


. 17959, 


17998. .18051, 17999. .18049 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


,C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o25.tm 


Method 


TBLASTX: Maize 




Start 


17768 




End 


18051 




GI 


none 




Score 


364 




Exons 


17768. .17983, 17768. 


. 18022, 


17982. .18038, 17 983 .. 18051, 






17984. .18049, 17985. 


.18050 








Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


.44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


18003 




End 


18445 




GI 


none 




Score 


667 




Exons 


18003. .18443, 18004. 


.18429, 


18005. .18445 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


ol3. tc 


Method 


TBLASTX: Cress 




Start 


18090 




End 


18668 




GI 


none 




Score 


66 




Exons 


18090. .18146, 18090. 


. 18143, 


18091. .18147, 18092. .18148, 






18149. .18277, 18150. 


.18278, 


18151. .18279, 18280. .18561, 






18283. .18549, 18285. 


. 18557, 


18285. .18566, 18561 .. 18593, 






18565. .18594, 18597. 


. 18668, 


18601. .18663 




Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922. 


-C5 


Gene No.. 


62182 




Strand 






Start 


44321 




End 


47473 






990 61 9 37. 9922. C5. 


04 4 .tm 


Method 


TBLASTX: Maize 




Start 


18510 




End 


18662 




GI 


none 




Score 


89 





29949 



Exons 



18510. .18563, 18510. .18557, 18511 .. 18579, 18512 .. 18571 , 
18558. .18617, 18564 .. 18617, 18565 18618 , 18565 .. 18618 , 
18618. .18662, 18621.. 18662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.o20.tw 

18523 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Wheat 

End • 18924 

Score 8 6 



18523. .18597, 18524 .. 18574 , 18544 .. 18759, 18555 .. 18752, 
18556. .18759, 18739 .. 18831, 18753 .. 18899, 18778 .. 18921 , 
18799. .18924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.o43.tm 
18716 



Seq. ID OJ990619_37.9922.C5 
Strand 

47473 

TBLASTX: Maize 
19106 
64 



End 

Method 
End 

none Score 
18716. .18769, 18720 .. 18776, 18721 .. 18774 , 1874 9 .. 1884 1, 
18781. .18837, 18835 .. 18876, 18848 .. 18913, 18853 18915, 
18856. .18918,- 18922. .18999, 18 923 .. 18994 , 19029 .. 19106, 
19031. .19093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 .C5.ol.tm 

19183 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Mai ze 

End 46288 

Score 81 



19183. .19230, 19184. .19231, 44410 .. 44880 , 44411 .. 45847, 

44429. .45841, 45375 .. 45848 , 45756 .. 45857 , 45903 .. 4598 6, 

45904. .45987/ 45925. .45987, 45929. .45988, 45981. .4 6280, 
45983. .46288, 45986.. 46288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37. 9922. C5. oil. tw 
19286 
none 
19286. 



Seq. ID OJ990619_37.9922.C5 
Strand 

End " 47473 

Method TBLASTX : Wheat 

End 19882 

Score 168 



,19414, 19290. .19415, 19293 .. 19415, 19439 .. 19480 , 

19473. .19556, 19478 .. 19555, 19530 .. 19607 , 19559 .. 19609, 

19560. .19607, 19592 .. 19717, 19593 .. 19718 , 19597 .. 19716, 

19605. .19718, 19706. .19882, 19711.. 19881 



30138 
62182 
44321 

OJ990619_37.9922.C5.ol4.tm 

19448 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX: Maize 

End 20191 

Score 139 



19448. .19606, 19473. . 19598, 19475 .. 19624 , 194 80 .. 1 9620, 

19593. .19679, 19594 19680, 19594 .. 19677 , 19673 .. 19843, 

19673. .19843, 19675 .. 19845, 19860 .. 19892, 19861 .. 19914 , 

19887. .19913, 19895 .. 19924 , 19911 .. 20018 , 19912 .. 19980, 



29950 






19976. 


.20191, 19978, 


. .20184, 


19979. .20185 




Seq. No. 


30138 






Seq. ID. 


OJ990619_37.9922 


.C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o33. tc 


Method 


TBLASTX: Cress 




Start 


19775 






End 


20118 




GI 


none 






Score 


74 




Exons 


19775. 


.19861, 19777. 


.19842, 


19917. .19982, 19920 19982 , 






19992. 


.20117, 19996. 


. .20118, 


20003. .20113 




Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o28. ts 


Method 


TBLASTX : Soybean 




Start 


19917 






End 


20132 




GI 


none 






Score 


230 




Exons 


19917. 


.19982, 19976. 


.20131, 


19977.. 20132 




Seq. No. 


30138 






Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o22. tw 


Method 


TBLASTX: Wheat 




Start 


20653 






End 


21041 




GI 


none 






Score 


83 




Exons 


20653. 


.20712, 20654. 


.20731, 


20695. .20733, 20756. . 21004 , 






20760. 


.21026, 20766. 


.21041 








Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


.C5 


Gene No . 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37.9922.C5.o23.tm 


Method 


TBLASTX: Maize 




Start 


20738 






End 


21053 




GI 


none 






Score 


380 




Exons 


20738. 


.21046, 20739. 


.21053, 


20739. .21053 




Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. . 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o26. ts 


Method 


TBLASTX: Soybean 




Start 


20812 






End 


22175 




GI 


none 






Score 


168 




Exons 


20812. 


.20919, 20814. 


.20966, 


20814. .20966, 21362 .. 21526, 






21372. 


.21602, 21385. 


.21615, 


21399. .21602, 21838 .. 218 94 , 






21865. 


.21936, 21867. 


.21929, 


21873. .21917, 21924 .. 21986, 






21996. 


.22166, 21997. 


.22167, 


21998. .22162, 21998 .. 2217 1, 






22014. 


.22175 










Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922, 


,C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o36 . tc 


Method 


TBLASTX: Cress 




Start 


20815 






End 


20975 




GI 


none 






Score 


165 




Exons 


20815 . 


.20319, 20817. 


. 20975 








Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922, 


,C5 



29951 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62182 Strand 

44321 End 

OJ990619_37 . 9922 . C5 . o32 . tm Method 

21236 End 

none Score 



47473 

TBLASTX: Maize 

21573 

94 



21236. .21319, 21326 21535, 21337 21573, 21369 21569, 
21379. .21573 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ99061 9_37 . 9922 . C5 . o30 . tc 

Start 21385 

GI none 

Exons 21385. .21603, 21402 .. 21602, 
21998. .22162, 21998 22162, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21870 

22014 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Cress 
22318 
280 

21917, 21894. .21986, 
22175, 22220.. 22318 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ990619_37 . 9922 .C5 . ol9 . ts 

Start 22211 

GI none 

Exons 22211. .22297, 44810 .. 44932, 
44945. .45058, 45057 .. 45212, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
44811. .44933, 
45059. .45211 



OJ990619 37. 9922. C5 



47473 

TBLASTX : Soybean 
45212 
178 

44945. .45058, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 .C5 . o34 . tc 
22917 



Seq. ID OJ990619_37. 9922.C5 
Strand 

47473 

TBLASTX: Cress 
23494 
37 



End 

Method 
End 

none Score 
22917. .22946, 22983 .. 23018 , 22986 .. 23015, 23008 
23021. .23068, 23104 .. 23190, 23105 .. 23179, 23196 
23197. .23340, 23279. .23341, 23377 .. 23421, 23380 
23450. .23494 



.23067, 
,23294, 
,23421, 



Seq. No. 30138 
Gene No. 62182 
Start 44321 

Name OJ990619_37 . 9922 . C5 . o23 . ts 

Start 23013 
GI none 

Exons 23013. .23063, 23021 .. 23071, 

23102. .23128, 23140 .. 23184 , 
23196. .23249, 23239. . 23304 , 
23279. .23350, 23433 .. 234 98, 
23546. .23707, 23549. .23725, 
23710. .23754, 23728 .. 23754 , 
23913. .24062 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Soybean 

End 24062 

Score 73 
23097. .23138, 23101. .23178, 
23174. .23242, 23195 .. 23239, 
23245. .23337, 2324 6 .. 23338, 
23433. .23492, 23440 .. 234 93, 
23551. .23727, 2357 4 23708, 
23905. .24060, 23905 .. 24060, 



Seq. No. 
Gene No. 
Start 

Start 
GI 



30138 
62182 
44321 

23404 
none 



Seq. ID OJ990619_37.9922.C5 
Strand - 
End 47473 



*jr _ j_ 1 l 

End 
Score 



x DLirto ia I indict; 

23594 
62 



29952 




Exons 


23404 . .23430, 23406. 


.23432, 


23431. .23592, 234 34 23592, 






23435. .23593, 23436. 


.23594 








Sea. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5 . 


o5. tm 


Method 


TBLASTX: Maize 




Start 


23594 




End 


44409 




GI 


none 




Score 


230 




Exons 


23594. .23725, 23594. 


.23725, 


23595. .23726, 23713 23757, 






23719. .23757, 23758. 


.23781, 


23759. .23785, 23788 .. 24597, 






23794. .24576, 44054. 


.44371, 


44055. .44408, 44057 .. 44407, 






44101. .44409 










Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


ol7.ts 


Method 


TBLASTX : Soybean 




Start ' 


24064 




End 


24554 




GI 


none 




Score 


374 




Exons 


24064. .24492, 24074. 


.24493, 


24075. .24512, 24321 .. 24512, 






24531. .24554 










Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


ol8 . tc 


Method 


TBLASTX: Cress 




Start 


24082 




End 


24512 




GI 


none 




Score 


351 




Exons 


24082. .24492, 24083. 


.24493, 


24126. .24512 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o24 . tm 


Method 


TBLASTX: Maize 




Start 


24810 




End 


25100 




GI 


none 




Score 


167 




Exons 


24810. .24926, 24810. 


.24926, 


24811. .24930, 24811 24939, 






24917. .25099, 24930. 


.25100 








Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o38 . tc 


Method 


TBLASTX: Cress 




Start 


24979 




End 


25258 




GI 


none 




Score 


166 




Exons 


24979. .25251, 24992. 


.25258 








Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No . 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


olO.tc 


Method 


TBLASTX: Cress 




Start 


25428 




End 


25985 




GI 


none 




Score 


90 




Exons 


25428. .25559, 25435. 


.25581, 


25436. .25603, 254 4 1 .. 25560, 






25442. .25582, 25565. 


.25642, 


25577. .25981, 25580 .. 2598 1, 






25621. .25977, 25770. 


.25985 









29953 




Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


-C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


25543 






End 


25974 




GI 


none 






Score 


691 




Exons 


25543. 


.2§587, 25544. 


.25972, 


25544 . .25972, 25621.. 25974 




beq. NO. 


30138 






Seq. ID 


OJ990619_37.9922 


. C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o39. tm 


Method 


TBLASTX: Maize 




Start 


25580 






End 


25789 




GI 


none 






Score 


221 




Exons 


25580. 


.25720, 25581. 


.25718, 


25724. .25789 




Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


. C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


ol2.ts 


Method 


TBLASTX: Soybean 




Start 


25652 






End 


26096 




GI 


none 






Score 


694 




Exons 


25652. 


.26092, 25653. 


.25958, 


25654. .26091, 25995.. 26096 




Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


. C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o21.tm 


Method 


TBLASTX: Maize 




Start 


25791 






End 


26106 




GI 


none 






Score 


567 




Exons 


25791. 


.25958, 25792. 


.26106, 


25793. .26104 




Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


. C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 . 




Name 


OJ990619 37. 9922. C5. 


ol2.tc 


Method 


TBLASTX: Cress 




Start 


25988 






End 


26395 




GI 


none 






Score 


686 




Exons 


25988. 


.26395, 25988. 


.26395 








Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 






Strand 






Start 


44321 






End 


47473 




Name 


OJ990619 37. 9922. C5. 


o4.tc 


Method 


TBLASTX: Cress 




Start 


26480 






End 


29127 




GI 


none 






Score 


73 




Exons 


26480. 


.26542, 26483. 


.26545, 


26485. .26544, 26485 .. 26565, 






26597. 


.26677, 26597. 


. 26677, 


26676. .26798, 26677 .. 267 69, 






26677. 


.26805, 26833. 


.27027, 


26834. .27037, 27038 .. 27064 , 






27039. 


.27077, 27071. 


.27244, 


27075. .27176, 2707 6 27306, 






27077. 


.27319, 27284. 


.27310, 


27390. .27416, 2824 7 .. 2874 1, 






28250. 


.28897, 28252. 


.28914, 


28258. .28896, 28950 .. 29021, 






28952. 


.29020, 28955. 


.29029, 


29073. .29126, 29073 .. 29126, 






29089 . 


.29127 










Seq. No. 


30138 






Seq. ID 


OJ990619_37.9922, 


C5 



29954 



Gene No. 


62182 








Start 


44321 








Name . 


OJ990619 37. 9922. C5. 


ol8. ts 


Start 


26766 








GI 


none 








Exons 


26766. 


.26792, 


26803. 


.26982, 




27019. 


.27078, 


27030. 


.27068, 




27076. 


.27306, 


27083. 


.27319, 




27392. 


.27442 






Seq. No. 


30138 








Gene No. 


62182 








Start 


44321 








Name 


OJ990619 37. 9922. C5. 


olO. tm 


Start 


26849 








GI 


none 








Exons 


26849. 


.27355, 


26849. 


.27244, 




27261. 


.27371, 


27340. 


.27417, 




27392. 


.27421, 


27409. 


.27459, 




27450. 


.27581, 


27461. 


.27493, 




27547. 


.27582, 


27574. 


.27609, 


Seq. No. 


30138 








Gene No. 


62182 








Start 


44321 








Name 


OJ990619 37. 9922. C5. 


o27. tw 


Start 


26931 








GI 


none 








Exons 


26931. 


.26963, 


26931. 


.27098, 




27099. 


.27167, 


27100. 


.27168, 


Seq. No. 


30138 








Gene No. 


62182 








Start 


44321 








Name 


OJ990619 37. 9922. C5. 


o4 . ts 


Start 


27789 








GI 


none 








Exons 


27789. 


.2.7842, 


27849. 


.27887, 




28169. 


.28228, 


28208. 


.28924, 




28953. 


.28982, 


28954. 


.28989 


Seq. No. 


30138 








Gene No. 


62182 








Start 


44321 








Name 


OJ990619 37. 9922. C5. 


oil . tm 


Start 


28253 








GI 


none 








Exons 


28253. 


.28897, 


28256. 


.28723, 


Seq. No. 


30138 








Gene No. 


62182 








Start 


44321 








Name 


OJ990619 37. 9922. C5. 


o33. tm 


Start 


29063 








GI 


none 








Exons 


29063. 


.29257, 


29064. 


.29255, 



Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



47473 

TBLASTX: Soybean 

27442 

212 

53, 26945. .27013, 
14, 27076. .27306, 
L-0, 27391. .27441, 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Maize 
27613 
785 

27000. .27362, 27073 .. 27360 , 
27351. .27416, 27351 .. 27422 , 
27409. .27459, 274 10 .. 27460, 
27465. .27545, 27539 .. 27580, 
27587. .27613 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26933 

27100 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Wheat 
27180 
62 

27100, 27073. .27099, 
27180, 27101.. 27169 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Soybean 

End 28989 

Score 57 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_37.9922.C5 
47473 

TBLASTX: Maize 

28897 

967 



Seq. ID OJ990619_37.9922.C5 
Strand 
End . 
Method 
End 
Score 



47473 

TBLASTX: Maize 

29303 

290 



29955 




Sea No . 


30138 




Seq. ID 


OJ990619 37. 9922. C5 


(Zpnp No - 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37 9922 C5 


08 . ts 


Method 


TBLASTX : Soybean 




Start 


29212 




End 


30774 




GI 


none 




Score 


75 




Exons 


29212. .29304, 29212. 


.29331, 


29307. .29453, 29363 29452, 






29469. .29495, 29572. 


.29619, 


29578. .29619, 29731 .. 30186, 






29749. . 30318, 29756. 


. 30295, 


29756. .30322, 29766 .. 30320, 






30226. .30324, 30343. 


. 30423, 


30366. .30422, 30578 .. 30754 , 






30580. .30774 










Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o25 . tc 


Method 


TBLASTX: Cress 




Start 


29748 ~ 




End 


29995 




GI 


none 




Score 


367 




Exons 


29748. .29843, 29749. 


.29994, 


29762. .29995 




Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 ■ 




Name 


OJ990619 37 9922 C5 


o28 . tc 


Method 


TBLASTX: Cress 




Start 


29996 "~ 




End 


30201 




GI 


none 




Score 


316 




Exons 


29996 30199, 29996 


. 30199, 


29998. .30201 




Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


. C5 


Gene No . 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o31 . tc 


Method 


TBLASTX: Cress 




Start 


30601 




End 


31043 




GI 


none 




Score 


36 




Exons 


30601 30666. 30652 


30690 
. -j \j \f ^/ \j , 


30657. .30695, 30707 .. 30751, 






30794. .31030, 30803. 


. 31030, 


30849. .31043, 308 65 .. 31023, 






30901. .31032, 30912. 


. 31043 








Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37 9922 C5 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


30794 ~ 




End 


31558 




GI 


none 




Score 


523 




Exons 


30794. .31504, 30794. 


31558. 


30801. .31529, 30865.. 31551 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37 9922 C5 


o 1 6 . tin. 


Method 


TBLASTX: Maize 




Start 


30992 ~~ 




End 


31466 




GI 


none 




Score 


662 




Exons 


30992. .31465, 30993. 


.31466 








Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 





29956 



Name 

Start 

GI 

Exons 



OJ990619 37.9922.C5.ol7.tc 



Method TBLASTX : Cress 



31286 End 31873 

none Score 295 : 

31286. .31558, 31290 31529, 31541 31600, 31573 31617, 

31573. .31617, 31600 31773, 31606 .. 31740, 31614 31775, 

31614. .31784, 31643 .. 31798, 31775 31873, 31776 .. 31871, 
31777. .31872 



Seq. No. 30138 
Gene No. 62182 
Start 44321 

Name OJ990619_37 . 9922 . C5 . o42 . tm 

Start 31474 
GI none 

Exons 31474. .31548, 31493 31552, 

31602. .31730, 31615 31731, 
31643. .31735 



Seq. ID 
• Strand 
End 

Method 
End 
Score 

31494 

31615 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Maize 
31736 
51 

31532, 31495. .31548, 
31731, 31617. .31736, 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ990619_37 . 9922 . C5 . o26 . tm 

Start 31753 

GI none 

Exons. 31753. .31866, 31754 31870, 
31869. .32039, 31870 32040, 



Seq. ID 

Strand 

End 

Method 
End 
Secure 



31754. .31870, 31868 
31871. .32038 



OJ990619_37.9922.C5 
47473 

TBLASTX: Maize 

32040 

188 

32038, 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand 

Start 44321 End 

Name OJ990619_37 . 9922 . C5 . o30 . ts Method 

Start 31828 End 

GI none Score 

Exons 31828. .31920, 31829 31999, 

31980. .32072, 31984.. 32073 



OJ990619_37.9922.C5 
47473 

TBLASTX: Soybean 
32080 
91 

31838. .31999, 31979 .. 32080, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 
OJ990 
32041 
none 
32041 
32097 
-32196 
32456 
32503 
32816 
32893 
33496 



619 37.9922.C5.o3.tm . 



.32073, 
.32174, 
.32417, 
.32719, 
.32781, 
.32860, 
.33540, 
.33558 



32042. 
32104. 
32215. 
32460. 
32725. 
32821. 
32893. 



.32092, 
.32175, 
,32433, 
,32720, 
,32766, 
32874, 
,33423, 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX: Maize 

End 33558 

Score 38 
32065. .32148, 32085 .. 32147, 
32159. .32176, 32193 .. 32432 , 
32439. .32717, 32440 .. 327 18, 
32468. .32518, 324 92 .. 32770, 
32726. .32764, 32728 .. 32808 , 
32823. .32873, 32892 .. 32975, 
32912. .33556, 33i23 33557 , 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand 

Start 44321 End 

Name OJ990619_37 s 9922 . C5 . o31 . ts Method 

Start 32525 ~ End 

GI none Score 



OJ990619 37. 9922. C5 



47473 



32714 
174 



29957 



Exons 



32525. .32710, 32526.. 32714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.o9.tw 
32816 



none 
32816. 
32892. 
32997. 



,32860, 32822, 
.32972, 32893. 
.33266 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32860, 32823. .32873, 32871 
33267, 32912. .33265, 32912 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Wheat 
33274 
45 

32891, 
33274, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.ol9.tc 

32905 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Cress 

End 33425 

Score 156 



32905. .33117, 32908 .. 33078, 32912 .. 33109, 33112 .. 33321, 
33125. .33319, 33134 .. 33328, 33139 33327 , 33343 .. 33384 , 
33344. .33376, 33387.. 33425 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30138 

62182 

44321 

OJ99061 

32905 

none 

32905. . 

33112. . 

33353. . 

33567. . 

33940. . 

34206. . 

35953. . 

36183. 

36892. 

37341. 

37630. 

37841. 

37975. 

38160. 



9 37.9922.C5.o3.ts 



33069, 
33318, 
33379, 
33761, 
34302, 
34340, 
36060, 
36278, 
37116, 
37685, 
37839, 
37939, 
38154, 
38237, 



32905. 
33128. 
33396. 
33737. 
33940. 
35568. 
36123. 
36268. 
36892. 
37394. 
37657. 
37931. 
37977. 
38215. 



.33117, 
.33319, 
.33461, 
.33838, 
.34335, 
.35708, 
.36257, 
.36297, 
.37116, 
.37684, 
.37854, 
.37975, 
.38153, 
.38610, 



Seq. ID OJ990619 
Strand 

End 47473 
Method TBLASTX: 
End 38610 
Score 158 
32912. .33121, 32912 
33132. .33440, 33134 
33447. .33749, 33458 
33744. .33863, 33924 
33954. .34343, 33959 
35569. .35949, 35570 
36124. .36273, 36124 
36878. .37030, 36882 
37120. .37146, 37121 
37395. .37724, 37450 
37757. .37855, 37826 
37933.-37974, 37934 
37978. .38205, 38159 
38229. .38522 



37. 9922. C5 



Soybean 



. .33139, 
. .33355, 
. .33748, 
. .34157, 
. .34345, 
. .35938, 
. .36273, 
. .37115, 
. .37144, 
. .37689, 
. .37972, 
. .37975, 
. .38236, 



30138 
62182 
44321 

OJ990619_37 .9922.C5.o21.tw 

33346 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Wheat 

End 33710 

Score 60 



33346. .33381, 33347 .. 33385, 33355 .. 33423, 33365 .. 33421, 
33367. .33423, 33432 .. 33710, 33432 .. 33707 , 33449. .33709 



30138 Seq. ID 

62182 Strand 

44321 End 

OJ99061 9_37 . 9922 . C5 . o24 . tc Method 

33451 End 



OJ990619_37.9922.C5 
47473 

TBLASTX: Cress 
33838 



29958 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



114 



33451. .33651, 334 52 .. 33655, 33459 .. 33656, 33656 33703, 
33656. .33748, 33657 .. 33749, 33724 .. 33756, 33737 .. 33838, 
33744. .33836 



OJ990619 37. 9922. C5 



30138 Seq. ID 

62182 Strand 

44321 End 
OJ990619_37 . 9922 . C5 . ol2 . tm Method 

33599 End 

none Score 

33599. .33643, 33600 .. 33644, 3364 4 .. 34345, 33645 34340, 
35382. .35438 



47473 

TBLASTX: Maize 

35438 

75 



OJ990619 37. 9922. C5 



30138 Seq. ID 

62182 Strand 

44321 End 
OJ990619_37 . 9922 . C5 . ol4 . tw Method 

33863 End 

none Score 

33863. .33916, 33865 .. 33915, 33867 .. 33920, 33870 .. 34253, 
33871. .34254 



47473 

TBLASTX: Wheat 

34254 

80 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 . C5 . o20 . tc 

33872 

none 

33872. .33904, 33978 34043, 
34024. .34299, 34034 .. 34345, 



30138 
62182 
44321 

OJ990619_37. 
34286 



9922.C5.o25.tw 



none 

34286. 

34361. 

34499. 

34659. 



,34360, 
,34456, 
,34546, 
,34691, 



34287. .34361, 
34366. .34491, 
34531. .34611, 
42351. .42437 



Seq. ID 

Strand 

End 

Method 

End 

Score 



33988. .34032, 34023 
34038. .34337 



OJ990619_37 . 9922 .C5 J 
47473 

TBLASTX: Cress 

34345 

48 

34343, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Wheat 
42437 
131 

34331. .34456, 34357 .. 344 61, 
34475. .34498, 34477 .. 34500, 
34542. .34604, 34658 .. 34690, 



OJ990619 37. 9922. C5 



30138 Seq. ID 

62182 Strand 

44321 End 
OJ990619_37 . 9922 . C5 . o30 . tm Method 

34655 End 

none Score 

34655. .34903, 34 656 .. 34 904 , 34 663 .. 34974 , 34666.-34959, 
34910.. 34978 



47473 

TBLASTX: Maize 

34978 

352 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30138 - 

62182 

44321 

OJ990619_37, 
34694 



9922.C5.o22.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990619_37.9922.C5 
474 /3 

TBLASTX: Cress 
35928 



29959 



GI 

Exons 



none Score 4 9 

34694.-34735, 34702 .. 34722, 34754 .. 348 16, 34772 348 16, 

34809. .34898, 34810 34899, 34813 34 905 , 35026 .. 35052., 

35048. .35092, 35201 .. 35263, 35374 354 15 , 35385 .. 35432, 

35505. .35747, 35512 .. 35883, 35554 .. 35928 , 35555.. 35911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 . C5 . ol2 . tw 

34778 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Wheat 

End 35412 

Score 202 



34778. .34936, 34779 .. 34928, 34780 34 956, 34 903 .. 34989, 

34904. .34990, 34 913 .. 34987, 34 975 35088 , 34984 .. 35091, 

34989. .35096, 35098 .. 35307 , 35106 .. 35285 , 35165 .. 35335, 

35175. .35345, 35189. . 35335, 35365 354 12 , 35379.. 35411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37 . 9922 . C5 . o31 . tm 

35019 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Maize 

End 35342 

Score 59 



35019. .35048, 35020 . .35055, 35020 35052 , 35045 .. 35086, 

35045. .35092, 35049 35147, 35050 .. 35307 , 35050 .. 35220, 

35177. .35335, 35178 .. 35285, 35181 35342 , 35189 35323, 
35275. .35334 



Seq. No. 30138 
Gene No. 62182 
Start 44321 

Name OJ99061 9_37 . 9922 . C5 . o4 . tm 

Start 35482 
GI none 

Exons 35482. .35514, 354 91 .. 36063, 

35513. .36061, 35956 .. 36063, 

36277. .36735, 36289 .. 36735, 

36744. .36800, 36746 .. 36850, 

36843. .37112, 36850 .. 37149, 

37114. .37203, 37140 .. 37199, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35493 

36016 

36683 

36815 

37079 

37142 



OJ990619 37. 9922. C5 



47473 

TBLASTX: Maize 
37244 
37 

35711, 35506. .35904, 
36294, 36058. .36297, 
36796, 36727. .36801, 
37033, 36834. .37148, 
37153, 37085. .37153, 
37243, 37155.. 37244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 

OJ99061 9_37 . 9922 . C5 . o2 . tw 

35964 

none 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Wheat 

End 36729 

Score 137 



35964. .36059, 35965 .. 36297 , 35965 .. 36294 , 36328 .. 36726, 
36334. .36729 



Seq. No. 
Gene No. 
Start 
Name 

nj j_ 

O LC1I L. 

GI 

Exons 



30138 
62182 
44321 

OJ990619_37.9922.C5.o23.tc 

36159 

none 



Seq. ID OJ990619_37. 9922.C5 



Strand 
End 

Method 

End 

Score 



47473 

TBLASTX: Cress 

36675 

129 



36159. .36257, 36160 36270, 36167 .. 3627 1 , 36174 .. 36272 , 



29960 






36321. 


.36428, 


36343. 


, .36639, 


36352. .36675 






Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922 


.C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5 . 


o27 . ts 


Method 


TBLASTX: 


Soybean 




Start 


36350 








End 


36678 






GI 


none 








Score 


137 






Exons 


36350. 


.36640, 


36352. 


. 36678, 


36364. .36645 






Seq. No. 


30138 








Seq. ID 


OJ990619 


37. 9922 


.C5 


Gene No . 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


ol5 . tc 


Method 


TBLASTX: 


Cress 




Start 


37017 








End 


37905 






GI 


none 








Score 


92 






Exons 


37017. 


.37115, 


37018. 


.37116, 


37020. .37109, 37255 


. . 37305, 






37256. 


.37306, 


37256. 


.37333, 


37257. .37313, 37258 


. . 37323, 






37307. 


.37336, 


37307. 


. 37336, 


37393. .37560, 37395 


. . 37562, 






37395. 


.37565, 


37450. 


. 37566, 


37576. .37824, 37580 


. . 37819, 






37588. 


.37905, 


37757. 


. 37825 










Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922 


.C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


37426 








End 


38255 






GI 


none 








Score 


1254 






Exons 


37426. 


.38247, 


37427. 


.38248, 


37450. .38250, 37884 


. . 38255 




Seq. No. 


30138 








Seq. ID 


OJ990619 


37 . 9922 


. C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


ol7. tw 


Method 


TBLASTX: 


Wheat 




Start 


37566 








End 


37873 






GI 


none 








Score 


365 






Exons 


37566. 


.37841, 


37566. 


. 37871, 


37567. .37872, 37567 


. . 37872, 






37757. 


.37873 














Seq. No. 


30138 








Seq. ID 


OJ990619 


_37.9922 


.C5 


Gene No. 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


o28 . tw 


Method 


TBLASTX: 1 


Wheat 




Start 


39227 








End 


39454 






GI 


none 








Score 


104 






Exons 


39227. 


.39286, 


39229. 


. 39285, 


39293. .39454, 39308 


. . 39454 




Seq. No. 


30138 








Seq. ID 


OJ990619 


37. 9922 


,C5 


Gene No . 


62182 








Strand 








Start 


44321 








End 


47473 






Name 


OJ990619 37. 9922. C5. 


o27.tc 


Method 


TBLASTX : ' 


Cress 




Start 


39608 








End 


40016 






GI 


none 








Score 


61 






Exons 


39608. 


.39652, 


39612. 


.39647, 


39639. .39800, 39653 


. .39802, 






39654 . 


.39800, 


39787 . 


. 39882, 


39797. .39883, 39797 


. .39910, 






39798. 


.39884, 


39885. 


.40016, 


39887. .39967, 39894 


. .39974 





29961 




Sea No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o32. ts 


Method 


TBLASTX : Soybean 




Start 


39964 




End 


40143 




GI 


none 




Score 


52 




Exons 


39964. .39993, 39966. 


.39989, 


39999. .40139, 40002 .. 40139, 






40003. .40143 










Sea. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37,9922. C5 . 


ol6. tw 


Method 


TBLASTX: Wheat 




Start 


41312 




End 


41797 




GI 


none 




Score 


92 




Exons 


41312. .41389, 41312. 


.41389, 


41391. .41447, 41391 .. 41447, 






41422. .41502, 41427. 


.41504, 


41429. .41506, 41438 .. 41500, 






41454. .41519, 41464. 


.41505, 


41464. .41532, 41465 .. 41506, 






41492. .41512, 41517. 


.41567, 


41517. .41558, 41518 .. 41610, 






41518. .41568, 41557. 


.41796, 


41564.. 41797 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






'*} Start 


44321 




End 


47473 




"\ Name 


OJ990619 37. 9922. C5. 


ol4 . ts 


Method 


TBLASTX : Soybean 




Start 


41593 




End 


42086 




; ! GI 


none 




Score 


684 




Z ? Exons 

.j 


41593. .42084, 41603. 


.42001, 


41605. .42084, 41751 .. 42086 




; J Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


-C5 


;i Gene No. 


62182 




Strand 






H Start 


44321 




End 


47473 




= Name 


OJ990619 37. 9922. C5. 


o24 . ts 


Method 


TBLASTX : Soybean 




Start 


43292 ~ 




End 


43518 




3 GI 


none 




Score 


347 




rji Exons 


43292. .43516, 43292. 


.43516, 


43294. .43518, 43294. .43518 




=- Sea. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


T Gene No . 


- 62182 




Strand 






;f Start 


44321 




End 


47473 




*i Name 


OJ990619 37.9922.C5.ol5.ts 


Method 


TBLASTX: Soybean 




Start 


43519 




End 


43971 




GI 


none 




Score 


448 




Exons 


43519. .43836, 43523. 


.43837, 


43824. .43901, 43824 .. 43898, 






43841. .43900, 43854. 


.43970, 


43856.-43969, 43885 .. 43971, 






43885. .43971 










Sea No 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


VJCJ.1C INVJ ■ 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


olO.ts 


Method 


TBLASTX: Soybean 




Start 


44084 




End 


44808 




GI 


none 




Score 


59 




Exons 


44084. .44131, 44087. 


.44128, 


44127. .44357, 44 131 .. 4437 6, 






44132. .44371, 44382. 


.44690, 


44383.-44628, 44429. . 44629, 






44645. .44689, 44681. 


.44803, 


44683. .44808, 44683. .44808 





29962 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand 

Start 44321 End 

Name OJ99061 9_37 . 9922 . C5 . ol 6 . tc Method 

Start 44096 End 

GI none Score 
Exons 



OJ990619_37.9922.C5 
47473 

TBLASTX: Cress 

44618 

47 



44096. .44131, 44099 .. 44 128, 44127 .. 44357 , 44 131 . . 4437 6, 
44132. .44359, 44381 .. 44503, 44382 .. 444 95, 44383 .. 44517, 
44383. .44517, 44 4 95 .. 44521, 44511 44618 , 44513 .. 44605 * 



OJ990619 37. 9922. C5 



Seq. No. 30138 Seq. ID 

Gene No. 62182 Strand - ~ 

Start 44321 End 47473 

Name OJ990619_37 . 9922.C5.o.23.gp Method AAT/GAP 

Start 44321 End 46290 

GI 183_5.R1084 Score 2766 

Exons 44321. .44705, 45246.. 46290 

GI Descrip. 1 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


. C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o26. tw 


Method 


TBLASTX: Wheat 




Start 


44485 




End 


44704 




GI 


none 




Score 


99 




Exons 


44485. .44595, 44488. 


.44568, 


44489. .44572, 44552 .. 44683, 






44553. .44666, 44554. 


.44667, 


44671. .44 


703, 44672.. 44704 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o37 . tc 


Method 


TBLASTX: Cress 




Start 


44665 




End 


44825 




GI 


none 




Score 


194 




Exons 


44665. .44820, 44676. 


.44786, 


44683. .44820, 44685. .44825 




Seq. No. 


30138 




Seq. ID 


OJ990619_37.9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


45080 




End 


45490 




GI 


none 




Score 


42 




Exons 


45080. .45139, 45131. 


.45490, 


45146. .45487 




Seq. No. 


30138 




Seq. ID 


OJ990619_37. 9922 


.C5 


Gene No. 


62182 




Strand 






Start 


44321 




End 


47473 




Name 


OJ990619 37. 9922. C5. 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


45099 




End 


45848 




GI 


none 




Score 


36b 




Exons 


45099. .45320, 45099. 


.45587, 


45100. .45621, 45101 .. 45577, 






45101. .45622, 45572. 


.45688, 


45576. .45689, 45577 .. 45603, 
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45580. .45696, 45581 45697 , 45633 4 5701, 4 5665 45739, 
45670. .45771, 45703. . 45750, 45740 45814, 45756.-45824, 
45766. .4.5810, 45800 .. 45841, 45806 .. 45847, 45828.. 45848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30138 
62182 
44321 
OJ99061 
45370 
none 
45370. . 
45587. . 
45707. . 
45904. . 
45998. . 
46217. . 
46343. . 



9 37.9922.C5.o21.ts 



45570, 45371. 

45676, 45633. 

45739, 45739. 

45969, 45906. 

46102, 46025. 

46255, 46316. 
46483 



.45577, 
.45683, 
.45780, 
.45971, 
.46102, 
.46474, 



Seq. ID OJ990619_37.9922.C5 
Strand 

End 47473 

Method TBLASTX : Soybean 

End 46483 

Score 308 
45554. .45676, 45586 .. 45681, 
4564 0. .45687, 45703. .45738, 
4574 6. .45781, 457 69. .45831, 
45964. .45990, 45965 .. 45991, 
46110. .46202, 4 6129 .. 46185, 
46317. .46472, 4 6318 .. 4 6482, 



Seq. No. 30138 

Gene No. 62182 

Start 44321 

Name OJ990619_37 . 9922 . C5 . o40 . tc 

Start 45908 

GI none 
Exons 



Seq. ID OJ990619__37.9922.C5 
Strand 
End 

Method 
End 
Score 



47473 

TBLASTX: Cress 
'46129 
4 0- 



45908. .45943, 45933 .. 45974 , 45945 .. 45977 , 4 5967 .. 4 6104 , 
45968. .46111, 45969. . 46100, 45970 .. 4 6101, 46106. .46129 



Seq. No. 


30138 








Seq. 


ID OJ990619 


_37.9922 


Gene No. 


62182 








Strand 






Start 


44321 








End 


47473 




Name 


OJ990619 37. 9922. C5. 


o5 . tc 


Method TBLASTX: < 


3ress 


Start 


46130 








End 


47473 




GI 


none 








Score 


110 




Exons 


46130. 


.46225, 


46130. 


.46216, 


46223. . 


46249, 


46223 


. .46249, 




46225. 


.46254, 


46316. 


.46462, 


46323. . 


46454, 


46357 


. .46455, 




46419. 


.46490, 


46509. 


.46586, 


46510. . 


46590, 


46510 


. .46590, 




46511. 


.46591, 


46583. 


.46654, 


46586. . 


46654, 


46587 


. .46655, 




46610. 


.46717, 


46656. 


.46718, 


46714. . 


46845, 


46734 


. .46850, 




46736. 


.46843, 


46740. 


.46898, 


46790. . 


46897, 


46858 


. .46902, 




46916. 


.46963, 


46917. 


.47093, 


46918. . 


47100, 


47001 


. .47102, 




47003. 


.47101, 


47127. 


.47186, 


47129. . 


47188, 


47131 


. .47202, 




47140. 


.47193, 


47195. 


.47311, 


47196. . 


47279, 


47197 


. .47313, 




47281. 


.47406, 


47290. 


.47397, 


47309. . 


47404, 


47319 


. .47411, 




47405. 


.47431, 


47405. 


.47431, 


47409. . 


47444, 


47433 


. .47471, 




47435. 


.47473, 


47435. 


.47473 










Seq. No. 


30138 








Seq. 


ID OJ990619 


_37.9922 


Gene No. 


62182 








Strand 






Start 


44321 








End 


47473 




Name 


OJ990619 37. 9922. C5. 


o29.tw 


Method TBLASTX : Wheat 


Start 


47215 








End 


47473 




GI 


none 








Score 


76 






Exons 


47215. 


.47310, 


47215. 


.47292, 


47281. . 


47352, 


47290 


. .47352, 




47322. 


.47363, 


47326. 


.47412, 


47348. . 


47413, 


47399 


. .47473, 




47415. 


. 47471, 


47416. 


. 47472, 


47417 . . 


47473 






Seq. No. 


30139 








Seq. 


ID OJ990619 


_37.9922 



29964 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62183 Strand 
1 End 
OJ990619_37 . 9922 . C6 . ol . tc Method 
1 End 
none Score 
1..168, 2. .40, 3. .167, 110. .169 



+ 

169 

TBLASTX: Cress 

169 

228 



Seq. No. 30139 

: Gene No. 62183 

Start 1 

Name OJ990619_37. 9922.C6.ol.tm 

Start 18 

GI none 

Exons 18. .167, 18.. 167, 19. .168, 



Seq. ID OJ990619_37.9922.C6 



Strand 
End 

Method 
End 
Score 
86. .169 



+ 

169 

TBLASTX: Maize 

169 

146 



Seq. No. 30139 Seq. ID 

Gene No. 62184 Strand 

Start 75 End 

Name OJ990619_37 . 9922 . C6 . ol . tw Method 

Start 75 End 

GI none Score 

Exons 75. .167, 76.. 168, 89. .169 



OJ990619_37.9922.C6 
169 

TBLASTX: Wheat 

169 

150 



Seq. No. 30140 Seq. ID OJ990619_37 . 9922 . C7 

Gene No. 62185 Strand + 

Start 1 End 244 

Name OJ990619_37 . 9922 .C7 . ol . gp Method AAT/GAP 

Start 1 End 244 

GI 1629_2.R1084 Score 462 

Exons 1. .244 

GI Descrip. 1 1245217/gb | U49840 | OSU49840 1.0e-170 Oryza sativa subsp. indica 

large ribosomal RNA gene, chloroplast gene encoding chloroplast 
rRNA, partial sequence' 



Seq. No. 


30140 






Seq. ID 


OJ9.90619_37.9922 


.C7 


Gene No. 


62186 






Strand 


+ 




Start 


657 






End 


1227 




Name 


OJ990619 37 


.9922.C7 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


245 




GI 


none 






Score 


198 




Exons 


1..123, 3.. 


113, 98. 


.172, 


100. .243, 104. 


.244, 114. .245 




Seq. No. 


30140 






Seq. ID 


OJ990619_37.9922 


,C7 


Gene No. 


62186 






Strand 


+ 




Start 


657 






End 


1227 




Name 


OJ990619 37 


.9922.C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 






End 


245 




GI 


none 






Score 


186 




Exons 


1..108, 2.. 


112, 3.. 


113, 3 


..116, 98. .172 


104. .220, 114. 


.230, 



118. .237, 173. .244, 174. .245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30140 
62186 
657 

OJ990619_ 
7 

none 



3 / . 992k: .0 / .oi.tw 



Seq. ID OJ990619_37.9922.C7 

Strand + 

End 1227 

Method TBLASTX : Wheat 

End 1146 

Score 429 



29965 



Exons 7. .60, 687. .980, 688. .981, 731. .982, 782. .826, 783.-827, 

1051. .1131, 1052. .1132, 1053. .1145, 1054. .1146 



Seq. No. 


30140 


Seq. ID 


OJ990619_37.9922.C7 


Gene No. 


62186 


Strand 


+ 


Start 


657 


End 


1227 


Name 


OJ990619 37.9922.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


70 


End 


245 


GI 


none 


Score 


284 


Exons 


70 1 £9 71 OAA 79 94R 






Seq. No. 


30140 


Seq. ID 


OJ990619_37.9922.C7 


Gene No. 


62186 


Strand 


+ 


Start 


657 


End 


1227 


Name 


OJ990619 37.9922.C7.o3.tc 


Method 


TBLASTX: Cress 


Start 


467 


End 


586 


GI 


none 


Score 


180 


Exons 


467. .586, 467. .580 






Seq. No. 


30140 


Seq. ID 


OJ990619_37.9922.C7 


Gene No. 


62186 


Strand 


+ 


Start 


657 


End 


1227 


Name 


OJ990619 37.9922.C7.o2.gp 


Method 


AAT/GAP 


Start 


657 


End 


1227 


GI 


306 9.R1084 


Score 


860 


Exons 


657.. 981, 1052.. 1227 






GI Descrip. 


' 287391/dbj | D13111 | RICMT15 


1.0e-178 Oryza sativa mitochondrial 




rpoB pseudogene 1 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30140 
62186 
657 

OJ990619_37 . 9922 . C7 . ol . tm 

663 

none 



Seq. ID OJ990619_37.9922.C7 

Strand + 

End 1227 

Method TBLASTX : Mai ze 

End 981 

Score 559 



663. .980, 664. .981, 664. .981, 782. .826, 783. .827 



30140 
62186 
657 

OJ990619_37 . 9922 . C7 . o2 . tc 

882 

none 



Seq. ID OJ990619_37.9922.C7 

Strand + 

End 1227 

Method TBLASTX : Cress 

End 1227 

Score 36 



882. .911, 903. .968, 918. .980, 934. .981, 1053. .1226, 1053. .1226, 
1054.. 1227 



Seq. No. 30140 

Gene No. 62186 

Start 657 

Name OJ990619_37 . 9922 . C7 . o3 . tm 

Start 1052 

GI none 

Exons 1052.. 1135, 1053.. 1202, 1053. 



Seq. ID OJ990619_37.9922.C7 

Strand + 

End 1227 

Method TBLASTX : Mai ze 

End 1203 

Score 152 
.1202, 1054.. 1203 



Gene No. 
Start 



3014 1 
62187 
1 



Strand 

End 175 



29966 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990619_37 . 9922 . C9 . ol . gp Method AAT/GAP 
1 End 175 

306_9.R1084 Score 321 

1. .175 

, 287391/dbj ( D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 1 



30141 
62187 
1 

OJ990619_37.9922.C9.ol.tc 
2 

none 



Seq. ID OJ990619_37.9922.C9 

Strand 

End 175 

Method TBLASTX : Cress 

End 175 

Score 120 



2. .106/ 3. .119, 3. .104, 108. .173, 108. .173, 109. .174, 116. .175 



30142 
62188 
1 

OJ990619_37. 9922. C10. ol.gp 
1 

2669_1.R1084 
1. .134 

'3914470/sp|Q40070|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] 1 



Seq. ID OJ990619_37. 9922. C10 

Strand + 

End 134 

Method AAT/GAP 

End 134 

Score 259 



30142 
62188 
1 

OJ990619_37. 9922. C10. ol.tw 
1 

none 



Seq. ID OJ990619_37. 9922. C10 

Strand + 

End 134 

Method TBLASTX: Wheat 

End 134 

Score 206 



1. .129, 2. .124, 107. .133, 113. .133, 114. .134, 114. .134 



30142 
62188 
1 

OJ990619_37. 9922. C10. ol.tc 
1 

none 

1..132, 2. .133, 3. .134 

30142 
62188 
1 

OJ99061 9_37 . 9922 . C10 . ol . tm 
1 

none 

1..78, 2. .82, 63. .128, 80. .127 

30143 
62189 
145 

OJ990619_36.9922.Cl.ol.gs 
145 
none 



Seq. ID OJ990619_37. 9922. C10 

Strand + 

End 134 

Method TBLASTX : Cress 

End 134 

Score 195 



Seq. ID OJ990619__37. 9922. C10 
Strand 
End 

Method 
End 
Score 



+ 

134 

TBLASTX: Maize 

128 

127 



Seq. ID OJ990619_36.9922.C1 

Strand + 

End 2825 

Method GENSCAN 

End 2825 

Score .87 



145. .278, 372. .473, 1268. .1312, 1767. .1907, 2274. .2375, 



29967 



2727. .2825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 
62189 
145 

OJ990619_36 . 9922 . CI . ol . np 
145 

2832632 



Seq. ID OJ990619_36.9922.C1 

Strand + 

End 2825 

Method AAT/NAP 

End 2825 

Score 559 



145. .296, 348. .473, 1268. .1312, 1767. .1907, 2274. .2375, 
2727.. 2825 

(AL021711) hypothetical protein [Arabidopsis thaliana] 



30143 
62190 
3804 

OJ990619_36.9922.Cl.o2.gs 

3804 

none 



Seq. ID OJ990619_36.9922.C1 

Strand + 

End 6768 

Method GENSCAN 

End 6499 

Score . 9 



3804. .4180, 4302. .4399, 4509. .4574, 6357. .6499 



30143 
62190 
3804 

OJ990619_36 . 9922 . CI . o2 . np 

3875 

2246378 



Seq. ID OJ990619_36.9922.C1 



Strand 
End 

Method 

End 

Score 



+ 

6768 
AAT/NAP 
6496 
670 



3875. .4180, 4302. .4399, 4509. .4574, 6357. .6496 
(Z86094) plastid protein [Arabidopsis thaliana] 



30143 Seq. ID 

62190 Strand 

3804 End 

OJ990619J36 . 9922 . CI . o2 . gp Method 

4041 End 

39388 1.R1084 Score 



OJ990619_36.9922.C1 
+ 

6768 
AAT/GAP 
6768 
1264 



4041.. 4180, 4302.. 4400, 4509.. 4574, 6357.. 6768 
, 2440029/emb|CAA75116| 7.0e-45 (Y14851) DAL1 protein 
[Arabidopsis thaliana] >gi_2440031_emb_CAA75115_ (Y14850) DAL1 
protein [Arabidopsis thaliana] ' 



30143 Seq. ID 

62191 Strand 

3059 End 

OJ990619_36 . 9922 . CI . ol . gp Method 

3059 End 

none Score 
3059. .3269 



OJ990619_36.9922.C1 

3269 
AAT/GAP 
3269 
403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



30143 
62192 
6975 

OJ990619_36.9922.Cl.o3.gs 

6975 

none 



Seq. ID OJ990619_36.9922.C1 
Strand 

End 8372 

Method GENSCAN 

End 8372 

Score .66 



6975. .7434, 7470. .7758, 8016. .8259, 8298. .8372 

30143 Seq. ID OJ990619_36 . 9922 . CI 



29968 



Gene No. 62192 Strand 

Start 6975 End 8372 

Name OJ990619_36 . 9922 .CI . o3 .np Method AAT/NAP 

Start 6978 End 7696 

GI 5734618 Score 940 

Exons 6978.. 7696 

GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F5H14 genomic sequence; unknown protein (AC006234) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 
62193 
9179 

OJ990619_36.9922.Cl.o3.tm 
3 



Seq. ID OJ990619_36.9922.C1 
Strand 

10807 

TBLASTX: Maize 
2375 
53 



End 

Method 
End 

none Score 
3. .71, 8. .46, 138. .317, 142. .324, 339. .473, 367. .474, 369. .479, 
371. .475, .. 1267. .1308, 1268. .1339, 1755. .1907, 1763. .1924,. 
1766.. 1915, 1976.. 2071, 1986. .2087, 1988.. 2068, 2268.. 2375, 
2273. .2368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 Seq. ID 

62193 Strand 

9179 End 

OJ990619_36. 9922.Cl.o2.ts Method 

384 End 

none - Score 



OJ990619_36.9922.C1 
10807 

TBLASTX : Soybean 

2819 

112 



384. .479, 1268. .1339, 1749. .1907, 1769. .1924, 1775. .1915, 
1986. .2087, 1987. .2082, 1988. .2083, 2268. .2375, 2276.-2383, 
2279. .2383, 2703. .2819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 
62193 
9179 

OJ990619_36.9922.Cl.o2.tc 

1755 

none 



Seq. ID OJ990619_36.9922.C1 
Strand 
End 

Method 
End 
Score 



10807 

TBLASTX: Cress 

2804 

64 



1755.. 1817, 1800.. 1907, 1835.. 1894, 1986.. 2087, 1988.. 2068, 
2079. .2114,' 2268. .2375, 2273. .2386, 2703. .2804, 2723. .2776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 
62193 
9179 

OJ990619_36.9922.Cl.ol.tm 

3926 

none 



Seq. ID OJ990619_36.9922.C1 
Strand 

End 10807 

Method TBLASTX : Mai ze 

End 6502 

Score 95 



3926. .3988, 3927. .4004, 4031. .4180, 4032. .4178, 4040. .4180, 
4290. .4400, 4300. .4404, 4324. .4404, 4502. .4573, 4507. .4572, 
4508. .4618, 6350.. 6502, 6355. .6498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 Seq. ID 

62193 Strand 

917 9 ■ End 

OJ990619_36. 9922.Cl.ol.tc Method 

4031 End 

none Score 



OJ990619_36.9922.C1 
10807 

TBLASTX: Cress 

6bU^ 

263 



4031. .4180, 4032. .4178, 4290. .4403, 4300. .4404, 4502. .4573, 



29969 



4507.. 4572, 6348.. 6461, 6350.. 6502, 6355.. 6498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30143 Seq. ID 

62193 Strand 

9179 End 

OJ990619_36 . 9922 . CI . ol . ts Method 

4031 End 

none Score 



OJ990619_36.9922.C1. 
10807 

TBLASTX : Soybean 

6498 

247 



4031. .4180, 4032. .4178, 4046. .4180, 4290. .4400, 4300. .4404, 
4502. .4573, 4507. .4587, 4507. .4572, 4508. .4576, 6350. .6442, 
6355. .6498 



Seq. No. 30143 
Gene No. 62193 
Start 9179 

Name OJ990619_36 . 9922 . CI . o2 . tw 

Start 4318 
GI none 

Exons 4318.. 4404, 4324.. 4398, 4356. 

4506. .4586, 4506. .4586, 4507. 
6352.. 6501, 6355.. .6492 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 36. 9922. CI 



10807 

TBLASTX: Wheat 
6501 
14.5* 

4412, 4376.. *39'9, 4502.. 4573, 
4587, 4514. .4618, 6350. .6493, 



Seq. No. 30143 

Gene No. 4 62 193 
Start 9179 

Name OJ990619_36. 9922 . CI . o2 . tm 
Start 6993 

GI none 

Exons 6993.. 7136, 6994.. 7137, 7134. 

7338.. 7496, 7338.-7493 



OJ990619_36.9922.C1 
10807 

TBLASTX: Maize 

7496 

39 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7319, 7195. .7296, 7336. .7494, 



Seq. No. 


30143 




Seq. ID 


OJ990619_36.9922.C1 


Gene No. 


62193 




Strand 




Start 


9179 




End 


10807 


Name 


OJ990619 36. 9922. CI. o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


7167 




End 


7485 


GI 


none 




Score 


141 


Exons 


7167. .7484, 7195. .7485 








Seq. No. 


30143 




Seq. ID 


OJ990619_36. 9922. CI 


Gene No. 


62193 




Strand 




Start 


9179 




End 


10807 


Name 


OJ990619 36. 9922. CI. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7242 




End 


7493 


GI 


none 




Score 


131 


Exons 


7242. .7382, 7243. .7383 


, 7371. 


.7493, 7395. .7493 


Seq. No. 


30143 




Seq. ID 


OJ990619_36.9922.C1 


Gene No. 


62193 




Strand 




Start 


9179 




End 


10807 


Name 


OJ990619 36. 9922. CI. o3 


.gp 


Method 


AAT/GAP 


Start 


8875 




End 


10742 


GI 


23464 1.R1084 




Score 


1206 


Exons 


8875.-9278, 9363.-9429 


, 9664. 


.9712, 9799. .9855, 10368 .. 10439, 




10686. .10742 








GI Descrip. 


, 4165510/emb|CAA2224 9. 


1| 7.0e 


-24 (AL034356) predicted using 



hexExon; L7610.8, DNAJ-like protein, len:232 aa; Similarity to 



29970 




prokaryotic DNAJ proteins and eukarytoic DNAJ-like chaperones. 
E.coli DNAJ (SW:DNAJ_ECOLI) BLAST score: 405 P: 5.3e-38, 37% 
identity in 1 



Seq. No. 


30143 








Seq. ID 


OJ990619_36.9922 


.CI 


Gene No . 


62193 








Strand 






Start 


9179 








End 


10807 




Name 


OJ990619 36 


. 9922. 


Cl.o4. 


as 


Method 


GENSCAN 




Start 


9179 






End 


10807 




GI 


none . 








Score 


.95 




Exons 


9179. . 9278, 


9363. 


.9429, 


9664. 


.9712, 10368. .10439, 10778 


. . 10807 


Seq. No. 


30144 








Seq. ID 


OJ990619_36.9922 


.C3 


Gene No. 


62194 








Strand 


+ 




Start 


2557 








End 


5816 




Name 


OJ990619 36 


.9922. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


2557 








End 


5816 




GI 


6573149 








Score 


326 




Exons 


2557. .2818, 


3268. 


.3479, 


4797. 


.4880, 5748. .5816 




GI Descrip. 


(AF201895) 


growth-regulating 


factor 1 


[Oryza sativa] 




Seq. No. 


30144 








Seq. ID 


OJ990619_36.9922 


.C3 


Gene No . 


62194 








Strand 


+ 




Start 


2557 








End 


5816 




Name 


OJ990619 36 


.9922. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


3207 








End 


5238 




GI 


none 








Score 


.68 




Exons 


3207. .3255, 


3257. 


.3587, 


4644. 


.5024, 5056. .5238 




Seq. No. 


30144 








Seq. ID 


OJ990619_36.9922 


.C3 


Gene No. 


62195 








Strand 






Start 


1563 








End 


3444 




Name 


OJ990619 36 


.9922. 


C3.ol. 


gs 


Method 


GENSCAN 




Start 


1563 








End 


2835 




GI 


none 








Score 


.84 




Exons 


1563. .1664, 


2365. 


.2835 










Seq. No. 


30144 








Seq. ID 


OJ990619_36.9922 


.C3 


Gene No . 


62195 








Strand 






Start 


1563 








End 


3444 




Name 


OJ990619 36 


.9922. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2677 








End 


3427 




GI 


none 








Score 


61 




Exons 


2677. .2736, 


3276. 


.3419, 


3277. 


.3420, 3290.. 3427 




Seq. No. 


30144 








Seq. ID 


. OJ990619_36. 9922 


.C3 


Gpnp No 


62195 








Strand 






Start 


1563 








End 


3444 




Name 


OJ990619 36 


.9922. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3250 








End 


3444 




GI 


none 








Score 


353 




Exons 


3250. .3444, 


3251. 


.3430, 


3252. 


.3443 






Seq. No. 


30144 








Seq. ID 


OJ990619_36.9922 


.C3 


Gene No. 


6^195 








Strand 






Start 


1563 








End 


3444 




Name 


OJ990619 36 


.9922. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 





29971 



Start 3286 End 

GI none Score 

Exons 3286.. 3429, 3288.. 3419 

Seq. No. 30144 Seq. ID 

Gene No. 62196 Strand 

Start 4799 End 

Name OJ990619_36. 9922 . C3 . o2 . tm Method 

Start 4799 End 

GI none Score 

Exons 4799..4843, 4799.-4843, 4800. .4850, 

4858. .4926, 4917. .5030, 4919. .5026, 

4939.. 5076 



3429 
207 



OJ990619__36. 9922.C3 
5076 

TBLASTX: Maize 
5076 
64 

4801. .4851, 4857. .4898, 
4936. .5076, 4938. .5075, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30145 Seq. ID 

62197 Strand 

340 End 

0 J990619_36 . 9922 . C4 . ol . tm Method 

330 End 

none Score 

330. .404, 340. .423, 462. .554, 465. .557, 

653. .718, 654. .713, 793. .897, 818. .901 

30145 Seq. ID 

62197 Strand 

340 End 

OJ990619_36 . 9922 . C4 ? ol . gp Method 

340 End 

73225 1.R1084 Score 



OJ990619_36.9922.C4 
+ 

1065 

TBLASTX: Maize 

901 

72 

466. .558, 652. .705, 



OJ990619_36. 9922.C4 
+ 

1065 
AAT/GAP 
896 
458 



340. .390, 468. .555, 651. .715, 818. .896 
, 118719/sp|P08622|DNAJ_ECOLI 2.0e-37 DNAJ PROTEIN 

>gi_72228_pir HHECDJ heat shock protein dnaJ - Escherichia coli 

>gi_145769 (M12565) heat shock protein dnaJ [Escherichia coli] 
>gi_216441_dbj_BAA01292_ (D10483) DnaJ [Escherichia coli] 
>gi_1786197 (AE000112) chaperone with DnaK; heat shock protein 
[Escherichia coli] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30145 Seq. ID 

62197 Strand 

340 End 

OJ990619_36.9922.C4.ol.np Method 

4 69 End 

4827026 Score 



OJ990619_36.9922.C4 
+ 

1065 
AAT/NAP 
1065 
43 



469. .555, 651. .715, 818..875, 1043. .1065 

tumorous imaginal discs (Drosophila) homolog gi 13372677 

(AF061749) tumorous imaginal discs protein Tid56 homolog [Homo 

sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30146 Seq. ID 

62198 Strand 

4983 End 

OJ990619_36 . 9922 . C5 . o2 . gp Method 

4983 End 

73918JL.R1084 Score 
4983. .5094 

'2280503/dbj | AB005781 1 AB005781 2.0e-26 Arabidopsis thaliana 
tRNA-Asp gene' 



OJ990619_36. 9922.C5 
+ 

5094 . 
AAT/GAP 
5094 
117 



29972 




Seq. No. 


30146 




Seq. ID 


OJ990619_ 


_36.9922, 


X5 


Gene No. 


62199 




Strand 


+ 






Start 


5539 




End 


6656 






Name 


OJ990619 36. 9922. C5 . 


.o2 .gs 


Method 


GEN SCAN 






Start 


5539 




End 


6656 






GI 


none 




Score 


.82 






Exons 


5539. .5638, 6052. .6167, 6261. .6386, 6474. .6656 






Seq. No. 


30146 




Seq. ID 


OJ990619_ 


_36.9922. 


.C5 


Gene No. 


62200 




Strand 


+ 






Start 


7109 




End 


15459 






Name 


OJ990619 36. 9922. C5. 


, o3.gs 


Method 


GEN SCAN 






Start 


7109 




End 


15363 






GI 


none 




Score 


.43 






Exons 


7109. .7161, 7468.-7674, 7732. .7955, 9334. .9410, 


10700. .108! 




11845. .12831, 13389. 


, .13544, 


13721. .15363 






Seq. No. 


30146 




Seq. ID 


OJ990619_ 


_36.9922. 


C5 


Gene No. 


62200 




Strand 


+ 






Start 


7109 




End 


15459 






Name 


OJ990619 36. 9922. C5. 


o2 .np 


Method 


AAT/NAP 






Start 


12585 




End 


15459 






GI 


4544450 




Score 


668 






Exons 


12585. .12614, 14052. 


.15459 










GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30146 




Seq. ID 


OJ990619_ 


36.9922. 


C5 


Gene No. 


62201 




Strand 


+ 






Start 


17003 




End 


27566 






Name 


OJ990619 36. 9922. C5. 


o5 .gs 


Method 


GENS CAN 






Start 


17003 




End 


27566 






GI 


none 




Score 


.57 






Exons 


17003. .17060, 18266. 


.18337, 


19234. .19359, 20129. 


.20295, 






20695. .20716, 20925. 


.21069, 


21925. .22210, 22759. 


.22867, 






23190. .23305, 23415. 


.23534, 


24365. .24598, 25242. 


.25302, 






26013. .26109, 26931. 


.27010, 


27130. .27566 






Seq. No. 


30146 




Seq. ID 


OJ990619_ 


36.9922. 


C5 


Gene No. 


62201 




Strand 


+ 






Start 


17,003 




End 


27566 






Name 


OJ990619 36. 9922. C5. 


o4 .np 


Method 


AAT/NAP 






Start 


26490 




End 


27554 






GI 


. 4581122 




Score 


380 






Exons 


26490. .26515, 26931. 


.27010, 


27130. .27554 






GI Descrip. 


(AC005825) putative 


gluconokinase [Arabidopsis thaliana] 




Seq. No. 


30146 




Seq. ID 


OJ990619_ 


36.9922. 


C5 


Gene No. 


62202 




Strand 


+ 






Start 


31465 




End 


34127 






Name 


OJ990619 36. 9922. C5. 


o7.gs 


Method 


GENSCAN 






Start 


31465 




End 


34127 






GI 


none 




Score 


.74 






Exons 


31465. .31597, 33083. 


.33227, 


34006. .34063, 34122. 


.34127 




Seq. No. 


30146 




Seq. ID 


OJ990619 


36.9922, 


C5 


Gene No. 


62203 




Strand 


+ 







29973 



Start 
Name 
Start 
GI 

Exons 



37281 End 

OJ990619_36 . 9922 . C5 . 08 . gs Method 

37281 End 

none Score 
37281. .37754 



37754 
GENSCAN 
37754 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30146 Seq. ID 

62204 Strand 

38308 End 

OJ990619_36 . 9922 . C5 . o9 . gs Method 

38308 End 

none Score 



OJ990619_36.9922.C5 
+ 

39156 
GENSCAN 
39156 
.82 



38308. .38315, 38763 .. 38833, 38864.. 39156 



30146 
62205 
40080 

OJ990619_36.9922.C5. 
40080 

17369_2.R1084 
40080. .40441, 40518. 
, 2129742/pir| | S59544 
precursor - Arabidop 
corresponding to thi 
stress and pathogen 
pathogenesis-related 
(AF013294) No defini 



Seq. ID OJ990619_36.9922.C5 
Strand + 
End 40873 
06. gp Method AAT/GAP 

End 40873 
Score 1298 

.40873 

5.0e-23 stress-induced protein OZI1 
sis thaliana >gi_790583 (U20347) mRNA 
s gene accumulates in response to ozone 
(bacterial) infection; putative 
protein [Arabidopsis thaliana] >gi_22528 69 
tion line found [Arabidopsis. thaliana] ' 



Seq. No. 


30146 


Seq. ID 


OJ990619_36.9922.C5 


Gene No. 


62205 


Strand 


+ 


Start 


40080 


End 


40873 


Name 


OJ990619 36.9922.C5.o5.np 


Method 


AAT/NAP 


Start 


40332 


End 


40660 


GI 


6715639 


Score 


242 


Exons 


40332. .40479, 40514.. 40660 






GI Descrip. 


(AC007323) T25K16.16 [Arabidopsis thaliana] 


Seq. No. 


30146 


Seq. ID 


OJ990619_36.9922.C5 


Gene No. 


62206 


Strand 




Start 


1 


End 


3697 


Name 


OJ990619 36.9922.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1713 


GI 


1762130 


Score 


908 


Exons 


1..335, 504. .599, 706. .843, 


1274 . .1399, 


1495. .1713 


GI Descrip. 


(U46136) chaperonin-60 beta 


subunit [Solanum tuberosum] 


Seq. No. 


30146 


Seq. ID 


OJ990619_36.9922.C5 


Gene No. 


62206 


Strand 




Start 


1 


End 


3697 


Name 


OJ990619 36.9922.C5.ol.gs 


Method 


GENSCAN 


Start 


93 


End 


3697 


GI 


none 


Score 


.73 


Exons 


93. .335, 504. .599, 706.. 843, 


1274 . . 1399 


>, 1495.. 1719, 2748; 




3678. .3697 






Seq. No. 


30146 


Seq. ID 


OJ990619_36.9922.C5 


Gene No. 


62206 


Strand 





29974 




Start 


1 




End 


3697 




Name 




ol.gp 


Method 


AAT / GAP 




Start 


705 




End 


2818 




GI 


24690 1.R1084 




Score 


1031 




Exons 


705. .843, 1274. .1399 


>, 1495. 


.1719, 2748 


. .2818 




GI Descrip. 


■81601/pirl I JT090.1 5 


.Oe-52 


chaperonin 


60 beta - 


Arabidopsi; 




thaliana' 










Seq. No. 


30146 




Seq. ID 


OJ990619_ 


36. 9922. C5 


Gene No . 


coom 




Strand 






Start 


15541 




End 


17061 




Name 


OJ990619 36. 9922. C5. 


o4 .gs 


Method 


GENSCAN 




Start 


15541 




End 


16595 




GI 


none 




Score 


.99 




Exons 


15541. .15922, 16507. 


.16595 








Seq. No. 


30146 




Seq. ID 


OJ990619_ 


36. 9922. C5 


Gene No. 


D/^U / 




Strand 






Start 


15541 




End 


17061 




Name 


OJ990619 36. 9922. C5. 


o3.gp 


Method 


AAT /GAP 




Start 


15882 




End 


17061 




GI 


2442481 




Score 


514 




Exons 


15882. .15922, 16507. 


.16659, 


16961. .17061 " 




Seq. No. 


30146 




Seq. ID 


OJ990619_ 


36. 9922. C5 


Gene No. 


62208 




Strand 






Start 


18795 




End 


21221 




Name 


OJ990619 36. 9922. C5. 


o4 . gp 


Method 


AAT /GAP 




Start 


18795 




End 


21221 




GI 


17707 1.R1084 




Score 


1234 




Exons 


18795. .19110, 19229. 


.19375, 


19494. .19593, 21100. 


.21221 


GI Descrip. 


•2129742/pir | IS59544 


1.0e-22 stress-induced protein OZI1 



precursor - Arabidopsis thaliana >gi_790583 (U20347) mRNA 
corresponding to this gene accumulates in response to ozone 
stress and pathogen (bacterial) infection; putative 
pathogenesis-related protein [Arabidopsis thaliana] >gi_22528 69 
(AF013294) No definition line found [Arabidopsis thaliana] 1 



Seq. No. 


30146 


Seq. ID 


OJ990619_ 


36. 


9922 


.C5 


Gene No. 


62208 


Strand 










Start 


18795 


End 


21221 








Name 


OJ990619 36.9922.C5.o3.np 


Method 


AAT /NAP 








Start 


19233 


End 


19597 








GI 


6715639 


Score 


271 








Exons 


19233. .19392, 19469.. 19597 












GI Descrip. 


(AC007323) T25K16.16 [Arabidopsis thaliana] 








Seq. No. 


30146 


Seq. ID 


OJ990619_ 


36. 


9922 


.C5 


Gene No. 


62209 


Strand 










Start 


27893 


End 


30365 








Name 


OJ990619 36.9922.C5.o6.gs 


Method 


GENSCAN 








Start 


27893 


End 


30279 








GI 


none 


Score 


.83 








Exons 


27893. .28211, 29325 .. 29352, 


30066. .30279 








Seq. No. 


30146 


Seq. ID 


OJ990619_ 


36. 


9922 


.C5 


Gene No. 


62209 


Strand 











29975 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27893 End 

OJ990619_36 . 9922 . C5 . o5 . gp Method 

28809 End 

none Score 
28809. .29010, 30184.. 30365 

30146 Seq. ID 

62210 Strand 

40501 End 

OJ990619_J36 . 9922 . C5 . o3 . tm Method 

33 End 

none Score 



30365 
AAT/GAP 
30365 
728 



OJ990619_36.9922.C5 
44270 

TBLASTX: Maize 

611 

173 



33. .335, 40. .204, 80. .337, 87. .347, 502. .609, 527. .610, 531. .611 



30146 
62210 
40501 

OJ990619_36.9922.C5.o3.ts 
66 

none 



Seq. ID OJ990619_36. 9922.C5 
Strand 

End 44270 
Method TBLASTX : Soybean 
End 1545 
Score 191 

66. .338, 87. .335, 535. .600, 540. .602, 546. .602, 703. .846, 
704. .844, 706. .846, 1271. .1441, 1272. .1445, 1495. .1545 



30146 Seq. ID 

62210 Strand 

40501 End 

OJ990619_36. 9922.C5.ol.tc Method 

86 End 

none Score 



OJ990619_36.9922.C5 
44270 

TBLASTX: Cress 

1713 

178 



86. .337, 87. .335, 93. .338, 546. .602, 556. .600, 703. .846, 
704. .844, 1271. .1441, 1272. .1445, 1465. .1581, 1639. .1713 



30146 
62210 
40501 

OJ990619_36.9922.C5.o9.tm 

703 

none 



Seq. ID OJ990619_36. 9922.C5 
Strand 

End 44270 

Method TBLASTX: Maize 

End 1729 

Score 199 



703. .846, 704. .844, 749. .853, 1271. .1441, 1272. .1436, 
1465. .1590, 1471. .1587, 1657. .1728, 1658. .1729 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30146 
62210 
40501 

OJ990619_36.9922.C5.ol.ts 

5667 

none 



OJ990619_36.9922.C5 
44270 

TBLASTX : Soybean 
6644 
57 

5667. .5708, 5811. .5927, 5833. .5928, 5836. .5934, 5840. .5941, 
6050. .6166, 6051. .6170, 6260. .6415, 6261. .6386, 6474. .6524, 
6524.. 6643, 6525.. 6644 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 30146 Seq. ID 

Gene No. 62210 Strand 

Start 40501 End 

Name OJ990619_36 . 9922 . C5 . o2 . tm Method 

Start 5672 End 

GI none Score 



OJ990619_36.9922.C5 
44270 

TBLASTX: Maize 

6638 

50 



29976 



Exons 



5672.. 5710, 5673.. 5708, 5811.. 5927, 5832.. 5927, 5833.. 5928, 
6050.. 6154, 6050.. 6166, 6051.. 6170, 6257.. 6307, 6260.. 6415, 
6261.. 6386, 6474. .6524, 6524. .6637, 6525.. 6638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30146 
62210 
40501 

OJ990619_36.9922.C5.o3.tc 

5814 

none 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Cress 

End 6617 

Score 124 



5814. .5927, 5833. .5928, 5836. .5934, 6050. .6166, 6051. .6170, 
6261. .6386, 6266. .6397, 6528. .6617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30146 Seq. ID 

62210 Strand 

40501 End 

OJ990619_36 . 9922 .C5.ol.tw Method 

5826 End 

none Score 



OJ990619_36.9922.C5 
44270 

TBLASTX: Wheat 

6617 

124 



5826.. 5927, 5833.-5928, 6050. .6166, 6051.. 6170, 6261.. 6386, 
6266. .6397, 6528. .6617 



Seq. No. 30146 

Gene No. 62210 

Start 40501 

Name OJ990619_36. 9922 . C5 . o4 . tc 

Start 14176 

GI none 

Exons 14176. .14262, 14326 .. 14484 , 
14583. .14906, 14584 .. 14877 , 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Cress 

End 14 97 9 

Score 58 
14338. .14478, 14485 .. 14517, 
14593. .14889, 14875. .14979 



Seq. No. 30146 

Gene No. 62210 

Start 40501 

Name OJ990619_36. 9922 .C5 ,o3. tw 

Start 14329 

GI none 

Exons 14329. .14490, 14394 .. 14486, 
14842. .14958, 14986.. 15006 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Wheat 

End 15006 

Score 96 
14583. .14966, • 14584 .. 14985, 



Seq. No. 30146 

Gene No. 62210 

Start 40501 

Name OJ990619_36. 9922 ,C5 .06. tm 

Start 14716 

GI none 

Exons 14716. .14985, 14719 .. 14 982 , 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Mai ze 

End 15090 

Score 230 
14808. .14984, 14986. .15090 



Seq. No. 30146 

Gene No. 62210 

Start 40501 

Name OJ990619_36 . 9922 . C5 . o5 . ts 

Start 14749 

GI none 

Exons 14749. .14979, 14754 .. 14 978 , 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Soybean 

'End . 15102 

Score 179 
14986. .15102 



Seq. No. 



30146 



Seq. ID OJ990619_36. 9922.C5 



29977 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62210 
40501 

OJ990619_36 . 9922 . C5 . o2 . tw 
19191 



none 
19191. 
19490, 
40513. 



Strand 
End 

_ Method 

End 
Score 

19376, 19193. .19375, 19224 . . 19376, 19240 19377 , 
19591, 19492. .19590, 194 99 .. 19591 , 40384 .. 404 43, 
40644, 40516. .40647, 40517.. 40648 



44270 

TBLASTX: Wheat 

40648 

154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30146 
62210 
40501 

OJ990619_36.9922.C5.o5.tc 

19228 

none 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Cress 

End 40666 

Score 165 



19228. .19350, 19240 .. 19377 , 19245 .. 19376, 19490 .. 19579, 
19492. .19578, 40384 .. 40443, 40516 .. 40647 , 40517 .. 40651 , 
40523. .40666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30146 
62210 
40501 

OJ990619_36. 9922.C5.o4.tm 

19235 

none 

19235. .19348, 19236. . 19376, 
19492. .19590, 19492 /. 19587 , 
40331. .40384, 40333 .. 40386, 
40424. .40447, 40516. . 40671, 
40753. .40797, 40754 .. 40789, 

30146 
62210 
40501 

OJ990619_36.9922.C5.o4.ts 

19240 

none 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX: Maize 

End 40874 

Score 118 
19237. .19377, 19490 .. 19573, 
40292. .40381, 40326 .. 40385, 
40343. .40444, 40384 .. 40443, 
40517. .40654, 40727 .. 40762, 
40842. .40874 

Seq. ID OJ990619_36. 9922.C5 
Strand 

End 44270 

Method TBLASTX : Soybean 

End 40651 

Score 170 



19240. .19377, 19245 .. 19376, 19252 .. 19377 , 194 90 .. 19582, 
19492. .19587, 40384 .. 40443, 40416 40442, 40507 .. 40650, 
40508. .40651 



Seq. No. 30146 

Gene No. 62210 

Start 40501 

Name OJ990619_36.9922.C5.ol0.tm 

Start 23260 

GI none 

Exons 23260. .23304, 23261 .. 23305, 
23417. .23533 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_36.9922.C5 
44270 

TBLASTX: Maize 

23537 

66 



23374. .23535, 23412 .. 23537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30146 
62210 
40501 

OJ99061 9_36 . 9922 . C5 . 08 . tm 

24073 

none 



Seq. ID OJ990619_36. 9922.C5 
Strand 
End 

Method 
End 
Score 



44270 

TBLASTX: Maize 

24560 

65 



24073. .24111, 24331. .24558, 24332.-24559, 24336.. 24560 



29978 



Seq. No. 


30146 




Gene No. 


62210 




Start 


40501 




Name 


OJ990619 36. 9922. C5. 


, o4 . tw 


Start 


24383 




GI 


none 




Exons 


24383. .24598, 24385, 


. .24600, 




24922. .25068 




Seq. No. 


30146 




Gene No. 


62210 




Start 


40501 




Name 


OJ990619 36. 9922. C5. 


o7 . tm 


Start 


27222 




GI 


none 




Exons 


27222. .27290, 27222. 


.27293, 




27311. .27550, 27312. 


.27575, 


Seq. No. 


30146 




Gene No. 


62210 




Start 


40501 




Name 


OJ990619_36.9922.C5. 


o5 . tm 


Start 


27830 




GI 


none 




Exons 


27830. .27847, 27831. 


.27866, 




27903. .27962, 27944 . 


.28000, 




28010. .28207, 28011. 


.28208, 




28805. .28834, 28807. 


.28836, 




28966. .29004 




Seq. No. 


30146 




Gene No. 


62210 




Start 


40501 




Name 


OJ990619 36. 9922. C5. 


o7.ts 


Start 


28819 




GI 


none 




Exons 


28819. .29016, 28832. 


.28978 


Seq. No. 


30146 




Gene No. 


62210 




Start 


40501 




Name 


OJ990619 36. 9922. C5. 


olO . gs 


Start 


40501 


GI 


none 




Exons 


40501. .40652, 41320. 


.41502, 


Seq. No. 


30146 




Gene No. 


62210 




Start 


40501 




Name 


OJ990619 36. 9922. C5. 


o5. tw 


Start 


42241 




GI 


none 




Exons 


42241. .42273, 42343. 


.42447, 




42373 . . 42453 




Seq. No. 


30146 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_36.9922.C5 
44270 

TBLASTX: Wheat 

25069 

217 



24387. .24599, 24911 .. 25069, 



Seq.. ID OJ990619_36. 9922.C5 
Strand 

End 44270 

Method TBLASTX : Mai ze 

End 27575 

Score 82 
27223. .27306, 27299 .. 274 15, 
27333. .27551 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_36.9922.C5 
44270 

TBLASTX: Maize 

29004 

37 



27901. .27960, 27902 .. 27 964 , 

27944. .28051, 27945 .. 28031, 

28026. .28235, 28037 .. 28273, 

28870. .28911, 28871 .. 28 912, 



Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Soybean 

End 29016 

Score 98 . 



Seq. ID OJ990619_36. 9922.C5 
Strand 

End 44270 

Method GENSCAN 

End 44270 

Score .87 
42428. .42516, 42535. .44270 

Seq. ID OJ990619_36.9922.C5 
Strand 

End 44270 

Method TBLASTX : Wheat 

End 424 55 

Score 137 
42345. .4244 9, 42345. .42455, 



Seq. ID OJ990619 36. 9922. C5 



29979 




Gene No. 


62210 




Strand 






Start 


40501 




End 


44270 




Name 


OJ990619 36. 9922. C5. 


o6.np 


Method 


AAT/NAP 






42354 




End 


43619 






6646751 




Score 


766 




Exons 


42354. .42549, 42670. 


.43619 








vjx uescnp. 


(AC013258) unknown protein 


[Arabidopsis thaliana] 




C d /T M/~\ 

OcCj. wo . 


30146 




Seq. ID 


OJ990619_36.9922 


.Co 




62210 




Strand 






Start 


40501 




End 


44270 




Name 




ol . tm 


Method 


TBLASTX: Maize 




Of ar f 


42512 




End 


43165 






none 




Score 


394 




Exons 


42512. .42769, 42513. 


.42872, 


42513. .42872, 42658 .. 42879, 






42872. .42991, 42873. 


.43145, 


42873. .43151, 42874 .. 43152 , 






43082. .43165 










Seq. No. 


30146 




Seq. ID 


OJ990619_36.9922 


.C5 


Gene No. 


62210 




Strand 






O U cl i. L 


h UjUI 




End 


44270 




Name 


OJ990619 36. 9922. C5. 


o2.ts 


Method 


TBLASTX: Soybean 






43023 




End 


43469 






none 




Score 


170 




Exons 


43023. .43352, 43030. 


.43341, 


43344. .43469, 43345. .43467 




oeq. vtO • 


30146 




Seq. ID 


OJ990619_36.9922 


. Co 


Gene No. 


62210 




Strand 






Start 


40501 




End 


44270 




Name 


ojyyuoiy oo.yy^.co. 


oz . tc 


Method 


TBLASTX: Cress 




o uam 


43095 




End 


43469 






none 




Score 


122 




Exons 


43095. .43340, 43096. 


.43326, 


43113. .43358, 43332 .. 434 69, 






43348. .43452 










O tr q • IN U . 


30146 




Seq. ID 


OJ990619_36.9922 


• CO 


Gene No. 


62210 




Strand 






Start 


40501 




End 


44270 




Name 


OJ990619 36. 9922. C5. 


06. ts 


Method 


TBLASTX : Soybean 






43470 




End 


43991 




bi 


none 




Score 


66 




Exons 


43470. .43586, 43482. 


.43553, 


43632. .43784, 43779 .. 4 38 68 , 






43938. .43991 










Seq. No. 


30147 




Seq. ID 


OJ990619 36.9922 


.C6 


Gene No. 


62211 




Strand 


+ 




Start 


1 




End 


862 




Name 


OJ990619 36. 9922. C6. 


ol.np 


Method 


AAT/NAP 




Start 


1 


End 


8 62 




GI 


6069646 




Score 


107 





Exons 1..31, 718.. 862 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
* [Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



29980 




Sea No. 


30147 


Seq. ID 


OJ990619 36. 9922. C6 


Gene No. 


62212 


Strand 




Start 


2563 


End 


3104 


Name 


OJ990619 36.9922.C6.ol.gp 


Method 


AAT/GAP , 


Start 


2563 


End 


2977 


GI 


1702 1.R1084 


Score 


548 


Exons 


2563.. 2801, 2915.. 2977 






f?T DescriD. 

VJ J- J-/ W O w -A. £-s * 


, 6002102/emb|CAB56693.1| 1.0e-29 (AJ249833) Acyl-CoA binding 




protein (ACBP) [Digitalis lanata] ' 




Seq. No. 


30147 


Seq. ID 


OJ990619_36. 9922.C6 


Gene No. 


62212 


Strand 




Start 


2563 


End 


3104 


Name 


OJ990619 36.9922.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


2701 


End 


2981 


GI 


none 


Score 


112 


Exons 


2701.. 2802, 2702.. 2803, 2713 


..2802, 2714. .2803, 2745. .2807, 




2910.. 2966, 2913.. 2981, 2914 


. .2979 




Sea. No. 


30147 


Seq. ID 


OJ990619_36.9922.C6 


Gene No. 


62212 


Strand 




Start 


2563 


End 


3104 


Name 


OJ990619 36.9922.C6.o2.np 


Method 


AAT/NAP 


Start 


2719 


End 


3104 


GI 


6002102 


Score 


154 




2719. .2801, 2915. .3104 






GI DescriD. 


(AJ24 9833) Acyl-CoA binding protein (ACBP) [Digitalis lanata] 


Sea. No. 


30148 


Seq. ID 


OJ990619_36.9922.C7 


Gene No. 


62213 


Strand 


+ 


Start 


7875 


End 


8729 


Name 


OJ990619 36.9922.C7.o2.np 


Method 


AAT/NAP 


Start 


7875 


End 


8729 


GI 


3115852 


Score 


930 


Exons 


7875. .8729 






GI Descri-D . 


(AL022023) putative protein 


[Arabidopsis thaliana] 


Sea No 


30148 


Seq. ID 


OJ990619_36.9922.C7 


Gene No. 


62214 


Strand 


+ 


Start 


10754 


End 


14657 


Name 


OJ990619 36.9922.C7.o2.gs 


Method 


GENSCAN 


Start 


10754 


End 


14249 


GI 


none 


Score 


.91 


Exons 


10754. .10962, 11382 11658 , 


11757. .11846, 11936. .12019, 




13443. .13520, 13643 .. 13708 , 


13800. .138! 


30, 14217. .14249 


Sea No 


30148 


Seq. ID 


OJ990619_36.9922.C7 


Qg J^Q £JO . 


62214 


Strand 


+ 


Start 


10754 


End 


14657 


Name 


OJ990619 36.9922.C7.o3.np 


Method 


AAT/NAP 


Start 


10754 


End 


14657 


GI 


5701799 


Score 


874 


Exons 


10754. .10956, 11382 .. 11658, - 


11757. .1184 6, 11942. .12019, 




13443. .13520, 13643 13708, 


13800. .138f 


30, 14564.. 14657 


GI Descrip. 


(AJ245408) putative syntaxin 


protein [Arabidopsis thaliana] 


Seq. No. 


30148 


Seq. ID 


OJ990619_36.9922.C7 



29981 



rono Mo 




Strand 


+ 


Start 


10754 


End 


14657 


Name 


OJ990619 36.9922.C7.o2.gp 


Method 


AAT/GAP 


Start 


11943 


End 


14635 


r-T 
ox 


427659 


Score 


643 


IT von c 


11943. .12019, 13443. .13520, 


13643. .13708, 13800 .. 13880, 




14564. .14635 








5701799/emb|CAB52175.1| 3.0e 


-29 (AJ245408) putative syntaxin 




protein [Arabidopsis thaliana] 






30148 


Seq. ID 


OJ990619__36.9922.C7 




62215 


Strand 




Start 


140 


End 


3905 


Name 


OJ990619 36.9922.C7.ol.np 


Method 


AAT/NAP 


Start 


140 


End 


3905 


ox 


2832632 


Score 


654 


TT von q 


140. .209, 621. .716, 801. .901 


, 987. .1066, 1353. .1593, 1814. .1 




2615.. 2668, 2899.. 2973, 3768 


. .3905 




VJ ^ ^ \— , ^ -J- k> • 


(AL021711) hypothetical protein [Arabidopsis thaliana] 


Cfarr Mo 


30148 


Seq. ID 


OJ990619_36.9922.C7 


r^on^ Mo 


62216 


Strand 




Start 


7990 


End 


87 68.. . - 


Name 


OJ990619 36.9922.C7.o4.tm 


Method 


TBLASTX: Maize 


O Lai L. 


987 


End 


1554 


wX 


none 


Score 


91 


TT von q 


987. .1028, 1156. .1191, 1180. 


.1275, 1180. .1263, 1182.. 1274, 




1340.. 1396, 1350.. 1397, 1351 


..1398, 1491. .1541, 1491. .1541, 




X H • . 1DDH 






Seq. No. 


30148 


Seq. ID 


OJ990619_36.9922.C7 


Gene No. 


62216 


Strand 




l_) L. a. -L L. 


7990 


End 


8768 


Name 


OJ990619 36.9922.C7.o5.tm 


Method 


TBLASTX: Maize 


O L.CIX L. 


3759 


End 


3984 


GI 


none 


. Score 


161 


P von q 


3759.. 3917, 3760.. 3918, 3895 


. .3984 




Seq. No. 


30148 


Seq. ID 


OJ990619_36.9922.C7 


Gene No. 


62216 


Strand 




Start 


7990 


End 


8768 




OJ990619 36.9922.C7.ol.ts 


Method 


TBLASTX: Soybean 


O L.C1X L. 


7964 


End 


8327 


wX 


none 


Score 


64 


F. von 


7964.. 8026, 7968.. 8027, 8010 


..8327, 8042. .8326 


c^rr Mo 


30148 


Seq. ID 


OJ990619_36.9922.C7 


Gene No. 


62216 


Strand 




Start 


7990 


End 


8768 


Mania 
Lvalue 


OJ990619 36.9922.C7.o2.tc 


Method 


TBLASTX: Cress 




7971 


End 


8515 


GI 


none 


Score 


61 


Exons 


7971. .8024, 8037.. 8087, 8072 


..8107, 8073. .8111, 8112. .8318, 




8114. .8317, 8313. .8363, 8423 


. .8515 




Seq. No. 


30148 


Seq. ID 


OJ990619_36. 9922.C7 


Gene No. 


62216 


Strand 





29982 



Start 7990 End 8768 

Name OJ990619_36. 9922 . C7 . ol . gp Method AAT/GAP 

Start 7990 End 8418 

GI 2798614 Score 744 

Exons 7990.. 8418 

GI Descrip. 4581123/gb| AAD24613. 1 | AC005825_20 8.0e-53 (AC005825) unknown 
protein [Arabidopsis thaliana] 



Seq. No. 30148 

Gene No. 62216 

Start 7990 

Name OJ990619_36 . 9922 . C7 . ol . tm 

Start 8021 

GI none 

Exons 8021.. 8305, 8022.. 8303 

Seq. No. 30148 

Gene No. 62216 

Start 7990 

Name OJ990619_36. 9922 .C7 .o3. ts 

Start 8400 

GI none 

Exons 8400.. 8768, 8420.. 8728 

Seq. No. 30148 

Gene No. 62216 

Start 7990 

Name OJ990619_36. 9922 .C7 .o3. tc 

Start 8516 

GI none 

Exons 8516.. 8740, 8517.. 8738 

Seq. No. 30148 

Gene No. 62217 

Start 10754 

Name OJ99061 9_36 . 9922 . C7 . ol . tc 

Start 10754 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_36.3922.C7 
8768 

TBLASTX: Maize 

8305 

437 



OJ990619_36.9922.C7 
8768 

TBLASTX : Soybean 

8768 

372 



OJ990619_36.9922.C7 
8768 

TBLASTX: Cress 

8740 

243 



OJ990619_36.9922.C7 
14613 

TBLASTX: Cress 

13880 

80 



10754. .10816, 10898. .10963, 11379 .. 1157 6, 11380 .. 11691, 

11492. .11641, 11751. .11846, 11753 .. 11875 , 11933 .. 11980, 

13451. .13522, 13452 .. 13523, 13640 .. 13708 , 1364 0 .. 13705, 

13642. .13710, 13642. .13707, 13797 .. 13880, 13799.. 13879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30148 
62217 
10754 

OJ990619_36 . 9922 . C7 . o2 . ts 

11385 

none 



Seq. ID OJ990619_36.9922.C7 
Strand 

End 14 613 

Method TBLASTX : Soybean 

End 13708 

Score 161 



11385. .11654, 11386. .11691, 11388 .. 11576, 1174 8 11819, 
11751. .11846, 11753. .11851, 11753 .. 11845, 11933 .. 11965, 



13446. .13523, 13448, 
13640. .13684, 13642. 



,13522, 13452. 
,13704 



,13523, 13640. .13708, 



Gene No. 
Start 



62217 
10754 



Seq. ID 

Strand 

End 



OJ990619 36. 9922. C7 



14613 



29983 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990619_36 . 9922 . C7 . o2 . tm 

11427 

none 



Method TBLASTX : Maize 



End 
Score 



11814 
105 



11427. .11516, 11428. .11499, 11433 11507 , 114 45 .. 11657 , 
11479. .11574, 11496. .11576, 11497 .. 11658 , 114 98 .. 11656, 
11751. .11813, 11755. .11814, 11756. .11812 



30148 
62217 
10754 

OJ990619_36.9922.C7.o3.tm 
11822 



OJ990619 36. 9922. C7 



none 

11822. 

11991. 

13640. 

13799. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.11845, 11823. .11846, 11933 .. 11992, 11933 11992 , 
,12020, 13442. .13522, 13443 .. 13523, 13640 13708 , 
.13705, 13642. .13710, 13642 .. 13707 , 13797 .. 13880, 
,13879, 14563. .14613 



14613 

TBLASTX: Maize 

14613 

39 



Seq. No. 30149 Seq. ID 

Gene No. 62218 Strand 

Start 385 End 

Name OJ990619_36 . 9922 . C8 . ol . gs Method 

Start 385 End 

GI none Score 

Exons 38 5.. 52 6 



OJ990619_36.9922.C8 
+ 

526 

GEN SCAN 

526 

.69 



Seq. No. 30150 Seq. ID 

Gene No. 62219 Strand 

Start 1916 End 

Name OJ990619_36 . 9922 . C9 . ol . gp Method 

Start 1916 End 

GI 48856_1.R1084 Score 

Exons 1916.. 2653 

GI Descrip. 1 5815410/gb| AAD52659. 1 1 AF177392_1 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] 1 



OJ990619_36.9922.C9 
+ 

2722 
AAT/GAP 
2653 
1461 



Seq. No. 


30150 










Seq. ID 


OJ990619_36.9922. 


C9 


Gene No. 


62219 










Strand 


+ 




Start 


1916 










End 


2722 




Name 


OJ990619 36 


.9922 


.C9. 


ol 


.gs 


Method 


GENSCAN 




Start 


2261 








End 


2722 




GI 


none 










Score 


.54 




Exons 


2261. .2722 
















Seq. No. 


30150 










Seq. ID 


OJ990619_36.9922. 


C9 


Gene No. 


62220 










Strand 


+ 




Start 


5021 










End 


5308 




Name 


OJ990619 36 


.9922 


.C9. 


o2 


• gp 


Method 


AAT/GAP 




Start 


5021 










End 


5308 




GI 


569537 










Score 


576 




Exons 


5021. .5308 
















Seq. No. 


30150 










Seq. ID 


OJ990619_36.9922. 


C9 


Gene No. 


62221 










Strand 






Start 


2328 










End 


5308 




Name 


OJ990619 36 


.9922 


.C9. 


ol 


. tm 


Method 


TBLASTX: Maize 





29984 




Start 


2123 


End 


5075 


GI 


none 


Score 


39 




2123 2146 2124 2147 2267 


..2302, 2268.. 2303, 2438.. 2734, 




2443 2733. 4674 5075, 4692 


..4871, 4700. .5044, 4917. .5072, 




4993 5073 






Seq. No. 


30150 


Seq. ID 


OJ990619_36.9922.C9 


Gene No. 


62221 


Strand 




Start 


2328 


End 


5308 


Name 


OJ990619 36.9922.C9.ol.np 


Method 


AAT/NAP 


Start 


2328 


End 


5308 


GI 


465445 


Score 


49 


Exons 


2328. .2433, 2627 2671, 5289 


. .5308 




GI DescriiD. 


PROBABLE NUCLEAR ANTIGEN ai 1 


418708 Ipir 


IIB45344 probable nuclear 




antiaen — suid herDesvirus 1 


(strain Kaplan) gi 1334072 (M34651) 




ORF— 3 Drotein r Pseudorabies 


virus] 




Seq. No. 


30150 


Seq. ID 


OJ990619_36.9922.C9 


Gene No. 


62221 


Strand 




Start 


2328 


End 


5308 


Name 


OJ990619 36 9922 C9 o2 tm 


Method 


TBLASTX: Maize 


Start 


5076 _ 


End 


5308 


GI 


none 


Score 


349 


Exons 


5076. .5306, 5077.. 5307, 5077 


..5307, 5078. .5308 


Seq. No. 


30151 


Seq. ID 


OJ990619_36. 9922. C10 


Gene No. 


62222 


Strand 


+ 


Start 


361 


End 


577 


Name 


OJ990619 36 9922 C10 ol tc 


Method 


TBLASTX: Cress 


Start 


359 ~ 


End 


522 


GI 


none 


Score 


250 


Exons 


359. .520, 360. .521, 363. .521 


, 364.. 522 




Seq. No. 


30151 


Seq. ID 


OJ990619_36. 9922. C10 


Gene No. 


62222 


Strand 


+ 


Start 


361 


End 


577 


Name 


OJ990619 36 9922 C10 ol tm 


Method 


TBLASTX: Maize 


Start 


359 ~ 


End 


529 


GI 


none 


Score 


249 


Exons 


359 520. 360 521 361 528 


, 362.. 529 




Sea No 


30151 


Seq. ID 


OJ990619_36. 9922. C10 


Gene No. 


62222 


Strand 


+ 


Start 


361 


End 


577 


Name 


OJ990619 36.9922.C10.ol.gp 


Method 


AAT/GAP 


Start 


361 


End 


527 


GI 


325 1.R1084 


Score 


289 


Exons 


361. .527 






GI Descrip. 


'121343/sp|P14655|GLN2 ORYSA 


0.0e+00 GLUTAMINE SYNTHETASE SHOOT 



ISOZYME, CHLOROPLAST PRECURSOR (GLUTAMATE-- AMMONIA LIGASE) 

(CLONE LAMBDA-GS31) >gi_68598_pir AJRZQD glutamate — ammonia 

ligase (EC 6.3.1.2) delta precursor, chloroplast - rice 
>gi_20370_emb_CAA324 62_ (X14246) precursor chloroplastic 
glutamine synthetase (AA -46 to 382) [Oryza sativa] ' 



Seq. No. 30151 Seq. ID OJ990619_36 . 9922 . C10 

Gene No. 62222 Strand + 



29985 



Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



577 

AAT/NAP 
577 
221 



OJ990619_36. 9922. CIO. ol.np 
362 

121343 
362. .577 

GLUTAMINE SYNTHETASE SHOOT ISOZYME, CHLOROPLAST PRECURSOR 

( GLUTAMATE — AMMONIA LIGASE) (CLONE LAMBDA-GS31) 

gi| 68598 Ipir | IAJRZQD glutamate — ammonia ligase (EC 6.3.1.2) 

delta precursor, chloroplast - rice gi | 20370 | emb | CAA324 62 | 

(X14246) precursor chloroplastic glutamine synthetase (AA -46 to 

382) [Oryza sativa] 



30151 
62222 
361 

OJ990619_36. 9922. CIO. ol.ts 

378 

none 

378. .521, 380. .529, 380. .517 



Seq. ID OJ990619_36. 9922. C10 

Strand + 

End 577 

Method TBLASTX : Soybean 

End 529 

Score 220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30152 Seq. ID OJ990619_36 . 9922 . Cll 

62223 Strand + 

342 End 566 

OJ990619_36. 9922. Cll. ol.np Method AAT/NAP 

342 End 566 

5902717 Score 136 

342. .566 

ACYL-COA- BINDING PROTEIN (ACBP) gi 12641199 (AF031541) 
acyl-CoA-binding protein [Fritillaria agrestis] 



30152 
62223 
342 

OJ990619_36. 9922. Cll. ol.gs 

354 

none 

354. .471 



Seq. ID OJ990619_36. 9922. Cll 

Strand + 

End 566 

Method GENSCAN 

End 471 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990619 36. 9922. Cll 



30152 Seq. ID 

62224 Strand 

336 End 472 

OJ990619_36 . 9922 . Cll . ol . gp Method AAT/GAP 

336 End 472 

1702_1.R1084 Score 202 
336. .472 

, 6002102/emb|CAB56693.1| 1.0e-29 (AJ249833) Acyl-CoA binding 
protein (ACBP) [Digitalis lanata] * 

30153 Seq. ID 

62225 Strand 
60 End 
OJ990619_36.9922.C12.ol.gp Method 
60 End 
none Score 
fin. . i qn. 97^ 49Q 



OJ990619__36.9922.C12 
429 

AAT/GAP 

429 

496 



Seq. No. 



30154 



Seq. ID OJ990619_36.9922.C13 



29986 



Gene No. 62226 Strand + 

Start 3929 End 4009 

Name OJ990619_36. 9922 .C13 .o2.gp Method AAT/GAP 

Start 3929 End 4009 

GI 38012_1.R1084 Score 105 

Exons 3929.. 4009 

GI Descrip. 1 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1/ 3-glucanase precursor (Gns9) gene, complete cds 1 



Seq. No. 


30154 


Seq. ID 


OJ990619 36.9922.C13. 


Gene No. 


62227 


Strand 


+ 


Start 


6993 


End 


11995 


Name 


OJ990619 36.9922.C13.o2.gs 


Method 


GENS CAN 


Start 


6993 


End 


11716 


GI 


none 


Score 


.74 


Exons 


6993. .7187, 7291. .7515, 7682 


..7782, 7803. .7928, 8240. .8319, 




8472.. 8542, 8660.. 8703, 9553 


..9576, 10078. .10222, 10307.. 106, 




11072. .11716 






Seq. No. 


30154 


Seq. ID 


OJ990619_36.9922.C13 


Gene No . 


62227 


Strand 


+ 


Start 


6993 


End 


11995 


Name 


OJ990619 36.9922.C13.o3.gp 


Method 


AAT/GAP 


Start 


8406 


End 


11995 


GI 


5564 1.R1084 


Score 


2963 


Exons 


8406. .8542, 10078 .. 10222, 10307 .. 10633, 


11072. .11995 


GI Descrip. 


f 4455246/emb|CAB36745.1| 4.0e-85 (AL035523) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


30154 


Seq. ID 


OJ990619_36.9922.C13 


Gene No. 


62227 


Strand 


+ 


Start 


6993 


End 


11995 


Name 


OJ990619 36.9922.C13.o3.np 


Method 


AAT/NAP 


Start 


10103 


End 


11698 


GI 


4455246 


Score 


804 


Exons 


10103. .10222, 10301. .10428, 


10459. .10586, 11079.. 11698 


GI Descrip. 


(AL035523) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


30154 


Seq. ID 


OJ990619_36.9922.C13 


Gene No . 


62228 


Strand 


+ 


Start 


12632 


End 


13351 


Name 


OJ990619 36.9922.C13.o4.gp 


Method 


AAT/GAP 


Start 


12575 


End 


12835 


GI 


4714449 


Score 


507 


Exons 


12575. .12835 






Seq. No. 


30154 


Seq. ID 


OJ990619_36.9922.C13 


Gene No. 


62228 


. Strand 


+ 


Start 


12632 


End 


13351 


Name . 


OJ990619 36.9922.C13.o3.gs 


Method 


GENSCAN 


Start 


12632 


End 


13351 


GI 


none 


Score 


1 


Exons 


12632. .13351 






Seq. No. 


30154 


Seq. ID 


OJ990619_36.9922.C13 


Gene No. 


62229 


Strand 


+ 


Start 


18525 


End 


24853 



29987 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990619 36.9922.C13.o5.gs Method GENSCAN 



18525 
none 



End 
Score 



24853 
.7 



18525. .18584, 18864 .. 19006, 19121 .. 19182 , 19223 19330, 

20481. .20614, 20736 .. 20894 , 20977 21197, 22083 .. 22191, 

22541. .22750, 22821 .. 23015, 23078 .. 2324 9, 23363 .. 23481, 

23884. .24117, 24743.-24853 



OJ990619_36.9922.C13 
+ 



30154 Seq. ID 

62229 Strand 
18525 End 24853 

OJ990619_36.9922.C13.o6.gp Method AAT/GAP 
19095 End 21404 

13672_2.R1084 Score 1684 

19095. .19182, 19584. .19704, 
20977. .21404 

'730 52 6/ sp | P4 1127| RL13_ARATH 4.0e-83 60S RIBOSOMAL PROTEIN L13 

(BBC1 PROTEIN HOMOLOG) >gi_480787_pir S37271 ribosomal protein 

L13 - Arabidopsis thaliana >gi_4 04166_ernb_CAA53005_ (X75162) 
BBC1 protein [Arabidopsis thaliana] 1 



20481. .20614, 20736 20894, 



Seq. ID OJ990619_36.9922.C13 
Strand + 
End 24853 
Method AAT/NAP 
End 21198 
Score 805 
20736. .20894, 20977. .21198 
(COLD INDUCED PROTEIN C24B) 
gi|480649|pir| IS37134 cold-induced protein BnC24B - rape 
gi|398922|emb|CAA80343| (Z22620) cold induced protein (BnC24B) 
[Brassica napus] 



30154 
62229 
18525 

OJ990619_36.9922.C13.o4.np 

19599 

730450 

19599. .19704, 204 81 .. 20614 , 
60S RIBOSOMAL PROTEIN L13-2 



Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922.C13 


Gene No. 


62229 




Strand 


+ 


Start 


18525 




End 


24853 


Name 


OJ990619 36.9922.C13. 


o7.gp 


Method 


AAT/GAP 


Start 


21984 




End 


22736 


GI 


none 




Score 


730 


Exons 


21984. .22191, 22541.. 


22736 






Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922.C13 


Gene No. 


62229 




Strand 


+ 


Start 


18525 




End 


24853 


Name 


OJ990619 36.9922.C13. 


o5.np 


Method 


AAT/NAP 


Start 


22718 




End 


23970 


GI 


134642 




Score 


432 


Exons 


22718. .22750, 22821.. 


23015, 


23078. .23258, 234 17 .. 234 8 1, 




236S7..23683, 23776.. 


23799, 


23884. .23970 


GI Descrip. 


SUPEROXIDE DISMUTASE 


[FE], 


CHLOROPLAST 


gi 1170235 (M55909) 


Fe-superoxide dismutase [Nicotiana plumbaginif olia] 


Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922.C13 


Gene No. 


62230 




Strand 




O -1 4- 

l_> L- ax. L, 


i 

J. 




End 


4057 


Name 


OJ990619 36.9922.C13. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


907 



29988 



GI 4455158 Score 497 

Exons 1..203, 292.. 381, 470. -.538, 821.. 907 

GI Descrip. (AL021687) kinase-like protein [Arabidopsis thaliana] 

Seq. No. 30154 Seq. ID OJ990619_36 . 9922 . C13 

Gene No. 62230 Strand 

Start 1 End 4057 

Name OJ990619_36, 9922 .C13.ol.gs Method. GENS CAN 

Start 65 End 4 057 

GI none Score . . 64 

Exons 65. .203, 821. .899, 1834. .1954, 2576. .2658, 2929. .3007, 
4039. .4057 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30154 
62230 
1 

OJ990619_36.9922.C13.ol.gp 
1132 
none 



4057 
AAT/GAP 
3078 
1406 

1132. .1207, 1334. .1464, 1547. .1954, 2929. .3078 



Seq. ID OJ990619_36.9922.C13 
Strand 
End 

Method 
End 
Score 



Seq. No. 30154 Seq. ID 

Gene No. 62231 . Strand 

Start 13209 . End 

Name OJ990619_36 . 9922 . C13 . o5 . gp Method 

Start 13209 End 

GI 4714482 Score 

Exons 13209. .13557 



OJ990619_36.9922.C13 

13557 
AAT/GAP 
13557 
655 



Seq. No. 30154 
Gene No. 62232 
Start 13987 

Name OJ99061 9_36 . 9922 . C13 . o4 . gs 

Start 13987 
GI none 

Exons 13987. .14107, 14209 .. 14337 , 

14886. .14932, 15081 .. 15733, 
17030. .17088, 17984.. 18071* 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14513 

15982 



OJ990619 36.9922.C13 



18071 
GENSCAN 
18071 
.8 

14558, 14760. .14805, 
16248, 16689. .16735, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30154 
62233 
24049 

OJ990619_36.9922.C13.ol.tw 
65 

none 



Seq. ID OJ990619_36.9922.C13 



Strand 
End 

Method 

End 

Score 



24314 

TBLASTX: Wheat 

517 

167 



65. .202, 66. .203, 66. .203, 67. .204, 67. .210, 278. .382, 278. .373, 
286. .384, 292. .384, 464. .517, 474. .515, 475. .516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30154 
62233 
24049 

OJ990619_36.9922.C13.o3.tc 
66 

none 

819. .902 



Seq. ID OJ990619_36.9922.C13 
Strand 

End 24314 

Method TBLASTX : Cress 

End 902 

Score 65 

464. .538, 474. .539, 616. .901, 



29989 



Seq. No. 30154 Seq. ID OJ990619_36 . 9922 . C13 

Gene No. 62233 Strand 

Start 24049 End 24314 

Name OJ990619_36 . 9922 . C13 . o3 . t s Method TBLASTX : Soybean 

Start 66 End 545 

GI none Score 121 

Exons 66. .203, 66. .203, 67. .204, 73. .204, 284. .382, 292. .384, 
464. .541, 474. .542, 492. .545 

Seq. No. 30154 Seq. ID OJ990619_36 . 9922 .C13 

Gene No. 62233 Strand 

Start 24049 End 24314 

Name OJ990619_36 . 9922 .C13 . o5 . tm Method TBLASTX: Maize 

Start 66 End 539 

GI none Score 121 

Exons 66. .197, 66. .203, 67. .204, 73. .210, 278. .385, 286. .384, 

464. .538, 471. .539 

Seq. No. 36154 Seq. ID OJ990619_36 . 9922 . C13 

Gene No. 62233 Strand 

Start 24049 End 24314 

Name OJ990619_36 . 9922 . C13 . o4 . tm Method TBLASTX : Maize 

Start 854 End 2986 

GI none Score 77 

Exons 854. .901, 855. .902, 1575. .1712, 1576. .1713, 1579. .1713, 

1583. .1714, 1698. .1754, 1707. .1946, 1709. .1957, 1711. .1956, 

2909. .2986 



Seq. No. 30154 
Gene No. 62233 
Start 24049 

Name OJ990619_36 . 9922 . C13 . o2 . tm 

Start 10079 
GI none 

Exons 10079. .10207, 10150 .. 10206, 

10311. .10412, 10312. .10413, 
10477. .10527, 10498 .. 10521, 
11100. .11246, 11107. .11247, 
11273. .11554 



Seq. ID OJ990619_36.9922.C13 
Strand 

End 24314 

Method TBLASTX : Mai ze 

End 11554 

Score 98 
10301. .10402, 10306. .10410, 
10454. .10516, 10464. .10520, 
11084. .11233, 11098. .11232, 
11266. .11517, 11267. .11554, . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30154 
62233 
24049 

OJ990619_36.9922.C13.ol.tc 

10130 

none 



Seq. ID OJ990619_36.9922.C13 
Strand 

End 24314 

Method TBLASTX : Cress 

End 11557 

Score 77 



10130. .10207, 10156. .10206, 10301 .. 10405, 10312 .. 104 04 , 
10436. .10516, 10463. .10543, 11072 .. 11557 , 11080 .. 11517 , 
11096. .11551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30154 Seq. ID 

62233 Strand 

24049 End 

OJ990619_36. 9922.C13.o5.tw Method 

10148 End 

none Score 



OJ990619_36.9922.C13 
24314 

TBLASTX: Wheat 

10402 

72 



10148. .10207, 10150. .10197, 10306 .. 10401, 10307. .10402 



29990 




Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922 


.C13 


Gene No. 


62233 




Strand 






Start 


24049 




End 


24314 




Name 


OJ990619 36.9922.C13 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


10150 ~ 




End 


11158 




GI 


none 




Score 


81 




Exons 


10150. .10212, 10154. 


.10213, 


10309. .10410, 10310. .10459, 






10460. . 10516, 11093. 


.11158 








Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922 


.C13 


Gene No . 


62233 




Strand 






Start 


24049 




End 


24314 




Name 


OJ990619 36.9922.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10454 




End 


11305 




GI 


none 




Score 


59 




Exons 


10454 . . 10513, 11069. 


. 11305, 


11098. .11304 




Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922 


.C13 


Gene No. 


62233 




Strand 






Start 


24049 




End 


24314 




Name 


OJ990619 36.9922.C13 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11159 ~~ 




End 


11557 




GI 


none 




Score' 


100 




Exons 


11159. .11287, 11162. 


.11278, 


11173. .11280, 11290. .11517, 






11291. .11557, 11294. 


.11557 








Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922 


,C13 


Gene No . 


62233 




Strand 






Start 


24049 




End 


24314 




Name 


OJ990619 36.9922.C13.o5.ts 


Method 


TBLASTX: Soybean 




Start 


12629 




End 


12838 




GI 


none 




Score 


103 




Exons 


12629. .12697, 12706. 


.12774, 


12707. .12838 




Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922 


.C13 


Gene No. 


62233 




Strand 






Start 


24049 




End 


24314 




Name 


OJ990619 36.9922.C13 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


12629 




End 


12922 




GI 


none 




Score 


114 




Exons 


12629. .12700, 12688. 


.12774, 


12692. .12? 


J38, 12792. .12836, 






12890. .12922 










Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922 


.C13 


Gene No . 


62233 




Strand 






Start 


24049 




End 


24314 




Name 


OJ990619 36.9922.C13 


.o5.tc 


Method 


TBLASTX: Cress 




Start 


12638 




End 


12838 




GI 


none 




Score 


70 




Exons 


12638. .12694, 12707. 


.12838 








Seq. No. 


30154 




Seq. ID 


OJ990619_36.9922' 


.C13 


Gene No. 


62233 




Strand 






Scare 


2404 9 




End 


24314 




Name 


OJ990619 36.9922.C13 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14218 




End 


15350 





29991 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 142 

14218. .14361, 14223. .14339, 14512 .. 14562, 14513 14563, 

15088. .15342, 15113 .. 15343, 15117.. 15350 



30154 
62233 
24049 

OJ990 61 9_36 . 9922 . CI 3 . o2 . tw 

14886 

none 



Seq. ID OJ990619_36.9922.C13 
Strand 

End 24314 

Method TBLASTX : Wheat 

End 15446 

Score 312 



14886. .14933, 14887 .. 14 934 , 15082 15114 , 15088 .. 1544 1, 
15113. .15442, 15231.. 15446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30154 
62233 
24049 

OJ990619_36.9922.C13.o3.tm 

15393 

none 



Seq. ID OJ990619_36.9922.C13 
Strand 

End 24314 

Method TBLASTX : Mai ze 

End 16030 

Score 267 



15393. .15629, 15393 .. 15518, 15394 .. 15642 , 15394 .. 15639, 

15631. .15786, 15640 .. 15735, 15710 15781, 15813 .. 15884 , 

15830. .15898, 15831 15884 , 15975 .. 16028 , 15982 .. 16029, 
15983. .16030 



Seq. No. 30154 Seq. ID 

Gene No. 62233 Strand 

Start 24049 End 

Name OJ990619_36 . 9922 . C13 . 08 . tm Method 

Start 16981 End 

GI none Score 

Exons 16981. .17049, 16981 .. 17163, 17006 .. 17 176, 17108 .. 17164 , 
17113. .17181 



OJ990619_36.9922.C13 
24314 

TBLASTX: Maize 
17181 
89 



Seq. No. 30154 
Gene No. 62233 
Start ; 24049 

Name OJ990619_36 . 9922 . C13 . o2 . tc 

Start 19547 
GI none 
Exons 19547. 

20483. 

20976. 



.19693, 19599. 
.20614, 20733. 
.21047, 21052. 



.19709, 
.20912, 
.21168 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20479 

20735 



OJ990619 36.9922.C13 



24314 

TBLASTX: Cress 
21168 
197 

20610, 20480. .20614, 
20869, 20974. .21048,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No ; 

Start 

Name 



30154 
62233 
24049 

OJ990619_36.9922.C13.ol.tm 
19592 
none 
19592. 
19596. 
20733. 



19702, 19594. .19704, 
19706, 20480. .20614, 
20912, 20735. .20869, 



30154 
62233 
24049 

OJ990619 36.9922.C13.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19595 

20485 



OJ990619 36.9922.C13 



24314 

TBLASTX: Maize 
21168 
179 

19705, 19596. .19709, 
20616, 20488. .20613, 



20974. .21168, 20976.. 21158 

Seq. ID OJ990619 36.9922.C13 



u l. i. anu 

End 

Method 



24314 

TBLASTX: Soybean 



29992 



Start 
GI 

Exons 



19592 
none 



End 
Score 



21168 
71 



19592. .19678, 19595 .. 19699, 1959.6. . 19709', 204 80 20614 , 

20485. .20625, 20488 .. 20610, 20490 .. 20627, 20733 20912, 

20735. .20863, 20974 .. 21048, 2097 6 21041, 21051 .. 21155, 
21052. .21168 



Seq. No. 30154 

Gene No. 62233 

Start 24049 

Name OJ990619_36. 9922 .C13.o3. tw 

Start 19617 

GI none 

Exons 19617. .19727, 19626 .. 19712, 
20477. .20614, 20512 .. 20616, 

Seq. No. 30154 
Gene No. 62233 
Start 24049 

Name OJ990619_36 . 9922 . C13 . o4 . tc 

Start 22820 
GI none 

Exons ... 22820. .22954, 22821 .. 22988, 

23081. .23245, 23206 .. 23250, 
23872.. 23964 



Seq. ID OJ990619_36.9922.C13 
Strand 

End 24314 

Method TBLASTX : Wheat 

End 20894 

Score 116 
19629. .19727, 20458 .. 20613, 
20733. .20894, 20735.. 20860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_36.9922.C13 
24314 

TBLASTX: Cress 

23964 

128 



23080. .23139, 23080 .. 23244 , 
23657. .23683, 23773 .. 23805, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
. Gene No . 
Start 
Name 
Start 
GI 

Exons 



30154 Seq. ID 

62233 Strand 
24049 End 
OJ990619_36 . 9922 . C13 . o4 . ts Method 
22821 End 
none Score 

22821. .22988, 22826.-22987, 23075 .. 23242, 23076 

23078. .23245, 23080 .. 23253, 23197 .. 23253, 23364 

23398. .23475, 23657 .. 23683, 23773 .. 23805, 23872 



OJ990619 36.9922.C13 



24314 

TBLASTX : Soybean 
23964 
125 

,23153, 
,23474, 
,23964 



30154 Seq. ID 

62233 Strand 

24049 End 
OJ990619_36 . 9922 . C13 . 08 . gp Method 

2404 9 End 

6025016 Score 
24049.. 24314 



OJ990619_36. 9922.C13 

24314 
AAT/GAP 
24314 
453 



Seq. No. 30155 Seq. ID 

Gene No. 62234 Strand 

Start 1 End 

Name OJ990619_36 . 9922 . C14 . ol . gp Method 

Start 1 End 

GI 1601_1.R1084 Score 

Exons 1..98, 245. .349, 523. .615, 693. .785, 
GI Descrip. 



OJ990619_36. 9922.C14 
+ 

1715 
AAT/GAP 
1715 
1335 

1238. .1361, 1463. .1715 



'2493650/sp|Q43831 |RUBB_SECCE 0.0e+00 RUBISCO SUBUNIT 
BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 
(CPN-60 BETA) >gi_1167858_emb_CAA93139_ (Z68903) chaperonin 
[Seccile cereale] : 



Seq. No. 



30155 



Seq. ID OJ990619_36.9922.C14 



29993 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



62234 Strand 

1 End 

OJ990619_36 . 9922 . C14 ..ol . np Method 

1 End 

2493650 Score 



+ 

1715 
AAT/NAP 
1372 
645 



1..98, 245. .349, 523. .615, 693. .785, 1238. .1372 

RUBISCO SUBUNIT BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERON IN 
BETA SUBUNIT) (CPN-60 BETA) gi | 1167858 | emb | CAA93139 I (Z68903) 
chaperonin [Secale cereale] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30155 
62234 
1 

OJ990619_36.9922.C14.ol.gs 

245 

none 



Seq. ID OJ990619_36.9922.C14 

Strand + 

End 1715 

Method GENSCAN 

End 1476 

Score .89 



245. .349, 523. .615, 693. .785, 1238. .1361, 1463. .1476 



30155 
62235 
1688 

OJ990619_36.9922.C14.ol.tc 
25 

none 



Seq. ID OJ990619_36.9922.C14 
Strand 

End 4875 

Method TBLASTX : Cress 

End 4833 

Score 61 



25. .81, 26. .94, 27. .104, 281. .352, 522. .617, 522. .617, 523. 
689. .787, 690. .788, 692. .817, 1226. .1372, 1237. .1374, 
1237. .1371, 4762. .4833 



624, 



Seq. No. 30155 

Gene No. 62235 

Start 1688 

Name OJ990619_36. 9922 .C14 .ol . ts 

Start 26 

GI none 
Exons 



Seq. ID OJ990619_36.9922.C14 
Strand 

End 4875 

Method TBLASTX : Soybean 

End 4859 

Score 116 



26. .94, 27. .104, 281. .352, 522. .623, 523. .624, 523. .627, 
689. .787, 690. .788, 1226. .1363, 1237. .1389, 1237. .1362, 
4104. .4184, 4758. .4859, 4762. .4842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30155 
62235 
1688 

OJ990619_36.9922.C14.o2.tm 
26 

none 



Seq. ID OJ990619_36.9922.C14 
Strand 

End 4875 

Method TBLASTX : Maize 

End 4875 

Score 109 



26. .100, 26. .97, 27 .. 104, " 1226. . 1372, 1235. .1291, 1236. .1298, 
1237. .1380, 1237. .1374, 1461. .1481, 3968. .3994, 4000. .4050, 
4104. .4178, 4476. .4547, 4756. .4833, 4758. .4856, 4762. .4848, 
4841. .4867, 4843. .4875 



Seq. No. 30155 

Gene No. 62235 

Start 1688 

Name OJ990619_36 . 9922 . C14 . ol . tm 

Start 284 

GI none 
Exons 



Seq. ID OJ990619_36.9922.C14 
Strand 

End 4875 

Method TBLASTX : Mai ze 

End 7 91 



284. .352, 522. .617, 522. .617, 523. .624, 689. .790, 690. .791 



29994 




Seq. No. 


30155 




Seq. ID 


OJ990619_36. 9922.C14 


Gene No. 


62235 




Strand 




Start 


1688 




End 


4875 


Nairte 


OJ990619 36.9922.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


525 




End 


1386 


GI 


none 




Score 


139 


Exons 


525. .617, 526. .624, 538 


. .624, 


687. .785, 


689. .787, 690. .788, 




1226. .1363, 1235. .1297, 


1237. 


.1386, 1237.. 1374 


Seq. No. 


30155 




Seq. ID 


OJ990619_36. 9922. C14 


Gene No. 


62235 




Strand 




Start 


1688 




End 


4875 


Name 


OJ990619 36.9922.C14.o2 


. gs 


Method 


GENSCAN 


Start 


1688 




End 


3244 


GI 


none 




Score 


. 93 


Exons 


1688. .1887, 2716. .2815, 


3179. 


. 3244 




Seq. No. 


30156 




Seq. ID 


OJ990619_31. 9922.C2 


Gene No. 


62236 




Strand 




Start 


262 




End 


532 


Name 


OJ990619 31. 9922.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


262 




End 


532 


GI 


none 




Score 


82 


Exons 


262. .531, 280. .468, 338 


. .532 






Seq. No. 


30157 




Seq. ID 


OJ990619 31. 9922. C3 


Gene No. 


62237 




Strand 


+ 


Start 


1884 




End 


3004 


Name 


OJ990619 31. 9922.C3.o2. 


QS 


Method 


GENSCAN 


Start 


1884 




End 


3003 


GI 


none 




Score 


. 65 


Exons 


1884. .1966, 2081. .2246, 


2498. 


.3003 




Seq. No. 


30157 




Seq. ID 


OJ990619 31. 9922. C3 


Gene No. 


62237 




Strand 


+ 


Start 


1884 




End 


3004 


Name 


OJ990619 31.9922.C3.o2. 


OP 


Method 


AAT/GAP 


Start 


2368 




End 


3004 


GI 


4880964 




Score 


1036 


Exons 


2368.. 2408, 2498.. 3004 








Seq. No. 


30157 




Seq. ID 


OJ990619_31. 9922.C3 


Gene No. 


62238 




Strand 




Start 


426 




End 


1623 


Name 


OJ990619 31. 9922.C3.ol. 


QS 


Method 


GENSCAN 


Start 


426 




End 


1503 


GI 


none 




Score 


.96 


Exons 


426. .614, 934. .1503 








Seq. No. 


30157 




Seq. ID 


OJ990619_31. 9922.C3 


Gene No. 


62238 




Strand 




Start 


426 




End 


1623 


Name 


OJ990619 31.9922.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


1152 




End 


1623 


GI 


4.4522 1.R1084 




Score 


940 


Exons 


1152. .1623 








GI Descrip. 


1 58154 10/gb | AAD52659.il 


AF177392_1 0.0e+00 (AF177392) blast and 



29995 



wounding induced mitogen-activated protein kinase [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30157 
62239 
1838 

OJ990619J31. 9922.C3.ol.tm 

1838 

none 



Seq. ID OJ990619_31.9922.C3 
Strand 

End 3004 

Method TBLASTX : Mai ze 

End 3004 

Score 88 



1838. .1903, 1875. .1931, 1884. .1922, 1973. .2053, 1989. .2054, 
2169. .2207, 2211. .2246, 2335. .2433, 2345. .2434, 2491. .2538, 
2492.. 2569, 2495.-2539, 2533. .3003, 2534.. 3004 



Seq. No. 30157 
Gene No. 62239 
Start 1838 

Name OJ99061 9_31 . 9922 . C3 . ol . tw 

Start 1851 
GI none 

Exons 1851.. 1931, 1881.. 1922, 1958. 

2188. .2247, 2357. .2416, 2361. 
2496. .2537, 2497. .2538 



Seq. ID OJ990619_31.9922.C3 
Strand 

End 3004 

Method TBLASTX : Wheat 

End 2538 

Score 98 

.2050, 1995. .2051, 2169. .2246, 
,2405, 2362. .2433, 2496. .2537, 



Seq. No. 30158 Seq. ID 

Gene No. 62240 Strand 

Start 746 End 

Name OJ990619_31 . 9922 . C4 . o2 . gs Method 

Start 74 6 End 

GI none Score 

Exons 746.. 895, 940.. 1089 



OJ990619_31.9922.C4 
+ 

1089 
GEN SCAN 
1089 
.99 



Seq. No. 30158 Seq. ID 

Gene No. 62241 Strand 

Start 2323 End 

Name OJ990619_31 . 9922 . C4 . o3 . gs Method 

Start 2323 End 

GI none Score 

Exons 2323.. 2634 



OJ990619_31.9922.C4 
+ 

2634 
GENSCAN 
2634 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30158 
62242 
3799 

OJ99061 9_31 . 9922 . C4 . ol . gp 
3458 
6689925 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 31. 9922. C4 



4980 
AAT/GAP 
4980 
1657 

3458. .3872, 4040. .4280, 4407. .4508, 4752. .4825, 4916. .4980 
5815410/gb|AAD52659.1 |AF177392_1 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza sativa] 



30158 
62242 
3799 

OJ990619_31 . 9922 . C4 . o4 . gs 
3799 



Seq. ID 

Strand 

End 

Method 
End 

r» 



OJ990619_31.9922.C4 

4980 

GENSCAN 

4804 



3799. .3873, 4040. .4337, 4407. .4508, 4752. .4804 



29996 



Seq. No. 


30158 








Seq. ID 


OJ990619_31.9922.C4 


Gene No. 


62242 








Strand 




Start 


3799 








End 


4980 


Name 


OJ990619 31 


. 9922. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4038 








End 


4980 


GI 


none 








Score 


49 


Exons 


4038. .4088, 


4073. 


.4300, 


4080. 


.4220, 4085. .4276, 4406. .4510, 




4407. .4511, 


4407. 


.4511, 


4752. 


.4826, 4754. .4831, 4898. .4978, 




4904 . .4978, 


4917. 


.4979, 


4921. 


.4980 




Seq. No. 


30158 








Seq. ID 


OJ990619_31.9922.C4 


Gene No. 


62242 








Strand 




Start 


3799 








End 


4980 


Name 


OJ990619 31 


.9922. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


4110 








End 


4980 


GI 


6689926 








Score 


594 


Exons 


4110. .4280, 


4407. 


.4508, 


4752. 


.4825, 4916. .4980 


GI Descrip. 


(AF194416) ] 


MAP kinase homolog 


[Oryza sativa] 


Seq. No. 


30158 








Seq. ID 


OJ990619_31.9922.C4 


Gene No. 


62242 








Strand 




Start 


3799 








End 


4980 


Name ' 


OJ990619 31 


.9922. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4406 








End 


4979 


GI 


none 








Score 


65 


Exons 


4406. .4453, 


4454. 


.4510, 


4736. 


.4828, 4754. .4831, 4904. .4978, 



4917. .4979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30158 
62242 
3799 

OJ990619_31.9922.C4.ol.ts 

4406 

none 

4406. .4438, 
4753. .4836, 
4914. .4979, 



4407. .4439, 
4754. .4834, 
4915. .4980 



4436. 
4754. 



Seq. ID OJ990619_31.9922.C4 
Strand 

End 4 980 

Method TBLASTX : Soybean 

End 4980 

Score 4 6 

.4510, 4444. .4509, 4445. .4510, 
.4870, 4913. .4978, 4913. .4978, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 1 
GI 



30159 Seq. ID OJ990619_31 . 9922 . C5 

62243 Strand 

1 End 201 

OJ990619_31. 9922.C5.ol.gp Method AAT/GAP 

1 End 201 

6689925 Score 304 

1..201 

5815410/gb|AAD52659.1|AF177392_l 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza sativa] 



30159 Seq. ID 

62243 Strand 

1 End 

OJ99061 9_31 . 9922 . C5 . ol . np Method 

1 End 

6689926 Score 



OJ990619_31.9922.C5 
201 

AAT/NAP 

201 

253 



GI Descrip. (AF194416) MAP kinase homolog [Oryza sativa] 



29997 



• # 



Seq. No. 


30159 












Seq. ID 


OJ990619_ 


_31 


.9922. 


C5 


Gene No. 


62243 












Strand 










Start 


1 












End 


201 








Name 


OJ990619 


31. 


9922 


.C5. 


ol 


. as 


Method 


GENSCAN 








Start 


42 












End 


161 








GI 


none 












Score 


.48 








Exons 


42. .161 






















Seq. No. 


30160 












Seq. ID 


OJ990619' 


31 


. 9922 . 


C6 


Gene No. 


62244 












Strand 










Start 


1 












End 


91 








Name 


OJ990619 


31. 


9922 


.C6. 


ol 


.gp 


Method 


AAT/GAP 








Start 


1 












End 


91 








GI 


none 












Score 


144 








Exons 


1. .91 























Seq. No. 30160 Seq. ID 

Gene No. 62245 Strand 

Start 586 End 

Name OJ990619_31 . 9922 . C6 . ol . gs Method 

Start 586 End 

GI none Score 

Exons 586.. 665 



OJ990619_31. 9922.C6 
665 

GENSCAN 
665 
. 92 



Seq. No. 


30161 




Seq. ID 


OJ990619_ 


_31.9922.C7 


Gene No. 


62246 




Strand 


+ 




Start 


44 




End 


518 




Name 


OJ990619 31.9922.C7.ol. 


gs 


Method 


GENSCAN 




Start 


44 




End 


518 




GI 


none 




Score 


.84 




Exons 


44. .112, 336. .518 










Seq. No. 


30161 




Seq. ID 


OJ990619_ 


31. 9922. C7 


Gene No. 


62247 




Strand 


+ 




Start 


829 . 




End 


1884 




Name 


OJ990619 31.9922.C7.o2. 


gs 


Method 


GENSCAN 




Start 


829 




End 


1884 




GI 


none 




Score 


1 




Exons 


829. .1884 










Seq. No. 


30161 




Seq. ID 


OJ990619_ 


31. 9922. C7 


Gene No. 


62248 




Strand 


+ 




Start 


6387 




End 


19016 




Name 


OJ990619 31.9922.C7.ol. 


np 


Method 


AAT/NAP 




Start 


6387 




End 


9539 




GI 


6063554 




Score 


341 




Exons 


6387.. 6589, 6890.. 6970, 


7116. 


.7232, 8702. .8731, 


9366. .9539 



GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



LH CHUG 

Start 
GI 



30161 
62248 
6387 

wjjuoi^_ji .^^^.^/.o^.gs 

9165 

none 



Seq. ID OJ990619_31.9922.C7 

Strand + 

End' 19016 

Method GeNSCan 

End 19016 

Score .68 



29998 



Exons 



9165.". 9252, 9934. .10052, 11560 11685, 12028. .12154, 
12692. .12774, 14505 14522, 16334 .. 16352, 164 48 .. 17774 , 
18032. .19016 



Seq. No. 30161 Seq. ID 

Gene No. 6224 9 Strand 

Start 1163 End 

Name OJ990619_31 . 9922 . C7 .ol . gp Method 

Start 1163 End 

GI none Score 

Exons 1163.. 2062 



OJ990619_31.9922.C7 

2062 
AAT/GAP 
2062 
1728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30161 
62250 
992^ 

OJ990619_31.9922.C7.o2.gp 
9929 

61605_3.R1084 
9929. .10224 

, 1402920/emb|CAA66965| 2.0e-20 
thaliana] ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619_31.9922.C7 

10224 
AAT/GAP 
10224 
423 



(X98321) peroxidase [Arabidopsis 



30162 
62251 
2701 

OJ990619_31.9922.C8.ol.np 

2701 

5001454 



Seq. ID OJ990619_31. 9922.C8 

Strand . + 

End 5165 

Method AAT/NAP 

End 5165 

Score 98 



2701. .2733, 4671. .4888, 4952. .5165 

(AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



30162 Seq. ID 

62252 Strand 

7706 End 

OJ990619_31 . 9922 . C8 . o2 . np Method 

7706 End 

6907087 Score 



OJ990619_31.9922.C8 
+ 

9452 
AAT/NAP 
9452 
.879 



7706.. 8076, 8122.. 8828, 9351..9452 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



30162 Seq. ID 

62253 . Strand 
12296 End 
OJ990619_31 . 9922 .C8 . o4 .np Method 
12296 End 
6633813 Score 



OJ990619_31.9922.C8 
+ 

16032 
AAT/NAP 
16032 
693 



12296. .12318, 13626. 
15376. .15884, 15930. 



,14145, 14301. 
,16032 



,14727, 14764. .15192, 



GI Descrip. (AC009519) F1N19.10 [Arabidopsis thaliana] 



Seq. No. 

Start 
Name 



30162 
62253 
12296 

OJ990619_31.9922.C8.o2.gs 



Seq. ID OJ990619_31. 9922.C8 



OLidllU 

End 

Method 



16032 
GENSCAN 



29999 



Start 


13400 




End 


16016 


GI 


none 




Score 


.83 


Exons 


13400. .13466, 13571 


. .14106, 


14325. .15192, 15376.. 16016 


Seq. No. 


30162 




Seq. ID 


OJ990619_31.9922 


Gene No. 


62254 




Strand 




otart 


QQ A O 




End 


14690 


Name 


OJ990619 31. 9922. C8 


.o3.np 


Method 


AAT/NAP 


Start 


9842 




End 


14690 


GI 


4680186 




. Score 


200 


Exons 


9842.. 10044, 11052. 


.11271, 


14667. .14690 


GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 


Seq. No. 


30162 




Seq. ID 


OJ990619J31.9922 


Gene No. 


62255 




Strand 




Start 


16948 




End 


19933 


Name 


OJ990619 31. 9922. C8 


. o3 . gs 


Method 


GENSCAN 


Start 


16948 




End 


19933 


GI 


none 




Score 


.78 


Exons 


16948. .16957, 16980 


. .17092, 


17207. .17295, 17367 .. 17472, 




17832. .17924, 18549 


. . 18 638 , 


19329. .19542, 19895.. 19933 


Seq. No. 


30162 




Seq. ID 


OJ990619_31.9922 


Gene No. . 


tl 1 1 c c 




Strand 




Start 


16948 




End 


19933 


Name 


OJ990619 31. 9922. C8 


.ol.gp 


Method 


AAT/GAP 


Start 


17185 




End 


17858 


GI 


none 




Score 


395 


Exons 


17185. .17295, 17367 


. .17472, 


17832. .17858 


Seq. No. 


30162 




Seq. ID 


OJ990619_31.9922 


Gene No . 


c o o a c 




Strand 




Start 


19889 




End 


20325 


Name 


OJ990619 31. 9922. C8 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


13630 




End 


14009 


GI 


none 




Score 


40 


Exons 


13630. .13671, 13699 


. .13842, 


13864. .14004, 13896. .14009 


Seq. No. 


30162 




Seq. ID 


OJ990619_31.9922 


Gene No. 


62256 




Strand 




Start 


19889 




End 


20325 


Name 


OJ990619 31. 9922. C8 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


13633 




End 


14052 


GI 


none 




Score 


38 


Exons 


13633. .13674, 13699 


. .13857, 


13701. .13820, 13852. .14052, 




13896. .14012 








Seq. No. 


30162 




Seq. ID 


OJ990619_31. 9922 


Gene No. 


62256 




Strand 




Start 


1 A O O Ci 

19889 




End 


20325 


Name 


OJ990619 31. 9922. C8 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


13699 




End 


14118 


GI 


none 




Score 


122 


Exons 


13699. .13842, 13707 


. .13820, 


13858. .14007, 13896 .. 14006, 




1 /ino^ i * i i n 










i. T U i U . . X 1 -L X U 








Seq. No. 


30162 




Seq. ID 


OJ990619_31. 9922 



30000 



